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HYPERTHERMOPHILE METHANOPYRUS KANDLERI AV19 AND MONOPHYLY 
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CROSS-REFERENCE TO OTHER APPLICATIONS 
This patent claims priority to U.S. Provisional Patent applications 
60/361,742 filed March 4, 2002 and 60/410,974 entitled "Helix-hairpin-heiix motifs to 
10 manipulate properties of DNA processing enzymes," filed September 16, 2002, both 
of which are hereby incorporated by reference. 

BACKGROUND OF THE INVENTION 

1. Field of the Invention : 

This invention relates to novel methods of sequencing directly from 
15 genomic DNA. In particular, the genomic DNA of the bacterial species Methanopyrus 
kandleri AV19 was unlinked with ThermoFidelase version of M. kandleri 
topoisomerase V and its entire nucleotide sequence was determined by directed 
cycle sequencing using ^-modified oligonucleotides (Fimers). The resulting genomic 
sequences, protein sequences from M. kandleri and there uses in research and 
20 diagnostics fields are herein disclosed. 

2. Description of the State of Art : 

Methanopyrus kandleri was isolated from the sea floor at the base of a 
2,000 meter-deep "black smoker" chimney in the Gulf of California (Huber, R., ef a/., 
Nature, 342:833-6 (1989)). The organism is a rod-shaped, Gram-positive 

25 methanogen that grows chemolithoautotrophically at 80 to 1 10°C in the H 2 -C0 2 
atmosphere (Kurr, M., et al, Arch Microbiol, 156:239-47(1991)). The discovery of 
Methanopyrus showed that biogenic methanogenesis was possible above 100°C and 
could account for isotope discrimination at such temperatures (Huber, R. f et al., 
Nature, 342:833-6 (1989)). 

30 Certain aspects of M. kandleri biochemistry place this organism aside 

from other archaea. First, the membrane of M. kandleri consists of a terpenoid lipid 
(Hafenbradl, D., etai, System Appl Microbiol, 16:165-9 (1993)), which is considered 
to be the most primitive membrane lipid and is the direct precursor of phytanyl 
diethers found in the membranes of all other archaea (Wachtershauser, G. f et al, 

35 Microbiol Rev, 52:452-84 (1988)). Second, M. kandleri contains a high intracellular 
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concentration (1.1 M) of a trivalent anion, cyclic 2,3-diphosphogIycerate, which has 
been reported to confer activity and stability at high temperatures to M. kandleri 
enzymes (Shima, S., etal.. Arch Microbiol, 170:469-72 (1998)). Finally, M kandleri 
has several unique enzymes, the most notable ones being the novel type 1B DNA 
5 topoisomerase V and the two-subunit reverse gyrase (Slesarev, A. I., et ai, Nature, 
364:735-7 (1993); Belova, G. I., et ai, Proc Natl Acad Sci, USA 98:6015-20 (2001); 
Slesarev, A. I., et ai, Methods Enzymol, 334:179-92 (2001); Kozyavkin, S. A., et ai, 
J Biol Chem, 269:1 1081-9 (1994); and Krah, R., et ai, Proc Natl Acad Sci USA, 
93:106-10(1996)). 

1 o Perhaps the most distinctive feature of M. kandleri is its apparent 

position in the archaeal phylogeny. Several analyses, based on phylogenetic trees 
for 16S rRNA and the presence/absence of an 11-amino-acid insertion in EF-1ct 
placed M. kandleri close to the root of the Euryarchaeota and did not suggest any 
specific affinity with other archaeal methanogens (Burggraf, S., et ai, System Appl 

1 5 Microbiol, 14:346-51 (1991); Rivera, M. C, et ai, Int J Syst Bactenol, 46:348-51 
(1996); and Nolling, J., era/., Int J Syst Bacteriol, 46:1170-3 (1996)). Furthermore, 
some signatures shared with Crenarchaeota were noticed in the 16S RNA sequence 
of M. kandleri. (Burggraf, S., era/., System Appl Microbiol, 14:346-51 (1991)). In 
contrast, the methyl coenzyme M reductase operon of M. kandlen consists of genes 

20 that are unique to archaeal methanogens (Polushin, N., et ai, Nucleosides 

Nucleotides Nucleic Acids, 20:973-6 (2001)). The genome comparison reported here 
reveals clustering of M. kandlen with the other methanogens in phylogenetic trees 
based on concatenated alignments of ribosomal proteins, which, together with the 
congruence of the sets of predicted genes, suggests that this group is monophyletic. 

25 However, M. kandleri appears to be a "minimalist'' organism whose regulatory and 
signaling systems are generally scaled down compared to those of other archaea. 
The comparative genome analysis of M. kandlen, M. jannaschii and M. 
thermoautotrophicus resulted in the delineation of a distinct set of genes 
characteristic of archaeal methanogens. 

30 SUMMARY OF THE INVENTION 

This invention provides the genomic sequences of M. kandleri. The 
sequence information is useful for a variety of diagnostic and analytical methods. 
The genomic sequence may be embodied in a variety of media, including computer 
readable forms, or as a nucleic acid comprising a selected fragment of the sequence. 

35 Such fragments generally consist of an open reading frame, transcriptional or 
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transanal control elements, or fragmems derived therefrom. M. todfen proteins 
encoded by the open reading frames a re useful for diagnostic purposes, as speofflo 
and non-specffic stabilizing additives for other proteins, as well as for their enzymabc 

or structural activity. . . 

5 Additional objects, advantages, and novel features of th.s .nvent.on 

shall be set forth in part in the description and examples that follow, and in part w,l> 
become apparent to those skilled in the art upon examination of the following or may 
be learned by the practice of the invention. The objects and the advantages of the 
invention may be realized and attained by means of the instrumentalities and ,n 
1 o combinations particularly pointed out in the appended cla.ms. 

Nucleotide or nucleic acid sequences defined herein are represented 
by one-letter symbols for the bases as follows: 
A (adenine) 
C (cytosine) 
15 G (guanine) 

T (thymine) 
U (uracil) 
M (A or C) 
R(A or G) 
20 W(AorT/U) 
S (C or G) 
Y(CorT/U) 
K(GorT/U) 

V (A or C or G; not T/JU) 
25 H (A or C or T/U; not G) 

D (AorG orT/U; notC) 
B (C or G or T/U; not A) 
N (A or C or G or T/U) or (unknown) 

Peptide and polypeptide sequences defined herein are represented by 
30 one-letter or three symbols for amino acid residues as follows: 

A/Ala (alanine); R/Arg (arginine); N/Asn (asparagine); D/Asp (aspart.c 
acid)- C/Cys (cysteine); Q/GIn (glutamine); E Glu (glutamic acid); G G.y (glycine); 
H/His (histidine); I/He (isoleucine); ULeu (leucine); K/Lys (lysine); M/Met 
(methionine); F/Phe (phenylalanine); P/Pro (proline); S/Ser (serine); mhr 
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and U,Sec ****** ^ more m underetood by ref nee «o 

The accompanying dra*gs, which are Incorporated in and form a 

10 invention. 

Ip thP nrawinas: „«fRPAfromE coli 

^l^es the expression and puniicaton of RPAfrom E. 

zrsrszrsrsr 

rirsrrr~-~ — — — - 

lane 7, RPA, 6 mM (HI). 250-stained RPA. Lane 1, RPA, 

Finure 3 illustrates Coomassie Blue G-25U sia.neu 

, T mM « ianl TpOVH, « * iane 3, (I)* *»* J - * <">' ™* « * 

o /1MN.L. onYF- lane 7 RPA, 6 mM (HI). 

coli cells. .rifiration of Ligase-2 from E 

Figure 5 illustrates the express.on and punf.cat.on g 

co// cells. .rifiration of MCM2_1 from E. 

Figure 6 illustrates the expression and punf.cat.on or 

coli cells. . nnrffieation of Fen1 from E co// 

Figure 7 illustrates the express.on and punficat.on 

Figure 8 illustrates the activity of Fen1 from MK Av19. 
Figure 9 illustrates the expression and purification of Ppa from E 

Figure 10 illustrates the expression and purification of RFC-S from E 

co// cells. mf .ration of RFC-L from E 

Figure 11 illustrates the expression and purification 

35 coli cells. 
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Figure 12 illustrates the expression and purification of Pol B from £ 

coli cells. 

Figure 13 illustrates DMA polymerase activity ef DNA polymerase polB 
S in various medla^ ^ ^ ^ ^ ^ ^ ^ of DNA 

polymerase polB in 1 M potassium glutamate at 1 00°C. 

Figure 15 illustrates effect of potassium glutamate on the act-vty and 

processivity of DNA polymerase PolB. 
1 0 Figure 1 6 illustrates a duplex. 

Figure 17 illustrates a duplex. 

Figure 18 illustrates the amplification of 1 10 nt region of ssDNA 
M13m P 18( + ) with ALF M13 Universal fluorescent primer (Amersham Pharmaaa 
Biotech) and primer caggaaacagctatgacc (M13 reverse) in the presence of 1 M 
15 potassium glutamate with polB DNA polymerase. fpr M Afro m£ 
Figure 19 illustrates the expression and punf.cat.on of PCNA from E. 

C °" Ce " S ' Figure 20 illustrates the effect of PCNA on formation of fluorescent 
products in primer extension reaction catalyzed by po.B DNA polymerase. 

Figure 21 illustrates the expreesion and purification of Topo I from E. 

C0// Ce,lS ' Figure 22 illustrates the relaxation of closed circular P BR322 DNA by 
Mka Topo I in 100 mM Nad (lane 2) and 1 M KG.u (lane 5) at 80°C. 

Figure 23 illustrates the expression and purif.cat.on of MCM2_2 from 

25 E.co//ce.ls. Rgure24jl|ustratesthepurifi ^ 

Cel,S ' Figure 25 demonstrates primase activity assay for complex P 41 P 46. 

DETAILED DESCRIPTION OF THE PREFERRED EMBODIMENT 

,n a first aspect, the invention provides nucleic acid including the M. Handler, 
nucleotide sequence shown in SEQ ID NO. 1693 in Attachment A hereto It also 
provides nucleic acid comprising sequences having sequence identity to the 
nucleotide sequence disclosed herein. Depending on ^^^^ 
35 degree of sequence identity is preferably greater than 70% (e.g., 80%, 90 K. 92 /o, 
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96%, 99% or more). Sequence identity is determined as above disclosed. These 

homologous DNA sequences include mutants and allelic variants, encoded within the 

M. kandleri nucleotide sequence set out herein, as well as homologous DNA 

sequences from other Methanopyrus strains. 
5 The invention also provides nucleic acid including sequences complementary 

to those described above (e.g., for antisense, for probes, or for amplification primers). 
Nucleic acid according to the invention can, of course, be prepared in many 

ways (e.g., by chemical synthesis, from DNA libraries, from the organism itself, etc.) 

and can take various forms (e.g., single-stranded, double-stranded, vectors, probes, 
10 primers, etc.). The term "nucleic acid" includes DNA and RNA, and also their 

analogs, such as those containing modified backbones, and also peptide nucleic acid 

(PNA) etc. 

The invention also provides vectors including nucleotide sequences of the 
invention (e.g., expression vectors, sequencing vectors, cloning vectors, etc.) and 
1 5 host cells transformed with such vectors. 

According to a further aspect, the invention provides a protein including an 
amino acid sequence encoded within a M. kandleri nucleotide sequence set out 
herein. It also provides proteins comprising sequences having sequence identity to 
those proteins. Depending on the particular sequence, the degree of sequence 
20 identity is preferably greater than 50% (e.g., 60%, 70%, 80%, 90%, 95%, 99% or 
more). Sequence identity is determined as above disclosed. These homologous 
proteins include mutants and allelic variants, encoded within the M. kandleri 
nucleotide sequence set out herein. 

According to a further aspect, the invention provides highly thermostable 
25 polypeptides that work in high temperature and high salt conditions where previously 
disclosed proteins do not. 

The proteins of the invention can, of course, be prepared by various means 
(e.g., recombinant expression, purification from cell culture, chemical synthesis, etc.) 
and in various forms (e.g., native, fusions, etc.). They are preferably prepared in 
30 substantially isolated form (i.e., substantially free from other M. kandleri host cell 
proteins). 

Various tests can assess the in vivo immunogenicity of the proteins of the 
invention. For example, the proteins can be expressed recombinantly or chemically 
synthesized and used to screen patient sera by immunoblot. A positive reaction 
35 between the protein and patient serum indicates that the patient has previously 
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mounted an immune response to the protein in question; i.e., the protein is an 
immunogen. This method can also be used to identify immunodominant proteins. 

The invention also provides nucleic acid encoding a protein of the invention. 

In a further aspect, the invention provides a computer, a computer memory, a 
5 computer storage medium (e.g., floppy disk, fixed disk, CD-ROM, etc.), and/or a 
computer database containing the nucleotide sequence of nucleic acid according to 
the invention. Preferably, it contains one or more of the A/7, kandleri nucleotide 
sequences set out herein. 

This may be used in the analysis of the M. kandleri nucleotide sequences set 
10 out herein. For instance, it may be used in a search to identify open reading frames 
(ORFs) or coding sequences within the sequences. 

In a further aspect, the invention provides a method for identifying an amino 
acid sequence, comprising the step of searching for putative open reading frames or 
protein-coding sequences within a M. kandleri nucleotide sequence set out herein. 
15 Similarly, the invention provides the use of a M. kandleri nucleotide sequence set out 
herein in a search for putative open reading frames or protein-coding sequences. 

A search for an open reading frame or protein-coding sequence may 
comprise the steps of searching a M. kandleri nucleotide sequence set out herein for 
an initiation codon and searching the upstream sequence for an in-frame termination 
20 codon. The intervening codons represent a putative protein-coding sequence. 
Typically, all six possible reading frames of a sequence will be searched. 

An amino acid sequence identified in this way can be expressed using any 
suitable system to give a protein. This protein can be used to raise antibodies which 
recognize epitopes within the identified amino acid sequence. These antibodies can 
25 be used to screen M. kandleri to detect the presence of a protein comprising the 
identified amino acid sequence. 

Furthermore, once an ORF or protein-coding sequence is identified, the 
sequence can be compared with sequence databases. Sequence analysis tools can 
be found at NCBI (http://www.ncbi.nlm.nih.gov) e.g., the algorithms BLAST, BLAST2, 
30 BLASTn, BLASTp, tBLASTn, BLASTx, & tBLASTx. See also Altschul, et al., 
"Gapped BLAST and PSI-BLAST: new generation of protein database search 
programs," Nucleic Acids Research, 25:2289-3402 (1997). Suitable databases for 
comparison include the nonredundant GenBank, EMBL, DDBJ and PDB sequences, 
and the nonredundant GenBank CDS translations, PDB, SwissPot, Spupdate and 
35 PIR sequences. This comparison may give an indication of the function of a protein. 
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Hydrophobic domains in an amino acid sequence can be predicted using 
algorithms such as those based on the statistical studies of Esposti et al. Critical 
evaluation of the hydropathy of membrane proteins Eur J Biochem, 190:207-219 
(1990). Hydrophobic domains represent potential transmembrane regions or 
5 hydrophobic leader sequences, which suggest that the proteins may be secreted or 
be surface-located. These properties are typically representative of good 
immunogens. 

Similarly, transmembrane domains or leader sequences can be predicted 
using the PSORT algorithm mttp://psort/nibb/ac/ip) , and functional domains can be 
1 0 predicted using the MOTIFS program (GCG Wisconsin & PROSITE). 

The invention also provides nucleic acid including an open reading frame or 
protein-coding sequence present in a M. kandleri nucleotide sequence set out herein. 
Furthermore, the invention provides a protein including the amino acid sequence 
encoded by this open reading frame or protein-coding sequence. 
1 5 According to a further aspect, the invention provides antibodies, which bind to 

these proteins. These may be polyclonal or monoclonal and may be produced by 
any suitable means known to those skilled in the art. 

The antibodies of the invention can be used in a variety of ways, e.g., for 
confirmation that a protein is expressed, or to confirm where a protein is expressed. 
20 Labeled antibody (e.g., fluorescent labeling for FACS) can be incubated with intact 
bacteria and the presence of label on the bacterial surface confirms the location of 
the protein, for instance. 

According to a further aspect, the invention provides compositions including 
protein, antibody, and/or nucleic acid according to the invention. These compositions 
25 may be suitable as vaccines, as immunogenic compositions, or as diagnostic 
reagents. 

The invention also provides nucleic acid, protein, or antibody according to the 
invention for use as medicaments (e.g., as vaccines) or as diagnostic reagents. 

According to a further aspect, the invention provides compositions including 
30 M. kandleri protein(s) and other proteins. These compositions, both covalent and 
non-covalent, may be more stable and may work in broader salt and pH conditions 
than individual proteins. 

According to further aspects, the invention provides various processes. 
A process for producing proteins of the invention is provided, comprising the 
35 step of culturing a host cell according to the invention under conditions, which induce 
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protein expression. A process which may further include chemical synthesis of 
proteins and/or chemical synthesis (at least in part) of nucleotides. 

A process for detecting polynucleotides of the invention is provided, 
comprising the steps of: (a) contacting a nucleic probe according to the invention 
5 with a biological sample under hybridizing conditions to form duplexes; and (b) 
detecting said duplexes. 

A process for detecting proteins of the invention is provided, comprising the 
steps of: (a) contacting the antibody according to the invention with a biological 
sample under conditions suitable for the formation of an antibody-antigen complexes; 
10 and (b) detecting said complexes. 

Another aspect of the present invention provides for a process for detecting 
antibodies that selectably bind to antigens or polypeptides or proteins specific to any 
species or strain of M. kandleri where the process comprises the steps of: (a) 
contacting antigen or polypeptide or protein according to the invention with a 
1 5 biological sample under conditions suitable for the formation of an antibody-antigen 
complexes; and detecting said complexes. 

Having now generally described the invention, the same will be more readily 
understood through reference to the following examples which are provided by way 
of illustration, and are not intended to be limiting of the present invention, unless 
20 specified. 

Directed Genomic Sequencing 

A novel genome sequencing strategy was adopted to sequence M. 
kandleri strain AV19 (DSM 6324). The Sequence is listed in Attachment A as Seq ID 
No.: 1693. 

25 Skimming shotgun phase . A small insert (2-4 kb) shotgun library in 

pUC18 cloning vector (SeqWright) was prepared from 150 pg genomic DNA of M 
kandleri strain AV19 (DSM 6324) isolated as described (Slesarev, A. I., et a/., 
Nucleic Acids Res, 26:427-30 (1998)). Approximately 1 ,000 purified plasmid clones 
and 3,000 unpurified clones (i.e., aliquots of overnight cultures) were sequenced from 

30 both ends using dye-terminator chemistry (Applied Biosystems), ThermoFidelase I 
(Slesarev, A. I., et aL, Methods Enzymol, 334:179-92 (2001)) and standard end 
Fimers (Polushin, N. et aL, Nucleosides Nucleotides Nucleic Acids, 20:973-6 (2001); 
and (Polushin, N., etal, Nucleosides Nucleotides Nucleic Acids, 20:507-14 (2001)); 
(Fidelity Systems) on an ABI377. A total of 3,986 sequences, corresponding to ~0.5x 

35 coverage, were assembled into 901 contigs using the Phred/Phrap/Consed software 
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(P. Green, unpubl., Ewing, B., etal., Genome Res, 8:186-94 (1998); Ewing, B., ef al., 
Genome Res, 8:175-85 (1998); and Gordon, D., et al., Genome Res, 8:195-202 
(1998)). http://qenome.washinaton.edin . 

Directed sequencing phase . The assembled contigs from the 

5 previous phase were used as islands to select Fimers for directed sequencing off the 
genomic DNA. Eleven rounds of Fimer selection-sequencing-assembly were 
performed, which allowed the genome to be assembled into 29 contigs with a 2.5x 
sequencing redundancy. A total of 5,499 Fimers were synthesized during this phase, 
from which 6,470 chromatograms were obtained. The program PrimoU 

1 o fhttp://www.aenome.ou.edu/informatics/primou.html) was used to select priming sites 

at the ends of contigs. 

Gap closure and assembly verification . DNA was isolated from 293 
clones of the M. kandleri EMBL3 lambda library (Krah, R., et al., Proc Natl Acad Sci 
USA, 93:106-10 (1996); and Slesarev, A. I., etal., Nucleic Acids Res, 26:427-30 

1 5 (1 998)). Remaining gaps in the genome, as well as low-quality and single-stranded 
regions, were closed by directed reads from genomic and lambda DNA. Fimers 
sequences for whole genome reads and lambda clone custom reads were selected 
using the Autofinish program (Gordon, D., etal., Genome Res, 8: 195-202 (1998); 
and Gordon, D., et al., Genome Res, 1 1 : 61 4-25 (2001 )). After generating 1 ,585 

20 chromatograms, the genome was assembled into a unique contig with an estimated 
error rate of 0.4/1 Okb. This was done with 12,046 reads (~3.0x coverage). With an 
additional 2,147 genomic and lambda walking reads, an accuracy of less than one 
error per 40,000 bases was achieved (total 14,139 reads, 3.3x coverage). Lambda 
clones covered 85% of the genome, with an average insert size of 14,500 bp (min 

25 12,230; max 19,324). There were no discrepancies between the expected insert 
lengths in lambda clones and the corresponding regions in the final genome 
sequence. 

Detailed sequencing protocols are provided for below in the Examples 

section. 

30 Computational genome analysis 

The tRNA genes were identified using the tRNA-SCAN program 
(Fichant, G. A., et al., J Mol Biol, 220:659-71 (1991)) and the rRNA genes were 
identified using the BLASTN program (Altschul, S. F., et al., Nucleic Acids Res, 
25:3389-402 (1997)) with archaeal rRNA as search queries. For the identification of 
35 the protein-coding genes, the genome sequence was conceptually translated in 6 
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frames to generate potential protein products of open reading frames (ORFs) longer 
than 100 codons (from stop to stop). These potential protein sequences were 
compared to the database of Clusters of Orthologous Groups (COGs) of proteins 
using COGNITOR (Tatusov, R. L, et aL, Science, 278:631-7 (1997)). After manual 
5 verification of the COG assignments and selection of start sites, the validated COG 
members from M. kandleri were considered protein-coding genes. The COG 
assignment procedure was repeated for ORF products greater than 60 codons 
obtained from the intergenic regions. Other potential protein sequences were 
compared to the non-redundant (NR) protein sequence database using the BLASTP 

10 program and to a six-frame translation of unfinished microbial genomes using the 
TBLASTN program. Those that produced hits with E (expectation) values <0.01 
were added to the protein set after an examination of the alignments. Finally, 
protein-coding regions were predicted using the GeneMarkS (Besemer, J., etal., 
Nucleic Acids Res. 29:2607-18 (2001)) and SYNCOD (Rogozin, I. B.,. et aL, Gene, 

15 226:129-37 (1999)) programs. The genes predicted with these methods in the 
regions between evolutionarily conserved genes were added to produce the final 
protein set. (See Attachment B SEQ ID Nos.; 1-1691) 1-1688 and 1690-1692. 

Protein function prediction was based primarily on the COG 
assignments. In addition, searches for conserved domains were performed using the 

20 CDD-search option of BLAST (http://www.ncbi.nlm.nih.gov/Structure/cdd/wrpsb.cqi) , 
the SMART system (http://smart.embl-heidelberg.de/) (Schultz, J„ et aL, Proc Natl 
Acad Sci USA, 95:5857-64 (1998)) and customized position-specific score matrices 
for different classes of DNA-binding proteins. In-depth, iterative database searches - 
were performed using the PSI-BLAST program (Altschul, S. F. f et aL, Nucleic Acids 

25 Res, 25:3389-402 (1997)). The KEGG database 

(http://www.genome.ad.jp/kegg/metabolism.html) (Kanehisa, M. etal., Nucleic Acids 
Res, 28:27-30 (2000)) was used, in addition to the COGs, for the reconstruction of 
metabolic pathways. Paralogous protein families were identified by single-linkage 
clustering of M. kandleri proteins after comparing the predicted protein set to itself 

30 using the BLASTP program (Makarova, K. S., et aL, Microbiol Mot Biol Rev, 65:44- 
79 (2001)). Signal peptides in proteins were predicted using the SignalP (Nielsen, H., 
et aL, Int J Neural Syst, 8:581-99 (1997)) program and transmembrane helices were 
predicted using the MEMSAT program (McGuffin, L. J., et aL, Bioinformatics, 16:404- 
5(2000)). See Table 1, Attachment C). 
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Gene orders in archaeal and bacterial genomes were compared using 
the LAMARCK program (Wolf, Y. I., et a/., Genome Res, 11:356-72 (2001)). For 
phylogenetic analysis, multiple alignments of ribosomal protein sequences were 
constructed using the T_Coffee program (Notredame, C, et al., J Mol Biol, 302:205- 
5 17 (2000)) and concatenated head-to-tail. Maximum likelihood (ML) trees were 

generated by exhaustive search of all possible topologies using the ProtML program 
of the MOLPHY package, with the JTT-F model of amino acid substitutions (Adachi, 
J., et al., Computer Science Monographs 27; (Institute of Statistical Mathematics, 
Tokyo) (1 992)). Bootstrap analysis was performed for each ML tree using the 
1 0 Resampling of Estimated Log-Likelihoods (RELL) method (1 0000 replications) 
(Hasegawa, M., et al., J Mol Evol, 32:443-5 (1991)); and (Kishino, H., etal., 
J.MoI.Evol., 31:151-160 (1990)). The likelihoods of alternative placements of M. 
kandleri in ML trees were compared using the Kishino-Hasegawa test (Kishino, H., et 
al., J.MoI.Evol., 31:151-160 (1990)). 
15 Design, expression, and purification of p rotein chimeras 

The 5' to 3' exonuclease domain of Taq DNA polymerase is a 
structurally and functionally separate unit (Kim, Y, etal., Nature, 274:612-616 
(1995)). Its removal produces active DNA polymerases, the Stoffel fragment and 
KlenTaq variants with enhanced thermostability and higher fidelity but with low 
20 processivity (Gelfand, D. H. and White, T. J. PCR Protocols A Guide to Methods and 
Applications, ed. Innis, M. A., etal., (Academic Press, NY) (1990); Barnes, W. M. 
Gene, 112:29-35 (1992)). 

DNA Topoisomerase V from M. kandleri is an extremely thermophilic 
enzyme whose ability to bind DNA is preserved at very high ionic strengths 
25 (Slesarev, A. I., et al., J. Biol. Chem., 269:3295-3303 (1994)). An explicit domain 
structure, with multiple C-terminal HhH repeats is responsible for DNA binding 
properties of the enzyme at high salt concentrations (Belova, G. I., et al., Proc Natl. 
Acad. Sci. USA, 98:6015-6020 (2001); Belova, G. I., etal., J. Biol. Chem., 
277:4959-4965 (2002)). Thus, if the inhibition of Taq DNA polymerase, which has 
30 only one HhH motif, or its active derivatives (which lack the HhH motif) by salts is due 
to the inability of these enzymes to bind DNA, the transfer of HhH domain(s) derived 
from Topo V to Taq polymerase catalytic domain would restore the DNA polymerase 
at high salt concentrations. 

In one embodiment, the chimeric DNA polymerase has a DNA 
35 polymerase domain that is thermophilic, e.g., is the DNA polymerase domain present 
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in a thermophilic DNA polymerase, such as one from the DNA polymerase in 
Thermus aquaticus, Thermus thermophilus, Pfu DNA polymerase, Vent DNA 
polymerase, or Bacillus sterothermophilus DNA polymerase. The amino acid 
sequence comprising one or more HhH domains, when bound to the DNA 
5 polymerase, causes an increase in the processivity of the chimeric DNA polymerase. 
Five protein chimeras (also referred to herein as "hybrid proteins" "hybrid enzymes" 
or "chimeric constructs") containing either the Stoffel fragment of Taq DNA 
polymerase or whole size Pfu polymerase and a different number of HhH motifs 
derived from Topo V were designed. Specifically, the designed chimeras are 

10 TopoTaq, containing HhH repeats H-L of Topo V (10 HhH motifs) linked to the N- 
terminus of the Stoffel fragment; TaqTopoCI comprising Topo V's repeats B-L (21 
HhH motifs) linked to the C-terminus of the Stoffel fragment, TaqTopoC2 comprising 
Topo Vs repeats E-L (16 HhH motifs) linked to the C-terminus of the Stoffel 
fragment, TaqTopoC3 comprising Topo V's repeats H-L (10 HhH motifs) linked to the 

1 5 C-terminus of the Stoffel fragment, and PfuC2 comprising repeats E-L at the C- 

terminus of the Pfc/_polymerase. Repeats are designated as in (Belova, G. I., et a/., 
Proc Natl. Acad Sci. USA, 98:6015-6020 (2001). Repeats H-L (also known as 
Topo34) and F-L with a half of the repeat E are dispensable for the topoisomerase 
activity of Topo V (Belova, G. I., et aL, J. Bio.. Chem., 277:4959-4965 (2002) The 

20 overall structures of HhH domains are likely the same as in native Topo V, since the 
domains are resistant to proteolysis both in Topo V and when expressed separately 
(Topo 34; ((Belova, G. I., etai, J. Bio.. Chem., 277:4959-4965 (2002). Also, it was 
thought that all Topo V domains have high internal stability in order to be functional at 
extremely high temperatures. 

25 The chimeras were expressed in E. coli BL21 pLysS and purified 

using a simple two-step procedure. The purification procedure takes advantage of 
the extreme thermal stability of recombinant proteins that allows the lysates to be 
heated and about 90% of E. coli proteins to be removed by centrifugation. The 
second step involves a heparin-sepharose chromatography. Due to the high affinity 

30 of Topo Vs HhH repeats to heparin Slesarev, A. L, et aL, J. Biol. Chem., 269:3295- 
3303 (1994), the chimeras elute from a heparin column around 1.25.M NaCI to give 
nearly homogeneous protein preparations (>95% purity). All expressed constructs 
possessed high DNA polymerase activity that was comparable to that of commercial 
Taq DNA polymerase. 
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In one embodiment, the chimeric proteins of this invention may 
comprise a DNA polymerase fragment linked directly end-to-end to the HhH domain. 
Chemical means of joining the two domains are described, e.g., in Bioconjugate 
Techniques, Hermanson, Ed., Academic Press (1996), which is incorporated herein 
5 by reference. These include, for example, derivitization for the purpose of linking the 
moieties to each other by methods well known in the art of protein chemistry, such as 
the use of coupling reagents. The means of linking the two domains may also 
comprise a peptidyl bond formed between moieties that are separately synthesized 
by standard peptide synthesis chemistry or recombinant means. The chimeric 
10 protein itself can also be produced using chemical methods to synthesize an amino 
acid sequence in whole or in part, e.g., using solid phase techniques such as the 
Merrifield solid phase synthesis method. 

Alternatively, the DNA polymerase fragment can be linked indirectly 
via an intervening linker such as an amino acid or peptide linker. The linking group 
1 5 can be a chemical crosslinking agent, including, for example, succinimidyl-(N- 

maleimidomethyl)-cyclohexane-1-carboxylate (SMCC). The linking group can also 
be an additional amino acid sequence. Other chemical linkers include carbohydrate 
linkers, lipid linkers, fatty acid linkers, polyether linkers, e.g. PEG, etc. The linker 
moiety may be designed or selected empirically to permit the independent interaction 
20 of each component DNA-binding domain with DNA without steric interference. A 
linker may also be selected or designed so as to impose specific spacing and 
orientation on the DNA-binding domains. The linker may be derived from 
endogenous flanking peptide sequence of the component domains or may comprise 
one or more heterologous amino acids. Linkers may be designed by modeling or 
25 identified by experimental trial. 

As demonstrated in the discussion and examples provided below, this 
invention also provides methods of amplifying a nucleic acid by thermal cycling such 
as in a polymerase chain reaction (PCR) or in DNA sequencing. The methods 
include combining the nucleic acid with a chimeric DNA polymerase having a DNA 
30 polymerase linked to an amino acid sequence comprising one or more helix-hairpin- 
helix (HhH) motifs not naturally associated with said DNA polymerase, wherein said 
amino acid sequence is derived from Topoisomerase V. The nucleic acid and said 
chimeric DNA polymerase are combined in an amplification reaction mixture under 
conditions that allow for amplification of the nucleic acid. Such methods are well 
35 known to those skilled in the art and need not be described in further detail. 
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HhH domains confer DNA polymerase activity on chime ras In high salts 

The polymerase activities of the four chimeras were tested by 
measuring initial rates of primer extension reactions. The reactions were carried out 
at low concentrations of substrate, when the initial rates were proportional both to 
5 total protein and PTJ concentrations. When [PTJ] is much less than Km app , the initial 
rate is determined as in Equation 1 : 



V1 = kapp/Kmapp * [EJ*[PTJ]i Eq. 1 

1 o where Km app and k app are apparent Michaelis and catalytic constants, 

respectively. 

The concentrations of sodium chloride (NaCI), potassium chloride 
(KCI) and potassium glutamate (K-Glu) were varied to assess inhibition of the Stoffel 
fragment and KlenTaq, and the four chimeras by salts, and to estimate the effects of 

15 the HhH domains. 

Table 2 shows the inhibition constants (K| ) and the cooperativity 
factors (a ) of Taq DNA polymerase, Taq DNA polymerase fragments (Stoffel 
fragment and KlenTaq), the four Taq-Topo V chimeras, and Pfu and PfuC2 
polymerases determined from the analysis of initial rates of primer extension 

20 reactions in salts using the DNA duplex of Figure 16.. Experimental values of initial 
polymerization rates were analyzed by nonlinear regression analysis using Equation 
2: 



25 



30 



v = 



1 + 



Eq. 2 



where v and v 0 are initial primer extension rates with and without salt, 
respectively, K, is the apparent inhibition constant; and a is the cooperativity 
parameter. The values for K, and a are listed in Table 2. 

In Table 2, to take into account the activation of Pfu polymerase and 
the PfuC2 hybrid by KGIu (data entries marked with an asterisk (*), the experimental 
values of initial polymerization rates were analyzed by nonlinear regression using the 
Equation 3: 
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v a *(l + P-[SaltY 
1 + ([Salt]T 



Eq. 3 



where v and v 0 are initial primer extension rates with and without salt, 
respectively; K, is an apparent inhibition constant, a is a parameter of cooperativity, fi 
and y are parameters of activation. Since y s 2, it is likely that two ions of Glir bind 
to the Pfu polymerase catalytic domain without inhibiting the polymerase activity. 
Table 2. Parameters of inhibition of Taq and Pfu DNA polymerases, and 



Protein 


NaCI 


KCI 


K-GI 


u 






a 


Ki 


A 


Ki 


a 


TopoTaq 




7 f»4 + 1 4 


291.1 ± 10 


6.45 ± 0.6 


1403.0 ± A) 




TaqTopoCI 


228.4 ± 6 


4.27 ± 0.2 


231.2 ± 12 


5.02 ± 0.6 


1730.0 ± 125 


2.45 ± 0.6 


TaqTopC2 


238.4 ± 3 


6.77 ± 0.2 


251.0 ±6 


8.97 ± 0.6 


1164.5 ±42 


4.34 ± 0.5 


TaqTopC3 


69.0 ± 14 


1.86 ±0.2 


187.7 ±2 


3.87 ± 0.1 


295.8 ± 92 


1.21 ±0.2 


Taq 

Polymerase 


138.7 ±6 


3.24 ± 0.5 


161.0±6 


3.50 ± 0.2 


610 ±51 


4.45 ± 0.3 


Stoffel 
Fragment 


38.6 ± 3 


3.45 ± 0.2 


45.8 ± 4 


2.92 ±0.1 


59.6 ± 38 


1.47 ±0.4 


KlenTaq 


40.0 ± 5 


1.83 ±0.1 


32.7 ± 7 


1.49 ±0.2 


71.0 ±24 


0.89 ± 0.1 


Pfu 

polymerase 


51.5 ±1 


2.39 ± 0.1 


42.6 ± 1 


3.65 ± 0.1 


42.8* ± 6 


3.24 ± 0.2 


PfuC2 


159.6 ±33 


3.62 ± 0.8 


176.8 ±3 


4.68 ± 0.1 


424.8* ± 9 


5.76* ± 0.2 



For Taq polymerase, inhibition constants (K/) for NaCI and KCI are 
1 0 essentially the same, yet substituting KCI with KGIu increases the K, 4-fold (Table 2). 
Hence, Taq polymerase is sensitive to anions. The cooperativity parameter a was 
very similar for all salts tested and suggests that as many as four anions bound 
simultaneously to the protein are involved. 

The Stoffel and KlenTaq fragments of Taq DNA polymerase have 
1 5 almost equal sensitivities to chloride ions, which is about four times higher that the 
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sensitivity of Taq polymerase to chloride ions. Potassium glutamate inhibited these 
fragments only about 1 .5 to 2 times less efficiently than NaCI or KCI, implying that the 
HhH domain can be responsible for the resistance of Taq polymerase to glutamate 
ions. It was observed that KlenTag had consistently lower values of the cooperativity 

5 parameter a than the Stoffel fragment, suggesting that the additional N-terminal 
amino acids could mask some anion-binging sites on the catalytic domain. 

As shown in Table 2, TopoTaq has higher inhibition constants (K/) in 
salts as compared with Taq polymerase, and may require six to seven anions to be 
bound for inhibition. As a result, TopoTaq is active at much higher salt 

1 0 concentrations than Taq DNA polymerase. For example, a 20% inhibition of primer 
extension reaction occurs at about 200 mM NaCI for TopoTaq versus about 90 mM 
NaCI for Taq DNA polymerase. The TopoTaq chimera also displays little distinction 
between sodium and potassium cations and is less sensitive to glutamate anions 
versus chloride anions. 

1 5 it was observed that the 21 and 1 6 HhH motifs at the COOH terminus 

of the Stoffel fragment in TaqTopoCI and TaqTopoC2, respectively, also increase 
the polymerase activities of chimeras in the presence of salts. For example, 20% 
inhibition occurred at about 160 mM NaCI for TaqTopoCI and at about 195 mM NaCI 
for TaqTopoC2. Similar to Taq polymerase, the TaqTopoCI and TaqTopoC2 

20 chimeras show no difference in inhibition by KCI versus NaCI (with the cooperativity 
parameter a about equal to 5), and glutamate anions were much more preferable 
than chloride anions. However, the cooperativity parameter for the TaqTopoCI and 
TaqTopoC2 chimeras in the case of glutamate is lower compared to that of Taq 
polymerase or TopoTaq, suggesting that only two glutamate ions are involved in the 

25 rate inhibition. 

TaqTopoC3 behaves differently in salts than TaqTopoCI and 
TaqTopoC2. Although inhibition of TaqTopoC3 by KCI is similar to that of 
TaqTopoCI or TaqTopoC2 (with a « 5, but with a slightly lower K { similar to that of 
Taq DNA polymerase), replacement of potassium ions by sodium ions results in a 

30 much stronger inhibition of the TaqTopoC3 polymerase activity and, at the same 

time, decreases the number of inhibiting ions to about 2. Consequently, just 30 mM 
NaCI inhibits the enzyme by 20%. TaqTopoC3 has-about a fivefold relative decrease 
in sensitivity to K-Glu with respect to NaCI (but not to KCI), which is similar to other 
hybrids. However, in case of glutamate no cooperativity at all was found, suggesting 

35 that only one glutamate ion per molecule is involved in the inhibition of TaqTopoC3. 
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Introduction of C-terminal domains of Topo V into the hybrid proteins 
significantly extends the range of salt concentrations for the polymerase activity. 
This effect is due to the increase of both K f and a, allowing chimeras to maintain their 
full activity at high salt concentrations. Raising the number of HhH motifs from 1 1 to 

5 23 at the COOH-terminus of the Stoffel fragment made the hybrid enzymes 
progressively more resistant to salts. TopoTaq had the highest resistance to 
chloride-containing salts. 

The sensitivity of Pfu DNA polymerase to salts was almost identical to 
that of Stoffel or KlenTaq fragments of DNA polymerase from Thermus aquaticus, 

10 possibly indicating the close functional similarity of charged amino acid residues in 
the active sites of these enzymes from different structural families. Attachment of 
Topo V HhH domains to C-terminus of Pfu polB significantly increased the 
resistance of polymerase activity to salts (Table 2). Both Pfu DNA polymerase and 
the chimera PfuC2 demonstrated virtually indistinguishable curves for KCI versus 

15 NaCI, suggesting no role for cations in inhibition. However, the Topo V domains 
greatly increased the resistance of Pfu pol activity to high levels of KGIu. 

The invention is further illustrated by the following non-limited 
examples. All scientific and technical terms have the meanings as understood by 
one with ordinary skill in the art. The specific examples which follow illustrate the 

20 methods in which the genomic sequence, polypeptides of the present invention may 
be prepared and used and are not to be construed as limiting the invention in sphere 
or scope. The methods may be adapted to variation in order to produce 
compositions embraced by this invention but not specifically disclosed. Further, 
variations of the methods to produce the same compositions in somewhat different 

25 fashion will be evident to one skilled in the art. 

EXAMPLES 

The examples herein are meant to exemplify the various aspects of 
carrying out the invention and are not intended to limit the invention in any way. 
M. kandleri AV19 replication factor A RPA (MK1441) 
30 Construction of expression vector 

oET21d-M.ka-AV19-RPA: 1128 bp RPA cds was PCR-amplified from M. 
kandleri AV19 genomic DNA using following primers: 

5-ATTCCATGGGTGTGAAGCTGATGCGAACGG (SEQ ID No.: 1694) 
35 and 
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5'-ATAGAATTCACTCAGCTTCCTCTCCTTCACTCTCCTCC ((SEQ ID 

No.:1695). 

Ncol+EcoRI-digested PCR fragment (Ncol and EcoRI sites were 
introduced in the primers) was cloned into Ncol, EcoRI sites of pET21d vector. 

5 Sequencing of several inserts revealed clones carrying the correct sequence. The 
resulting protein sequence lacks first 56 amino acids of MK1441. 
Expression and Purification of Mka RPA 

E. coli strain BL21 pLysS (Novagen) was transformed with expression 
plasmid. LB medium (2L) containing 100ug/ml ampicillin and 34ug/ml 

10 chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-li-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 60 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6 M NaCI, 1mM EDTA, 5 mM li- 
mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 

15 38000 g for 20 minutes, heated at 75°C for 30 minutes, and centrifuged again at 
38,000 g for 30 minutes. The supernatant was filtered through a 0.22 um Millipore 
filter, diluted to 0.25M NaCI and applied on a Q-Sepharose column(1.6x17 cm), 
equilibrated with 50 mM Tris pH 7.5, containing 0.25 M NaCI and 2 mM ME. After 
washing with the same buffer RPA was eluted with linear gradient of 0.25-0.5 M NaCI. 

20 Fractions containing RPA were pooled, concentrated by Centriprep, followed by 

Centricon YM-30, and passed through a Superdex 200 (1.0x30 cm), equilibrated with 
50 mM Tris-HCI pH 7.5, containing 0.1 5M NaCI and 2 mM ME. 15-20 mg of RPA was 
purified. 

Shown in Figure 1 is the expression and purification of RPA from E. 
25 coli cells. Cell lysate before induction (lane 2), cell lysate after induction (lane 3) and 
purified protein (lane 4) were analyzed by SDS-PAGE (10% gel) and visualized by 
Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 
DNA binding activity of RPA 

DNA-binding activity was checked with a 20-mer oligonucleotide and 
30 analyzed by native PAGE. The data is shown in Figures 21 and 22. 

DNA-binding activity of RPA analyzed by 8% native PAGE, stained 
with fluorescein (Figure 2) and Coomassie Blue G-250 (Figure 3) RPA. Lane 1, RPA, 
1.7 iiM, (I); lane 2, PDYE, 0.87 \xM; lane 3, (l)+ PDYE; lane 4, (ll)+ PDYE; lane 5, 
RPA, 2.4 nM, (II); lane 6, (lll)+ PDYE; lane 7, RPA, 6 ^iM (III). 
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From the experiments ontitration of 1.5 \sM RPA by oligonucleotide in 1x 
TAE buffer pH 8.0 in the presence of 10% glycerol dissociation constant Ka was 
determined as described in Pavlov & Karam, 1994. Ka = 0.21 ±0.15 pM. 

M. kandleri strain AV19 ATP-dependent DNA liaase (MK0999) 
5 Construction of an expression vector for Mka ligase (variant-1) 

pET21d-Mka-AV19-Ligase1: 1896 bp DNA ligase long variant cds was PCR- 
amplified from M. kandleri (av19) genomic DNA using following primers: 
5-ATTCCATGGTAGGGGTGGTGAACGTGACTCGACCC (SEQ ID No.:1696) 

10 and 

S^AATGAATTCTAGTGCTTCTGCAGTACTTCCTCGTAGATCCTCC. 
(SEQ ID No.: 1697) 

Ncol+EcoRI-digested PCR fragment (Ncol and EcoRI sites were introduced in the 
primers) was cloned into Ncol, EcoRI sites of pET21d vector. Sequencing of several 

15 inserts revealed clones carrying the correct sequence. The expressed protein 
contains additional Met at the N-terminus. 
Expression and Purification of Mka DNA ligase (variant-1). 

E. coli strain BL21 pLysS (Novagen) was transformed with expression 
plasmid. LB medium (2L) containing 100pg/ml ampicillin and 34pg/ml 

20 chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio -ft-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 50 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6 M NaCI, 1mM EDTA, 5 mM (i- 
mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 

25 38000 g for 20 minutes, filtered through a 0.22 pm Millipore filter, diluted to 0.5 M 

NaCI and applied on a heparin high trap 5 ml column (APB), equilibrated with 50 mM 
Tris pH 8.0, containing 0.5 M NaCI and 2 mM ME. After washing the column with 50 
mM Tris pH 8.0, containing 0.75 M NaCI and 2 mM ME, Ligase-1 was eluted with 1 .4 
M NaCI in the same buffer. 

30 Shown in Figure 4 is the expression and purification of Ligase-1 from 

E. coli cells. Cell lysate before induction (lane 4), cell lysate after induction (lane 3) 
and purified protein (lane 2) were analyzed by SDS-PAGE (10% gel) and visualized 
by Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 
Construction of an expression vector for Mka ligase (variant-2) 

35 PET21 d-M.ka-AV1 9-Lig2: 
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1677 bp DNA ligase long variant cds was PCR-amplified from 
M.kandleri (av1 9) genomic DNA using following primers: 
5'-TATCCATGGTGTACTACTCGTCCCTGGCGGAGGC (SEQ ID No.:1698) 
and 5'-AATGAATTCTAGTGCTTCTGCAGTACTTCCTCGTAGATCCTCC(SEQ 

5 ID No.:1699). 

Ncol+EcoRI-digested PCR fragment (Ncol and EcoRI sites were introduced in the 
primers) was cloned into Ncol, EcoRI sites of pET21d vector. Sequencing of several 
inserts revealed clones carrying the correct sequence. The expressed protein 
contains an additional Met at the N-terminus. 

1 0 Expression and purification of Mka DNA ligase (variant-2). 

E. coli strain BL21 pLysS (Novagen) was transformed with expression 
plasmid. LB medium (2L) containing 100ug/ml ampicillin and 34ug/ml 
chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-B-galactoside (IPTG) and carried out at 

15 37°C for 3 hours. The cells were harvested and dissolved in 60 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6M NaCI, 1mM EDTA, 5 mM li- 
mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 
38000 g for 20 minutes, heated at 75°C for 30 minutes, and centrifuged again at 
38000 g for 30 minutes. The supernatant was filtered through a 0.22 urn Millipore 

20 filter, diluted to 0.3M NaCI and applied on a heparin high trap 5 ml column (APB), 
equilibrated with 50 mM Tris pH 7.5, containing 0.3 M NaCI and 2 mM ME. After 
washing with the same buffer, the column was washed with 1M NaCI, then Ligase 
was eluted with 1 .4 M NaCI in the same buffer. Fractions containing Ligase were 
passed through a Superdex 200 (1 .0x30 cm), equilibrated with 50 mM Tris-HCI pH 

25 7.5, containing 0.1 5M NaCI and 2 mM ME. 

Shown in Figure 5 is the expression and purification of Ligase-2 from 
E. coli cells. Cell lysate before induction (lane 2), cell lysate after induction (lane 3) 
and purified protein (lane 4) were analyzed by SDS-PAGE (10% gel) and visualized 
by Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 

30 M. kandleri AV19 ATP-dependent helicase MC M2 1 (MK0965) 

Construction of an expression vector for helicase MCM2_1 
pFT71d-M.ka-AV19-MCM2 1; 

1962 bp MCM-1 cds was PCR-amplified from M.kandleri (av19) 
genomic DNA using following primers: 
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5-AATCCATGGAGCGTGAGTTCGAAGAGGCTCTCA (SEQ ID No.:1700) and 
S'-AATGAATTCACATCGGGAGGTACACTCCGGGC (SEQ ID No.:1701). 

Ncol-incompletely digested and EcoRI-digested PCR fragment (Ncol 
and EcoRI sites were introduced in the primers; additional Ncol site is presented in 
5 the cds) was cloned into Ncol, EcoRI sites of pET21d vector. Sequencing of several 
inserts revealed clones carrying the correct sequence. 
Expression and purification of MCM2_1 

E. coli strain BL21 pLysS (Novagen) was transformed with expression 
plasmid. LB medium (2L) containing 100Mg/ml ampicillin and 34ng/ml 

10 chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-fi-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 60 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6M NaCI, 1mM EDTA, 5 mM R- 
mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 

1 5 38000 g for 20 minutres, heated at 75°C for 30 minutes, and centrifuged again at 
38000 g for 30 minutes. The supernatant was filtered through a 0.22 [jm Millipore 
filter, diluted to 0.3M NaCI and applied on a Q-Sepharose column(1.6x17 cm), 
equilibrated with 50 mM Tris pH 7.5, containing 0.3 M NaCI and 2 mM ME. After 
washing with the same buffer MCM2_1 was eluted with linear gradient of 0.3-1 .0 M 

20 NaCI. Fractions containing MCM2_1 were pooled, concentrated by Centriprep, 
followed by Centricon YM-30, and passed through a Superdex 200 (1.0x30 cm), 
equilibrated with 50 mM Tris-HCI pH 7.5, containing 0.15M NaCI and 2 mM ME. 
MCM2_1 -containing fractions were applied on a heparin high trap 5 ml column (APB), 
equilibrated with 50 mM Tris pH 7.5, containing 0.15 M NaCI and 2 mM ME. After 

25 washing column with the same buffer, MCM2_1 was eluted with linear gradient of 
0.3-1 .0 M NaCI in the same buffer. 

Shown in Figure 6 is the expression and purification of MCM2_1 from 
E. coli cells. Cell lysate before induction (lane 2), cell lysate after induction (lane 3) 
and purified protein (lane 4) were analyzed by SDS-PAGE (10% gel) and visualized 

30 by Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 

M. kandleri 5'-3' exonuclease Fen1 (MK0566) 
Construction of an expression vector for 5' -3' exonuclease Fen1 
PET21 d-M.ka-AV1 9-Fen1 : 

1077 bp Fen1 cds was PCR-amplified from M. kandleri (av19) genomic DNA 
35 using following primers: 



22 



WO 03/076575 



PCT/US03/06664 



5'-ATTCCATGGTTCGATCCACAGGGGTTCCTGGAGG (SEQ ID No.: 1702) 
and 5-ATAGAATTCAGAAGAACGCGTCCAGGGTCTCTTG (SEQ ID 
No.:1703). 

Ncol+EcoRI-digested PCR fragment (Ncol and EcoRI sites were introduced in the 

5 primers) was cloned into Ncol, EcoRI sites of pET21d vector. Sequencing of several 
inserts revealed clones carrying the correct sequence. The expressed protein 
contains an additional Met at the N-terminus. 
Expression and Purification of 5'-3' exonuclease Fen1 

E. coli strain BL21 pLysS (Novagen) was transformed with expression 

10 plasmid. LB medium (2L) containing lOOpg/ml ampicillin and 34|jg/ml 

chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-B-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 100 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6 M NaCI, 1mM EDTA, 5 mM li- 

15 mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 
38000 g for 20 minutes, heated at 75°C for 30 minutes, and centrifuged again at 
38000 g for 30 minutes. The supernatant was filtered through a 0.22 pm Millipore 
filter, diluted to 0.25 M NaCI and applied on heparin high trap 5 ml column (APB) 
equilibrated with 0.25 M NaCI in 50 mM Tris-HCI buffer, pH 8.0, containing 2 mM ft- 

20 mercaptoethanol. Fen1 was washed with the same buffer, and applied on a Q- 

Sepharose column(1.6x17 cm), equilibrated with 50 mM Tris pH 8.0, containing 0.25 
M NaCI and 2 mM ME. After washing with the same buffer Fen1 was eluted with 
linear gradient of 0.25-0.5 M NaCI. Fractions containing Fen1 were pooled, 
concentrated by Centricon YM-30, and passed through a Superdex 200 (1.0x30 cm), 

25 equilibrated with 50 mM Tris-HCI pH 7.5, containing 0.1 5M NaCI and 2 mM ME. 

Shown in Figure 7 is the expression and purification of Fen1 from E. 
coli cells. Cell lysate before induction (lane 2), cell lysate after induction (lane 3) and 
purified protein (lane 4) were analyzed by SDS-PAGE (10% gel) and visualized by 
Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 

30 Activity assay for Fen1. For activity measurements of Fen1 a fluorescein - labeled 
oligonucleotide has been synthesized: 

*FL-CTATAGGGAGACCGGAATTCGAGCTCGCCCGGGCGAGCTCGAATTCCGTG 
TATTTATA (SEQ ID No.:1704) which could form various secondary structures shown 
below that could be cleaved by flap endonucleases: 
35 Hairpins: 



23 



WO 03/076575 



PCT/US03/06664 



Most stable hairpin: 
AG = -38.11 kcal/mol 

CCCGCTCGAGCTTAAGGCCAGAGGGATATC-FI* 5' 

5 HIIIIIIIIIIIIII 

GGGCGAGCTCGAATTCCGTGTATTTATA 3' 

Dimers: 
1 0 Most stable dimer: 
AG = -85.97 kcal/mol 

5' Fl*- 

CTATAGGGAGACCGGAATTCGAGCTCGCCCGGGCGAGCTCGAATTCCGTGTAT 
15 TTATA 3' 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

3' 

ATATTTATGTGCCTTAAGCTCGAGCGGGCCCGCTCGAGCTTAAGGCCAGAGGG 
ATATC-FI* 5' 

20 

Figure 8 demonstrates the activity of Fen1 from MK Av19. Lane 1 - 
Primer APAV0062 without enzymes; Lane 2 - APAV0062 after 10 minutes incubation 
with 1 u AmpliTaq in the presence of 2 mM Mg 2+ at 55°C (positive control); Lane 3 - 
APAV0062 after 10 minutes incubation with Fen I in the presence of 1 mM Mn 2+ at 
25 55°C. 

M. kandleri AV19 Inorganic Pyrophosphatase Ppa (MK1450) 
Construction of an expression vector for Inorganic Pyrophosphatase Ppa 

oET21d-M.ka-AV19-Ppa: 

525 bp Pyrophosphatase cds was PCR-amplified from M.kandleri 
30 (av19) genomic DNA using following primers: 

5-TAACCATGGACCTCTGGAAAGACCTGGAACCGG (SEQ ID No.: 1705) and 
5-ATAGAATTCACCCGTGCTCCTCCTCGTACAGCT ((SEQ ID No.: 1706). 

Ncol+EcoRI-digested PCR fragment (Ncol and EcoRI sites were 
introduced in the primers) was cloned into Ncol, EcoRI sites of pET21d vector. 
35 Sequencing of several inserts revealed clones carrying the correct sequence. 
Expression protein starts with Met-Asp instead of Met-Asn, as it is in MK1450. 
Expression and purification of inorganic pyrophosphatase Ppa 

E. coli strain BL21 pLysS (Novagen) was transformed with expression 
plasmid. LB medium (2L) containing 100pg/ml ampicillin and 34pg/ml 
40 chloramphenicol was inoculated with transformed cells, and the protein expression 
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was induced by adding 1 mM isopropylthio -ft-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 60 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6 M NaCI, 1mM EDTA, 5 mM li- 
mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 

5 38000 g for 20 minutes, heated at 75°C for 30 minutes, and centrifuged again at 
38000 g for 30 minutes. The supernatant was filtered through a 0.22 urn Millipore 
filter, diluted to 0.25 M NaCI and applied on a Q-Sepharose column(1.6x17 cm), 
equilibrated with 50 mM Tris pH 8.0, containing 0.25 M NaCI and 2 mM MgCI 2 . After 
washing with the same buffer Ppa was eluted with linear gradient of 0.25-1 .0 M NaCI. 

10 Fractions containing Ppa were pooled, concentrated by Centriprep, followed by 

Centricon YM-30, and passed through a Superdex 200 (1.0x30 cm), equilibrated with 
50 mM Tris-HCI pH 8.0, containing 0.1 5M NaCI and 2 mM MgCI 2 . 

Shown in Figure 9 is the expression and purification of Ppa from E. 
coli cells. Cell lysate before induction (lane 2), cell lysate after induction (lane 3) and 

1 5 purified protein (lane 4) were analyzed by SDS-PAGE (1 0% gel) and visualized by 
Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 
Ppa activity 

Purified Ppa has high activity at both 20°C and 75°C using potassium 
pyrophosphate as a substrate in the presence of MgCI 2 . The specific activity of the 
20 enzyme is about 250 uM min" 1 - mg _1 at 20°C and 1440 pM min 1 mg' 1 at 75°C. 

M. kandleri replication factor C small subu nit RFC-S ( MK0006) 
Construction of an expression vector for RFC-S 
oET21d-M.ka-AV1 9-RFC-S: 

1905 bp RFC-S cds (containing an intein) was PCR-amplified from 
25 M.kandleri (av19) genomic DNA using following primers: 

5'-ATACTGCAGCCATGGCCGAGCACGAGCTACGCG (SEQ ID No.:1707) 
and 5'-ATAAAGCTTCTACCCGCCGGAGTACTCGTTACCGAGT (SEQ ID 
No.:1708). 

Pstl+Hindlll-digested PCR fragment (Pstl, Ncol and Hindlll sites were 

30 introduced in the primers) was cloned into Pstl, Hindlll sites of pUC19 vector. A pool 

of isolated plasmid DNAs was used for the next round of PCR aimed to remove intein 

sequence. Primers 

5'-GCGTTCAGCTCGAGGAAGTTGTCTCTCCA (SEQ ID No.:1709) 

and 

35 5'-CTCCGATGAGAGGGGTATCGACGTAATTCG (SEQ ID No.:1710) 
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were designed against the intein boundaries in the inverse orientation in order to 
amplify the cds region without the intein, but still containing the pUC19 sequence. 
The resulted PCR fragment (ca. 3.7 kb: 989 bp of cds lacking intein + 2.7 kb of 
pUC19 sequence) was circularized, and after transformation of E.coli with this vector, 

5 several plasmid DNAs were isolated and sequenced. The correct insert carrying 
RFC-S cds without the intein was cut out from pUC19 vector DNA by double Ncol + 
Hindlll digestion and cloned into the Ncol+Hindlll-digested pET21d vector. 
Expression and Purification of RFC-S. 

E. coli strain BL21 pLysS (Novagen) was transformed with expression 

10 plasmid. LB medium (2L) containing 100ug/ml ampicillin and 34ug/ml 

chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-B-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 70 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6M NaCI, 1mM EDTA, 5 mM li- 

15 mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 
38,000 g for 20 minutes, heated at 75°C for 30 minutes, and centrifuged again at 
38,000 g for 30 minutes. The supernatant was filtered through a 0.22 urn Millipore 
filter, diluted to 0.25M NaCI and applied on a Q-Sepharose column (1.6x17 cm), 
equilibrated with 50 mM Tris pH 7.5, containing 0.25M NaCI and 2mM ME. After 

20 washing with the same buffer RFC-S was eluted with linear gradient of 0.25-1 .0 M. 

Shown in Figure 10 is the expression and purification of RFC-S from E. 
coli cells. Cell lysate before induction (lane 2), cell lysate after induction (lane 3) and 
purified protein (lane 4) were analyzed by SDS-PAGE (10% gel) and visualized by 
Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 

25 M. kandleri replication factor C large subunjt RFC-L (MK0006) 

Construction of an expression vector for RFC-L 
DET21 d-M.ka-AV1 9-RFC-L: 

1539 bp RFC-L cds was PCR-amplified from M. kandleri (av19) 
genomic DNA using following primers: 

30 5'-AATCCATGGTAGCACCGTTGGTCCCTTGGGTTGA (SEQ ID No.:1 71 1 ) 

and 

5 , -ATAAAGCTTCAGAAGAACGCGTCTAACGTCCTCTGTTCA(SEQ 

ID No.:1712). 

Ncol-incompletely digested and Hindlll-digested PCR fragment (Ncol 
35 and Hindlll sites were introduced in the primers; additional Ncol site is presented in 
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the cds) was cloned into Ncol, Hindlll sites of pET21d vector. Sequencing of several 
inserts revealed clones carrying the correct sequence. The expressed protein 
contains an additional Met at the N-terminus. 
Expression and Purification of RFC-L 
5 E. coli strain BL21 pLysS (Novagen) was transformed with expression 

plasmid. LB medium (2L) containing 100pg/ml ampicillin and 34pg/ml 
chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-fc-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 60 ml lysis buffer 

10 containing 50 mM Tris-HCI pH 8.0, 0.6M NaCI, 1mM EDTA, 5 mM li- 

mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 
38000 g for 20 minutes, filtered through a 0.22 pm Millipore filter, diluted to 0.5M 
NaCI and applied on a heparin high trap 5 ml column (APB), equilibrated with 50 mM 
Tris pH 7.5, containing 0.5 M NaCI and 2 mM ME. After washing with the same 

15 buffer RFC-L was eluted with shallow linear gradient of 0.5-1 .0 M NaCI. Shown in 
Figure 1 1 is the expression and purification of RFC-L from E. coli cells. Cell lysate 
before induction (lane 2), cell lysate after induction (lane 3) and purified protein (lane 
4) were analyzed by SDS-PAGE (10% gel) and visualized by Coomassie Blue G-250. 
Lane 1 is molecular size marker 10-225 kDa (Novagen). 

20 M. kandleriAV 19 DNA polymerase family B (Mka PolB) (MK1039) 

Construction of expression vector 

PET21 d-Mk a-AV1 9-PolB : 2490 bp PolB cds was PCR-amplified from 
M. Kandleri AV19 genomic DNA using following primers: 

5TATCCATGGGGTTGCTCCGTACAGTGTGGGTAGATTAGCG (SEQ ID No.:1713) 
25 and 5'CTAGAATTCAGCCGAAGAACTGATCCAGCGTCTT (SEQ ID No.:1714). 

Ncol+EcoRI-digested PCR fragment (Ncol and EcoRI sites were 

introduced in the primers) was cloned into Ncol, EcoRI sites of pET21d vector. 

Sequencing of several inserts revealed clones carrying the correct sequence. The 

PolB protein contains a dipeptide Met-Gly at its N-terminus. 
30 Expression and purification of Mka PolB 

E. coli strain BL21 pLysS (Novagen) was transformed with expression 

plasmid. LB medium (2L) containing 100pg/ml ampicillin and 34pg/ml 

chloramphenicol was inoculated with transformed cells, and the protein expression 

was induced by adding 1 mM isoprophylthio-ft-gaiactoside (IPTG) and carried out at 
35 37°C for 3 hours. The cells were harvested and dissolved in 75 ml lysis buffer 
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containing 50 mM Tris-HCI pH 8.0, 0.6 M NaCI. 1mM EDTA, 5 mM ft- 
mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 
38,000 g for 20 minutes, filtered through a 0.22 um Millipore filter, diluted to 0.5M 
NaCI and applied on a heparin high trap 5 ml column (APB), equilibrated with 50 mM 
5 Tris pH 8.0, containing 0.5 M NaCI and 2 mM ME. After washing with the same 
buffer Pol B was eluted with 50 mM Tris pH 8.0, containing 0.75 M NaCI and 2 mM 
ME. 

Shown in Figure 12 is the expression and purification of Pol B from E. 
coli cells. Cell lysate before induction (lane 2), cell lysate after induction (lane 3) and 
1 0 purified protein (lane 4) were analyzed by SDS-PAGE (1 0% gel) and visualized by 
Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 
DNA polymerase activity of PolB 

A primer extension assay was applied with a fluorescent duplex 
substrate containing a primer-template junction (PTJ). The duplex shown in Figure 
15 1 8 was prepared by annealing a 5'-end labeled with fluorescein 20-nt long primer 
with a 40-nt long template: 

DNA polymerase reaction mixtures (15-20 pi) contained dATP, dTTP, 
dCTP, and dGTP (1mM each), 4.5 mM MgCI 2 , detergents Tween 20 and Nonidet P- 
40 (0.2% each), fixed concentrations of PTJ - duplex, other additions, as indicated, 
20 and appropriate amounts of polB in 30 mM Tris-HCI buffer pH 8.0 (25°C). The 

background reaction mixtures contained all components except DNA polymerases. 
Primer extensions were carried out for a preset time at 75°C in PTC-150 Minicycler 
(MJ Research, Inc.; Waltham, MA). 5 pi samples were removed and chilled to4°C 
followed by immediate addition of 20 pi of 20 mM EDTA. The samples were desalted 
25 by centrifugation through Sephadex G-50 spun columns, diluted, and analyzed on a 
ABI Prism 377 DNA sequencer (Applied BioSystems; Foster City, CA). For each 
sample, raw data were extracted from the sequencer trace files with the program 
Chromas 1 .5 (Technelysium Pty Ltd., Australia), and the fluorescent signals were 
analyzed by our nonlinear regression data analysis programs written in Fortran. The 
30 programs applied Powell algorithms to approximate the signals by a number of 

Gaussian peaks and calculate integral fluorescent intensities for each product peak. 
The total amount of fluorescent products for each time of incubation was determined, 
and the initial rates of extension were calculated. PolB was found to carry out DNA 
synthesis at various conditions of primer extension assay. 
35 Studies of Thermostability of pol B DNA Polymerase 



28 



WO 03/076575 PCT/US03/06664 

To determine DNA polymerase activity and thermostability of DNA 
polymerase poIB in various media. Proteins in 25 pi of 20 mM Tris-HCI buffer (pH 
8.0 at 25°C) containing indicated concentrations of salts and betaine were incubated 
in PTC-150 Minicycler (MJ Research) at 95°C or 100°C. 4 pi samples were removed 
5 at defined times of incubation and assayed for primer extension activity. These 
activities and stabilities are shown in Figure 13. 

As demonstrated in Figure 14,1 M Betaine was found to stabilize 
specifically poIB DNA polymerase in the presence of potassium glutamate at 100°C. 
The stabilizing effect of betaine is diminished in the presence of organic solvents 
10 DMSO and formamide. 

It was found that potassium glutamate specifically activates poIB DNA 
polymerase and produces about twenty-fold increase of polymerase activity at 0.8 M 
of the salt. See Figure 15. 

Studies of processivity of Pol B DNA Polymerase 
15 For processivity assays, the primer extension reactions were carried out and 

analyzed as described above, but after determination of the amount of extended 
products, the initial rates for appearance of each extended primer were calculated. 
Then the processivity for each position of the template was determined using 
equation: 

20 

"max"* 

p = — ^ , where v(/ n+i ) = — — , initial rate of appearance for each 

jbO 

extended product, and the processivity equivalence parameter, P e , was calculated for 
each reaction. Results for various concentrations of potassium glutamate are shown 
above. 

25 Exonucleasease activity of PoIB 

A 3' -> 5' exonuclease activity of poIB polymerase was measured at 
the same conditions as in the primer extension assay, except omitting 
dideoxynucleotides. A fluorescent primer: 

*FL-GTAATACGACTCACTATAGGG (SEQ ID NO.:1715) 
30 was incubated with the enzyme at defined times. Then, the amounts of formed 

products were calculated, and the initial rates of hydrolysis were found, as in case of 
primer extension. It is interesting that poIB was able to cleave off only 9 nucleotides 
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of the primer, that is, the13-nt primer was the shortest substrate that polB could 
process. 

Performance of M.K. polB DNA polymerase in various media. 

Initial rates of primer extension reactions shown below in Table 3 
5 demonstrate abolishing of 3'-> 5' exonuclease activity of MK polB DNA polymerase 
upon transformation of the enzyme into its glutamate form by buffer exchange on a 
Sephadex G50 column. 

Table 3. Initial Rate of Primer Extension, pM/min 



10 



PolB; 0.5M NaCI 


0.123±0.003 


PolB; 0.5M NaCI+PCNA 


0.214+0.014 


PolB; 1M KGIu 


2.74±0.18 


PolB; IMKGIu; dUTP 


1.82±0.09 


PolB; 1M DPG 


2.17±0.16 



The next two tables (Table 4 and 5) display effects of various media 

components on M.K. polB DNA polymerase activity. Initial rates of primer extension 

reaction were measured as described by Pavlov ef a/., 2002. 

Table 4. Initial Rate of Primer Extension, uM/min 

0.5MNaCI 1 M KGIu 

Pol; NaCI protein 0.15 + 0.01 2.55 ± 0.31 

Exo; NaCI protein 0.50 ± 0.06 1.07 ± 0.06 

Pol; KGIu protein 2.74 ±0.18 

Exo; KGIu protein 0 ± 0 

15 Table 5. Inhibition constants in different media 

Chemical IC S0 (M) 

NaCI 0.55 

KCI 0.45 

LiCI0 4 0.27 

NH4AC 0.56 

NH4OH <0.03 

Conclusions: 

1 . KGIu inhibits the 3-5' exonuclease activity of Mka PolB, while NaCI stimulates 
it. 
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2. KGIu , diphosphoglycerate, and Mka PCNA (see below) increase the 
polymerase activity of PolB. 

3. PolB can use dUTP for primer extensions. 
4'. PolB is resistant to aggressive chemicals. 

5 Activity of Mka PolB DNA polymerase at different temperature 



Table 6. Initial Rate of Primer Extension, pM/min 
t°C Initial Rates 



50 


1.01 ± 0.06 


55 


1.08 ± 0.09 


60 


1.12 ±0.08 


65 


1.23 ± 0.05 


70 


1.01 + 0.07 


75 


0.95 ± 0.07 


80 


0.92 ± 0.07 


85 


0.94 ± 0.07 


90 


0.71 ± 0.05 


95 


0.62 ± 0.04 


100 


0.62 ± 0.06 


105 


0.55 ± 0.09 



Table 6 illustrates the dependency of initial rates of primer extension for Duplex 2 
shown in Figure 17 on temperature of the reaction. Initial rates of primer extension 
reaction were measured as described by Pavlov et ai, 2002. 

10 As once can see from Table 6, Mka PolB can extend primers at 

temperatures up to 105°C, i.e. above the melting temperature of the duplex. 

Figure 18 shows the amplification of 1 10 nt region of ssDNA 
M13mp18(+) with ALF M13 Universal fluorescent primer (Amersham Pharmacia 
Biotech) and primer caggaaacagctatgacc (M13 reverse) in the presence of 1 M 

15 potassium glutamate with polB DNA polymerase. Cycling: 100°C for 40 seconds; 
50°C for 30 seconds; 72°C for 2 minutes; 30 cycles (3, 4, 5 6). The products shown 
in Figure 18 were resolved on a 10% sequencing gel with ABI PRISM 377 DNA 
sequencer. 

M. kandleri AV19 PCNA (MK1030) 
20 Construction of an expression vector for Mka DNA polymerase sliding clamp 
(PCNA) 

oET21 a-Mka-PCN A : 

PCNA was PCR-amplified from M. kandleri genomic DNA using following 
primers: 

25 5'- ATCATTCATATGGTGGAGTTCAGGGCCTACCAG (SEQ ID No.:1716) 
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and 

5>. AGATATGAATTCAAGGAGGAAGGGTTCACTCCT (SEQ ID 

No.:1717) 

Ndel+EcoRI-digested PCR fragment (Ndel and EcoRI sites were 
5 introduced in the primers) was cloned into Ndel, EcoRI sites of the pET21a vector. 
Sequencing of several inserts revealed clones carrying the correct sequence. 
Expression and Purification of PCNA 

E. coli strain BL21 pLysS (Novagen) was transformed with expression 
plasmid. LB medium (2L) containing 100pg/ml ampicillin and 34pg/ml 

10 chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-B-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 50 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6 M NaCI, 1mM EDTA, 5 mM li- 
mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 

15 38,000 g for 20 minutes, filtered through a 0.22 pm Millipore filter, diluted to 0.25 M 
NaCI and applied on a heparin high trap 5 ml column (APB), equilibrated with 50 mM 
Tris pH 8.0, containing 0.25 M NaCI and 2 mM ME. PCNA was eluted with the same 
buffer. Fractions containing PCNA were pooled, concentrated by Centriprep, 
followed by Centricon YM-30, and passed through a Superdex 200 (1.0x30 cm), 

20 equilibrated with 50 mM Tris-HCI pH 8.0, containing 0.5M NaCI and 2 mM MgCI 2 . 

Expression and purification of PCNA from E. coli cells is shown in 
Figure 19. Cell lysate before induction (lane 2), cell lysate after induction (lane 3) 
and purified protein (lane 4) were analyzed by SDS-PAGE (10% gel) and visualized 
by Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 

25 Interaction of poIB with PCNA. 

PoIB was incubated with PCNA (final concentration 5.6 pM subunits) 
in the presence of 100 mM NaCI. The polymerase activity was measured in the 
primer extension assay and compared to the activity without PCNA added. Even 
without clamp loader, the interaction of PCNA with PoIB was detected as the initial 

30 rate of the primer extension increased 1 .75 times. The most remarkable, however, 
was suppression of hydrolysis of the primer annealed to the duplex that occurs as the 
combined result of 3' -> 5' exonuclease activity of poIB, its sliding along PTJ, and 
partial melting of the duplex substrate in the active site of the enzyme shown in 
Figure 20. This happens, most likely because PCNA anchors poIB on the PTJ and/or 

35 prevents partial melting of the PTJ duplex. 
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ML kandleri AV19 DNA topoisomerase IA (Topo j) (MK1604) 
Construction of an expression vector for Topo I 

PET21 d-M.ka-AV1 9-Top1 : 

1761 bp Topi cds was PCR-amplified from M. kandleri genomic DNA using 
5 following primers: 

S'-TATCCATGGCCTCGTCGTCGAAGGAGACG (SEQ ID No.:1718) and 

5-TTAGAATTCAGACCACCTTGGCTGACTTCAACTTCTTG (SEQ ID 

No.:1719). 

Ncol+EcoRI-digested PCR fragment (Ncol and EcoRI sites were 

10 introduced in the primers) was cloned into Ncol, EcoRI sites of pET21d vector. 
Sequencing of several inserts revealed clones carrying the correct sequence. 
Expression, purification, and activity of Topo I 
E coli strain BL21 pLysS (Novagen) was transformed with expression 
plasmid. LB medium (2L) containing 100jjg/ml ampicillin and 34Mg/ml 

15 chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-IX-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 50 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6 M NaCI, 1mM EDTA, 5 mM (J- 
mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 

20 38000 g for 20 minutes, filtered through a 0.22 pm Millipore filter, diluted to 0.5 M 

NaCI and applied on a heparin high trap 5 ml column (APB), equilibrated with 50 mM 
Tris pH 8.0, containing 0.5 M NaCI and 2 mM ME. After washing the column with 50 
mM Tris pH 8.0, containing 0.75 M NaCI and 2 mM ME, Topo I was eluted with 1 .4 M 
NaCI in the same buffer. 

25 Expression and purification of Topo I from E coli cells is shown in 

Figure 21. Cell lysate before induction (lane 2), cell lysate after induction (lane 3) 
and purified protein (lane 4) were analyzed by SDS-PAGE (10% gel) and visualized 
by Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 
Relaxation of closed circular pBR322 DNA by Mka Topo I in 100 mM NaCI 

30 (lane 2) and 1 M KGIu (lane 5) at 80oC shown in Figure 22. Topo I was incubated 
with DNA for 10 min. Topoisomers were separated in a 1% agarose gel. 

M. kandleri AV19 ATP-dependent helicase MCM2 2 (MK1120) 
Construction of an expression vector for MCM2_2 
pET21d-M.ka-AV19-MCM2 2: 
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1179 bp MCM-2 cds was PCR-amplified from M.kandleri (av19) 
genomic DNA using following primers: 

5*-CCATCGGTTCCGGAGGGTAGAGAGAATACG (SEQ ID No.:1720) 
and 

5 S'-ATTGAATTCGACTCAGGGTTTGAGCGACGAGATCCTG (SEQ ID 

No.:1721). 

Ncol-incompletely digested and EcoRI-digested PCR fragment (2 Ncol sites are 
presented in the coding region of MCM-2 gene, from the first Ncol site the cds 
begins: CCATGG; the EcoRI site was introduced in the primer) was cloned into Ncol, 
10 EcoRI sites of pET21d vector. Sequencing of several inserts revealed clones 
carrying the correct sequence. 

Expression of MCM2_2. E. coli strain BL21 pLysS (Novagen) was transformed 
with expression plasmid. LB medium (2L) containing lOOpg/ml ampicillin and 34pg/ml 
chloramphenicol was inoculated with transformed cells, and the protein expression 

15 was induced by adding 1 mM isopropylthio -li-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 60 ml lysis buffer 
containing 50 mM Tris-HCI pH 8.0, 0.6M NaCI, 1mM EDTA, 5 mM (J- 
mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 
38,000 g for 20 minutes, heated at 75°C for 30 minutes, and centrifuged again at 

20 38,000 g for 30 minutes. 

Expression and purification of MCM2__2 from E. coli cells is shown in 
Figure 23. Cell lysate before induction (lane 2) and after induction (lane 3) were 
analyzed by SDS-PAGE (10% gel) and visualized by Coomassie Blue G-250. Lane 
1 is molecular size marker 10-225 kDa (Novagen). 

25 M. kandleri AV19 eukarvotic-type DNA primase p41p46 (MK058 6 and MK1394) 
Construction of expression vectors for p41 and p46 subunits 
pET21 d-M.ka-AV1 9-p41 : 

948 bp p41cds was PCR-amplified from M. kandleri (av19) genomic 

DNA using following primers: 
30 5-TTACCATGGACTTCTATTCGCCAACCTTCCACAGC (SEQ ID No.:1722) 

and 

5-TAAGAATTCACGGCTTAAGCTCCCCCAGCACC (SEQ ID 

No.:1723). 

Ncol+EcoRI-digested PCR fragment (Ncol and EcoRI sites were introduced in the 
35 primers) was cloned into Ncol, EcoRI sites of pET21d vector. Sequencing of several 
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inserts revealed clones carrying the correct sequence. Expression protein should 
contain Met instead of Leu at its N-terminus. 
PET21 d-M.ka-AV1 9-d46: 

1218 bp p46 short variant cds was PCR-amplified from M. kandleri 
5 (av1 9) genomic DNA using following primers: 

S'-TATCCATGGGCTCATGGTTCCCCCACGCCCC (SEQ ID No.: 1724) 
and 

5-ATAGAATTCATCCGTCGTCGGCCCTAGGTCG (SEQ ID 

No.:1725). 

1 0 Ncol+EcoRI-digested PCR fragment (Ncol and EcoRI sites were 

introduced in the primers) was cloned into Ncol, EcoRI sites of pET21d vector. 
Sequencing of several inserts revealed clones carrying the correct sequence. 
Expression protein should contain Met-Gly instead of Leu-Arg at its N-terminus. 
Expression of p41 

15 E. coli strain BL21 pLysS (Novagen) was transformed with expression 

plasmid. LB medium (2L) containing 100pg/ml ampicillin and 34pg/ml 
chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-R-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 50 ml lysis buffer 

20 containing 50 mM Tris-HC! pH 8.0, 0.6M NaCI, 1mM EDTA, 5 mM B- 

mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 
38000 g for 20 minutes. The supernatant was filtered through a 0.22 pm Millipore 
filter. 

Expression of p46 

25 E. coli strain BL21 pLysS (Novagen) was transformed with expression 

plasmid. LB medium (2L) containing 100pg/ml ampicillin and 34pg/ml 
chloramphenicol was inoculated with transformed cells, and the protein expression 
was induced by adding 1 mM isopropylthio-Ii-galactoside (IPTG) and carried out at 
37°C for 3 hours. The cells were harvested and dissolved in 50 ml lysis buffer 

30 containing 50 mM Tris-HCI pH 8.0, 0.6M NaCI, 1mM EDTA, 5 mM fi- 

mercaptoethanol, and protease inhibitors (Roche). The lysate was centrifuged at 
38,000 g for 20 min, heated at 75°C for 30 minutes, and centrifuged again at 38,000 
g for 30 minutes. The supernatant was filtered through a 0.22 pm Millipore filter. 
Purification of p41p46 complex 
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p41 lysate was mixed with p46 lysate approximately 1:1 according to 
SDS-PAGE, heated at 80°C for 15 minutes, centrifuged at 38000 g for 15 min, and 
applied on Heparin- Sepharose Hi Trap 1 ml equilibrated with 50 mM Tris pH 7.5 t 
containing 0.5 M NaCI and 2 mM ME. After washing with the same buffer 
5 p41 p46complex was eluted with linear gradient of 0.5-1 .0 M NaCI. 

Purification of P41 P46 complex from E. coli cells is shown in Figure 24. 
P41 cell lysate (lane 2), P46 cell lysate (lane 3), P41P46 complex before (lane 4) and 
after purification (Iane5) were analyzed by SDS-PAGE (10% gel) and visualized by 
Coomassie Blue G-250. Lane 1 is molecular size marker 10-225 kDa (Novagen). 

1 0 Assay of primase activity of p41 p46. 

Primase activity assay for complex p41p46. 50 ng/pl single stranded M13 DNA 
(Amersham) were incubated with complex p41 p46 at 75° C for 45 minutes in the 
presence of dNTPs (1 mM each) and MgCI 2 (4.5 mM). Then the mixture was 
desalted using Sephadex G-50 spin column and any primer-template junctions 

15 formed by the primase were labeled with fluorescent dideoxinucleotides using 

Snapshot kit (ABI). The products were desalted with Sephadex G-50 spin columns 
and resolved on a sequencing gel using ABI 377 sequencer shown in Figure 25. 

The foregoing description is considered as illustrative only of the 
principles of the invention. The words "comprise," "comprising," "include," 

20 "including," and "includes" when used in this specification and in the following claims 
are intended to specify the presence of one or more stated features, integers, 
components, or steps, but they do not preclude the presence or addition of one or 
more other features, integers, components, steps, or groups thereof. Furthermore, 
since a number of modifications and changes will readily occur to those skilled in the 

25 art, it is not desired to limit the invention to the exact construction and process shown 
described above. Accordingly, all suitable modifications and equivalents may be 
resorted to falling within the scope of the invention as defined by the claims which 
follow. 
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15 



G^GCTG^GG^^^ 

nAArrrr A^GGCCCCTCATCGAGCGGCGCCACCTCTCGGCTCGTCGTAGTA^ 
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40 



?AG?G?OTC?GA^CA^ 

90 gga^SSct?^^^^ 

^aatgIbcaggatctgatctcccatgtgct^^ 



50 



CTTGCCTTTCTCACCCAGCGCATCGGCACCGATC^ 



GAAGACGCTGCACGAGCTGCTCCGCGGCCT^ 
CTTGCCTTTCT 

25 ggtacgtctcgatctcgat^ca^^ 

tgttgtatatc 
cggagtatct 



CGGAGTATCTGGCCTCCACC^^^^^ 



p29pp5T!^^Q^X^^r^cGCGCTCCCGCGTCTTGGCCTCACCCTCTCGCAT 
CCGGl 

aS^cg^ 
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GACCGGTACGTCGAACTCCTTCCGGACGCGGTCCAGCAACTCCAGCTGCTCCT 
CCACTGGATATCCACAGGTTCCGGTGGGATCTATCAGGAAGAGCACGGCGTCC 
GTCACGTGCTTTAGGGCCGCGATCGCCTGTCGCTCGACCGGATTGCGCTCTTC 
CTCCGGTCGTTCCAGCAAACCCGGTGTGTCGAGCATTTGCACGGGGTACGGGC 
5 GCTCCATGTAGCCTACTTGGATGCCCTTGGTAGTGAAG GGAT ACGGGGCGATC 
TCCGGCCTCGAGCCCGTGAGCACCGTCATAAGGGTGGTTTTACCGACGTTGGG 
GAACCCCGCTAAGGTCACGGTGAACATCTCGGTGTCGATCGCGGGTAGGTCTA 
CGAGCTTCGGCTGCACCTTCCGGAGGAACCTGAGCGCGTCTCCAACCTTCCTG 
CGGATCGTCGAAGCCAGTCTCCCGAACGCCTGACGTCTCAACTCCGCGGCGGT 
1 0 CCGGGGGTCCCTCGCCCTCTTGATCTTCCGAGTGTACTC CTCC CGGATCAACC 
TGGCTATCTTGGCGACCGTATGCACGTCGGCCAGACTGCTTTTCAGCCTGTCGA 
TGCCCGCTAGCGCGTCCGCCAACTCCCGGTAGAACGGGTGAAGCTCGTCGAG 
GTTGGGCGTCTTCCTCACGATCTCCCAGAGGCGGTCCTGCACCAACTGGCACG 
CCGTGTTGACGCGTGCTATCTCGATGGACCTGGCCCTGACTTCAGGCGGTGTC 
1 5 CTGGTACCGTAGAACGATTTCCTGGTGCCTTCAGCGGCTCTCTCCGCCCGTCG 
GAAGGCGACGTCGATCAGCTCTTCCGGGTCCGGTA CCTCGG GCATCTTCCGAA 
ACGGGTTCCCGGACACGGTATCGCCTCCCGTAAACCTTTTTGAGTCGACAGAG 
GCCGTCCGGCGAGAAAACGGCGACGGGGGTTCCGCGAATGGAGTATATTTACG 
CGGCGTTGCTGCTTCATGCCGCAGGTCAGGAGATTAACGAGGACAACCTACGG 
20 AAGGTCCTAGAGGCCGCAGGTGTGGATGTCGACGACGCCAGGCTGAAGGCGA 
CCGTGGCGGCCCTAGAAGAAGTCGACATCGACGAGGCTATCGAAGAGGCCGC 
CGTCCCAGCCGCCGCACCGGCGGCCGCAGCGCCAGCCGAAGAGGAGGAAGA 
GGAAGAGGCCGAAGCGGAAGAGGAAGAAGAGGAAGAGGAGGAAGAAGAAGCG 
GAAGAGGAAGCGGCAGCGGGCCTCGGTGCACTGTTCGGG TAAAC CTCAGAAG 
25 AACGCGTCTAACGTCCTCTGTTCACCTCCTCCTTCCTTCTTCTTTTCCTCTCTCT 
CCTCTTCTTCCTCCGCTTTTTCTACGGCTTCCTCGATCTCCTTCGCTTCCTCTTC 
TACCTCCGATTCTTCACGTTTTCTCTCGAGCATGGACTCCATCGCACCTTTCACC 
CGCTCTCTGCGGATCTTCCGCAGCTTCTCGCGAACGCGCAACGCCCGCTGATA 
TACCCGCTGAGCCACCTGTGGATCGCCGCAGAGGAACCCGATTTCCCGTTTGG 
30 AGAGTTCTAGATAGCCGGCGATCCCTCCTAGGATTTCCAAACCGCGATCGGTG 
GGATTGTCCGCGACCTTCCGGAACGCGATCTCGAGCACTG AAATC ACGTCCAT 
CTTGGCACGGCGTGTGGACACATGCATGCGTTCCGCGATC I I I I I CGCTATGGA 
ATTCCGGACCTCACGCTCTTTGCGGGTAGTCCCCAGCTTCCGCAGGATCTTGG 
GAGGTTGGAACCGAACGAACCCCGGTGGTTTACCCTTCCGGGCCGCGGCTACA 
35 CCCGACGTCATGAGGTCGGTGGCGTAGACGTACTTGAACCTCCAGTCCCCGGT 
CTCTATCGCACGACTCGAGAATACGTCGGCTTTGGACAGGTAATCATACGCGCG 
GGCGATCTCCTCCGGATCTCGGTACGCTCGAGGTATGTTCTGAGCTATCCACA 
GGATCACGTCGTCCGGATCCTCGTCTAAGTTCCAGAGCGCGCGTCTGGCCTGT 
CTGGGCGGTTTGTTGAAGATCCTACCCAGAGCCTCGAAGATGGTGATCTCCTTA 
40 TCACGCCACCCGAGCGCTTCCACGTCATCGGACGTTACCCTACCCGTGGGCCT 
TGCGAGCGCCTCCAGATCGTTGATCGCAGCCCTAAGATCTCCCCTGGCACGCT 
TCGCGATCCGACGCAGGGCCACCTCCTCGTACTCGATACCCTCCCGCTCGCAG 
ATGCGACGTAATGCCTCGACGATGTCGTTGACGCGGAGCCGGCGGAACTCGAT 
CATCCGAACGGCGTCACGTAGGGACTTGGGTAACACCCACGGGTCGTTGGCGA 
45 CGAGGACCATGGGGTTACGGGCCTGACGTACGGCCCGCGTGAGCGCGGTCAC 
CCCACCTCTATCTTCCCTGGGATCGATCCCGTCGACCTCGTCCACGAGGACTA 
GAACCCTGTCCGAGTGACCCTCCACATGTTCGTAATCTCCCCCGGCTTCCCTGG 
TCATTCGGAGGAGGGAGCGTGAGGTGGAGGCGCCGCCCACGATCTTCTCGAT 
CACGTTTCGTGTGCGCTTGTCCGACGCGTTGAGTTCGATCACGTCCCAGCCGA 
50 AGTCGTGGGCTAGGGCGTACGCGGCGCTCGTCTTTCCGGTCCCGGGTGGTCC 
ATGAAGTAGCACGGCCCGCGGTTCCGGAATACTACCGCGCGCCCACTCGTTCG 
CCCATGCGGCTAGCTCCTTCTTGGCCTCGTCCTGGTTCACCAGCTCTTTGAGCG 
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ACCTAGGTCGGTACTTCTCAACCCAAGGGACCAACGGTGCTACCCGCCGGAGT 
ACTCGTTACCGAGTGCGTGAATTCGGGCTAACAGGGCCTCTAACTGGATCCGC 
TCGTCCGAGCCGCGGATCAGGCGGTACTCGAAGTCACCGACGGCGTTCACAAG 
CTCCGGAATTGCCTCCTCCGGTATCTCGTCCATGTCGAAGATTTCCCGGTGTAC 
5 CTGACGGACGACGTCCTCTCCCGACATTCCGTACCTGGTGAGGAGCTCGTGTA 
GTAGTTCTCTGGCCCGCTCGAAGTCCCCGTTCCAGGCGTGGTGGATCATCTCC 
CGCACCTCCTCGGGGCGAGCCGTAGCCGCGATCTGGAACACCGTATCCTCGTC 
GATCTCCCGTCCGAGCGCCGCGGCAGCTTGGAGTACGTTAATGGCACGCCGCA 
TATCGCCCTCGGAGACGTAAACGATCGCGTCCAGGGCGTCCTCCGTTATCTCG 

1 0 ACTCCTTCACTCTCAGCGATCTTCCTTAACCGCTCCTTGATGGCGCTCTCGGGT 
AGCTTGGTGAACTTAAACACTACACACCGGCTCTGGATGGGGTCGATGATCGC 
GGAAGAGTAGTTCGCTGCGAGTATGAACCGACACGCGTCGGAGTACATCTCCA 
TAATTCTACGGAGGGCCTGTTGCGAGTCCCTGGTCAGGTTATCCGCCTCATCGA 
GGAAGATTATCTTGAACCGGGCCCCTCCCATCGGCCGGGTCCTGGCGAAGTTC 

1 5 TTCACCTTGGTCCGAATTACGTCGATACCCCTCTCATCGGAGTTGTGCAGCAGG 
ACCGGAACCTCACCCGCGAAGAACATCTCGTTGCCGGGTACGCTCACGTCGTA 
GACGTAGCCGTCGTAGTCCATGACGTCCAGATCCTCGACCTTAACGGCGTGCA 
CGTCCGATCGTACGAGCGTCCTGAGCATCCGGTACGCTCTCCTAGCGTCCCCA 
CGGAGATTTTTCGCATCGACCGAGGAGAGGACCTTTCGGACGGCCTCTTTCGA 

20 TACCCGACCGTCGAACACCCACGACTCGAGATCGTCCACGAGGTCAGATTCGA 
GCCTTTCGACGAGTTTCAGAACCGGATCGGCCGGTAACAAGTCGCCCGTACGG 
GTCTCCCAAACCAGCTCAACACCGTCGTCCGTCACACGGCTCTCGACACCCGA 
GATCCGGGCCAGCCACGCCAGATCCACCGATACGTCCTCCGAGGCCTCGATCA 
CGCCGTCATCGGCTAACTCACGTAGGAGCTCGACCCGAACCTCCACGGGCAGC 

25 TCGTAGGTGGTGTCCGAGACCCGAGATCCGGATCCGACCGACGTGACCACCGT 
GCCGCCATCGGTGGGTTGTTCGTCGAGTTCCGCGACGAAGCTGAGTAGAAACG 
AGCCTTCCTCTATCTCGGATGCCTTCACCGCCCGGAGGCCGCCCTCGTCCAGT 
ACCATCACCGCGTGGTTACCCGTGAGCTCGATCGTTCCGTCCTCGAGGTGGAC 
GCGCAGGATCTTACGGGCACGGTGTCTGATGAGCTTGGAAACGCGGGCCCAA 

30 GTCACCCTGAAGTTCCTATCGACCGTCAAAACCTCCAAATCGCTCACGTCCACG 
TACTCGCCGCCACGATCCCCGAAGTACCAGCTGTCGAGGTCCTCGAAGGTCAC 
CCGGAGGACTTCGCCGCCCCTCCGCACGAGGATCGGAGTGTCCGCGGACACG 
GAAGCGTTCAGCTCGAGGAAGTTGTCTCTCCAGTGCTCACCGAACAGTTCCCG 
CGCTAAGCACAGAGCCGCCGTCGTTTTGCCGGTTCCAGGTGGACCCGCGAAGA 

35 GCAGGTTGGGCATGTCGCCGCGGTTCACGTAGGCCTTCAGACGCTCGACCACG 
TGCTCCTGGTCGACGATGTCGTCCAGACGCTTAGGCCGGTACTTTTCCACCCAC 
GGTATCTCGAGAACGCGTAGCTCGTGCTCGGCCATCTCGACGTCCCCGGGGGA 
TCACATCGCCCGTGATAAAAACCGATTCGGTCGGAGGAGATCAGCCGGTCAGG 
TACTTCATGACTGGCAGCTCCCTCCGCATGCGTTCCATGTACTCGACACTGTCC 

40 GAAACGTCGGTGAAAACCTCCTCAACACGCTCCACGTGCTTCTTCTCCACGACC 
TCGGACCCTTCCTTCTCCGCCACGATTCGAGCGGGCTCCAAGAGTCGCGTCGC 
GTACCGTATGGACTTCTCCTCGCCGAGATCCGTCAGGTACTCATGAGCTTCGTC 
CGTCAGCTGGATATCTTGGACTCGGGCCCTGATTCCAATGATCTCGTGGATTTC 
GTGACGCTCGAAGGGCCTGGTTCTCGCGATCAGCATGCGGTCCAGCAGATCGC 

45 CCGGAATCCCGTGAGGGGCCTCCTCATCCGTCCCGCGTACCTTCGCCATGGCC 
CTGTTAGTAGCCATCACGAGGATCGGGGCGATCTCCTCCTCCAGCGACCTGTT 
CAAGAACGCGAACGCCTCTATGTCCAGCATGTGCGCTTCGTCTATGAACAGTAC 
TCCCGGGACTAAACTGGCCTCACCTTCGTCGACCATCTTCTGGACCCGCTCGTC 
CACCTTCTGACGGATCTCGTCGGTAATCTCCTCCTCACGGAAGCCCAGGAGTC 

50 GACCGGCCCGCACGTTGGCCATGTCGAGGTCGTGCAGGGTTACCACGCGCTT 
GATCTCCTTCTTCTTCTGCACCGGACCTTCCGGGAGCTCTACCGCGTGGACTCC 
TAGGAGCTCTTCCTCTTCCTCCTCGAGCGCGTCCTTCGCCCGTCCGAGCTTCGT 
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CCTGCACCAGCTGGATCGCTATCTCCTCCGGTAtA .1 1 ^ CCATGTACG qggAG 

CCTGAGTCTTGAGCTCGAT^ 
. AGCGGGTGCTTAGCACGCTCGATCTCGAGGCmCGA^o^ 

CTCCCGCGTCTrcGTG^ 




TCXJAAGACGGGGTO^^ 
20 GGCGTCGAGCTGGCCACC^GCACGACTTGGTGAATTC 




25 sssssssssss^ 

CQACGAGGTOCCQGTCAAG^ 
CGAGGTGGCGTCGGATACTGTACACCGCT 

CACCCTGCGMCCCGCTGGTGCAGGAGGG^ 
AGATAATGGGCCGG^GGACAAGGACCC^^ 

CGGTGCCTTTCCCGGTGGTCACGGGAGTT 
45 GTCGTCACCCCGAGACGGG^^ 

CATCCGCAACGCGTTCTAGCACCAT^ 
TACCGCCCGGTCGTAACGAACACGTGATC 
CTCCCTCGCCACGGGCCCTCGG^ 
CACTGCCGTATCCGAACACCCC^ 
50 CGTGCTTCTCGAGCCAGGG^^^ 



40 



PCT/US03/06664 

WO 03/076575 

CCCAGTCGCGCGGCGMCTCCGQ^ 




10 GGMGCGGCCGTCGAGATG^^ 

TTCATAGTGTACGGAGGTCCGAAC^ 

15 GGCGATTTATAACGCCGATCTCATGA^ 
GAGTAGTCCAGGAGG^TCGA^ 
AATCTCCGAGAACGATTTGCCCAACT 




TCATGGMGATCCCGAGTMC£CTT^^^ 

CCAGCTCGCACCGGAAGTACGCCC^^AW^^CA^C^^^^^^^ ^q^. 

TTTGGCACCCGACTTCGACACCTCATC^ 
GCTCGCGGMGCATGAATCTCAC^ 

GACGTTCAAGCGTGCGTGTGAGGTG^^^ 

Xacgacatcgccgatgacgtcccg^ 

45 GAGTTCAGCCTGATATTTTCAAGAAGATCATC 

50 tcccgggctacctgctgggcccgg^ 

^S^I^^S?gaagcactgcagatgatg 
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K3AGGAGGCCCTGGACC 




CGGCGGCGCTCACG^CACGGCC^i^ TGGAGAA GTACTCGAAGAAGG 
CACGGAGATCCTGCCGAA^CCCTAGA^^ 




MCCCGCGCTTCGGAAGATCCTACCCC^ 



15 



20 



25 



30 




GGGGATCATTATCGTGCGTTTGA\AGACGCGCT 

GTAAGTTGGCCGATACCGAGGCCA^ 
GGGTACACGACCTGTTCCGAGCCGCCCTGA^^ 

,0 s?s^Sssss 
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CGCCGCTCCACTCGATGAGA^ 
15 CCGTAGTAGCGTGCAGGGTATOGCGCCCG^ 

CCGGTCCAACGCCGCCCGCGAGTW 
GAAGGAAGCAGACGCGGCCTTCCT 

CGACGTAGTGATCGCTAGAGGGA^ 



30 



40 



GGAAGCCGTCATCMCCCACmGCACG^ 




50 TCTGTTCTCCXACGCCAC^GOTCCGGCa^gl CTGATAATCAAGT CAC 
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10 



15 



AACTOMGGGAGCGGCCGACGTGCTCCCGCTCT^ 
AGGCTCGTATTCGTCGGAGTTGA^ 



30 




an Sagggtggccaggtcgggacc^c^atggtcc^^^ 




45 



ScTTCCTAGCGCACTCCGGGCACA^ 



50 

GGACCTG 
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^S^fSCTrc^^^^GGCCAGCCGCTAOTCGAGGQTOTATAT 



25 



?^^Ia^^^ctSS^^cgtacggcctctt^ggcogt 

PCC^AGC^ 

B«S^^A^CA^CACQG6GATGTTGGACGTGTAGASTAGACGG 
40 STA??A^AnnArRATCGCGAGCAGCTm 

g^^Stc^S^g^ggtggcgactggga^^gcct 



" cctgtgta ^^^^^tcggccttaacctctccagccagtcatcc 



^J^tcSSt^cctc^a^t^atcgccgtccttctccgcgatccc 
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,n T^COTGCCOTGCCX3<XTOT^^^C«aw^ cagtacCCCTTG 




30 lsffi»SH=s»: 
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aIgtcaWtmttcggat^^ 
25 ^cStocgatgactcggtctcggmc^ 



20 




ATACTATTATCGTAACTTTGGG^CTGA^i^i^i^ CTCGCCAAAG ATCTTTTT 

40 IIaaIWggttcggacgg^ 

50 ACGCCTTTCGACTCGGCCAGCTTCAC^ 
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^TTTCACTCCGGCGATCTCC 





2 A^GCCGCCGAATGCGTGTTCG^ 

TTCGAGCGACGTGAATCCCCGGAGGCGAAG^craC^A/^C^ ^^^^^ 

GGAGAACGCAAACCGGJ^ACCTAGGAGTC^ 

40 ss-SSfes= 



45 



50 ^&S=S5 




48 



PCT/US03/06664 

WO 03/076575 

GATCACAAACGTCCTTCACW^^ 




10 



15 



20 



TCCCCTCATCGGTGATCTCGA^ 

TGTATAACGGGGTCACGGAGTCTA^ 
ACGGCTAGGAGGCCCTCCTCCTCGTACTC 

CTAGAGCACTCACCTTCCGCAGATAC^ 

30 SSSHgSKKgg^^ 
TCATCGGGCCCTTG^GTCGAGGGAGAG^ 

GTCGTTAGGATrGTTGGGCAGGGAC^^ 

35 S? C G~— 
AGATGTGC 
ACGAGCC/ 
TCGGAAG1 
GGCCCGA" 
TCACCGTC 
GTGATCAC 
GCGCGAG 

GCCGCTCTGAAGC^^ 



agatgtgggtga™^^ 

ACGAGCCAGGTGCGCCG = 



ac^Tgctgtcttcggagtaccgc^^ 

AG/ 
AC( 

50 ATATTCTGGAGCAGCCACCC^^AGA^GGG^^CAreA^ou 

I^^g^c^^SIIgagg^ggcgaactgagaaaag 
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25 



hshhbi 



ACCTGAACGAACTTC 
CTCGGGGCTGCTG/^ 
ITCTCGAGGTTGTC^ 
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20 SccggWcgtcgtacttctcg^ 
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GGCGCAAGGTGCGATGGTGGTAAGACTGAACCCCTATCTCGAGCCAGACGTCG 
TAACCTTCTTTGACGTAGCCCTCGAGGATGTCCAGGACCTCGTCCGGTAAGCAG 
TCCGGTCGTGTTCCTATGGATAGACCGACGACGTCTTCCATCTCCAGGGCACG 
GTTGTACAGTTCCTCCAGGACGTCGGGAGGCGCGTAGGTGTTCGTGGCCGGGT 
5 AGAAGTACACGAGGAACTTCTCGGCACCGTACCTCTCGCGGAACACTTCCATCT 
GCTTACGAGCCTGCTCCTCGAGCTTCTTACGCGGGTCCACGTTGGGAGTGATG 
ATCGTCCTGCCCATCTTCGGGCAGAATAGGCACCCTTCCCGGGATATCCTGCC 
GTCCTTGTTCGGGCACACGAAGCCGGCGTCCACGGCCGCCTTCATAACCTTGC 
AACCTTTCTCGCGACGGTAATACGCGCCGAAGGCCGCGAACTTCTCTCCGTCC 

1 0 TCGTACAGCTCCCGGACTATCCGTTCGTCGACGTACCTGGGTAAGGCACCATC 
GGTCGCCGGTTCGACCTCCCGTTGGAGCGTCTCGAGGTCCCGGAGATCGGATT 
TAATAGCCCCCACCCCCGTGTTGAGGTCGAGTTAACGGATACAAAAACCGCTCG 
GGAGTGGCGGTACATGCCACCGAAATGGTACAGGCACGTGATGAGAGTGCTCT 
CCGAATCGCACGTGGTGTTGG AG GTTCGAGACGTG CGATATCCGGAG GAGACA 

1 5 CGGTGGGAAAAGCTCCCCAGACTGGAGGACGTGTTCGACTTCACCCGGGTGGT 
CGTGCTCAACAAGGCCGACCTGGTCCCCCGGGCCGAGACCGAGCGTGTGAAG 
GAGGAAGTGGAGCTCGAGGAGGACGTACCTGCGGTGTACGTAAGCGCACGCG 
AGCGCATGGGTTTCCGGCACCTCCGTAGGACCATCTACGAGGTAGCGCCGGAA 
GACGTCGAGACCGTGAGAGTGGGTGTAGTAGGGTTTCAGAACGTCGGTAAGTC 

20 CACGATAATTAACGCATTGACCCGGAGGAGTGCCGCAGAAACCTCTCGACGTG 
CGGGATACACCCGCGGAAAGCAGTGGGTACGCGGTGGTAGGAAACTGTTGGT 
CATCGACTCGCCGGGTGTGATCCCGACCGACGAGGCTGCGGCCGAGGCCGTG 
GCGCTGGATCCAGACGTCCTGGAGGATCCCGTAGAGCCGGCGTTAGGCGTGA 
TCGAGCGCGTCGTCCGCGAGTATCCAGGGGCACTGTCCGACAAATTCGGTATC 

25 GATGAATCGATGGATCCGGAGAGGATCCTCCGGGATATCTCAGAACGCTTGGG 
TAAAGACCTCAGAACGACCGCGAAACTACTCCTCCGGGAGTGGGTGGACGGCA 
GCCTGGTGGAGATTTATCGGACCACGCGGGCCGACCTAGCTGAGACTTCGGAG 
CTAGAGGTAGGTGGCACCGCCCAGCGCTTAGTGGAGGAGACTCTCCGTGAGAT 
CGAGGAAGTGGTACCCGAAGGTATCCCCCCTAGCGCCGCGACGGTCCGGGGG 

30 ATTCTAACGAGGCTGGCCCACGGAGAGAACGTGGACGGCGTGGGATTCGGCA 
CCATAAGGCTGGGTGAATACGGTGTGGGAGTGTCCGTCGGCGACCGGTACTAC 
GATCGAATGGTTAGGAGACTGCGTCGTGAACTGGGGGGCGAAGTGATCTCTGA 
GGAGCGGTTCAGAGTGGGCGCCAACGGGCGGAAGGCGGTGGCACTGGTGAC 
CAAGGGTCGGTAGCGCGGGCCGGTTTCCTCACCTTCTGCCCTGATCGGACCCC 

35 ATGGCCCTCCCCATCCCCTCGAATCAGCGCGGGGAGTTCTCCGCATCTCCGGC 
CGTACTCGGAGCCTGAAACCGTCATCATCCCAACCCGTGGACGGTTAGGTCCG 
TAAAAAAGCATCGTGGAGGGACTGCACGTTGATAGCTCTAGTGAAGTCCGTCGA 
GGAGTACAGGCGGCTTCTGGGAGAAGTCGTCGAGGAGGGTGATGTGGTGGTA 
GAGCTGGGATGCCACCGGGGCGCCGCCACTCGGATTATACTCACCGGCTCCC 

40 CCCGACGTGTCGTCGCCGTGGACTACGGTAAGGACGCCGAGGAGGCCATGCG 
AGAGTTGGAACGTAGTCATCCCGAGCTCACGTTCGTCAAAGGGGACGCCAGGG 
AATACGACACCCTCAAACGTGTCCTCGAAGAACTAGGCGGACCTGAATGTGAC 
GTGCTGGCCGTGGACCTCGGCGGTGGTATGTTCCCGGACACCGCGTTCAAGGT 
GTACTACGTGTGGTCGGTGACACTGCGACCACGGGATGCGGTGGTACGAAACG 

45 CTGGTCTCTGCGAGTTTCTGAAGCTGGCCGAGCTCCGGGAAGAGGTGCACCTC 
GACGACGAGAACCGGGGTTATCTCGGAGAGTTGAGCCCTCCCGGGATCCCAG 
GTAGGATCCGAGAGCGGTTCGAAGAGTTCAAGTTGTGGAGGGGATGAGGAGCC 
TCTCAATTGTAGGTCGTATGGAGATACTACGTCCTCCGTATGGCCACATACCGC 
TTGATCGGACACCGTGCCATGTCGTCACACGCCAAGCAATCCCTCGGGTGGTT 

50 CCTGCAGCCCGTTACCCTCGCGTAACCACCCATCAGGGCCGCGCCCTTGCGAC 
CGTCGTAGTGTTTCAGGAGCTTGTCGGCGCACTCTCCGACCTCGGGCGGCACG 
CTCCCGTTTATACCCGGCATGCCCGACCACGTCGCGTGCAACCCGCATTCCCT 
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GGCTATCTCGACGGCTCTCTCCATCAAGCGTTTCGGGGCTCCGGGGTGCCGTT 

CCAGGACGAAGTTAGGCCTGAACGCCAGGAAGCACACCGGAACGGACTCGTC 

GAGGTCCG CCAGGAACTCG CACATCG CCC TAAT CTCCTCCGTATCGTGG GCCT 

TCGGAATTAGAAGGATCCGAACTTCCCAAATTTTATCCAGATACTTGGGGATTAA 

GAACTCCAGGTTCCGCAAGACAGGCTCGACGCGGGCTCCCGTGATGGCCCGG 

TGAAGGGGATCGGAGTACGCTTTGAAGTCGAAGGTGATCGAGTCCGCCAACTT 

AACGATACGACGCATGCTCTTGCGCGTCGCGAACCCGTTCGTGTCGAAGTTGA 

CCTTCCATAGGTCCGTCGTGTCCCGGTAATGCTCGACGACCTGCTCTATATAAG 

GCAGGTGTATGGTGGGCTCGCCGCCCGAGAAGAATATCCTGTCCGCCCCGATC 

ATGCGACCCTGATTCGTTTCGATCATGTTCACAGCCTCGACGGCGAGCTCTTTG 

GGATCCTGATAGCCCAGGGCCCGTCCCTCGGGGTTGTCGGGATAATGAGCTAT 

ATCCCAGTTCTGACAGTTGAGGCACCGATAATTGCATCCGGCCATGAACACCGT 

ATAGCTGGCCGGTGGCGCCGGGTGAAGTTGCTTAGCGGCGATGACAGGTTCG 

GTGACGCGACAGACGCCGCGTTCCCCCTCGAGCCTGTCGACACCACATTCCCA 

GGCGCAGAGCTTACAGTTGCGTAGGTCCTTCACGCGACCACCCCACACCCGAA 

CCAACACCTTTCTACACCCTCCGGGGATGACGAGGCGACCGAACACCGATAAG 

TGAGGAACTCAGGCGGCGCTGACCCTTGCACTGGGAGGGTGAAAAAAGACGG 

AGGCTTAAGGAGCTGGAACGCGCCATAGAGCGGGGAGAGGTGGACGAAGCCG 

CCATTCCGGTCCTAGAGACCCTCAACTCGTTCGAAGAGTACTGTACGACCAGCA 

GCTGCTCCGGCCGGGTGGTCGTACTCCATGAGCCAGAGGTAGGTGACAAGATA 

GGGTCCGAGTTCGTGGCCAAGTGGCACGAGCCACCGGAGCCGGAGGAAGTTC 

GTGAAGCCGTGCTGAAAGCCCCTGAGGAAGGCATAACGTGGGTGAAAGCCCAG 

CCACCCCTGTTCCACGTGATGTGTAGGGACTTGGAGGCGGCCGTTCGGCTGAG 

GAATATCGCCTCAGAAGCCGGGTTCAAGGCGTCGTCCATACGTTCGGTCAAAA 

GTTCAAAGGTGATCGTAGAGATCCTCGGCGGTGAGCGGATGGACGTTCCGGCC 

AAAGTCAACGGGAAACTGACACTGCGCGAGAAGGCGTGGGATAGCGTCGTCGC 

CCTTTGCAACGACATCCTACGGAGCGGGCACGAGCGGCTCAGTCGGCTGGTG 

GAAGCGCTGAAGGGGTTGAGCAGGTGATGGTGCTGAAACGTGCCGCGGACAT 

GGTTCCGAAAGGATTCCGGGATTTAGTCGAGCCCATCCTGGACGACTGTGCTG 

ACTTGGAGGAGCTAGCGGATCGCGTCGTCGAAACCGAAATGGAGCCAGA TGAA 

GTACGCCGCAGAGACGTTGGGAACACCGATTCTAACGAGCCGGTGGCGATTTT 

CGGATCCTCGTGCGTCCTGTGCGGAGGTGACTGCTCGTCCGTCCGGCTCACCT 

CCAGGATAGGTATTTGCGAGCGGTGTCTTCCGGTCGATACGGAGACGCTACGC 

GAAGTACTGAAGGAAGCCAGAAAACGTCACGGGTACGTAGGAGAGGCTTTACT 

GATGTTCATCCTGGTAGAACGCTACTCACCGGATCGGGTGGAGGAATTCTTCCG 

TCGGTACGTCTGGCCGGAACTGTTCACCGAGATCGTCGACAGGGTCTTCGACC 

GGGCTACCGGGTTCCGACTATATTCGGCACAACGTGTATGGACGCGGAGACTG 

GTTAAAGGTTGCAGTTTCTCGATACTGGCCCCGACCGGTACCGGCAAGACCTCT 

TGGGGCTCGTTAGTAGCGGCGGTGTTCGGACATGCCGGACGCAGGGTGTACTA 

CCTAGTCCCAACCACAACTCTGGTCCGGCAGGTCGAAAATAGGATCAAGGGATT 

CGCGCGCGACGCCGAACTGGACGTCGATGTAGTCGCGTATCACGCGGCTATG 

CCCACCCAAGCTAAACGAGAGGCTTTAGAACGTATCTCTTCCGGAGATTTCGAC 

GTTCTGATCACTACGGCGCAGTTCTTGGTTCACCGTGTGGAGGACCTCGAGAA 

GCTGAACTTCGATCTGATCTTAGTGGACGACGTGGACGCGATCATCCGGGGTA 

CCGGACGCAACGTCGACCGCGTGCTCCGCGTCGCCGGACTCGAGCAGGAGGA 

GATCGATAGCGCGTACAGGTTGGCTACCCTCCGACGGCGCTACTACTCACTCC 

GAGATTGGCTTCGGTCGTTGGAAGACCGCGGAGACAAGCGCGCGGAGCGTGT 

CCGGGAGGAACTCCGAGAGGTCGAGCGCGAGATCGAGGAGCTCGAGGAACTG 

TTGAAGCGGGTTAAAAAAGAGCGCGATCTCGCACGGATCGTGTTCATGAGCGC 

GACGGGAGCCGCGGCCCCCTCCAGACGTCTCGCCGTGGTCCGAGAGCTCTTC 

GATTTCGAGGTCGGAGCGGGCGGGGAGGGTCTCCGTAACATTCAGGACATCG 

CGGTGATCTCCGAGCCGTCCCCGGAAGCCGTGGAACGGATCGTCCGGAAAGC 
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CGGCGTGAAGGGAGGTCTGATCTTCGTCCCACAGCGGTTACCGGGAGAGAAGA 
AAGCCAGAGAGATCGTGGAGGAGCTCGCGGAGCACCTGCGGTCTTCAGGGAT 
CGAGGCTCGAGCGATTCATGCCGGAACGCCCGCCGAGGAGCGGGAGGAGGC 
CATCGACGGCTTCTCCGAAGGGGACGTAGACGTTCTGGTGGCCGTAGCCAGCC 
5 CTTACGGCGTGATAGTTCGAGGTCTCGACTTACCACAAGCCGCCAGGTACGCG 
GTCTTCTACGGGGTCCCCCGACAGCGGATAAGGCTGACTCCGCGCGAGGAAG 
ACCTCAAGGACCCGACATACGTAGCCTCGGCCCTGTCCAACCTGGCCAGACTG 
CTGGACGATCGCAGAGCGAGGAGTCGCTTGGAGGGTGTAGCGGGTCGACTGT 
GGAGGATCATCAGACGCGGGACCTGGATCAGGGAGCGGCTGGAAGAGGCCGT 

1 0 GGAACCGCTCTCCTTGAATACGCTGATGAAACTCGCGAAGCGAGACCCGGAAG 
ATATCGCCGAGCAACTCGACGTCGACAGGTGGCTGGCACGGCACGTTCAAACG 
TTAGCCGAAGGTGTGCGAGAGCTGACTCGGTTGTTGGGCGACCCTGACCGGGT 
GAAGGCCCTGGCCGAAGAAGCTACGACGGTCGCTGTGTACGAAGAAGGCGAG 
GAAGCCTACTTGGAGGTTCCCGACCTCCGGACGTACATACAAGCCAGCGGTAG 

1 5 AGTTAGCCGTCTCTTCGCCGGTGGAGTGACCTTCGGGTTGTCCTTCGTCCTATG 
TCCCGAGGACGAACGCGAGCTTCGGACACTGAACGGTCTGATCCGACGCATGT 
CCTACACCTACGGTTCGGAGTTCGAATGGAGGTCCTACCCGAAGTCTTTGGACA 
TGAAGGAGATCGGTCTAGAGCTCAAGGAAATTTCGGACGAGGAACTCGAGGAA 
CTCGTGAGGAAGGTGGACGAAGACCGGGAACGAGTCCGGAAGGTACTCGCAG 

20 GCGAGCTGAAACCGGAGGAAACCGGTCGACTCGCCCGTTCAGCCTTGATGATC 
GTGGAATCTCCAAACAAGGCCCGCATGATCGCCTCGCTGTTCTCCCAGCGCCC 
GTCACGCCGCAGACTGAACGGAGGGGTGGCGTACGAAGCTGCAGCGGACGGT 
CTTCATCTCACCGTCGTCGCCACACAGGGTCACGTCGCCGACTTGGTCGAAGA 
GCCCGGAGTCCACGGTGTGCTCCGGATCGACGAACGCTGGGTGCCGATGTAC 

25 GACGTCCTGGGCAGGTGTAGCGAGTGTGGTGAGCAGGTGGTCGGTTCCGAAG 
AGTGTCCGAACTGCGGCGGTGAAGTAGAGCTCAAGACCCCGCTTCTAGAGTCG 
ATCCGGGAACTAGCCTCGGAGGCGGACGTGATACTCATCGGAACGGACCCGG 
ACACCGAGGGAGAGAAGATCGGATGGGACGTCTTCAACTACCTGGGCTGGACC 
ACGGCCCAGGTGTACCGAACTGAGTTCCACGAGGTCACTAGACGCGGCATCTC 

30 CGAGGCACTGAAGGAAGAGAGCTGGAAGAACGTCGATGCAGGCCGTGTGTCG 
GCTCAGATTCTCCGGCGAGTGGCCGACAGATGGATCGGGTTCTCACTATCTCA 
GGACTTGTGGGACGTGTTCAAGCACCTCGAGATAAAGCTAGGAGAGCTCCCAT 
CGGGCTCCAGGATCGAGGTGAGGCTGGACATCCCGAGCGGGGTAGAAGTAGT 
AGATTTCCGGCGCACGTTCGACGAGGATTCCTCGGTCAGGTCCAGGTCGGTGA 

35 GACTGCGCCGAGAAGGCGACGAGTACGTGGTGCGTACTCGCATCAGTCGTGG 
CGGCGACGTGACGTATACCGCGACGCTTCTGGATCCGAACAGGAAGCTCGGAG 
ACAGGAACGGAGTGCGACCGGAGCTTGTGCGTGTACGCGCGTCCGTCAACGG 
TGAGCCGGTCGATCCGAACGTCAAGCTGGAGCCGATGACGTGGCTGAGCGCT 
GGTCGAGTTCAAACCCCAGTGCTCGGATGGATCATAGATAGAGCCCGAGAATA 

40 CCGTGAGACCGAGTTCTACGCGTGTCGCGCGGAGGTTCCGGCGGACGACGTG 
ACCATCCGTGCATTGATCGAGGAACTGAAGGTACCGCGAGCTCTGACGGAGAA 
GTTGGACGAAGCCACGATCCGAGTGCTGTCCAAGATCGCGGAGGAGGGTCCT 
GACGCTGAGTTCTCCGAGGAAGAGGTAGGCCGGTTCACAGAGACCGAGCTGTT 
CGAACGGAAGGACGGACGCTACAGGCTCTCAGAGGAGGGGCGGAAGGTGCTG 

45 GAATCCGAAGGGGTCATAGGGCTGATGCTGCACCTCGCGGGGGTCTCCGGTA 
GGTGATCCGCGCGATCGCCACTGTGGACGAGAACGCTTCCTACATCGCGTTCG 
TGGAGACGCCGTCTGCCAACGAGAAGCTGCTAGACGTAATGTCTCGCGAGAAA 
TGGCGGGAACTCGGTATGTTCGTGCTGGATCATCACGGGCAGTTGTCCGAGGA 
ACCGTCGGCTGTGGCTCAGGCTTACGAGATCGTGAAAGAGCATACCGAGTTTC 

50 CGCTGGTGCGAAAGGTCGTCATCGAGCCGCCGGTGGATGCGGATATGGTGGC 
CGCGGTGCTGCTGCTGAAGCAGGGGCCGGTACTCCCAGAGGAGGACGTCGAA 
GTGCTCGACAAGATCGACCGGTTCGGGAAACACTATCCGTCGGATGAGGAGCT 
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CGAGAGTGCTGAGTACGCGCTGGCGATCATGCAAGCCGTGGCCGAGGTAGTG 
AAGAAGCCGTACCCGGACAACCCGGAAGAGCTGAAGGAGACGTTCAAGAAAGC 
CCTGAGGACCGTAGAACGCGTTGTGGACGATGAGAAGTATCGGGAGAAGCTAG 
CATCGAAGTGGCTGGAGGAGTTCCGGAAGTCCGTACGGGAGGCCGAGGAGAG 
5 TACGGAAGTGATCGAGGAGGGAGAGGTAGAG GTGGGAAACGACAGGATAAGG 
TGGTGCGCGGCTATCTCGGAGGCGCAGAACGCCTTCACGTATCTGTACCGTGA 
AGGGTACGATCTAGTGGTCCTCTACTCTCCCGTGATGAAGCGGGTGACCGTGG 
GGCTCGCCGATCCCGAATTACCCATCGACCTGCGGGAGTTGTTCGAGTACCTG 
AACGAGCATCACCGCGAGGGTTGGGGTGGTCGGAAGAACATCGGAGGCTCAC 

1 0 CGAAGAACTACGAGATCGACGAGGAGGAGTTCAAGGACATCGTCTCCTTCATC 
CACGAGTGGCTTCTAAGGTTTTCATGAACGACCTGTAAAGACGGTCTAAGAACT 
CCACGGAGTCCGCGCCAACCTCGAGCCTCAACCACTCCAGACCATGCGCCACC 
TTGCCGCGTAAAGTGGTCCCGTACGGTTTGGAGTACGGGCAATCGGACTCGAA 
AATCGGGAGACCTACTTCTCCCGGTATCAGCCTCGTCCAGACCTCCGGAACGC 

1 5 GGATCATCGGACGCACTATGGTGGTTTCCGGGAAGTCGTAGTCCACATACTCG 
GATCTCATTCCACCCAGCTCCTCAACGGGTCGCAGGATGTTCAGCCCTTCACCT 
TTGATCGCTGAAGCCATGGCGGTGACGATAGCGTCGTCCAAGGTATGGGCCAA 
CACCAGCTTATCTCCACGTTCCCGAAGCTCTCGACGGCGAATCAAGGAGCAAAT 
CAGGCAGGGAGACTCACCGTGTTCTTCGGCGAGCTCGCCGACGTCTTCCCTCG 

20 GTTCCACGTACTCCAGTTGGAAACCGAGAGACCTGCATATTTCCTCGCAGACTT 
CCCGACCCTCACGGCCCCAGATGGGATCTCCATGGAGCCTAGTTTCTACAAGG 
ACCGGTCGAATACGAAGCCCCAGCCGTCGGGTTAACGGCTCAAGCATGAGGAG 
GCATGTAACGCTGTCTTTACCGCCACTGAAGCCGACGACGACCTCCTCCCGAG 
GTTCGAATAGGTCGTAATCGGTCACGACTTGGTGAAATCTCGAGGAAGCTCGCT 

25 CGACGACCTTAGAGCGGACGACCTTTATACCCTCTCTCCTCAGCTCCTCCCGCC 
GCGAGACCGTGAGACCGGCCCTCCTCGGGTTCAGCGCGACCACAGTATCATCC 
AAAATCGCGACGTAGCGGGGATCCACGCCAACGTCTCGGAGTATCTCCTCGAC 
GTCCAACGCTCTACCCCCGGGGGACGGGTGAGATGTCCCTAACGATGCTGATG 
TTCTTACTCAACGTCCTGGCCTACGTGCTCAGCGTAGGACCGGATGGGATCATC 

30 CGACCTGACGTACTGTACAGCTACGGACTATACCTCCACAACATCACGGTTCAT 
CCTGAATGTTTGATTACTTACATGTTCCTTCACGCGAATCTCATCCATTTATTGTT 
CAACATGCTAGGATTATTGACATTCGGAGTGCAACTAGAGCGTGTACTCTCTAC 
ATCAGAGTTCCTCGTACTTTATTTACTGTCCGGGTTAATGGGTGGACTGGCGCA 
GACTGCGCTAACGCCGGATGTTCCTGTAGTGGGTGCATCCGCGGCCATCTTCG 

35 GATTACTCGGGTGCCTCACGATGCTAAGACCGATGAGTATGATGATGTTCCTGT 
TCATCCCGATGCCTTTGGCGTTATTCGCCGTCCTTTACGCGGCACTAGCTCTAT 
TCGTGATCCAATCGGGGGTCGTCACGCAAGTGGCGCACGCAGGCCATCTCGTA 
GGGATGATAGTCGGAGGGGTGCTGGCACTACTCTACAGGCCGAGTGAAGCCTT 
GAAGGGGCTACTGGCGGTAGCAGCGATCACCGCACTGCTATTGGCGGGCTACT 

40 GGTTCCTGACCCACCCCTGATAGGGGCGAAATGTTTATTATCACCTTGATGTTC 
GGGTGCCTATGGACGAAGGGCCCGCAGCTCAGCCTGGCAGAGCGCGGCCTTG 
GCGCGGCCGTGGCCCCGGGTTCAAATCCCGGCGGGTCCACCACCACTAATTGT 
TACGAGAAACGTTACAATTACCACATCGGACGGCCCCGCCCCCGGAGCACCGG 
CCCGAAAGATTAATAAGTTCGTAAGGGGAGGGCCAGCAGCTGGGAGGAGGGC 

45 CCGCAGCTCAGCCAGGTTAGAGCGCGGGGCTGATAACCCCGAGGTCCCGGGT 
TCAAATCCCGGCGGGCCCACCACCACTAATTGTTACGAGAACCATAACAATAGA 
TCCGACGGGCGAGTCACCTGGCGTCCACCCCGGACCGCTGGGTATCAGTGAC 
CGAAGACGCAGGTGCTCACCTGATATTAAAAGGGGAGCCGAAAGGCGGCAGGA 
GTTTGCCGGAAAGCCTTGCCGGATAAAAGTGGGGGAAATCAATGGCGGCCGAA 

50 AGCATAGCTAAGGCCGTGCACGATGTGCTAGCGACGTGGGGTGCCCAAGGAC 
CGGGTGCGATCTTCTTCCTAGTATGGGCAGCCGTGTTAGTCGTCGGAATGCAG 
TTAGGTTTCATGTTCCTAGAAGCAGGCCAGGTACGGACGAAGAACGTCGTCAG 
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CGTCCTGATGAAGAACCTGCTAGACTTGTCGCTCGGAGGTATTGTCTTCATCTT 

CTTCGGATTCGCACTGGCCTTCCCGGACTACGCGCAGAGCATCGGCAAGTGGA 

TTGCCACCATGTTCACGGCGAACCCGTGGAGCGCCGATCCGATGAAGGCCGCC 

GATCCCTACAACCTAGCGTACTGCTTCTTCCAGTTCGCGTTCTGCGCCACGGCG 

GCGACCATCGTCTCGGGAGCCGTCGCCGAGCGGATCAACTTCAAGGCGTGCCT 

GGTGATGACGGTGCTAATCACGGGGCTACTGTACCCGATCTTCGTGCTGTGGA 

CGTGGGGCGGCGGCTGGATGGGCGGCGACACCGGCCTGTTCGCCAAGGTCTT 

CGGACAGCCGTACCACGACTTCGCCGGATCGACCGTGGTGCACGCGATCGGA 

GGTTTCCTGGCGATGGCCGCCGCCTACCTGCTGGGTCCGAGGATCGGGAGGT 

TCAAGAACGGCAAGCCTGTGCCGATCCCGGGGCACAACATCCCGCAGGCGTTC 

CTGGGAGCGCTTTTCCTGGCGATTACCTGGTACGGTTTCAACGTAGGTAGCTCG 

GCGGTGCTCTACGACCCGACGAACGAGTCGTGGATCAGCTCGTTAGTGGCCAC 

TCGCGATGTGTGGTGGAGCCGCGGCGGCCGCCTTCACGACGAGGTTCGACCC 

ACTCTGGGCAGCCAACGGTCTGATCGCGGGACTGGTCGCGATCTGCGCCGGA 

TGTGACATCATGAGTCCGTTTGGAGCCCTGCTCACGGGTATCGTGGCGGGACT 

GATCATCAAGCCGGCGTTCCGACTGCTGGAGAAGCTGGAGATCGACGACGTGG 

TCGCCGCGTGTCCGGTACACGGATTCGCGGGCGTTTGGGGAGCGATCGCGGC 

CGGAATCTTCGGAGCTGAAGCTCTAGGCGGCGCCGGTGGTGTGAGCCTAGCC 

GCGCAGATCGTCGGTGCTCTCGTGTGCATAGCCTGGGCGCTGGGCTCAGGATT 

TGCGACCTTCTACGTGATCGACAAGGTGATCGGGCTGAGAGCGACGGAAGAGG 

AGGAGAAAGGTCTGGACGAGACCGAGTTCGGCGTCAGCGCCTACCCGTACATG 

GAGACCAGGGATTGAACGAGCTGGGGGTGAACCCCGATGTACATGATCGAAGC 

CGTCATCAGGCCGGAGAAGTTGGACGATGTGAAAGAGGCGCTGGACGAGGCC 

GGCTATCCTGGTATGACCGTGATTCACGTGAAGGGCCGTGGTCGGCAGCGGG 

GAATCGTACACCGGTACCGTGACGAGGAGTACCGGACCGATCTCCTCGACAAG 

ATCCTGCTGAAGGTCGCCGTTCCCACCGAGGATGACGTCGAGAAGGTCATCGA 

CGTCATCTGTGAGCACGCGAAGACGGGCAGGCCCGGCGACGGTATGATCTTC 

GTCATCCCGCTCGAGGACGCCGTCCGCGCGCGCACCGGAGAGCGTGGGGAC 

GACGCACTGTCCACCGAGGAGTGATCGATTTCTTCCCCCTCCGCCGTAATCGTT 

ACTGGTTCAATAACGATTGTCGCATGCGGGAGGCCGGGAGCTCAGCTAGGAGC 

TCAGAAGCGCCACTCGGCTGGGTGGTGACTCGTCGACTAGCTCGAATCCCGCG 

TGCTCCGCGATCTCCGCCGCGAACTTCCGTACCTCTTCGTGCGAGGGCATGTT 

GTCCGGCGACATCCGGAAGGCCGCCCATCCCACGCACATGAACGCCTTCACTT 

CGACATAGTCCGGCTCGACGTCGGCCAGCAGTTCACCGAACTCCTCGGCGGTC 

CCCTCCATGTTCCAGCCTTTAATCGCAGTGATGCGGATCACCGTCCGGCAGGA 

GAGGGAATTCAGTAACTCCAACGTCCTCATGATCCGGTCCCAGGAGTCCGGAA 

TCGTAGGTCTATTGATCTGACGATGTAGCTCCTCGTTCGGTGAATCCAAGGACA 

CGTACAGCTGTGTCGGCTCACGTTCCAGTTCCTCCACTCGGTCGGGTCGCAGC 

CCGTTGGTTACCAGGAACGTAGTGtCAAACCCATGGGAATGAAAAGCGTCGATC 

AGTTCGCCGATTCTTGGGTACAGGGTGGGTTCACCTGCGAGACTGATCGCGGC 

GTGTCTGGGCTCGAGGGATTCTTTCCAGCGTTTACGAGCTTCACCTTCGAGGTG 

CCCGTACCCTTGGAGGAAGCGTCGCTGTTGCTCTACGCTCTCCTCTACGATCAG 

GTCGGGATCGTCCGGATCGGGTACATCGTGAGTTCCTACGGTGAGTTCGACCG 

GTCTCCAGCAGTACACGCAGCGCTGCTGACACCAAGCTACCGTAGGAGTCATC 

TGAAGG CACCG ATG ACTCTCCACCCCGTAGAATTTCG CCTTGTAGCAGTG CCTA 

CCGTTCTTAATCGCTTCCCGGCACCAGTGACACGGCTTGACCGCGGAATGCTT 

CCCGACTAGACCATAACCCTGCTTACGGAGGACCTTCAATACGTCCGCGTGTAG 

CAACCTAGATCACCCCCGAACGGCCTTTCCCGTCCGAAAAAATTCCCGGCTTAA 

CAGTAGTCATCATGAGGTCGGTCGCATTCACTCGGGAAGTTACCACGGCTTTCC 

TCAATGATAATAACGTGGTCGGATGGGTAACACGATCTTGCCAACATCGGTGAT 

CCGCTCGGGCGGCTGCTCGTAAGATTCGAAGTCGAGTTGAACGGGATTATTCT 

GTTGTTCATGTTAAGGTTAGGATAACGTCCGCTCGCTACCACGGAGGGGGTAC 
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CGGCTGTACGTATATGCGAGAATCGGCTTGATTTCATCGAGGAATTACGCGTCG 

TGAGGAGGCACTAAGTATGAGGTAACCGGTCATCCGATCGGCGTCGGCGCACG 

TAACCCTTATATATTCTGTCCTATGTCGCCCACCCTCGGGAACGGGCCCGCGGT 

GTAGCCAGGTCTATCATGCGGGGCTCCAGGGACCCGCCGATGACTTCCATGGG 

GTGTGCCGGACCTGGTGGGGAGACCCCTGGAGCGACGAGGCGGGTCGAAGAC 

ACCCCGTGACCCGGGTTCAAATCCCGGCGGGCCCACCAAGGCCCAAATCGTTA 

TGAAAACCATAACGGTAGCTCCGTCGGTGGGAGCACTCACCTGCTGCTCACTCT 

CCGAGTTCCTTCTTGATCAAGTGCCCGATAACGGCGGTAACAGCCCCGATGGC 

CGTGGCGGTTTCGAGGGAGATCCTACGGCCGGTGATGTCGAGGTGGTACTCAC 

ACGCTTCGAGTACCTCAGCGGGCAGTCCACGCCGTCCTAGGCCGAAAACCAGG 

GTTACAGATCGGGGCCGGAGGATTTCTCGAACCACGTCCTCGGGTTCGATGGC 

CTTCCGCTCGTCGGGACGACACGTCGTCCCGACGATCGTACCGAGTTGAGGTG 

GGAAGCCACGCACTGGGTAGTCGTAAACCTCCAACAGGTTGCGCTCGGCCAGC 

ACCAGCACCTCACGTCCCGAAGCGCCGATAGTGGTCTCCTCGGCGACGTACTC 

GGCGAGTTCGTGCGGAGTCTCCACGCCCAGATCGTCGAGTGGGAACCCGAAG 

AGAGCGAGCTTGAAGTCGAAGGCCACGCAGAGCGGTGCTGCCCGGGCGATCG 

TCCGGGCGTGTATCTCGTGGAAGCGCCGCGGGTCGTAGGAATTGTACAGGCC 

GATAGTCACCCTGCCAGCGCGCTTAGGCATCGCTGGAAGATTCCCCCTTGGTC 

ACTCCGGTGGCGATGAAGTGGGCGACCCGGATAGGTTCGGGAAGACGGTGGC 

GAGTCGCCGTGCGTTTGAGCACTACTCTAGCGAC GTCAG GTTCGACTCCGGCG 

CACTGGAAGTAGACTGGGGGCTCGTCCCGACGTGTTTTCACGCTGTGAACCGG 

GCCGGCCCTGAGGACTATCTTCCGGCGTTCCTCGGTGCGGTCCAGGTTACTCA 

GAGCGGAGACCACGGAGGCCACGTCGGGCCGGCGCTTGATCACGGAGATCAC 

GGGTAGGCCCGTTTCCTCGTGTAGCTTTTTAATGTCCAGAACGTT GAACC CCGC 

GAACGTGATTCCGTCGGTCAGGATTACGCGCAGTTGAGGCCTGTGTTTTGATCT 

GTTAACCATCTCCGCGATCCGATCGGTGACGTCGAGACCGTCGACGGTGACCT 

CCGTGCTCATCACGCCGTCGATCCACTGTCCGCCACGCATCACGACACCGACA 

ACGAGTGCCCTATCGTCCTCGGGACCGTAGTAGCCGTCGTCGATTCCCAACAC 

CCTGATCTCGGGCTTCACCTCTCTGAGCTTCAACTTTCCTTCTCCTCCAGCGCC 

CCCGAGAACTCCTCCTTCGCTTCTTCCACCAGCTCCAGCAGTTCCTCTATGGCC 

CGCTCGAGGGCTTCTCTGGCGTCGGCGTCCTCATCGACAGCCCGTATACGCAT 

CTTCGGCGGTACGTACCGTTCTTCGTCGACTTTGTGTTCTTTACCGAGTATAGG 

GTGCTCAATCCTGTAAGTTGCGATGATTCCGTCCTGCCGGTTTAAGGCCCACCT 

TAAGAGATTACATAACGTGTGGTCCTCACCGGGCAGCTCGAGTAGGACCTCATC 

TTTATCGTATTTCTTAACGACAACTTCAACCTCGGGCA GTTTC ACGGCACCTTCA 

CCCCGTCACAAGGGTTCATGGAGGAAGTCCTCCAGGGTTTTACCCCTACCTTTA 

CGGGCTTTCCGGAGCTCGGACGCTATCTCCTCTAATTTGCGCTCCGTGGACTTC 

GGGTCCTCCCGGAGCTCACAACGTCCATCTTCTCCCTCCCGGAGTACTCCCCG 

TTCGATGGCCTCGTAGGCCAGGTCCATAGGGTCGACGTCGTACTCGTGGGAAA 

GGATGGCCAGCATTCGACGCACGGGTTCCGACGCCGCGTAAAACCTGGCCTC 

GCGGTAAGCCTCGGCGAGTTCTCTAACGAACTCGCGGAGCTCACTCATGGGCG 

CGTTCGTGGTGATCCACGGACCACGAACCCTCACCCGGTAGCCCCGGCGGCG 

GAGTGCGTCGCGCAGTAGCTCGGATGGTATCTTCGGGGCACCGGCTTCCCTGC 

AGATCGTACTCAGATGGAGCCTAACCTGCTTCTCTTCTTCCGACTCGGACAGGA 

CGGTCCTGCGAAGTTCTCCCAACTTGCGGATGTGAGCTTTGACCGCGGCATGC 

GGGCCGAATACCTTCACTTTAACCCGGGTACCGCGAAGCTCCACGACGGTGTC 

TACACCTCGGGCCTGAGTGGCTTCGACGGCACGGAGGAATCGCTGGGCGGAG 

TCACGGTCGGGGAAGGTGAATGTTATCTCGCGCTTCTCCATCTTAGGCATCGCT 

CTCGGCCTCCCGCAAGTAGCCGGCCGCAACTT TTCT TGTCTCGGTGTGACCGC 

ACACGGGGCAACGGAGAGTCCGACCCTTCACCTTTTCGAGCTCGGATCTACAT 

CGGGTG CAGTACG CG AG GACCACCCCGTATTCTTTACCCACAGTGGACAG CTG 

TACCGGCATCTTGGTGCTCACGACTCGAGCGCGAACGATGTCTCCGGGCTGAA 
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ACTCGTCGGCCAGATCCTCCACGTAGGCGTCTCTGACCTTTGAGATATGGATCC 

CTCCCACTCCGGAGGTTGGGGGCTCACGGTCCGTCCGATCGTCCACGAAGCAT 

ATCTTGACGAGAACGACCTGCTCTTTCACCGACTGTACTCGTCCGATCACCGAG 

GCTCCCCGTTTCAATTTCGGTGGTGTGTCCACGTACGGTTCGACGCGAACCTCA 

CGCTCCTCGAGATCCACTTCCACTCGCCCGGTGATGGCGGCCCGAACGACACC 

ACCATCCTCGTAGGTACCTGGGCCAGGGTAGAACGCCTCCGCCACGGTTATCT 

TGTCGCCGGGCAGTACGAACTTCCCGGGCTCCACGTAGCGTCTCACGACTTCC 

TCGTCCGGGCGCTTTCGACCTGTCTCTTCACCTCCTCCCCGAACAGTCTCAGGA 

ACTCCTCGACCCTGCTTTCGGGGACGACGCCCCCGGCCGCCGGTGCGTGTCC 

ACCGCCCTTTCCGCCCACCTCGGTCGCCGCCTTTCTGATCGCTCGGGCTACGT 

CGATTTCCTCTCCCTCGACTACCCGGGCGCTGATCTTTCCCCGTCGAACGCATA 

CGCCCACGGGTCTTCGCTTCACGCCCGCTACGTGGGATGCGACCCTTCCGGTC 

ATCGCGGGGTGGACGTCGTCCATGATCGCGTACGCGACGACTTCGTTCAGGCA 

TTCCGCCACCTCCCTCGCCCGACGGAGCACCTCGTGTTCCTCTGCCATAGCAT 

CGCGAGCGAGCTCATACACTTCGTCCAGCTCGGAGACGGGAGTCTCCGGGAG 

CTTGAGCGCCAACTCCCGGCGGTCTTCACCATCCATCCGGATCAGCGCGTAGT 

CGAGCAGGCTCGCCTCCGTGTAAACCTTGCGCCGGTCGTACATCTTGAGGGTC 

TCTCGGAGTACTCGGGAGTACTCCTCGGCGTAGTCTGTGAAGGCTGCGTATGC 

GGCGATGAGTCGTAGGTCACGCTCGTGCAGATCGACCGTGGCCCAATAGCAGA 

GCTCGGCCGCACAGAGCCTGGTGTCGTGGATGAACACGTCGGGTCGCACGTC 

CTCGAGTACCTGGTGATGGTCTACGACGATCACCCGACACCCCTCGGACTTGG 

CGTCGTGAATCGCCGTCTCCCCGGTAGACCCTAGGTCCGCGGCTATCAGCACA 

TCACACTCCGGAGCGATTCCGGAGACGACTTCCTCGAAGTTAGCGGGAGGGGA 

GAAGTACAGCACGAAGTCCGCCCCGACGTTGTTCAGCACGTGACCGAGGATCG 

CGGCGCTCGCCAACCCGTCCACGTCGATATCCGAAATTACCGCGACTCGCTCG 

TCCTTCAGTTTCTTCAGGTGGGGGACCAGCGCGTTCCTTACCTCCTTAGTGGGG 

TCCAAGGGAAACCCCCTTCCGTTAGTCGACCTTTTTAAAGACTAGAACCACAGC 

ATCTACGTGACGGATCCTGCTCCGATGATGAGGGTACATCGCAGGGATAGGGA 

ATCGGACTACTCCGATGGCGTCACATGTAGCCCCCAATTCACGGGCACGCCGC 

TTCCAAAACTCTTCCGTACCCGCGCGATGGAGGGAGACCACACCGGATGACGC 

CTCCAGGGCGACCTCTACGAACGGTCGATCGGCGCCGCGCCGCTGGGCTCCG 

AAGGGAGGATTCATTATAGTAACGTCGTACTGATCCTCGGGCT CGAAA TCCCGG 

ACGTCCGCCTCGACGACTTCCACTCTGTCCTCGACGCCGGCCCTTTTCACGTTC 

CTCCGTGCCACCTCAACGGCCTTCGAGTCGACCTCCACACACGTGACCTCGCA 

CGCCCCGGCCAGCGCCGCACCGATACCTATCCTACCCGTACCGGCTCCGAGG 

TCGAGTACGCGCGAGCATTCGAGCCCGAACTCCCGATCGGCGATCGAGAGCA 

GTACTCGGACTATCTCCCCGGGAGTTTCGTACTGCTCGAGAGATAGTTTCGGTT 

CCGGAAATCCCTCCAACCCGTCGAGCTCCATCGCCAGTCGGCGATCGATCAAA 

GCCTTTCACGCACCCTCCGCTCCCGTTCGGCCTCCTTCCACCACTCTGGTCCTT 

TACCCAAACGCTCCTCGGGATCCATCCGCACGAACTTCTTCTCCCCGCAGTACG 

GGCACTCAGGAGGAGTTCGCTTTCGACCCACCCTCTTACCGCACGATGCGCAG 

ATTATGTGTTCCGGCAACATCATCCCCCCAATTGGGGGTACGTCCGAGATGCCC 

GCGGGTCCGGTGCACTTGGTGTACGGAGTCCTATTGGCGGTGACGTCGTACCC 

ACAGAACCCGGAATACGGCGGGATGATCGTGTACGCGTCATTAGCACCGGACT 

TCGCCACAGCGGCCTACAACGACCGGTACTCGGACTTGAGGTACGTGGATTAC 

CGGTGGGCCCACGATCCCACGCACGTTTACGATTACGCATCTGTGATAGTTGA 

GCGGACGACATCCAGGACGCTTCAGGGGGTCGACGAGAAGGTGGCCCTATGG 

TGTG CG GAAACGGGTATTG CCAGTCATCTTCTCTTAG ACCTTTACACACATGTCA 

AGACATCGCCGATTAAGGAATGGAGGGAACAAGCCGGCATCAGGACGGTGCTC 

CAGGAGTTTTACTACCCATGGCAGGAGAACGCGGTGGAGTTCGCACGTTGGGC 

ACTGGGACGGGCTATTCGGGTGTTCGGTAACCCGGACGAGTTCTGGCGGTACG 

TAGACGGGGCATGCGCGGTCGCGGAACAGCTCATGGGCGACTACGTCATCAG 
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CGCTTACCTCAGGAGGCTATCGGAACGCTACTTCGGAGATCCCGACTTGCACC 

TGGCCGACTGGTTGAGATGGTTCTATCGAAATTACGGTTGGGAAGAAAACGCCA 

CGGACGCGTTCATTATCGATGGTGTAAGAATTCCGGCCGATCCGGTGGAACTTT 

TGTCGTGGATTAGTCAGTGGGATCCGCGGGTAGTCCCCATGCGGCCACCTCAG 

TCGGGCGGTGGTGGGTCGTTGCTCTTACCGGTGTTCCCGGTACCGCCGGTACG 

CCGGCGCTAGCCCGGCACCCAGATGTATTTCTTACCGGCCTTGTACACCGCAC 

CGCCGAGCTTCTTCATGTGACCGAGTTGTGCACCACCGCGTTTCGCCCTAGCG 

ACCTCCTTG AACTG CTCCACTTTG AGTCCG G AAG GG GTG CG GTAG ATCT TCGT G 

ACGGTAACCTTACCCGTGGTAGTCTTGGTGATGATAGTGGCCTCCGACGTTTTC 

GGACTGAGGATCTTGGTGAGACCGTAGCTGGAGGACATGGTGATGATGAACGC 

TAGGGCGAAAACCATCGCCGCGTCGAACAGGTTGGCGACACCGGTCAGTGGG 

TCGTCATCGTTGTCACCGCCGTCCAGGAACCTCCTACGACGCCGTCGTCTCAG 

ATACCGGGGCAACGTCATCCCCCGAACTCGCGTTGGAGTATAGTCTCAGCCAG 

GAATTCGAGATCCGAGACGTCCTTTCGGTACCATCTAGATCTGAACAATGTGAT 

CACGTAACAAGCTCCAGCGGATGCCAGACCGACTACCGTGGTCGCGAACGCCG 

TGATCAGAGACGTCGCTAAGCCCGCGATGTTACCTTTAGCCAGCTGCTCCAATC 

CCGGTCCCAAGGGGATCAGCGTCCCCATCAGTCCCAAC ATGG GACCTAGACGC 

ACGACAATCCTCGTCCTACTGACTTTGCTAGCCAGGAAGTTTTCG AGGT TCTCC 

AGCTCCTTTTCGACCTTCAAACTGGCCTCGTCCGCCGAATCGGACTTTTCGACG 

ATCTTCTCGACTCTCCTCAGGAACTCCGAGAAGTGGGGAGGAAGTCGCTTCAC 

GTCCGGAAACTTATCTGCGATCTGTTCGAGATCCTTCCTGGTAAACCTGGGCCG 

GTAGGCCACCTCACGGAGGAATATAGCCAGCTCCATCAGAGAGTAAGCCAAGA 

ACAGCAGCAACAGTACTATCGTCGGGTAAAACAACAGCTCCATTACCACGTACA 

GAGCCTGAGTTATCGCCGTCGCGATGCTAACCATTCGATCACCGCCCTGATGAT 

ATCGTCGATCGGGTTATCCGGTGGGTAGTTTCCTCGTGAAGCCTTGCGCACCG 

CCCATAGGTACCCGAACGCCATCAAAGCCAGGAACAGTAACGCCCATGGGCCT 

ATTTTCGAAGGGCTCGGAAGGGCCAGCTTGAGTTTAGGTGCTCGCTTCCATAAC 

GGATAGGCCCACGCGATAATCCCCGTGATCACGAAAAGGAGTCCTACTAAGTTC 

TCGAGGCCACTAAGGGCCACGGCCGGGGGAACTTTGAGGACCTCGATAACCG 

CATCGGCGACGATCAAGGTGGCGTACGCCGTCGAAACGAAGCAAGTCCAGAGT 

ACCAAGGCGGCTTGGGTGACGTTAAGGGCGCCTATCTCGGCGTACATGGCGAT 

CGATAGGGCCACTCCGGTCAGGCAGATCGGACACGGAACGGCCACGACGAAT 

GCTCCTAGCTTAGAGAGATCCTTCGCTGAACCTTCTACCGCCCACTTACGGGCT 

ATGAATATTCCCAATCCGATGAGAAACAACCCCAGCAAGGCGTGACCGAGGAG 

AGCGTACCTCTGCATGGCGAGCGCCGTTTTCATGAACTTGGAAACCAGGTGACT 

CAGGCCTATTATCGCCGGTATTAGTATCCCGGAAAGCGCTGCGATAACCATCGC 

CCCACGACGTAACTGGAAGCCCGCGAACCCTATTCCTAACCCCGTCTTCAACCC 

CACGATGAACACGAAGAACGCTATCGCAAGCGCGTAGATCGGGTTATCGGCGA 

AGGCCGGAACGATCATCCACGAGGTCAGCGCGGCTACGATCACCGAAGATGTC 

ACGGCGAGGAGGGTGACTATTTTGAAGGGTGATACGCCGAGATCACGTGAGAT 

GCGATAAGATGGATACACCAGAGCGACGGAGGACGCCGCGATAGCCCCGGCG 

GTCACGTCGAGAAGGCCGACGAGGAGGG CGACT CCGGAAAGCGCTGTCCCTT 

CCAACACGGTGCGAATGACCTCACGGCGCTTTTTACGGGCCCCTAACACGCGT 

GTCAGCATTACCCCTGTGCCGACTCCGATGGCGGCCGCGGCCATCCCGTAAAC 

GGCCCCGTAGGTTAGGGCTTCCGACACACCGACGGAGTGGTACCTGAGCATTA 

GTGCCGCGCTGGCACCTAGATAGGTGGTGAAGGCCGCGATCACACCGTGGAA 

CACCCGTCATTCCCCCGTCAGGGGCCGAATGCGCCGACCAGAGGGAATAGGAT 

GTTAAACGGAGGTAAGTAAAGTAAGTTTTCTGACAACTCATAGTACTTGAACTTA 

GGCAGCTTCGAAGTGATCTCCTGAACCAGCCACCGCTTCCGTTCAGTGAGCGT 

CCGCAGTACCGGAGTTAAAGCATCGATTTCGCGCAGGTCGTCCGTGACCCCGG 

GCGCACGCTTCTCAACACGGTCTTCGGCACGGTGTAGCGCTGAAAGAGCCCGC 

GAGACGTTCCTCTCAGCTCGATCGAGACCGGTAACACCTTTCGCCCTCGCCTTC 
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CGGATTTTCAGCCGAGCGAGCTCGAGTTTGTGCTCAGCACTGCGGATAGCGGA 
AAGCAACTCCAACCGGTCTCGTCCCGGATCATTCCCAACACGGAGCGTGTTATC 
GTACAAGGCAGCCTTGTAGGCCAAATACGGCGATGAGGCGAGTACGGTAGCAA 
CATCTTTAGTAGCTCCGTCGATGTCACTAACAGCGGACTGTAGTCTCTCCATGC 
5 GGAGATACTTCTGGAATCGGTGGTCGAACGATCCATGAACGAGTGCCGGGGAT 
ATCACGAGGGTGGCCACGAGCGCTGCTGTCACCTTCCATCGC AACG CCGCTAC 
CCCTCGTGTTACCCCGTGGCTGCCACGTAACAAGCTATAATCGTTTTGCGGTAT 
CGGGTTATGTGTGGGCGTGGACGTAGATCCAGCTGTTGTTACCCTCGTCGGTG 
TGCTCAGTCACGGTGTAGCCGACGGTCCCGTAATACAGGGCCGTGAGTAACTT 

1 0 ACCGACTTTCCGCTCGACTCGATCTCCCTCGTCTAGGATGTGCTCGTCGTCGAA 
AAGCACGTCAAACCACAGGAGGAGCTCGTCGTAAGCCACTGTCTGAGCGTACT 
CGCCCATTCCCAGGAACAACCGCCCGTCTTGGAACATTTCCGTTACTATCTCGC 
CTATCCTACTCACCCCCTGGCACGTCCGGGTGCTAAGCGGACCAGGTCTAAGT 
AGGAAGCCACTTCGCGCAGATTGTTCGGCTTTATCAGTGCGCCGCTTCTCTTGA 

1 5 CGTGCTCAATGAACCTGCGGTACGTCGGATGGCTGGAAAGCGTGCCGGAATCT 
CCGATACAAATGAGTTTCCGCCTAGGCCTGGTGATCGCGACGTTCAGTCTCCTC 
ATGTCCCTTAGGAACCCTACTTCACCCTTAGGATTGCTTCGGACGAAGGACACG 
ATCACGGCTTCCTTCTCTCGACCCTGGAACCCGTCGACTGTGTTCACCTCGACG 
TCGCCGAGCCCGAGTTCGTCGAGGGACTTCGAAATCAGGTCCACTTGGTCGTC 

20 GTACGGACTGATCACGGCTAGATCCTCCTGAGACAACCCCTGCCGAACCAGTT 
GTTCCGACAGAAAGGCGACTATCGCGGCTTCCATCGGATTTTCACGGGATTTGG 
ATCCGGGACGGCGTCGCTCCCTCCGCAAACGCTCGGGTAAGCGCGAGGTGTC 
CACGAACCCCAGCGGCTCCTTGGGGTGTAGGACGTCAGCCCAGGGTCTGCCG 
ACTTCGGGATCGCCGACACCTAAGTCCTCGAGCGTGTGACGACGGACGCTCGA 

25 GTGGGCCTCGAGCTTCCCGTTGTAAAACTCTCGGTTCGGGAATTCCATG ATGT T 
CTCGTGCATCCTGTACTGCACTCTCAGCATCCTGGAGAGCTTCGGGTGCTTTTC 
GATCAAACGCTCGAAGAGCGTGCGAGAGAGCTCCGGCTGGGCCTCTTCACTGA 
GGATGGTCGGGGGCAACTGCTTGTGATCCCCGGCCATGATGAACCTCTTGGCC 
CGAGAGATCGGAATGAGCGCTGAAGGTTCCGTGGCTTGCGATCCTTCGTCGAC 

30 TACGGCGACGTCGAACTCGATATCTTCGAGGAACTCCAGCCCTGCACTGGCGT 
TCGTAGTGACCACGACTTCAGCCTCCTCTAGTACTTCCCGGACGGCACGCTCTT 
CCAGTCGCTCCGCCTCCTCGAAGAGTTTCTGGACTTTCCTGTTGATGTGGATCC 
ACTTAGCCATGCTCTGAATTACGCGTGGTGGGACCCCGCGGGCTCCCTTGCCT 
TCCCTCGCAAGGTAGAGTATGGTCTCGTCGGACATCCCCCGACGCCACCTCGG 

35 CACCGGGCGCTGGTACCGGTCACGCTTCTCGATGAGCCTGTAAGCGCGCTCCC 
GGAGACGCTCCGCCTTCCTGTACAGTGGGTGGTTTTCCACGATCGCGCTAAGT 
GTCCGCTCCTTCAGTTTCTTGGAGACACGGGCCGGATGTCCGACCCTAACGGC 
CTCCACACCACGCTCTACCAGATATTCCAGGATGTTGTCCGCTGCGACGTTGGA 
CTCGGCCGTCGCGAGGACCTTGTTACCACGCCGGACCTCTTGAACGATCACCT 

40 CGGTGATTGTCCGGGTCTTACCAGTACCCGGAGGGCCGTGAATTAGGAAGAAA 
TCCGGCGCCCCTAGTGCGTGTTCTACGGCCTCCCGTTGGGAATAGTTGAGGTC 
AGTATCGACGAAGTCCACGTCTATAGGCTCCGCGTCGCTCGGATTCTTAAGTCC 
GATGATCGTGTTCCTGAGTTCTCGGAGTCTACCCTCAGCGTGTCTGATCCGTTC 
TAGCGCCTCCATCATACGCTGGAAAGTTACATCGTTAGCGTATAGGTCGATCCT 

45 GATCCCCTTACCCACGGCCCACTTGGGTGGAGGACTGTCGAAAGCCACCGTAA 
TCGAGCGCTTGGTCTTCTCCACGACGGTTCCCGTGAGATCGCTCTTCAGTGGAT 
CGCCGCGACTCACGAGGACCAGATCGCCCACGGATATTTGCGTATCTATCTCTT 
TAGACCGGCCGTACTTCACCAGGTAGTAACCTCCGACCTCCCGACCTGCCCTC 
GTACCGCGCAGACCGAGTACTGCCCTCCCCTTCTTTTCACGCTCCTTGCCTGAG 

50 AGTTTCCTGATTTCCTCTTCCATCGCCTTCATCTCGGCTTCCCGCTCCAGCTGG 
ACTAGCCTCTGGAACCTCTTGACGTAGGCGTCTACTACCTTGATCTCCTCCGAT 
TCCTCCCTCGTAGGCTCCCTCACGTCAGCATGTCTTAGGAGACGCTGAGCCGC 
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20 SSssss^^ 
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TrrAGGAGGG^GAGGGGAGATACCGATGACTGAAGTTCATGTGATCAAC^GGG 
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tggaggagg 
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TAA^rrPGAACTGG^GCCGAGTTCATACACGTAGAGTCCGAGCACAGCGCG^ 
™S???rG^GCTCG^^^ 

ggcgtctcSI^ 

40 iiSS^ 

40 IrrCGAT?IcGCT^ 

AAnATPCAGCACGATGCGATGGA^ 
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GCCCTCTGCGCGCGCCTCTGCATGAAGGCCCTCGGTAAAGACACCGTGGTAGT 
CATGCCGACGGGGTGCATCGAGGTCGTCACGACGCCGTACCCGGAGACCGCT 
TGGGAAGTACCGTGGATCCACGTGGCGTTCGAGAACGCCGCCGCCGTCGCAT 
CCGGTATCGAACGCGCATTGAAGGCGTTGGGGAAGGAGGACGTCACCGTTGC 
5 CGTGCTCGCGGGCGACGGTGGAACCGTGGACATAGGATTTCAGGCGCTATCG 
GGAATGATCGAGCGAGGTCACAATATCGTCTACATCTGTTACGACAACGAGGCT 
TACATGAACACAGGAGTACAGCGGAGCGGTGCGACACCGTACTTCGCCGCGAC 
TACCACAACACCGCCGGGTAAGATCTGGAAGGGAGAGATGCGACCTAAGAAGG 
ACATCCCGAAGATCATCGCCGCGCACGGAGCGCCGTACGTTGCGACGGCGTG 

1 0 CGTATCCCATCCCCAGGACCTCATCAAGAAGGTCAAGAAGGCGAAGGAAGTGG 
AAGGACCGGCGTACGTCCACGTACTGTGCCCGTGTCCACCGGGTTGGGGGCA 
TGATTCGTCGGAGACTATCGAGATCGCGAAGCTGGCAGTGGAGACGGGGATGT 
GGGTGCTATACGAAATCGAGAACGGGGAGTTCCGCATCACCTATCGTCCGAAG 
GAGCGCAAGCCGGTGAAGGAGTACCTCAAGCGTCAGAAGCGGTTCCAACACCT 

1 5 GAGCGAGGACGACATAGAGAAGATCCAAAGGATGGTGGACGAGCAGTGGAAG 
GAGCTCGAAGGGAAGGAGTAAAGGCTTGGGTCGGTCTACCCGGCTGTATAGGT 
TGCGTTCTGTGCGCGGAGGCGTGTCCGATCGGCGCCATAGAGATCGTCGACG 
GCCGGCCGCAGAAGTGTATACACTGTGACCCGGAGCGGGCGATGTGCGCGCG 
GGCTTGCCCCCATCACGCGATCGTTCAGGTGTGCGAAACGCTCGTGGTGGACC 

20 GAGACCGATGTAATGGGTGCGGAAAGTGTGCCGAGGCCTGCCCAGTAGGCGG 
GATATTCATCCGCGAGGACGTCGCCGTGAAGTGTGACAACTGCTTGGACCGAG 
ACTACCCCGCGTGTGTGGAAGTATGTCCAGTGGCCGGCGCGGACGTGGCTCC 
CGTGAACGAGCGAGTTTTATGGAGACGATCCCGAGCTGCCCGCACACTCCGAA 
ACTTGCCGGGGAGTGGGGGTCATGCCCGACGACTCGGATCGAGAGCTGCTCG 

25 AAAGCATAGCCGAAGCCACAGTCGAAGCGTTGCGCGTGGCCGAAACTAAGCTT 
CCGGATGACGTGCTGGAGAGGGTCGAACGGGCCCTGGAGGAGGAAGAAGACG 
ACCATGCCCGGATGATGCTGGAGGCGATCCTTGAGAACGTCCGCATCGCCGAG 
GAGAAAGGACTACCGATGTGCCAAGACACCGGACTGATCACGGTCTTTGCGGA 
GATCGGCCGCGAGTTCCCGCTGAGGCTGGCCGGGACCATCCGGGACGGGATC 

30 GAGGAGGGTATCCGGCGGGCCACGGAGGAGATACCACTTCGACCTAACGTGG 
TCCATCCGATCAGTAGGGAGAACACAGGTGATAACACCGGAGATCGTGTACCC 
ATCGTGCGGTTCCTTCCGACCAAAGGGGAGGAGTTGAGGCTCCACTTCCTGCC 
CAAAGGTTTCGGGTCCGAGAACTCCAGCGCCGTGACTCGGTTATTACCCACGG 
AAGGGTTGGAAGGCGTCCGCGAGTTCGTGATCAAGACCGTGCGCGAGGCCGG 

35 CGGGATGCCGTGCCCACCGATCGTGCTGGGCGTGGGAGTCGGAGGTACGATC 
GATGAGGCCGCGCACTTGGCCAAGCTGGCCCTGTTCCGACCACTGAACGTCAG 
GAATCCGGACCCGGAGATCGCGAAGCTGGAGGAAGAGCTACTGGAGGAGATC 
AACCGGCTGGGCGTAGGTCCAATGGGTCTCGGGGGTCGAACTACGGCACTGG 
CGGTCAACGTCGAGCTAGCTTACACCCACACGGCCGGGCTGCCGGTGGCAGT 

40 GAATGTACAGTGCTGGGCGGCCCGGAGGGCGACCGCGATCGTGTACCCGGAC 
GGCTTCTTCGAGGTCACTCAACGCGAGTATCCGCGGGGGTAATCGATTGACCG 
AACACCACCTGGAAGTCCCTCTCGAGAAGGAGGAACGGCTCACCGAGCTGGAG 
GTAGGCGATGTAGTGTACCTGAGCGGAACCATAATCACGGCTCGCGACAAAGC 
CCACCAGCGGATTTTCGAGGAAGGTGAGGAACCCCCCGTAGATCTCGAAGGAG 

45 CCGCCGTGTTCCACGCGGGTCCCGTGGTCAGGCGCGTCGACGACGGCTACGA 
GCTGGTGGTGATAGGCCCCACGACGAGCACGCGGATGGCGAAGTACCTCGAG 
GATATCGTGGATGCGGGCGTGAAGTTGATCGTCGGGAAGGGAGGCATGGGTC 
CAGACGCCCCCGAGGTGATGAAGGATCGCGCCGTATACCTCACGGCGCCGGG 
AGGGTGCGCCGCGCTCCTTGCCGAGCGGGTGAAAAGCATCCGAGAGGTGCAC 

50 TGGTTGGACCTCGGAGTCCCCGAAGCGATATGGGTCCTGGAGGTGGAGGAGTT 
CGGCCCGCTAATAGTCACCGTGGACGCGCACGGTAACGAGCTGGCGGGTGAG 
TGAACCGTGTACGTCGGCCGGTTTTTACTCGCCGGGAAGCTGGAGGACGGGAC 



65 



PCTYUS03/06664 

WO 03/076575 




10 



15 



20 



25 



30 




CACCTTCAGCTCCGTTCGACGGAA^AG^ACGT^ACCGCGG^ 
ATCGCCGCCTCGCGTAGGGTCGTCTCCGGGAC 

GCCCTCTTCGAGTAGCTTCTCGAG^C^ 

AGCGCGCTCGGCC^ACG^C^^CTCCTT^^^ ^^^Q^QQ^^j^C 




TTTC 




40 CGAGCTCGTAAGGATCGGGCGGGCCTTCGG 

50 TCACGCGGTCCTTCTCTTGATCTTGGCCTTGA 
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GTGCGTCCTTGACGTGGATACGTACCGAGTACTTGTGTCGGTTACCCTCCTCGT 

GGTACCGCTTGATGTGGACCTCGACAGCCTCGATCGACGGGCGCATCGAGGC 

GAGCTTCTGAACGGCCGCGGCTATCGACTTACGGAGGATCACCAGGGTGAAGT 

CGTCGACGTCGTCTACGCCTTTCAGCGACACGAACACACCGCGCTTCCGCATC 

AGCTCGGGGATCTTGCGCAGGATGTCCCGCCTCGTCACGACTCCGATGGGCTC 

CTCGAGCTTATTGACGATCGGCATGCCCCGGATACCGTGCTCCACAATCTTCTC 

ACATAGGTCAACCACGGTCTCATCGGGCTCGGCTCGCACACAAGGTGAGCTCA 

TGATATTCTTCACCGGATGACCGAAAGCGGGCACTTTCTCGCCCTTGCGGTCCA 

TCTTCCCGAGCCTGGTGATCGGCTTGATGACCTCACGGATGATATCCGTGGTG 

GTGACGATTCCTCGGAGTTTGTTCGCGTCGTTGACCACCGGGAGTCTGCTGATA 

CCGTGATCGCGCATTATGGCTCGGGCCTTGGCGATGGTATCGTTCTCGTGAATT 

GTGATCACCGGAGTGCTCATCACCTCCCGAGCGTCGATCTTGGTTAACTCGTCC 

GACTCGCGCGCGACGTCGATGATGTCGTACTCCGTTACGAGACCCACAAACTC 

CCCGTCCTCCACCACGGGTAAGGCGCGGAGACCCGAATCGATCATCTCGGTGA 

TAGCTTCGACGATGAGCGTGTCGGGGGTGACCGTTTCCGGCTTCATCATCACG 

GTTTCGGGTCTCACGTTCGAGATGTCCGCCACATGAGCGTCCACCACGTCGTA 

ATACGAGATCATCCCCACAACCTTACCATCGTCTACGATGGGTATTTCCTTCACA 

CCGTGGCGCTCCAACTTCGAGAATATCTTCGACAACGGCTCGCCGGGTTCCGC 

GGTGATGACCTCCTCAGCGGGCGTCATAATCTCCTCGACGGGGCGCTCAAAGA 

TTTCCAACGGATCGCCCCCATAGATGTTTGACGGCACGACGATGGTTCCGATCA 

CGGCAAAAAAGAAATCGGTACCGGACCCGCGCCGGCGTCGAGATGGCGAGAT 

GAGGGTGGGTGACTTGAGTGGTGAGCCCGAATACAAGTTGGCGCTAGCGGCA 

GTTCACCAAGGGCTCGGGATCCTAGCCGGATACCTATGCGCTACGGGGTACTC 

TATCGTGCTCGTGATGGCCCTTTTGATCTTGCCGTTCGCCCTCGGTAAGGTCCT 

GGAGCGATTGCTGGAGCGAGAGCGTATCGGCGGCGCCAAGGGCTGGTTAGCG 

TACGGTCTAGGGGCGTACCTCTCGGCGTGGATACTAGTTTGGACGTACTTCATT 

AACCGGTAATCGGGGGTGGTATCGATCGGCAGGAGGGTAGCAGTCGTGGACA 

GGGAGCGGTGCAAAGGAGGATCCAAATGCGACTACGTCTGCCAACGTTTCTGC 

CCTGGGGTCAGGACAGGGCGTGAGACCATCACGATCGACGAGGACACCAACA 

AGCCCGTGATCTCCGAGGAACTGTGCTCCGGCTGCGGTATCTGCGCCCAGAAG 

TGTCCCTTCGATGCGATCAAAGTTGTACGCCTCCCCGAGGAGCTAGAGGAAGA 

ATGCGTACACAAGTACGAGGAGGGAGGGTTCCGACTCTACAGGCTCCCCGTTC 

CCAAACCCGGGAAGGTCACCGGCGTGATCGGACGCAACGCGATCGGTAAGAC 

CACCGCCGCTAAGATACTCACAGGAGAGCTCAAAC CCAAC CTAGGGGATCCTG 

AAGCGGACCCCGACTGGGACGAGGTGATCCGAGCATTTTCGGGCACGGAGCT 

CCAGGAACACTTCCGACGTATCGCGGACGGTGATCTCCGACCCGTCATGAAGC 

CGCAGTACGTCGAGGCCCTGCCCAAGGTCGTTAAGGGCCGGGTGAAGGACGT 

CCTCGAGGACGTAGACGAGCTCGGGGTTGTCGACGAGCTCATCGAGCGCCTC 

GGACTGACCGAGGTGACCGACCGACGGATCTCCGACCTCAGCGGTGGAGAGC 

TGCAGCGTGTCGCTATCGCCGCGGCACTCTCTCGAGACGCGGACTTCCTGGTT 

TTCGACGAACCGTGTAGCTACCTCGACGTCGAACAACGACTCTCGCTGGCCCG 

GTCACTCCGTGAGATCGTCGAGGATCGAGGTATTCCGATGCTCGTCATCGAGC 

ACGACTTAGCCACACTGGACTACGTCGCCGACGTGGTGCACGTCCTCTATGGA 

AAGCGTGGTGCGTACGGTGTGGTGTCCAAGCCGATGGGTGTAGGCAAGGGGA 

TCAACGCGTACCTGAAGGGTTACTTGGAGGCCGAGAACGTCCGCTTCCGGGAC 

GAGGAAGTGGTGCTCCCGGAGAAACCGGCGGAGGCCGAGGCGGGTGAGCGA 

GACACCCTCGTGGAGTACGGCGAGCTCGTCAAGGAATACGACGGCGACTTCAG 

GCTCGAAGTGGAGCCGGGCGAAATTCGTGTCGGGGAGATCATCGGAGCCCTC 

GGGCCTAACGCCATCGGTAAGACGACCTTCGTTAAGCTCCTGGCCGGAGTACT 

CGAGCCTACCGGAGGAGGAGTCGATGTCGACGTTAAGGTCTCGTACAAGCCGC 

AGTACCTGGAGGTGGATTCGGATGAACCCGTCGAGCAAGTGCTACGAAGGACC 

GCCGGTTCGGAGTGGGGATCGAGCTGGTACCGGAGCAACATCGTGGAGCCAC 
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TGGACTTAGAGTACCTGTTCGATAGACCCTTGTGTGAGCTGAGCGGCGGTGAG 

CTGCAGCGCGTAGCCGTGGCGGCCGCCCTATCCCGGGAAGCCGATCTGTACC 

TTCTAGACGAGCCTAGCGCGTATTTGGACGTTGAAGAGAGGATCAACACCGCC 

CGCGTCATCAGACGGGTGATCGAAGCACGGGATGCTGCCGCCATCGTAGTCGA 

CCACGACTTACTCCTGCTAGACTACATCAGTGACAGGATGATGGTGTTCGAAGG 

CGAGCCAGGAAAGCACGGACGTGCGAATCCGCCGGAGAGTAAACGGGAAGCC 

ATGAACAGGTTTCTGTCGAACTTAGGCGTGACGTTCAGGCGGGACCCGGAGAC 

ACGGAGGCCGAGAGCCAACAAGCCCGGCAGTCACCGTGACCGTGAACAGAAG 

CGTCGTGGTGAGTACTTCTACGCGTAGGGGACCTCCCACGGCACTAGCCGACG 

AAAACGCGTCGGTCTCGAGCTCCACCGATTCTCGGACAGCAACAT ACCCC GAC 

AACGTCCCGGAGGCCCTTTATGTTGAAATATGGAAACATAATTGTA AGGT 

TCATACGGTTTATGCATGATCCGTGCATGGAAGTTGAATGATAGTACGTAAATAG 

TATGGTACCAATGCATAGATTACATGAGCGTTATCGCATGG TCCGT GCAAGTGT 

AACGTATTATCGTCGAAGAATCGTAATATTATTTACGTACAATTTTTCGACAATCA 

TACACAGACCGTAATATCCAACATCGAGTTAACGCCCGCGGGAAGTTCAAAAAC 

TCGATTTATTTGCGGAAAAGACAGTTCGGAGCGTGGGCGGGGAGTCAGAGCTC 

CGTTTCGAACTCCTCAGTCTCCAACCGATCACCCTTGAGCATGTACAGCTTCAT 

CCACACCTCTTTACCGTCGATGGTGCCGTACATGAACGACGGACCCGGGCTAG 

GACCTCCACCCGACGGTACGCCGGTAAGGCTCCCCGGGTTTACGATCAGCACA 

CCTCGGTGCTCCTTGAACTCCGGCCTGTGGGTGTGACCCGTGAAGATAACGTC 

GGCCCCCTCTTCCTCGGCTATCGCCGCGAGCTGGTCCGGGTCGCCCCTCGGA 

TGGACCCCGCTGCCGTGATCTACCGTCACCTTGACTTCTCCGATATCTTCGGTC 

ACCCTGGGAGGTAGCGGGAGCCCGAAGTCGCAGTTCCCCACCACCATCAGGG 

CTTTTTCACCGAGTGACGCTATCCACTCTATGGTGTCCTCGGTCGTATAGTCCC 

CGGGTGAAATCACCACGTCCACGGGAGCGAGCTCCTCGATCTTTCGCTTCAGA 

GTGTGTGGAACTTCCTGCGCACGCTCGGGAATGTGAGCGTCCCCGAGCACCAG 

TACCGTGATCATCGCTAGCCCCCTATCCGCGTATCATCGGAGATCACTCTTCAA 

CCTGATCGGGGGCCGGGTCGAGGGAGACGTACCCTTGGGAAGCACAGGCGCG 

GATGAGGCGCTCCCCTTCGCTTTCATCGAAGAACGGGGGCGCCCAATCCCGCG 

TCACCCGACGGCGTTGGACACCGTCCTCGTTCACGGCCACCCGGTAGGCGAGT 

ATCCCTCGACGTTGCCAGGCCGGGGTTCGTCCGAGGTTGATCCCGAACTCTCG 

GTAGAGCAGCTCGTGCACATCGTGCGCCTTCATTCCACGGAGCCGCTCGGCGG 

CTTCCTTGGGTTTCAGTCCTCGCTCACGCAGCGCCCAGTACGCATAGGAGTTCA 

GGTGATTCCGCCAGGCCTCGTCCTGACGCCACTTGAAGTAGTCCACCAGGTCG 

TCGTCCGTGAGCACCACGCACCTGGAGTCGAAGGACACCGTCTCGCCGGTCG 

GATCTATCCCGTGGCGCTGTAAGGCCCGGAAGAAGTACGTGGAGGCGCAGGA 

CGCCGATACGGACGTCAACTTTTCGACCCGACCGGAGAAGGGGACGTTGCCCC 

GGGGTATGAGCGCGTTAAGCTCGTCGGAGAACGTATAGACGAGTGTGATCCCC 

AGACCCGCGTCTCGAATCATTCGGACCGCCGTCTCGGCCATAGCTTCTGCGAA 

CCGTCGGTCGTAGGGCTTCTTGAGGCCTAACCGGCGGGTGAGTTTGGTGAACG 

CCCTTCCGTCGATCCGCAGAACCAGGTGTGTGTTGGGGGGTACCCTAAGGTCC 

GCGTATACCTCGAGATCACAGGGTTCCACGGGCTTCAAGTGCCCACTCGAATC 

CCCTCGGTCATCCGCTCGATCAAAGCCACGGCGGAGTACGCGGCGACGGCGC 

TCGTCTTTGGGTTATCCGGGAGCGCTTCGTTCCTCAGCTCGAACCGGTACGTAC 

CTGCGCTCGACTCAACCTCGATGACGTGCGTGTTGACTGAGACCTCGGGGTCG 

CAGACGATCCGAACTGTGACCAGTGAGGGGTCGCCTACGGCCAGCGACACGG 

CGGCCGCCACGTTGATGTTCTTGGGGAACTTGCGGACGGCATCCCGCACGGAA 

CCTTCGTAGAGTACTGTCCGCTCGGAAACGTCCTTGTTCAGGGCTTTCGGAGG 

CTTGATGGTGGTGAGAGTGACCTCTCTCACCCGACCTCGCAGCGCTCGCAGCA 

CGTCTAGACCTCCTACCGCACCGGACGGAACGTGAAGGCGATGTCCGGTGACT 

TCCGCGACCTCGCGACATCGACTCAGCAGGCCCTCCTCAAGCACCAGCGCTCC 

CACGCTCATCACGATCACATCGAACCTCTTCAGCGCGTCAGGTAAGAGGCTAG 
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CCGCCGCTTCCACGGAGGCGGCCTCGAGCAGCACGTCGGCTTCGGCGCTCAT 
GGCGTCATCTAGGTCGGTAGAGGTATCGCAGTCGGGGAACCACCGCTCGATGC 
GTTTGAGCTTCTCCGGGTGACGATCACAGACCAGAACCGGTTCCACCTTACC7T 
CGAGCCGTCCTTCACGGATCTCCCTCAACACCGTCGTTCCGATGCCTCCAGCG 
5 CCTACGAGCGCTAAACTCAGCTTCTTCATAGTCGACGATACCCTCCTTCAGGTA 
CTCGACCAGACCCTCCGGAAGCATCGGCTTTCCCTCGGAGGGGTAGTCGCAAT 
CCAATCGCACCGTATGACCCGGTGCGACCTCGATCTCGGGCCTCTCCACCACT 
TGTATCTCCTCCAACGGAACTCCACACTCGAGTACCGTGAGAGCCACTCTAAGG 
GCGCCGTCGATGCTGAAATGGTAAGGTCCTAAATGTCGAACCTCGGCGTCGGG 

10 * GAACCGCGGTGTAAGCTCCTCCCGAGTACGATGTCGACGGGGGTAGTCGCCG 
AGGATACCTCCGACGATCACCACGTCGGGATCGTCCTCGGGAGTCAGAGGATC 
CTCGGCGTCCGGGTCGAGGACTATCACACGGTCGCCTCGAAGGGGGAGCTTG 
GACGCGGAGTACGGCAGTGCCGGATACTTGGCCTTCGCCAGCACCTCAGGGT 
CCGCGTTCGTGACCGTGAACTCCCACCCGTGCTTCCTCGCGGTCCGGTAGGCC 

1 5 TCCATGTACTCGAGGTCGAGCCAGGGAGACCACCGGTCGAGATGTTCCACTAT 
CGCCACGGACATCACGCGACACCTCAGATCTCCAGATCTGAAGGTTTAGCCGG 
TGAGCTCTCCTGCTTCTTCCTTTTCCCTTCCTCCCCGGAAGACGCCTTCTCCGG 
AGATTCGATGATAATTATGTCCCCGACGGCCTTCACCAGCTCCGCATCGACGGT 
CTCCGTGCGCCTACCTCCCCCACCGGGAAGCGGTAACAGACCGCCGCCAGAG 

20 GGTTGCTCAGTGACGATCACCAAGAACCGGACGAGATCGCCCGTCCTGGGGTC 
AAAAGTCACGTCTTCGACGGTACCGACCCGACGGCCGTCTTCGGTAAAGACCT 
CCATTCCGAGAAGCCGTTGGAACCTCACGTACCTCTTCCTGTATTCCTCCTCGT 
TGCTACTCTCACCGTTCGTCACGGGGGATCCCCCGTGGAGGTCGTGGGGATTC 
ATCACGGGCACGACGCGGGTGCCGCCCTGATCCGAGACGGGGAGATTGTAGC 

25 GGCAGCCAATGAAGAGCGGTTCTCCCGTAAAAAGTTCCACCGTGGGTTTCCGG 
AGCGATCG CTCCAGTTCGTCCTCG AGCGTAGTAATG ACGTCGACGTCCTCG CG 
GTGGCCGGACTGTACCGGAAACGCAAGGATTTGGAGCGAGTACGGGACATCG 
CCGAAGAGCTGGAGGTGCCCGTATACCTAGTCGAGCACCACGCCGCACACGC 
GGCCTCGGCTTATTATACCTCAGGGTTTAACCGGTGCCTGACGATCACGGTCGA 

30 CGCGGCCGGTGACGGACTCTCCGCCACGGTTTGGGTCTGCGAGCGCGGAGAG 
ATGCACCGGGTCTCGACGGAGTCATACTACGACTCCTTAGGCGATTTCTACGCG 
AACGTGACCGAACTACTGGGATTCGAGCCGATGAAGGATGAGGGTAAGGTCAT 
GTGCCTCGCCGCCTACGCCGAACCGGATCTGAGATCCGTCGAGTGGATCAGAC 
GCGAAGTCATCGACGTCGAGGAAGGGAACATCGTCAACCGCCTCGGCGCGATC 

35 TCGGGAGAGGCCGTACGCCGCCTCAAAAGGTCGAAGCTCGCTAAAATGGGGC 
GAGAACGTGCCGCCGCCGTGGCTCAAGAGGCGTTGGAGGAGTTACTGCTGGA 
ATACTTCGGGCACTACGTGAACGAGTACGGAGAGAACCGCATAGCCTACGCGG 
GCGGGGTGGCCGCGAACGTCGTGGCCAACATGAGGCTGCGAGAGGAGCTCAA 
TATTGACCTCTTCGTGCACCCGAACATGGGTGACGGCGGTCTCGCGGTCGGAG 

40 CGGCGCTGTGGGCGTGGGCGGAGGAGGAGCTCGCCCGTGGGCGGAGACCCG 
AACCGCGACGTTTGGAGGACGTGTACTTCGGACCTGAATACGATAGGGAAGAA 
GTGCGTAAGGCGCTGGAAGAGCATGACATGACGGACCGGGCGGAGTACGTGG 
GGAAAGACCCCG ACGCCATCGTCCGCAAG CTGCTGG AG GG CAAG ACCGTAG C 
ATTGTTCCACAGCCGTATGGAGTACGGCCCCAGGGCGCTCGGAGCCAGGAGTA 

45 TTCTCGCCGACCCGCGAGATCGGGGCGTGGTGGATAAGCTCAACCGTGATCTG 
GGTCGGGACCCGTTTCAGCCCTTCGCGCCGACGATCCTGTCCGAGGACGCCC 
CGGAGTACCTCCGGAGGCCCTGTGAGTCACCGTTCATGACCCTAGCCTTCCGC 
GCCACGGATACGTTCCGCAGGAAGGCTCCGGCGGTGGTTCACGTCGACGGGA 
CCACACGTCCACAGACCCTCCGGGACGAGCTGCCGTTCTACCGAGAGGTGATC 

50 GAGACGTTCCGAGAGGAGACCGGGTTAGGAGCCGTCCTGAATACCAGCTTCAA 
TCCCCATGGTGAGCCCATCGTGTGCTCACCGAGAGACGCACTCGAGGCGTTCG 
AGCACGGTGTTGCGGACGTCCTGTGGATCGAAGGCTACATGATCGAGCGGGG 
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GTGAGCTCGTGCCGCGGCCGAAGGTCCTGTACAACGTTGGGATGACGGCGGA 
CGGGAAGGTCGTGACCGCCGCCGGAGATTCCAGGATCTCGGGCGAAGAGGAT 
CTCAAAGAGGTCCACAGGTTGAGAGCAGAACACGACGCGGTGGCCGTGGGGA 
TCAACACGGTGCGGAAGGACGACCCCATGCTGAACGTGCGGTTGGTGGAGGG 
5 AGAAGACCCCATCCGAGTCGTGTTCGACACCGAGTGCTCCATTCCGCTCGACT 
GTCGCCTAGTTCGCACCGCTCGGGATATCCCCACGGTCGTGCTCTGTGCCGAG 
GCCGACCCGGGTCGCGTCGAGAAGCTCGAGAAAAGAGGTGTGAAGGTGGAGG 
AAGTCGGTGCCTGTGAGGACGGCGTCGATGTGGAGCGTGGGCTGGAGCTGCT 
CTACGATATGGGAGTACGAACCTTGCTACTCGAAGGTGGGCCAACGCTGGCCT 

1 0 GGTCCTTCTTGAAGCGCGGCCTGATCGACGAGTTCCGTGTGGCCGTGGCTCCC 
GTGCTCGTGGGCGGGTCCGACGCGTTGACGCCCGTAGAGGGTGAGGGGTTCC 
CGCGTGTCGATCTCGGAGTGGGCCTGGAATTAAAACGGGTGGAGCGAGTGGG 
GCGCGACGTGGTGCTCTGGTACGAGGTTTCCGGATCCGCCGCCGACCTGGCC 
TCCGAACACGAAGAGGCTCGGGGGAGATCGTCATGAAGTGTCCGGAGTGCGG 

1 5 GACCGAGATGCGATCGGAGCTCCGGGACGATGGGGTGGAACTCCTCAGGTGT 
CCCGAGTGCGGCAAGGAGATCAAGCGCGTCCCGTCGTACCGGGAGTTCGGTC 
TGAAGTGCCCGAACTTCTTCGAGATGACGGTACCGGAGTGGGACGAAGAAGTG 
CTCGGGAAGGAGGTTGTGGTGGTCGTCAAGTACCGTTCTCCGGACGGTTACCG 
CCGCCGCAAGATCCGGGGTAAGGCGGTGCGGATCGACAACCGAGGCAACCTC 

20 GTGATCCGTCGAGAGGACGGTTTCGAGGTCTCGTTGTACCCCCAAGTAGTCGA 
GAACATCAAAGTACTGGAGTGAGTCGGCTCCCGCCGGTCCGGTCATCGGCCGT 
AACGGCCTCCCAGATCCCCACCGGAGATCCCATCCTCATCCCACCGGAGGGCA 
CATGGTGCGCCACAGGTATTAAACGGATCTCGAGCCGACGGGCGGCCGAGGG 
TTCGACGGGGGTGAGCCGGTGCGAGCGGCGGTCACAATGATAGCCTTCGTGG 

25 TACTCATGAGTCCGGTTTGCGCGGAGGTCCACATACTGACGTGGGCCGGCGAA 
GGGGCCGACTCCACCTGCGTCGCTAGGACTAAGGAGATAGTGGATTGGTGGGA 
CACGTACAGGGCGATCGGTCCCGATACCACCATCGTCTGGCATTACACGACGA 
GAGTGGACCGTTGGAGGACCGTCCTGGAGACGGGGACCGACCCACTCACCGG 
AGCCCGGATCAGCGTGGTGTACGTCCCAGGGGGCTGGCATCCCGAGCGTTATT 

30 GGGACTTCGACTGGGTTCGAGCCCTCTACCACGCGCAGATCGACCTCGGCATC 
GGATACGTCGGTATCTGCGCGGGTGCCTACCTGCACGCGGGTAACACCACGTA 
CTCCACCAGCGGGCCGGGACACGATGACGTGCTGCAGGACGGGGTCACGGTA 
ATCGACGGCATGAACGGACCCAACAGGATATGCCGTGTACTGATACTACAGGA 
CAACCCGCTGACCCCGGAATGGACGTGGGGCAACGTGTTCACGTACAAGTACT 

35 GGAACGGGCCGGGGTTCGGGCCGGAACCGGGTCTCGAGTTCAACAGTTCGTA 
CAAGTGCTGGGTGAAGATCACGAACATCGAAGGCCGCGAAGTGATGATCAAGA 
TCTGGCCGGTGGGAGAGTACGTGGACACGTGCAAGGGCTGGGCGATAGTCGC 
CGGACAGTACTTCGTCAAAGAAGGCGACAAGTGGGTACCACGCGGCCGGTTCG 
TACTCTTCGGACCGCATCCGGAACTGACGTCGAGAACGGGAGCCCATGCGCTG 

40 CTGGCCAAGGCCATCCTGTGGGCGGCGGGAGCCAAAGTACCGATGGAACCCC 
AGCCGTCGCCGGTCGTCCAGGTGGTACCCAAGGGAACGATCCCGAAGGCCCT 
GGTAGCGGCCGTCGTGGCGACGGCACTGACCTTCGTGCTCCCGGAGGACGTC 
AAGGAGGAACTGTTCACGGCGTCGGACCCGATCACCCAAGGGATATTCGAAAC 
GATTTCCAACGTAATCCAGGACAAGCTGGGGCTCGAAGTACCTCCGGAGGATC 

45 TACTGACGGTGACGGTGGCGACTGTAGTAGTCTACGCCCTTGAAGCGCTAATC 
GAGTGGCTGTTCGGAACGGCGCCCGCCCCGGCCTCCGCATAACCTCCCTACG 
GGCATTTTGTTATGAATCCGATAACGATACCGGGCATTGGTAGCGGGGCCGGG 
ATTTGAACCCGGGACCTCCGGGTTATGAGCCCGGCGGGATGGACCTG GCTACC 
CCGCCCCGCTGCCGGCCATACGGGCTTACGACCGTGGGATTACATGAATTTTT 

50 CGGGCCTCGAAAACCCCGATACCACCCGAGCGGGGAGGATGCGTATGGGACT 
GTACCTGGGGGTCGAGGGCATTGACGGCGTCGGCAAGTCGTCCGTGGTGAAC 
CTAGCCGCGGAGTTCCTCGAGATCCACGGGCTCGAGGTCACCACCGTGAGGG 
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AGCCTTCCACCGACATCGGACGTGAAGCCTTGGAGTGGGACGACCCCTACCTC 

CAAGCCCTGGCCTTCACCCTCGACCGTATGCTCACACTTAAACGGGTGGACTTC 

GAGGCGGCCGACGTCGTCCTGTCCGACCGTACGTTCCTCAGCACGCTCGCCTA 

TCAGTCCGCACTGGGCGCCGACATGCGGTGGCTGCTGGAACTCCAACGCCCG 

GTCCCTAAGCCCGACGTCGTGTACATCATCGATCGAGAACCGCTGGCGGAGGA 

CGCGACGTTCGATAAGGAGTTCCTGGAGCGCGTGCGGAACCGCTACCGGGAG 

GCGGCGCGACTCATCGAGGAAGAGTTCGACGTCGAAATAAAATGGATCGAGGC 

AGAGGATATGGACAAGGAGGAGATCGCCGAGCTGATCGTAGCCGACGCACGC 

CGGAGACTGGACGACCCGCTGGGGATTCCCGACGACCTCCTCGAGGGGTGAC 

GGACGGTGAGCTACCGACGTGGCGCCGACTTCGAGCGTCAACTGGTACGCTAC 

CTCCGAGAGCACGGGGGTGAGGCCGTCAGGGTGGCCGGATCCGGGGGCGCC 

GTCGACGTCGTGGGTTACGCACCGGCGATGGGACACGTGGCCGTCGAGTGTA 

AGGTCCGCCGCGATGACAGGTTGTACGTCGAAAAAGAGGAGATCGAGGGTCTG 

ACGACATTCGCGGAGCGGTTCCGCGCGGAGCCGTTGATAGCTTGGAAGCCACC 

CCACGTTCGAACGGGTCTCCCGCTTAACGCCGTCCTCTTCCCGCCCGACCTGA 

TGGAGGAGCGCGAGAGAACGTACGTAATCGACCTGGAAACGGCCCTCGAGGA 

AGGGATCGACGCCTCCAGGCTCGTCACCCGGCCCTTAGATCACTATCGAAGGT 

GAGCACCCGTTCCTCCAGGAACTCCGAGATCTCCGGCTCTACACCCAATCTAG 

CGCACTCCCTCTCCACTTCCTCAACGGACGGCGCCTCCCACGGGAACCCGAGG 

TATTTGCCCACCAGTCGCAGGAACAGCTCCTTGTGGCTCCGGTATCCGAGACG 

CTTAGCCACCGCCCGCTTGATACCCAGTTCCCGCACGAGCTTGTCCAACATCTT 

GGAGGTCAACGACCCGTACTGAGTAGCCCGCTTCCGCCTCTCCACCACGAAGT 

CCGGGAGTCCGAGCTCCGCCGCGACGCGCCTCAGGGCGCGCTTGCGCAGATT 

GTCCTCGGGCCCCGAAACGTTCTCCCTGGGGTCGATACCCAGACCCGTCCTCA 

CAACGTCCAGGTCCAGGTATGGAACCCGCAGCTCCACCGAATGGTGCATGCCG 

GCCTTATCGTCCCGCTCCAGGTTCACGGCGTGTATCGCGGCCACGTCCTTCCA 

GAGTTCCCACGAGAACCGATCCCAGTCACCGTAATGTCGCAGGTGCCGGTGGT 

AACCACCGAGCAGCTCGTCCGCCCCCTGACCCGAGAGCATCAC^CGGA^rcCC 

GTCGTCGGACATCGCCCCGGCGCAGGCCAGGATCGGGATCCCCACCTCCACC 

TTCATCGGGTTCCAGGTTTCGACGGCGTAGACCGTGGCGACTACGTACCGCTC 

GAACTCATCCTCGAGGGATACCGAGACGAACGGCCATCCCATCTCGTCGCACA 

ACCGTTCGGCGACCTCCACGTCGTCCGAACCCTCGAACCCCGCGGCGTAGCAC 

TTAACGTCCACGTACTCGGACGCCAGTTTCGCCACCGTCGAACTGTCCACCCC 

GCCCGAAAGTACCACACCCACGCGCTCCGTCTCCTCCACACGCTCCCGA^GG 

ATCGCTGAAGGACCTCTAGCAGGTCTTTCCAGGAGCTTCTCCCCGGTCTCGAC 

CTGGGGACGTCGACCACGTTCCTCAGCTCGACACGACCGTCACGGAGCACGA 

GCAGCGCTCCCGGTGGTACCCTACGTACGTCGCGGAACCCGGCCGCCCACAG 

GGCCTTGCGCTCGGAGGCCACGGCGAGCCCGGCCTCCACGCAGTAGTACAGC 

GGACGCACGCCGATGGGGTCCCTGGCCGCGACCACCGTGCCGTCCCTGAAGG 

CCGCTACGAACGCGTACTCGCCCCGGAGTACCCGAAGTGCCGCCGCCGCGTC 

ACGTACGGATCTTACGACCTCGAACACCGCCCAGGAGTCCGACGGCGCGTCCT 

CGACGAACCTCCGGTAGTTGTAGATCTCCCCGTTCACGGCCACCGCCCGATCC 

TCCTCGACGATCGGTTGGACCGCTGAAGCCTCGCCGCGCACCCACAGCCGGA 

CGTGGCCTAGGACCACCTCACCCTCCGAGGGCGGCTCCTCGGAGAACTCCACA 

CCGTCGTCCGAGACCGAGGCGAAGCCCCGCCCGTCGGGCCCCCGGTGTTCCA 

TCGCGGTGACCATCGCGGCGATATCGTCGTCACCGACCGCACACGCGATACCG 

CACACGTTATCACCCCGTAACCCTTATTCCACGTAAATCCACGGTGGTAGTTCG 

GCGGGGGGTGGACTTTGGCTCCTATGGTGGTCTTAGCGTTCGTTTTGATCCTCC 

TCGCCCTAACTCCACTCCAGCCTGTTCAAGGCCAAGAGGTCGGGACGCTAGCG 

GAACACCTCAGGAAGGCGTATGGAGAGGACTGGCCCCACTACGCCCCCTGGG 

TGCACTCGGAGATTAAAGTAGCAGATGACGTCAAAGCGTACAACCTCCGCGCG 

GTGGACCTGGGGTACGATCTAGTTCCTGGAGTACCTGCCCATGGCGTCCTCGT 
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AGCTGATCGCACAGCTCCATGACCGCTTCTTTGTGAGGTATCGTCACGTTAAGG 

CCGACGATCCCCAGATCGGCGGCACCTCGGACGGCGCCCTCGAGCCTCTCCG 

GTGGCACGTCGAAGGCCAGGTACACGTAGTTCAGTCCGAGCTCCTTGAACGCG 

GCGTTGTGCATGGCCGGAGACAGGGAGTGCTCGACGGGATGTCCGATGAGTC 

CCACGACGTTGGTTTCAGCGTCGACCGATACGGACACGCTCACGGCCGATCAC 

CCGCGCCTTGCGTAGGTTGAACAGCTTCGCCCGGAGGGTTCCCCCGGAGGCTT 

TCAGTATGCAGACGTTGCCGACGTTGAGCGGATCACGACACGTGGCGCAGATC 

GCGGGACATGAGGTGGTACCTACGTTCACTACCAACTTCCCCTCCAGACTCCC 

G AG ATACCG ACAGTGCGTGTGGCCTGTGATCACG ACGTCGG CATGTGTCG AG C 

GGGCTATTTCCTCCAGTCGGTCGGGCATCTCGTACTCCCGACACGTGTAGTTGT 

CTAGGATCTGATCGCGTTTTGGCATCGGAGATTCCCGGGCCACGGGATTGACC 

GGCTTCTGCGGGTTCAGGCCCAGTTCCGAGCAAGGTTCGTGACCGTGCAAGAC 

GAGCATCCAAGCGTCCCCGAAGCGGAGTAAGTGAGGCCCGCCCAGTGACGGC 

CCCGAGTGTCCCGGCGGGCACCCGCGTCCGCGACGGTTATCGTAGCGGCGCG 

ATAGTACGTGCACCCCGGCGTCACGCAGCGATTTCACAAGATCTACGGTGTCG 

TGGTTCCCGGGAACGAAGTAAGTCGGAACTTCGGAGGATAGCTCCCGTAGGTC 

CCGCAAAAGCTCCCTCAACTCGGGATCTGAGGCCCTAGGATCTGCGAGGTCGC 

CATCGATGAGAAACGCGTCGAAATCCCGCGCCAGATCGAGTGCCGCTTCCCAG 

GTTTCCCGATCGTGTCCCTGGTACTCGTCACCGACGTGTATATCGGAGGATATC 

AGCAGTCGATCACCGGGTAAGCGCGTCACATCGAGCATCATTTGGACCACGCT 

AACCCTCCCGACCGAGGACCTCGGGGTTGAACCTCTCACGAATCAGCAGCATC 

GGCGTCCTTCGATGGTAGACCAAATACTCGCGCCAGGGTATCTTCGGTACACTC 

ACATCCAATATCTCCTCGTCTTCAGGCGACGGTCGCGCCTCCTCAACGCGGAG 

TATCTCACGCCGCGTCTCCAGCCTCAACTCTTCGATCATCTTTCCGAGCGGTTT 

TCTCGATTGAAGCACCAGTCTACGCAAGCGCCCTGGAAGGTTGTCGGGACGGG 

CGAGTGAAGTGGCTAGGATGGCGGGTCGACCGTCGACCTTGATGACGACTCGT 

CGGACGTATACGGTGTCTCCGTCGGGGACACCGAGGAGTCTCGCCTCTCGACC 

CTCAACTTTCAGCTTCCGGGTTTCGAGGGGATCGATCGTTACTTCCTCGAAGAA 

CCGCTCGAGGATTCTCGTCACCGACCCGTCCGTGTAGAGAAGCACCTCCAGCA 

GCGGGACCTCCATCCGATGAACCTCCATCTCACATTTCGCCGTACTCCTGCAGT 

AGCTGGAGTTCCTCCCAGCTGACCTTCTCCCCACGCTCGAGCCGCTCCTTGAT 

CTCCTTCAGTCGCTCTTCGTCCACCGCCTGTTTCTCCAGGTCCTTGATTCGAAC 

CTCGAGCGCGCGCTCTTCCGCGCGTTTCTCCATGATTTTCTGCTCTAAATCACG 

GAGCTCCGACTGAAGTTCACGGAGCTCGTCTTCCAACGGTTTCACTTTGGCCAA 

CTCCTCGACGTACTTGCGGTGGTAACCATCCGCCTTCTCCCGCAGCTTATCGGC 

GCGCTCGTAACATTCGATCATCTTCTGATGGTACTTGTCGGCCTCTTCGGCAGT 

CTTCACGACCTTTTCGTGGTATTCGGAGGCCTTTTCGCGGAGCTCGTCCGCCTG 

GGAGAACAACTCGTCGGCCTTCTTGGAGTGCTCGTTAGCCTTCTCCCACGCCCT 

CAGCTGCTCGCGGAGCTCTTCGAGACGCTGGGCGATCTGCTCCTCTCTTCTCG 

GACTGAGCGGGTTGGTCTCGATCTCCCTTTCGAGCCTACGTATCTCGGCTCGG 

ATCTCCCGGATCGGACGTCCCACTTTGGAGCGCAGTTTCTTGGCGGTCTCGAC 

GTGCTCCCGGGCCTTCTGAGCCAACTCCCTGGCACGCTCGTTCAACTCGTCAC 

GCTTAGCCTTATAGTGCTGGACCTCCTCGTTCAGCTCGTCCCTACGTCGACGAT 

GCTCGTCGGCGCGCTCTCTGAGCTCTCGGACGCGTTCGTTCAACTCGTCACGC 

TTAGCCCGGTACTTCTCCGCTCGCTCCCGGATCTCGTGGATTTGACTCCGAAGC 

TGGTCTATTTTACGCTGGATTTCCTGCCGCTTTTCTTCAAGGTCATCGAGTTCCT 

CACGGGTCTTAACTAGCTGATTTTCGAGCTCCTTGATTTTCTGCAGCTTGTCCTC 

GGAGAGCATCATTCGACGGGAACACCCCAGAAGCGCAGTACGACGGGAACGG 

CACGACGAAAGTCGTCGAACGCCATCTCGATGATCTCGTACAGCGGCTTTTTAG 

GGCGGAACCCTAAAGGCAGACCGACACGCTTTAACATTGATGCGTCGTTCGCG 

CCGTCTCCGACCGCCACGGTGTCCTCAGGACGGGTGCCGAACCGGCGGCATA 

GCTCCATCAGAACCCTTCCCTTCGCGGAAGAGCTCATGACGGGGCCGTAAACT 
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CTGCCCGTGAGGAAACCGTTCCGTACCTCGAGTTCGTTGGCCACGTACGCGTC 

CAACCCTAGTTCTCTACAGAAATGGGAGACCACTTCGGTGAACCCTCCGCTGAT 

CACCGCTACGGCGGCTCCCACGGATCGTACGGCCGCTACGAATTCCCGGACG 

CCGGGGTTCAGGCGCAGCTCGGTCACGACCTCGTCGAGAACGGAGGCGGGTG 

TACCGGCCAGTAACCGGACCCGTTCCCGGAGGGCCTCTCCGAACTCGAGCTCA 

CCGCGCATCGCCCGTCTCGTGATCTCTTCGACTTCATCGTCGACTCCGGCCGC 

CTCCGCGATTAGATCGATGGTCTCCCCATCGACCAGCGTTCCATCGAAGTCTAA 

CACTACCAGTCGGCGAGCCTGGGCCATTCGTGGGCACCCACTCCCGACCCGAA 

CCCGTACTTGACCTCCTGGAACTCACGCCGGAGTTCCTCGACGTCCTTCCGGA 

CCTCGGACGGCTCCCTGCGACCGAGCACGACGTCCGCGATCAGCTCGGCGAT 

GTACTCCATCTCAGAAAGACCCATGCCCAACCGGGTGAGCTCCTGGGTGCCCA 

GCCGGATACCGCTCGGATCGTGGGATTTCGA CTCGT CGTCCCAGGGTAGCAGG 

TTCTTGTTGCACAGGATGTTGGCACTCTCCAGTTTTTCGGCGATGACCGCTCCC 

CCTCCTTGCTCCCGCACGTCCACGGCGATTTGATGGGACTCCGTGAAGCCCCG 

GTGCTCACAGAGTACCCGGAGCCCCTCGGCGTACAGAGCCTCGGCCAGAGCC 

TTAGCGTTCCGAACCGTGTCACGCGCGTATCGCTCCCCGTACTCCTTGAACTCC 

GCGAGCGCTACGGCCAGCGCCGCCACGTGGTGCAGGTGGTGGTTGCTCACGA 

GCCCCGGAAACACTGCCTCGTCGATGTCGTCGGCTAGATCCCGTTGACAGAGC 

ACGATTCCGCCCTGAGGACCCGGAAACGTCTTGTGAGTGCTTCCGGTGACCAC 

GTGAGCGCCTTCTCGGATAGGGTCCTGGAACTGACCGCCGGCGATCAGTCCGA 

GCACGTGGGCGGCGTCGTACACCACGTAACCTCCGACGGCCTCCACGGCTTCT 

ACGGCCTCCTCCACCGGATGTGGAAACAGGAACAGGCTAGCCCCGAGCATGAC 

CACCGACGGCTCGACTTCCTCGATCTTGCGGACCATACCGTCGACGTCGATGG 

CCATATCCTCCTCGTCGAACGGTAGGTACTCGACGTTGAGCCCTCTAACACCCG 

GAGCGCTGATATCGTGGTGGCTGATGTGACCCCCGTGGGAGATCCGAAGCCCC 

AAGATCGTGTCACCGGGCTCGGTCAACGCGAAGAGAGCGGCTAGGTTGGCCA 

CCACGCCGGATGTGGGCTGGACGTTCGCGTGCTCGGCACCGAAGAGCTCTTTG 

GCCAGTCGTACACAGGCCAGCTCGACTTCGTCGATGTACTCACAACCCTCGTAA 

AGCCGCTCACCGGGTTTCCCTTCGGCGTACCGGTGCCCGAAATCCGTCACGAG 

CATCTCGCGCACCGCGGGGCTGGTCACGTTCTCGCTGGCGATCATGGGGAGG 

CACTTCTTCAGCCACTCGTGATGCTTCTCC ACCG CCCGCACGACGGAATGTACG 

TCCTCCAACCCGAACACCCCGAGGGAGGGTTTTGACTTTGGTCGAGGCGCGAG 

CACTGGCCGAGGCAGTGACCAAAGGTGTGCTCACGCACGTCGAGGTGAGCGT 

AAAGCCAGGCTCCGGCCTGGTGCTGGATGTGGACGTTCCCAGAGCGGATCGG 

GTGAAAGACATCGTCAGATCACTCGTAACCCCGATCACGGGCATGTATCAGGTC 

AGGGTCCGGATAACCAACGCGCGCGCCGAACCGGAAGCGGCGAATAAAAAGT 

GTCTCGCTACGGGGACGTTCACGGCCCTAGGGAAGGCGCTCATGGACGCGTT 

CTTCCCCGGTCGGGGTACCGAAGCCGTGAATAAGGCTCTCCTCAGGGTGCCTA 

TAACCTCCGAAGAAGCGTATCGCGGCAAGAGGTTCGATCGTGTGTACGATCCC 

CGCAAGAAGCGTTGGATTCCAGCTCGGCCCGGTATGATGTGTAGAACCAAAGA 

CGGGATGATATGCGCGGTCACGGACGATCCCGACGGTATCGCGCCCCCGGCC 

GCGGCCGAGAAGGACGCGAAGTTGGCCACGGTCCTGTGTGATACTCTGTTCGA 

CATGCTCCTGGCTGAAAAGCCACCCACGGTGCGGGGGTAAGCGGGAGTGAGG 

CCCGAGTCCGAGGGCGTCCGCCAAGCTGCGCGCCTGATGGCGGTAGCCGCCC 

GCACAGCTCCGAAAACGAGGGGTATCGACGACATCGTCATCGAGATCGTGGAG 

GACGAGGACACGCTGGAGAAGATCGCCGAGCGGATGGAAGAAATTGCCGAGG 

AAAAGGGAGCCGACTTCTTCAAGCGCGACGCGGAGTGCCTCAGAAGATCGGAG 

TGCCTGGTGTTAATCGGTGTCAAGTCCAGCGGACCTTGCGGCCTCAACTGCGG 

CATGTGCGGAGCCTCCTGTGACGATATCGAGGAGCGCAGCGCGGACGTCGAG 

TTCGCGGGACCGATCTGCGGGTTCAAGCTGATCGATCTAGGAATCGCCTTGGG 

ATCGGCGGCGAAGGTCGCCAACGATCTAGTGGTCGACAACCGACTGATGTACA 

CCATCGGCGTCGCAGCACGCTCCTTGGGTGTAGTCGACGCGGACGTCGTGATC 
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GGAATCCCGCTATCCGCAACCGGGAAGAATATATACTTCGACAGAGAGGGCTA 

GCCGGGAGGGATCGCGCGATGGCGCGCAATCCCAGACGTAAGGGTCGCGATG 

GATGGAAACAGTCGAAATCGCGTGGTAAGCCCTCGTTCGTGACCTGTGAGTGC 

TGCGGAGGAAAAGTACCACGACACAAGGCCATCCCCTGGACGCAAGGGTTCAG 

GATCACCGACCCGGTGGTCCGTCAGGCGGTGGACGACCGATACGTTCACACTT 

TCAGTCGCAAGGTGTACTACTGCCCCAAGTGCGCCAGGTTCTTGGGGATTAGA 

AAGCCCAAACGCCGCTGATTCTCCCCCCACGGGATTCCGCGCGCC GCCCAC AC 

GCCACACGCCCTGGTTGTTTCGGGTTCTCCCTAACCAGCTTCCAGGI I I I I ICG 

CATAAACAGGTTTTAAGGAGTTGCCGTACCTCGTGCACGCCCAGTGTACAGCCT 

CCCGCGGGTTAACAGGGGGAAGCTGCGATCACCCTTCATGCCGTGTTGGGTGG 

TGGGTCAGTAGGTCACGTGGTAGCGGACGCACTGAGGGATCGTGGTGAAGAG 

GTGGTAATCGTCGACTGCAACGAGGACCGTGCGGAGGTCCTGAGGGAGCAAG 

GCTTCGACGTGATTATCGGGGACATTACGGAGAAGGAAGTGTTACTTAAGGCG 

GGTATAGAAAGGGCCGTCATGGTGTACGTCCTCACCCCCGACGACGACGCGAA 

CGCGGAAGCTATCAGACTGATTCGCGAGATCAACGAGGACACGTACGTCATCG 

CGCGGGTCACGGACGAGGAACGCGTTGAGGAGTTCAAGGAGCTCGGAGCGGA 

CGAGGTTCTCTCCCCGAATCAGCTGCTGGTCGAGAAGTTGCTTCACAACATCGA 

CAACGTGAGGAACCGCCGAAAAGTGCACGAGCTGTTAACGAAGCTCGAAGACG 

TGGAGACCCTGGCTATAATCCCGCACAACAACCCGGATCCCGACTCTATCGCC 

AGCGCTGTAGCCCTCCAGGAGATAGCCAGTATCGTCGACGTTCAATCCGACGT 

GGTGTATGGAGGCGAGATCGGCCATCAGGAGAACAAAGCCCTCGTGAACCTCC 

TCGATATCGAGATGAAGCGGATATCACGTGTCGACCTCGATGAGTACGATGCCA 

TCGCCGTAGTGGACACCCCGGTCCTACCGCGGGAGCTGGCGGAGTACGACGG 

TATCGAGGATAGGATCCTGGTGGCGGTCGACCATCACGATTCGTCGGACGGCA 

TGATGGACATGAACGGCACCTCTAAGAGCGCTCTAGAGCTCGCGGACTTCGTG 

GATCATAGACCTGAGGTCGGTGCGGCTTCTACGATACTCACCCAATACCTCAAG 

ATCCTCGATAGGAACGTCGACCGAAGGATAGCGACGGCGCTACTGTACGGTAT 

CAGAACCGACACGCTGAACTTCACGAGGAACGTGTCACCGGAGGACCTCAAGG 

CGGCCGCGTATCTCTACCCGCGGGCCGATCACGAGGCGCTGGCTAAGATCGA 

GTCTCCGGACATCTCTCCCGAGACCCTCGACGTGCTCGGAGAGGCCATCCGCA 

ACAGGACGGTTATCCGGAGCTACTTGTTCTCGAACGTGGGGTTCGTCAAGAAC 

GAGGACGCCTTACCTCAAGCCGCCGACTACCTGCTCAACCTCGAAGGCGTTCA 

CACGGTCATAGTGTTCGGTGTGGTCAACGGCAAGGTGAAGATCTCCGCGCGAA 

CGGACGATATCCGCCTGAACATAGGCGAGATAATGAAAGAAGCGTTCGGTGAC 

GTGGGTTCCGCGGGAGGTCACTCGAAGGCCGCCGCGGCCGAGATCCCGTTAG 

GTATCTTCCAGGACGTCGAGAGCGACATGGTGCTCGACCTCGTCGAGCAGGCG 

GTACGTAAGCGGATCTTCAAGGTGATAGGTATCGAAGAGGAGGAGGACTGAAC 

TCACTCCACGGTTACGCTCTTGGCCAGGTTCCGTGGATAGTCCGGATCGATGC 

CTCTGGCCACGCTCATGTAGTACGCCAGCAACTGAAGCGGTACCGTGTAAACG 

ATCGGGGAGAACACCTCGCTGATACTCGGCACTCGGATGACGTGATCGGAGTG 

CTCCTCCACGGCCTCGTCCTTCTCATCGGCCACGGTGATCACAGTGGCACCCC 

GAGCTTTCACCTCCTCGATGTTCGCGAGCATCTTCTCGTAGACGCCGCCTGGCT 

GAGCTACGGCGACCACCGGCACGCCTTCCTCGATCAACGCCAGCGGACCGTG 

CTTGAGCTCACCCGCCGGGTACGCCTCCGCGTGCTGGTAGGTGATCTCCTTGA 

GCTTCAGTGCGCCCTCCATGGCGGTCGGGTATCCCGGACCACGGCCGATGAA 

GAACCAGTTGGGACGTTCCTTGTATCGACCACCCATCACCGCTATCTCACGCTC 

CCGCTCCCAGCTGAGTACCTCCTCCAACATCTCCGGAACCTTGTTCAGCTCCGC 

GTGGTACTCCTCCGCCTCCTTGTTCGTG ATCTCCCCGAAGTG G CGGGCTAGCT 

CCACGGCCAGTGTGTACATCGCCGCGAGCTGCGCCGTGTAGGTCTTCGTGGC 

GGCGACGGCTTTCTCGAAGCCGGCGTGGGTGTACATGACGTGATCGACCTCGC 

GGGTGATCGTGCTCCCGACGACGTTGGTCAGCGCGATCGTCGTAGCTCCCCGA 

GCGTTCGCTTCTCGTACAGCCGCCAGCGTATCGGCGGTCTCACCCGACTGGGA 
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GATGGCTAGAACGAGGGTATTCTCGTCGACGAGTTCCTTTGTCACGTACCGGAA 

CTCGGAGGCTATCACCACGTCCACGGGGAACTTCGCGAGCAACTCGGTGGCAT 

ACTTCGCGCCGAGTCCAGCGTGATACGAGGTACCGCACGCGACGATGTACAAC 

TTGGTGTAATCGCCGCCGACGAGCTCTTCCGCCATCTCCATGAGGTTCTCCCGT 

TCGATCCGTAGCGTGTTCCTGACGGCTTCGGGTTGCTCGTGGATCTCCTTGAG 

CATGAAGTGTGGATAACCGCGGCGTTCCAGCGTGTGCGGATCCTCTTCAACTAT 

CTGCACTTCCTTCTCTTCCGTGACATCCTCAAGGGTCTCCGCGTCCAGTATTCT 

GACCTCATCACGCTTCACCACGACGATCTCGCCGTCGTCGATAGGGATCACGC 

GGTTCGTCTCGGGTAGTATCGCCGGTATATCGGACGCCAAGAAGTTACCGTCG 

TCTCCCAACCCTACTACCAACGGGCTCTCCTTTCTAGCGGCCAGGATTACGTCG 

GGCTCGCGGGTACAAATGGCGGCGATGGCGTACGACCCCTCCAGCCGGCGCA 

CGGCTTCGACGAACGCCTCGAAGAACGACTTCCCTTCCTTCATCCCCTGCTCGA 

TGAGATGAGGTACGACCTCGGTGTCCGTCTCGGAGTCGAACCGGTGTCCCTTA 

TCCTCCAGCTCCTCCCTAAGTTGCATGAAGTTCTCGATGATTCCGTTGTGTACG 

ACCGCGATCTCGTCACGGCAGTCCGTGTGCGGATGCGCGTTACGGCGGTTAG 

GGTCTCCATGAGTCGCCCATCGGGTGTGTCCGATTCCAATCTTACCGGGAAGC 

TTTCTGAGGCTACGCTGCAGCTTCGTCGGCTCGCCGCCTTCGGTAAGCTTCCC 

GGCATCCTTCTCGAGGTACAATCGACCCTCGTGGATCGTGGCGACTCCGGCGG 

AGTCGTAGCCGCGGTACTCGAGCCTAACCAACGAGTCGACTATAATGGGGGCC 

GCGTCACGCTCCCCTGTGTATCCCACGATCCCGCACAAACCGTTCACACCCTTT 

ACGACGAGAGGTATTCCACAACGTCATAAAGCACGCGAACGGCATCCACGAGC 

TCCTCGATCGGGACGTGCTCCGAAGGGGAGTGTGCGTAGTCGATCGAACCGG 

GTCCGAAGACTACCACGTCCTTACCTCCTAGGTTACGGATGTAACCGGCGTCC 

GTGCTCGCCGGCCAGGTAATAGGTTCGTCCGGGAGCCCGCGGGCGCTGAGAG 

CTTCCCGTAGCGCGCGTACCACTGGCTCGTCGCCCGAGAGTACGAACGGAGGT 

GCTCCTGCCCGAATCTCGGCCGAGACCCCCTCCACCTCGTGGAAGAATCGCTC 

GAGGTCCTCGGGAGACAGCTGAGTGTTGAGCCTGACGTCCAATACGGCCTCCA 

GGCACTGGGGTGTCACGTTAGTCGCCACCCCCCTGGAGTGGACGCTCGTGGG 

GTTGGCGGTAGGGACTCCAAGTGCGTCCTCAAGATCTTCCAGCATCTCATGGA 

GATCATGCAGTATCTTGCAGAACTTCAAAATGGGGTTCTCCGGGTTGTGTGAGC 

CGGCGTGTTTGGGCTCTCCTTCAATACACAACCTAACTTCCACACGGGACTTGT 

GCCCGATCACGGGACGTAGTTCCGTCGGTTCCCCGTTGATCACGTGGTTCGCT 

TGAATTTCCCCACGACGTAACACGTGACGAATGCCGGCCGAATCGGTCTCTTCT 

CGGACTACCGCGATTATCTCCAATGGTCCATCCCATATCTCGGCCAGGGTAGC 

GTAAACGGCCAGATTGGCCTTCGCATCGCAAGCTCCTCGGCCGTACAGCTTAC 

CGTCGACGATGCGGGGTTCGAAGGGTTTCTCCATCTCGTCGGGTGGGACGGTA 

TCGAGATGTGACGTTAGACATACCTCTGGCTCTCCACGTCGTCCGATCACGTTC 

CCCAGACGGTCGATTTCCACCTCTAGGCCGGCACGCTCCAGGTCCGAAGCGTA 

TCGCTCCGAAAGCTCTTCCTCCTCGCCGCTGACGCTGGGGATAGAGATGTAGT 

CGCACAGGAGCTTTACCACGCGCTCCCTGACATCCAACCTGATCACTCTCCCGA 

AATCTCTCGAATTCGCTCACGGACGAGCTCGCTTACTCGTTTACCGTCCGCCCG 

CCCCCGTAGGACCTCCATCACCTCACCCATGATCTTGCCCATGACTGCCATACC 

TCGCTCCCGAATCTTATCCTCGTACCTACGAATCGCCTCTTCGACCACCTCCTC 

GATCTCTTCCTCGGACGCCATCACGATGCCGAGCTCTTCCGCAAGCTCCTCGG 

GATCGGAGTCCGGATCGGCCGCCAGGGCACCCAGCAGCTCCTCGATCCCAGA 

CTTAGCTATGGCACCCTCGGCGTAAAGCCTCAGCACTTCCTTAACGTGGTCTAT 

GGTGAGGTTATCCACGGGGTACCCGTCTTTTTCAAGCCGCGGGATCGTGTTCA 

CCAGCGTGGCCGCCGCTACCTTGGGTTCCACCCCGGTCTCCTCCACAATCTCC 

TCGAACTCGTCCACGACTCCATGCTCGAACATCTGCTCCACTAACTCCTCCCCG 

AGACCGTACTCCTCGGCGAGCCTCTCCTTACGCTCCCAAGGTTTCTCCGGAAG 

CTCTTCCGCCAGCTCCTTTACCCTGTCCTCGTCGATCACCACGGGCGGGATGT 

CCGTCTCAGGGTACATTCGAGCGGCTCCCGGGCGGGGCCGCATGTACTCCGT 
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CGTCCCGTCCTTCCGAGCGCGGCGGGTCTCGGCAGGGACGCCTTTCAGCGCC 

ATGATGGCACGATCTTTCACCGCTTCCATGGCGGACTTAACGCGATCCTCCGG 

GCCCGCTATCAAGACGAACCCGTCACCGTCTTCCGCTCCGAGGCGCTGCCTGA 

CGGCCTCAACTTCCTCCTCCGAGATACCGTACTTGGGGAGCTCATCGGAGTGG 

AACAGCCCCGAAACCCCTCGTCTCCTCGCGTAGTCGGCGAGTTCGGTACCGAA 

CCTTCGACCCGGACACAGCTCCCAGCCTAAGATCCCCTCGAACCCGGGCAGAA 

GCAGAGCGTACACTACACCACCGCGCTCGAGCTCCCGACGGATGACCTCGCTG 

TCCGTGTCCTCGAACACGTCCGTGACATCCATGGGCTCACAGTCGATCAGGTC 

CGTCTCACTGACACCGCGTTCACGAAGCTCGTCCCGGATCCTGAGGAGATTCG 

CCTGTCTCAACGCCTCGTACTTGACCACCTTGGGAATCAGGTTCAGGTCCTGAA 

CACCCTTGATCTCCTGCACGGCACCGCCCTCTATCGAGACGTTCACGTCCTGC 

CTTACCGTACCGATTCCCGACTTCACACCGCCGACGGCTTTGATCGCCTCACCG 

ATCCTCTCAGCGGCCTCACGGGCCTGTTCCGGTGTTCTGATGTCCGGCTCCGT 

AGAGACCTCGATAAGCGGTATCCCGAGCCTGTCTAGGCAGTAATCAACCTCGA 

GATCCTGATCACGTCCCTTCACCTTGCGGGCGGCGTCTTCCTCCAGACACACC 

GTGCTGATACGGACGGGGCCTTCGGACGTCGGAACCTCACCACCGAACCCGA 

CGAGCATTGTACGCTGGAAGCCGGTGGTGTTCGAACCGTCGATCACCATCTTTC 

GCATCACGTGCACCTCGTCGACGACGGACCCACCCAGAAGGAGGGTGACCTTA 

ATCGCGACGTCAAGGGCTTCAGAACAAGGCTCGTGCGGGGGCTCTTCGTCCAG 

TTCGACTAGGCACGAGAAGGACCCGTCCGCCAGGTAGTAGAACGTTCGGTCGC 

GCTTGAACTCCTCCAAGGCCGCCGGATCGAACTCGCCCATCTCGCTCTGGACC 

GGGCGGAGCTTACGTCTGACCTTGGGCTCCTTCGGTACCTCTTCCACCAGCTC 

TGGAGTACAGCGACAGAACAGCTTTCTGGAAGTATCGAGCTGCCGGTGGATCT 

CAAGTCCCACCCGGAGGCCGATCTCTTCCCAGTCTAAGTCCTCTTCTCGCACAG 

GCTCGGGCAGGGGGGTCACCCCCTCGCGGTACCGGTTCGCTTATCGGACGCC 

CTACGGACGCGGGTACGTAGTCCACGACGGCGAGGCCGTGCTGGAGGTTACC 

TTACCGGGAGAGGGCACGCCACCGGCGGAGGGATTCCGCACGCTCCACTCCC 

TTAAACGTGACCTGGAGCGGTACTTCCGAGGCTACCCCGTAGACTTCGATGAC 

GTCCCGGTGAGGATAAACGTTTCCGGAAAACCCCGGGAAGTGCTCGAGCTCGT 

CCGTGAGATCCCGTACGGGACGGTGGTCACCTACGGGGATATCGCCCAAAAGG 

CCAACACCCATCCCCGGGTGGTAGGAGTCTCCCTCGCCCGAAACAGGGTCCCG 

ATAATCGTGGCATGTCACCGCGTCGTAGCCGCCGACGGGCTCGGTGGGTTCAG 

GTGGGGGTTGGAATGGAAGAGGAGGCTGTTAGAGCTGGAGGGAGCGTTACCA 

TCGAGGAGGTAGGCCAGTGGATAGTGATCGTCGACCGTGAGGAGCTCGAGTAC 

GACGGCTCGCAGCTCCGCAGGGCGTTCGCTCACGAGCGGTACGGAATTAAAG 

GGCGGGCCGTAGTGGTGTTTCGAGGCCCGATGGACGTGAGGACGGAATACAC 

CGCTGATGCTGAGGACGTCGGCTCGCCTATCCGGGGCAACGACGTGCTGCATT 

TGCTCGTGGACGACCCTACCCGGGCCGATCCGCTGGTAGCAGGACTGCTTCAA 

AGGTTGCTGGTAGTCGTAACGAAGGAAGTCATCGAGAAGGAACTATCGACGGA 

TCTGGACCGCGACGGTGACGATCTCCTACACGACGGTAGAAAGCTCACCGTGT 

CGGTTTTCAAGCCGGCGGGCCCCGGTTCGCTCGCGCACCTCGGGATCAACGT 

GACGACCGAAGGTGTTCCCGTCCCCGCCTCCTCCCTACGCGACCTCGGTTACC 

GTGGAGATCCACTCGACCTGGGTCGACGCGTTGCCGTCGAATTCGTCCGCGAG 

ATCACGGATGTGGAGTTGGACCTCACCAAGATCAGGTGGTGAGGGACTTGAAC 

GAAGCCGTCGTGATTCGCATCGAGACCCCCGAGCGATCGGAGCGCGTGAAAGT 

ACCGTATCGTGAGGGGATGACGCTACTCGACGCGCTACGATGGATCAAGGAGC 

ACGAGATACCGGACCTCGAGTTCGAGTTCTCGTGCCGGAACGCTCAATGTGGC 

ACCTGCGCCGTGCTAGTGAACGGGAAAGCTCGACTCGCCTGCGAGTACCGGTT 

GGAACCCGGCCAGGAAGTGACCGTGGGGCCGTTGAGACACCTGCCCGTGGTT 

AAGGACCTGGCGGTCGATTGGTCGGCGGTCACGTCGAGGCTCCGGCCTCTTTC 

CCCTAAATCCCACCGAGAGTGGTTCCGTCGGATGGAACCCGAGAAGCAGCGGA 

AATTGTACGAGCTCAGATCTTGCATCGAGTGCCTCTGCTGTGTCGCCGAGTGCC 
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CCGTGATCAAGGCGGGATCGGCGCGGAACCCGGGTCCGATCGTGCTACGGAA 

GGTAGCGGAGGAGGCCGAAAAATGGGACGAGTCCCCCGAAATAGACGACTCC 

GTGTACGCCTGCACCACGTGCCATACCTGCGCCGAGGTGTGTCCTAAGGACAT 

AGAGATCCCGGCGAAGGCCGTCGAGACGGTACGGGCGAGACTCTACGAGGAA 

GGTAAAGGCCCACTACCCGAGCACAAAGAGCTAGGAGAGAGGGCCGTACGCA 

CGGGCAGGTCCGTCGAGAAGAGGGACAGGTCGTTCTTAGAGGAGTACTCCGG 

CGAGTACGGGGAAGGAGACGTCAAGGCCATGTTTTTCACGGGATGTCTCGTGG 

ACTACCGACTACCCGATACCGGGAAGGCCCTAGTCAGGCTGGCCGAGGAGTTA 

GGGATCAGACTGATCGTCCCTCGGGAGCAGGTCTGCTGCGGCTCACCGCTCCT 

GAGGACCGGGCAGCACGACCGCGCCGAGCGTCTAGCTTTCGAGAACCTGGAG 

ACGTTCCGACGGGTCGACCCCGACGTTATCGTCACCGTCTGCGCCGGTTGTGG 

GGCCACGCTGAAGAACAATTACCCTGAGCTCCTCGGTGATAGGTTCGAGTGGG 

ATGTACTCGACGTCACGGAGTTACTCGTAGAGATAAGGGCACACGAGCGGGGG 

TTCCGGCTCCCGGAGCGTACAACGGTTACGTACCACGACCCGTGTCACCTGAA 

GCGGGGGCAAGGCGTCGAGGACGAGCCCAGGAAGCTCATCCGGTCGATCGAG 

AACGTCGAGTTCGTCGAGATGGAGGAACCGGACCGGTGTTGCGGGGCCGGTG 

GGGGCGTTCGATCCGGTCTACCGGAGCTCGCGGAGCTGATGTCCGACGTGAA 

GGCTCACATGGTACGCGAGACCGGAGCCGAAGTGCTGACCACGGTCTGCCCG 

TTCTGCGAATACAACCTCAGGGAAGGACTGGAGCGCAACGACGTCGAGGCACG 

AGTGGAGAACTTAACGGTGCTACTCTCCAGGGGTCTTTAACCCCCAAGCCTTCG 

GGTACGTGCCCGGCTCCATCAGGACCCTCTTGGTGTCCACCATAATACCCCGA 

TCCGCGTGTAGCATCTCCTTCCAAGTGGCCTTGGCCACTCCGAGCGCTACCGC 

CTCCCCTTTCAGCGTGAAGATGGCGACTAGATCGCCGGGCTGGATCCCCTTCT 

CCACCCTAACGATTCCCGGCGCAGCCAGGTTGGCTCCGTGGCAGATGGCGTC 

GACGGCCGTATCCCTGATCTCTATTCTCGGTAGGTGCTCGAGACCTTCCTCCAT 

CGGTCGTACAACGTGTCGTAAGGGCTCTTCCCATCCCTCCTCCTTCCAGAACTC 

GTACGCGTCCTTGACGTCGTGGAGCGTGACCGCGTTCTCCTCCGAGAACGGCC 

CTGTCCTCGTCCTCCGGAGCTCCGCCATGTGCGCACCGACACCCAAGGCCTCA 

CCGATGTCGTGACACAGCTTCCGAATGTAGGTACCAGCCTGACACCCGACCCT 

CATCAGCACGTCGCGACCGTCGATCTCGAGAATATCGATGTAGTAGATCTTCTT 

AGGACGTACCCTCCTCTTGACTGCCGAGCGTAACGGTGGCCGCTGAAGTATCG 

TCCCCTCGAACTCCTTCACAACGCGCTCGAGCTCCTCCTCGTCCACATCGCCGT 

GGAGATGCATAATCGTCACGTACTCCTTACCCGCCGGTAGCAGCGTCTGGATTA 

TCTTCGTGGCTTTCTCGAGGGCGATCGGAAGGACTCCCGTGACCTTAGGGTCC 

AGGGTACCACCGTGACCCGCCTTGGACAGCCCGAAGATCTCCTTCACCCAAGC 

CACAACCTCGTGCGATGTGGGTCCGGCCGGCTTGTCCAGGTTGATGACACCCT 

TCATGATGTATTCCTCGATAGGGCGCTCCTCGGGAGGACAACCGTACCGTGGG 

TCCGTCTCCACCTCGGCCTTCGTGATCATCTCCCGATCCCGGTCGAACGGCAG 

CCGCCGGTCCTTGTCGCCGCTCATGCGTGGCCCCCTCAACGTTCGTCGACGCC 

TCTGGTGGCGCTCTCGATAATAACCTCTTCACCAGCCCCGTGAAGTTCCGATCC 

TCGGTCTCCACAGCGTGCCGACTAGGATGACCGCCGCCAGCAGCGCGACGAT 

GAGGGCTACGAGTATCCAGCGAGGGACCGAGGTGGTGACGGGGGACTGCGCC 

GAGGTCCGACGAAGTATCGAGGCCCTCGCCGATCTCTCCTGCGAAGGCTTACC 

CTTACCCGCCGAGCTTCCGACACTCACTTCGACGGTAGCGGCCGACTTCGCGC 

CGACAGTTCCCCGGAGCAGGACGCCCGTAACCGATACCGGGACGGCACCCCG 

ACCGGGACCGCTGAGCGCAGCCTGACTGGCCAGAATCGCCGCGATCGTGGCC 

GAAATCGCGACCGCTTGACTCGCGGTAGCTCGCACCGCCAAAGTTCTGACAGT 

CCTGGCGGCCATCGGGGCGGTTTCTCTCGTGAACGCGGGAGACGTGAGCTGC 

CGGAGGATCCGGGCGACGAGCTCCGGATTGTTCATGTAGTTGGCGGCGAAGA 

CCGCCATGGCCTCGCGGAGGTTGGGAACCAGTCCCTCGTACTGGGAGAGCGC 

CTCCAAGAGGCGCTGCTGCACTACCGGATTCCCGCAGACTCCCGGACAGCAGC 

ATAGGACGCCCCGGAGGAGCTCGGGCACGATCACGTCCCGGACGAGGGCTAC 
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GAACTCCCGGCTCTTGAGGACTTCCTCGCTGATCAGCTTGTGCTGCGCCCGGT 

CGTACGCGATCACGAGCAGAGACACCGCCAGCGAGAACAGACCCTCCGGGGA 

GTATCGCGCCAGCCACTCCCGGTTCTCCACGAGCGTACTCGCCGTCCGACGGA 

AAATCCCCTCCCAGCCGAGGAGTCCCAATGCGAGCGTGGACCAGCCGCGGAT 

GAGGTAACCAAGGCGTTTCAGGAGTTCCACAGCACCCGAGTACCCGTGGAACC 

GGAGCCCGCGGACGTAAACCGGGTTGAAGACCGTACGCATCAGATCGTACCAT 

GCGTAGGTGTCGAAGGGCATGAGTAGGGAGTACCGGAAGGCGGCCGTCTCAT 

TCCCGGTGAGTGCGGCGAGCGTACGGGTGGTCACGGTGGAGAACAGCGAGGT 

CATGTTCGAAGCCAGGAGCGCCGCCAGGTAGCTGCCCGCACTGAGCTGAGAG 

GCGAGATCACGCAACCAGGGGGCTAGGTTCGGGTTCGCCGCGGCCATCAGTT 

GGATCTCCTCCGCGAGCCTGCGCGCCATCTGCGAGTAATCACCGCCTACGTAA 

GAGCCGAGGGCCGCGTTCCTGAGGTTCAGGACCAACGCGTCGATCATCGTCTC 

CTGCTCGGGTAGCAGCCCGTTGACCGCGCTCACGGCCAGCCTCAGACCACCCT 

CGAACGCGTAGATACAGTCGTCATAGAAGAACGTGGCCTTCTCGTCGGACGAA 

ACCATCGTGTGAAGCGTGCGGTCGGGCGCCGCGAGGTTCAGTGCGAGGAGGA 

GCGGGAAGCTGGCTCCCCAGTGCTTCGGCCCGTAGACGTAGCTGAGACCGGA 

TATCCAGCTCAGCGCCAGGTTCAACCGATCCTCCAGCAGGAACTCTCCGGACT 

CGATCGTCTTGCCGATCACGTTCGTGTAGTCACCGGGCGCCTGACAGAACACG 

TTGAGGGCAGCCAGTAACGGGAGATCCTCGTCCGGAACCTCCCGGACCTGCTC 

GATCCAGCCCGTAATGATCCCACCGTTCGGAGAACCTCCAGAACCGGCATCCG 

GCGCGGAGGTTATGTTCGACTCCCGACAGGTCAACAGCGCCAGGTAGACGGC 

GGCCCAGTCCAGGAACGGATAGTTCTCAGCCGGTGGCACGAGAACGGCGAGG 

GAGGCCGCGGTGTTGACGACGGATTCGAAGTCGTATCCGTGTTCTGCGCAGAA 

CTCCCCCACCAGGTCGTAGAGCCGCCTCAGCCCCTCCTCGAGCTCGCGAGCCA 

GCTCCTCGTCCGGGGTCGTGAGCGCCCGCCACAGCGCCGCCCGGTACACGTG 

CAGCACGGTCTCGTGGATCGGATTCTTCCACTCACCCTGGGATAGCCGCTCCA 

CGGTCTCGCGCAGCCACCGGCGAACCCAGTACACCGGGTATTCATCGATCCCG 

CGGATCTCTAGGACTTTGTCCACGTCGCTGACGATCAGGGAGCTGTGACTCAAT 

AGTCGGGCCAGGTAGGGTTCGGCGGCCAGAATCGCCGCCACTCGGCCCAAGA 

ACAGTTCCGTCAGGATGTTGTGCGCGAACACGTCTCGGAAGCACGAGGTACCT 

GTGACGATCACGTCGGTGAGTCGACGTGGGACCTCCCGAAGCACCAGGCTGG 

CCGAGATCACCGGCTCGTCTCCCACGAGCGTTACCGTGCCGATCACGGTGACT 

GTCTCTCCCTCCTCCGGCACGCGTCCCTCGTCTATCCGCACCCGGACTTCCGT 

ACACCCGTCCGTTAGGACGATGTACCGCCCTTCCACACGTTCGACTCTACCGC 

GGATCGGAAGCCTGCCGAACGCCCGTCCGACGGCCGAGAGTTGCGTGGGCGT 

GAGTACTTCGTCCTCGATCCTCTTCGCCTCTTCCTCAGAGAGGACCCTGGCATT 

AACGACCTCCACGCGACCGCCCGTGGACACCAGCGTGCCCAGTACCATGACTT 

CATCGTCCAAGTGGAGCGGTATCGGCAGCACGTTGACCGGACACCGCACCTCG 

ATGCGTTGACCGCCCATCGGAGGCTCGAGCACCAGGCGAACGGCACCCGATC 

CGAGCGACTCCATCCGGACGATGCGGCCCACGACTAGAATCTGGCCGAGGCG 

TCGGGTGTAGGATACGCCGCTGGGGTTCATACAGAGGGATGGATCGACGCCC 

GTCACGACCCAGTCCGCGTTACGGTGCGGGAGCACACCCAACAGGAGCATCTG 

GACCGCGATCGGTAGCCCCCTGGTGTTGATGTTGTCCGTCGCCCAGTCGAAGG 

CCACCACCTTCCTAGTGACCGTACGTAGCGGGATCGCGACCGTGTAGGCCACG 

TTGATCGAGATCCAGTCCGGCCACTTCCGGGGATCGAACATGCACGCGTTCCG 

GCCCGTGGGTAATGCGTCGATCTGTTTGAAGGGGCTCGAGTTGAAACCCGGCG 

GCACGTAGCCACCGCTCAGCGCGTTGAGGAAGTTCGTACGTTCGAGCCGCGC 

GCTCTCGAAGAGCAGTTCAACGATCCGGGCCGCCTCGCGGTGTAGGTCATCGG 

CGTCCCGCGTCTCGGGTCGCTCGATCACTTCACGACACACGTCCAGGGCCCTG 

GAGTAGTCCAGTGCCCCCATCACCTCGTTCAGGAGTACCTTCGCCGCGAAGCT 

AGCCACGGTGCCGACGGGATCCTCTCCGATCGGCGGCATCCCGAACACGTGG 

AGGCCGATCGGGACCACCTCATGCTCCTCCAGGTCGTGCAGCAGGAAGTACAG 
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CTTGGCGCAGTTCTCGTCGAATTTCCGCTCGAACGCCTCCAGCGAGCTCAGGT 

TCAGCAGCTCGTACGCTCGCGTCTTCTTTACCAGATCCAGAATCGCCGGTTTCA 

GGGAGCTCAGGTGGGAGGACTGGTACCTCTCCAGCAGCTCTAGGAGTTGACCC 

ATGTCGCCGGTGAGCTCCTCCTTGACCAGGGACTGAGGTAGGTAGTTCACTAT 

CACCGCCCAGCCGCGGCGCTTCG CCACC AGCGCCTCCGACGGGTCCGCGACG 

TAGTACGGGTAGACCTGGGGCACGTTTTGGATACATATCTGTGGGAAGTCCCAC 

CAGGACATGAACAGAGGCTTGTACGGCAGCCACTCGTACGTCCCGTGTTTACC 

CGTGTTCACAATCACGTGCGCCCGGAACACCCGAGTGAAGTAGTAGTAACAGG 

CCAGATAGTAGTGACAGGGTGGCAGCACGGTGGAGTGGTACGCGACGCTGAT 

CCCGACGTAGTAGCCTCGGGCGGGCTGGGGCGCGACGATGACGTTTCCGAAG 

TCGATCCCCCGTATCACGAAGTACTTCTTTCCGTCGATCTCGACGAGATACCGC 

GAGCGCTCGGGCGGGCCCCAACCCGTGAACCAGCCGTAGAAGGCCTCAACTC 

GGCCCCACTTGGCGTGGAGGGACCGACACAGCTCGAGAGCCTGATTCACCTCC 

TTCGGATCCGTCAGGGCACCGATGACAGCGTCCACCAGTGACTCCACGTCACG 

TTGGAACTGCTCCTTCGTCTCCTCGGGAACGTCCAGGTATTGCAGATGACCCGC 

CACGTAGGATACGAGTGACTTCAGTCCGTTGACGATGGCCTGCAACTTCAGCG 

GGTCGGTGATCGGACCGTGCTTTTGGATCTGAAGCAACACCGCCTCCAGGTAC 

CCGAAGATGCCTTTCTCCATGCACAACCGAGCCTCCTCGGGCAGCGACCGGTA 

CCATTTCAGGTACTCGTCGAGCGGCAACAGGTGCAGGTACCGGATCTCCTGCT 

CCCGCTCCACGAACCGACCGTGCTCATAGGCCAGCAGCCGGAGAACGAGCCT 

GTGACCTTCCACGTTAACGCGCCTCAGGATGTACGCACCGACGTTGGAACCCT 

CCTCCACCATGAGTCGTCCGAGGGCGTCGGCGAGGGGCCTGATGAGCCGATA 

GGCCTTGTAGTAGAGGTCGAGGGCCTCCTTCCACCTGCCCTCCTGGGCGAGCT 

CTTCCGCCCGTTCTTCCAGCTCCGCGATCCGCAGCAGCATCTCCT CGAT CGATA 

ACCCGCGTGCCTCGGCCGGGATCTCGTCCGCGAACTCCAGCAGCTTTTCCTTC 

AGTTCCTCGGGAATTTCGACGCGGTAGCTCGCCTTCATCAGCCATGCGAGAAA 

GTTCACGATCGACGCGGGTACGTCCAACGATGAGGCCGTACCGACGCCCTCCT 

TACCCGGCTCCGCCGCCCAGTACAGGATTACGACACGCTTCTCCCGGTTCGGG 

GTATTGCGTAGCTCGATCCAGGCCAGGATCCTGTCGGCGGCTATGCGGATCAT 

CTCGGGGACGGGTGTATCCGAGCACCACACGCGGTCCAGTAGCGCCTCGGGA 

CCGTCCTTACGCCACTCACGGACCGAGATCGGGATCCCCTCGATGGCACCCAA 

GTTCTCCGGGATCACGATATGGTAAAGGGCGAACCAGTCCAGACCGCTCGGAG 

TACGCCAGCACGTCTGCCACTCGCTCATCGTCCAGGGCAGACTCACGAGCTTG 

ATCACGGGTAGGTTCAGCTCCTTCAGCAGCTCGACTTCCGGCGAGTCGGGGGA 

ACGCATCTTGAAGAACCCCGGGAGAAGCGCGATCGTCTGCACGTTGTACTCGG 

ATACGATCCGCTTCAGAGCCAGTAGTACGTCCTCAAGGCATCCGTCGAGGATGT 

CGTAGTGAAGGCCCAAGACCATCGGGTTCAGACCGCGCTCCCTCAGCGCCTTA 

CACAGCTCGCGGATGGGGGCCGTCCAACCGCTCTCCATCCTCGTAGTGTCAAC 

GATTACAAGTACCGTCGGTCCCTCCCGGCGGGGTTCCTTACTCAGAACCTCCTC 

GATGATATCAGGGAGGTGTTTCCGGAGGAGCTCTACGAACCAGGCGGGGTAAC 

GGGTGTTACCGAGGATGACGCCTCCATCGCCGTACCGCTCGATCAGAGTCATG 

ACTTCTCCCGGATTGGGGTCGGACGGGCGGATTACCTCGTCGCGCTCGAAGTC 

GTAGCCTTCGACCCATCCGTCGAAGGGATGGTAGGGACCGGGGTGCCTCTCGA 

GGAAATAGGAGAACAGCGAGCGGAAGTTCCGAACGGAACGCGACTGTACGTAC 

AGGGAGAGTGGAATCTCCAGCCCGTACCAATTGACCTTCACGGAGTCCAAACT 

CTTCACTTCGGACGGTCCCGGGAGCACGTTGTCGAACTCGAACACGCGTTTCT 

CGGAGGACGATTCCGAGAACAACTCGTTGAGGACGTTCCCGAACACCGTGTTG 

CTCGTCGTGTGGATCAACAGCAGGGTGTCGGCGGACTCGACCGCCTCCCTCAC 

GTGTTCCTCGGGCACGAACCCTTTGGAAACCGTGTCCTCTACGATGACAGTTAC 

GGGCAGCCCGGAAGCGGCCTTCGCGGCGGGCATACCCGTGGACCAGTACCCC 

GTGATGATGACCAACTTACCGGCGTGAACGGGTGACACGGCGATCAAGAGCAC 

GAACGCGATGACAAGTGTCAGCCTGGAACTCATCAGCCACCCCCCTCGGGAAG 
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ATACCGGACGGACTTCTTTAGGGGGAATTAAGATGGATGAAAAAGGAAGCGGG 

ATTACGGGCGTCGCCGCAGCGCCAGCGCCAGCACGCTCAGTGCCGCCACCGC 

CGGCGACACTGCAGGCGCCTTCTTCTTGGCCTTTATCACGATCGTCGTGGACTT 

AACGCCATACTTGGGATCTCTGTACTCGATCTTGAGCCGATGCTCTCCTCGCTT 

CTCGGGCGTGTAGGTGATGGTCGCCTTGCCGTCGGAAACGTCGGCTACGCCG 

ATGATCCTGTCACCTTCGTACACCCGCACTTCGCCCGATGAAGCCGGCTGACC 

GTCGATTGTCACCTCGATCTGGATCGTTACCGGAGTACCAACCCGCGTCTCCC 

GTGGAACTTCGACTTTTAGCTCGACAGTGTGTCCGAATATCTCAGACCTCACAC 

TCTCGGGTAGCCCCTCCACGGCCGCCAGTGCCGCCACTACGTGAGCCGTGGC 

GAAGGCGCACTGGTTGGCCTCACGGCCCTCGAAGAACCGGCTCATGTAGAGGT 

AGTAGTAGCTCTGTGGCGTCGGCACGTAGAAGTAGTACTTGAGTCCTTTCTCCT 

TGGCTTCCTTGTACTGGCTGACCAGCGCATTAACAACGTTCTTCATCAACTGAAT 

CGCCATGTCGTCCTCGTAGCCGAGCTCGACCGCCGTACACAATCCGAGCAAAG 

CCGCACACGTGCTCGCGAAGTCAGGTGATCCCTTGATGTACTCGTTGTACGGG 

AAGTACCCCGGCTTGTCCTCGAGCTGCATTCCGTACAGCCAGCACACGTACCG 

CCTCAGTGCATCGTGGAGCAAGTCCTTCGCCTTGTCGCTCAGGTACCCAGCCTT 

CTCGGCCTCGCGGATCGCCCATAGCGCGTAGAAGGCGTACTTGACTGGATAGT 

AGTAAGACTTCCAGTACAGACCCTGCTCCACCGCCTGCTTCTCCAGGAAACACG 

GGTTACCGTTGCCCTCGTAGAACCGCTCCACCAAGAAGTTGACAGCGTACTTGA 

TGATGTCAGCCACCTTGTACGTCGATCCTCCGACGTCCACATCGTCGTCTCCAC 

TTATGAGCCCCGTTTTGACGGCGTATATCAGCGTCAACACGGCACCAGCGGTAT 

CGTAGACGGCGCTGTAGTCGACCCAAGTGTCGTCCTTCAGCCTCTGTCGGACC 

CAGTAAGCTATCTCGTTCTTCGAGTCAACTATCAGCACATCCl I l l iGTCCTGCT 

TCGAGCTGCAGTATACTTCTGGAACCAGGATTCCATTCTTGATCACGTACACAG 

CGTCATCCTTGACCGAGTTCCATAGATCGTCGTCGACGAGTCCTAGCTCACGAC 

CGACTAACAGTGGGATCAGCTGGTACAGGCAGACACCACCAATCGATCCTGTA 

CGTATGTACCCACTTTCTTCGAGCGTTGTCCGGATGTCCTTGAGCGAATACTGG 

TAATAATACCCACGTGGACTACTGACCGTTAGTACCCACTTAATAGCTCGCTTCA 

CGGCATTTTTGAACTGTTCATCTGTCACTCCTTCCTCCACAGCTAACACTAGCAT 

AGGGACAGTGAACTTAGTATCTGAGTACCCCGGTTCGCCTCCGAACCCAACGTA 

TCCGTACTTGTCGTTCTTCTTAACGTAAATTACGCACTTACTGTTGTCAATAAGA 

GCCACTATCTTATCTCCTAGTTTGACCGTCTCCAGCCCGTAGTCTGAGGGGAAG 

TAGTTGTACTTTTTGACGTAAATTACCCGGCAGTCTCCCTTGTACGTGGTCGGC 

CATGTGCCGACGTCGACATCCTCTACCGTGAAGTCCCTGGACGCCACGCCCTC 

GTCTTGCAGTTGGCCGTCCTGTTCGGTCGCGAAGTGGACCTCGTACTGCTTAC 

CGTTGTAGGTGCCACCCGGGTCTCGCAGGGTGTAGGTCTTGCCGACGTCCTGC 

TCGGTGAACTGATTCTCCACCAGCCACACTACGCTGTCCTTCAAGCACTGGTCG 

GCGTCTTCGAGCGTGGCCGCGCTGACGGGTCCTATCGCCGTTACGCAGCATAG 

GATCACGAGCAACTGTCTCACTTAAGTCATCCCCAACACGCCGGCTTCGGGAC 

GTAATTAATACTTCTTTCGGTCACGATGTTACCAAGAGGCTGCGGGTTCCGCCC 

GAACACTAAACGTTCTATAATCCGTAACGATTCTAGGAGGGGCGGAGGGAGGTT 

CAGTCCCCGTGGATCTCCTCGAGTAGTTCCTCTACTATCTTCTCCCTGACCTCC 

TCACCGGTGACGCGTCGGAGGATAGCTCCTAGCGTCTCGTCATCGTCCACCGG 

GATGAAGTACGCCGTCTTACGGCCGAGACGCTTCGACTTCAACAGTCCCTCCT 

GCCTAACCTTATAGAGTGCGCTCCTGATGCTGTTGGCTTTAACGTTGTATCCTA 

GCTCTTTGAGCACCCTAACGATCTCATCGACGTTAATCCATTGACCCTTAAGGCT 

TGCCAGTAGCACCACTGCCAAGGCCGCTCCTAGG7TCGTTAGCTCGCCTTCAC 

GAAGCCTTCTCTTAATCTCTTCGACATCCTTTTGGAACTCTTCCGGGACCTCGGA 

CAACTCCGATCACCCCTCTACGTCTAATTTCCTGCACTGGCGGGATTCGGGCG 

GTTAATAAATAAATCGCCGTGCGGTTACCGGACTGACTTACATGTGGACCGATG 

ACGAGGTAATCCCCGGCCGACGGCCGGTGTGATGACGGAGAGCCGGCGGAGG 

TCTTTATATTAATCCCAAGTAGTTAAGTACGGCAAGGGTGGTGTGAACGGCCTC 
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CTCAGTTCTCACTACCTGCACCCCTTGATTTGGCACGAAGTTAATCACCGGATA 
CTCGTCTCGAACCCCCGGATCTACGTCCAGGACACTCACCTCGCTAGACCCGA 
ATACCAGGCACTTCACCGGACTCTTAAACTCGACTTCTCGAACGTCTTCACCGT 
ATCTTGAAGTCACAATGATACCCTCCTTAAACTCCCTTAACACCTCATTAAGCTC 
5 ATTTACAATCCTCACTCGATACCCCCAGTACTCCTCGGGCTCGGCCGGTTCCAC 
CTCCAGCGGGTCCTCGGAGACGATCCGCACAGTCACCCGTTCGTGTGGTTTAA 
AGCGCCATCTGGTGCGCGCGAGGCGGTCGGCACCTACGTCTACGAGCGCTCC 
GTTCCGACTTCTCCTAACGACGTAACCCTCCCGTACCTCACCTTCCTTCGGCGA 
GTGGACCTTATGGTGGGGAGCCCTCAACGGCGGCATGACTCCGGCGTACCTGA 

1 0 GGTCACGGTCCAGTCTGAACACCCTCTTCCTAAGGTACTGGGGACACTCCTGAT 
ACTCTAAGAGCTTCCGTAGCCGTTCCGCGTTCCTACGGGTTCCGACGCCGTCA 
CCGTATAGGTAAACCTCCTCCACTCGGTATATGGCCAGGGCGCGCGCCAGGGT 
CCCCACCCGATAAGCGTAGATCTTGGGGTCGGTCTCCTCAGAGAAGAGACTCC 
ACGGGAACGCGACCGCCACCACGACGTAACGCCCCCTTCGGGGGAGATCGAG 

1 5 TTGCGGGTGGCGTCGGGCCTCGAACCGCAGGAAGGGTACGAGATAGGAGTGG 
TCGTGGACGCGCTGCGGGCCAGCTCGACGATAGTCACGGCCTTAGCCCTGGA 
AGCTGAGGCGATCGTACCACTCTCCTCCCCGGAAGAGCTCAAGCGGGTGGACG 
GACCCACGATCGGGGAGCAACACGGCAAGAAGATCGACTTCGCGGACTACGG 
GAACTCGCCGACCGACCTGCTCCGCCACGCGGAGGAGATCGAGGGAGAGACC 

20 TTGTACATGGTCACCACTAACGGGACCGACACCATTTTACGGGCCGCGGAGGT 
TCACGAGGAGGTGCTGATCGGTAGTCTGCTGAACGCCTCGGCCGTGGCCTCGA 
AACTCTCCGGTGACACCTGCTTCGTGGAAGCAGGTCACCGGGGGATGCTCGCT 
GTCGAGGACACTTACACGGCGGGCTACATCGCGCGCCTCGCGGGCGGAGAAC 
CCGCCGACGGTAGGACTCGAGCAGCCATGGAGATGGCCCGCGGTCTTCCGGC 

25 GGAGGAGGTGTTCAAAGGCTCGAGGACTGGTCACGTGCTCGAACAACGCGGG 
AGGCTCGAGGACGTCGAGTTCTGCGCTCGTGTGGACGAGTTCGAGGTCGTACC 
GGTCTACGAGGACGGTATGGTGGTGCCTCAATAGTTGCTGATGGATCGATTCG 
AGATGTTCGGCTCGGAGCTCTACGTACTTCGGACTGCACACGCCGGGGTGGAC 
GGCGACCGGGTGCGACGTAAAATTCTGGAGTTGGATCCCGAAGCCGTGCTGGT 

30 GGAGTTATGCGAAGGTAGGCTGCTCTCGTTCCTCGCCGAACTTCGCGGTGAGC 
GGGCAGGATCACGGACCGGTGGAATCACGGGGAGGTTAGTCGCCGTAGCCGA 
GCGCATCGTGGGTCGCGTCGTCGGAGGAGAGTTGGGCGAGGACGTCAAAGGG 
GCCATCGAAGCGGCACTGGAGCTGGAAGCCGAGATAGTCCCCGTTGACATGGA 
CATCAGCTGGGTCTTCCGAAGGATGAAGATGAAAGCCTCGAGATGGGAACTGC 

35 TGAAGTTCCAATTCTCCGTGGCGATCGACGTCCTACGATCGTTACTCCGACCAG 
GTCAAACCAGGGATGTCGTGCTATCCTCCGTTGCGGACGAAGAGGCCGCTCGA 
GAGATGGTCCAGGGGCTCAGACGTGCTTTTCCCAGGATAGCCGAGGTATTAAT 
CGACGAGCGCAATCGCGTCATCGCGGAGAACACGATCGAGTTCCTCCACAGCC 
GTGAGGACGTGACCAAAGCCGTTCTCGTGATAGGTGCAGCCCACTACGGAGTG 

40 CTCGACATTCTTCGGGACGCGGAGCTGGAGAGCGCGTCGCGTCACGATGATGA 
GGATACGGCGAGCGGAGAGGGTGAAGAGGAGACCGCGGGCTGAGCTGGCCG 
GCCGGAAGATTGAAAGATTCTTGAATAATTCAAATTTCTTTATAGGGCAACAACG 
GATGAGGAGGGCACCACGATGCGCGTGCTGTTCCTGGGCTACCGATACGGGA 
GTAGGGCCGCGGAAAACGTAGGGTCGAGGTCGGACTTCGACGTTGAGTTCCTC 

45 AAGGTGAAAGAACCCCCGGAGAACGTTATCCTGGATGAAGAGTACGCGAGGAC 
CCTCTTGCCACCGTCCTACTCCGGGTTCGATCTCGTCATTTCGTACCTCCAGCA 
CCCGGACCTACAACTCGCGCTGGCCGAAGTTTGTGATTCCCCTATACTGTACGG 
TATCACCCCTGACCCGGCGGTTCGAGAGAAGATAGAGCGCAGTCACGACGCCG 
TCGCTTTCCCCGAGACCACTATGTGTTCCCTGTTGCCTGATACCGGTATCCCAG 

50 AGGTCGACCGATTCGCCGAGAGGTTCGGGAGACCGAAACTGGAGGTGTCGGT 
GTCCGGAGGAAAGATCCGGACTGTACGGGTCGTCCGAGGCGCTCCGTGCGGT 
GCCACTTGGGTAGCCGCCGAGCGTGTGGAAGGGATGTCGGTGGACGAAGAGG 
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CCGTGAACGCCTTCGCTCTGGCGGCCTGTCATCACTGCGTCGCACCACGCTTC 
GGTAAATTCGAATCGAAGGACGTCACGGCGTACCTGCACGGAGTCGCCTTGGC 
CGAAGCACTCGGGATCGAACTCGATGTGGACCTAGAGGGGTTCGAGCTCCCCA 
TTTAACCG CTGTTGTTTGTTGTTTAAAGTTAAAGTTTAG AGAAG CTTGATG CCC A 

ACCCCTGTAGGATGAACTTCAACGATATGTACAGGAACACCACTCCGAATATAC 

CCTTGATCGTCCACGGCTTGATCTTCTGAGTAGTTTTCGCGCCTAGCTTCACCC 

CGGCGATGGTGCCTAGACCCAGCAGCGTACCTCCTACCAAGTCCGTGAGGCCC 

TGGGCCATCTTGTACGCCGCTGAGACCGTCGCCATGGGAATCATGCTGATCAT 

GGACGTTCCCACAGCGAGGTGGACCGGTGCGTCCAGTAGGTAGATGAACGAC 

GGCACCAGGGCGTAGCCTCCACCCAGTCCCAGGATCCCCGTGAGGATCCCGA 

TGCCGAACCCTATGG CGGCC TTGCTGGACGGCTTACCTGGAATCTCGTCGGCT 

TCGGACCCCGGGATCTTTTTGATCCACTCGTAAATCATCCGAACCGCGGCGTAC 

AGGAAAGCCGCCCCGAGGATCACCTGCAGTGCTCCGGTATGCTTCATTATGAG 

GGCGAAGATCACGGAGCCCAGCAGTGCACCGATTGCGCCGGCGGCCAGCACG 

ATAGCCGACGTTTCGTAGTCGATGTTTCCGAGTTTCGCGTGAGACATCGTACCG 

AACGTCGCCGTCCACACCACCGCGAAGACCGTCGTAGCGATGGCTTGCGGAAT 

AGGGTACTTCAGCAAGAACACGAGCATGGGTAGCATCAGCACACATCCGCCGG 

TGCCTATGATACCGCCCAGGTAACCCGCTATGAATCCCGTTCCCAGCAACTCGA 

GTACCGC GAGTGC CGTCAGCCCGGGCAAACGCGTTGCCCTGCTCTCCTCTAAT 

TTCAAAAG I I I I I I AATGTTTCGAGATTAGTTGAATAAAGGGATGCCATCGTGCC 

TCGGAAGATCTTGGTGCCGTTCGACGGGTCCGAACCCGCCGAGCTGGCCTTGA 

AGTGGGCGCTTCTGGACGCGCACGACCACGGATTTCCGATCAAAGTGATGTAC 

GTGGTCGACCGCTCCTTGGACCTGCTCACGGGCTTCGCCCCCAGGGAGACCG 

TGCTGAAGGAGCTGAAGGAGAGAGGGGAGAAGATTCTGGAGGAAGCTGAGCA 

AATAGCCGGTGAACTAGGTGTCGACGTGAAGATTGAGAAGAAGGTCTGTGTAG 

GCATCCCGTGGCGTGAAATCGTGAGGGAAGCGGAAGATGACGAGGAGATCAAC 

CTAATCGTGATGGGGTCTCACGGACGAACCGGTCCAGAACACGCGATCCTCGG 

AAGCGTCGCGGAGAACGTGATCAGACACAGTCCCGTCAACGTCTTAGTGGTGA 

AGCGTGAGAAGAGGGTCGAGGATAGCGTTGAGGAGTCTTCCCGCCGCTAGACC 

AAGCGCAGGCCGCTGAGCACCATCTTAGCCCCTACGAGGGCTAATACCACTGA 

AAACGCCCGCTTGACTCTCTCACCGCCGATCTTGTTGGAGAGCTCCGCCCCCA 

CGTATGACGATATTAACATGCCGGTAACTACTGCCAGGGCAGCCCAGAAGTTCA 

CGTACCCTTCCATCCAGTACTGAGCGGCCCCCGCCAGCGCGCTGACGGGGAC 

GATCACGGAGGACGTGCCTATGGCGAGCATGGTCGGGAAGTTCAGGACTGATG 

CCATCACCGGGACGAAAAGCACGCCGCCCCCTGAGCCGGTGAAACCACTGAA 

GGCCCCTACGCCGAAACCCGTGAGCGATGCTACCGCGATGTTATCGCGGATCT 

CGTTCCCCTCCTCGGTTTCCCCGTCGAACGCCATCCTGAGGGCCATCGCGGAG 

CATGCAACTCCCAGCGCGACTTTGAGCACGTGCTCGGGAGTTAGGCATGCTAA 

ATAGCTCCCCACCTGTGCTCCCACGATCGCACTTAATCCGAAGATCGGTGCCG 

CGTCGACGTGTACGTTGCCCTCTTGAAGGTGCCTGTAGGCGCCGGTAAACCCG 

CCGAGACTTATGGCCAATAGCGTCGTGCCCAGGGCCAGGTGCATGGGCATTCC 

GGTGGAGTTCAGGAGTGGTACTAGTAGGAAGCCTCCCCCGACACCGAACATTC 

CGGAAACTAATCCTACGAGACCACCTATCCCCAAGTACAGCATCATTGACGGGT 

CGGGTATCATAGGGGAATTTCTTCCCCTCCGCGCTCTGCGCGGCTCGCGCAGA 

CGCAGAAGTGTTACTTAATGACATTGTCGCCCCCGTAGTGTCCTAAGGGCCGTC 

CCCACCACATTTCCCTTAACATGAGGGATCCACTCACGCTCCAACCGATCGAGA 

AACTCCTCCACCTCATCTCGAAGCCCTCCGGCGTAGGGGCACACGTCCTCCGT 

CATTACGGTATCGACTTTCAACTCCTCCGCCAACGCCTTGGTGACCGCCTCCGG 

ACAGCGAACTAACGGTCGGATGAGTCTGGGCCCTCCGCGCCATGTTCCCGTGT 

ACCATAGCAGTTTCAACCGTTCGGCACCTGTGAGCAGTGAGAGTATCACCGTAG 

CCGCCGCGTCGTCCAGCGTATGACCTAAGGCGATGTAGTCGAATCCCTTCTCC 

TCCGCAAGTTGACCGAGCTCGATCCTTCGGAGTGTGCGACACGCGTAGCAGAC 
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CTTGCGGGCGTTCATCTCCTCTTTGAGCTCGAGTACGTCACTTTCGGGTTCCAG 

AAGGTAGGCGTGTATCTCCAGGATCTTCGCCTGCTCCTCAACGACATCCCAGG 

CGCTGATTTTCTTACCGTCCACCGTCGGGGCCACGTGAGCCCCTTCTACCTCCC 

ACCCGTACCCACCTCGAGTCTCTTCAGCCCGAAGGCCACCGCGAAACTGTCCT 

TACCTCCCGACATAGCTACCAGGATCCTCGAACCCGGCCGCGGATGGCCGGAT 

CTCCGAACGCACTCCTTGATCTTGTCCTCAATCACTCGGGCGGGATCGTCGGG 

TGTACGTGGTGGGCGTGGACCTGGCGGCAAAGCCCGGAAACCCCGCCGGCTT 

CGCAGTTTGGAGAGAAGGGGAGATCGTGTGTTGGTCCGAGTCCTCCGATGATG 

AGCGCGTGCTGGAGGTATGTCGGAAGGCTGAACTGGTGGTCTTCGACGCACCG 

CTCACCGAGTCCGATAGACCCTTTCGGCGGCGGGATGAGATCTTCCGCCGGTA 

CGCTCCGGTCCTCCCCCTCACTTTCCCGGGCATGCGGGAGTTATCCAGAAGGG 

CGCGGTCTCTGGTGCGAAGGCTGGAGTTAGAGGTTTACGAGACGTATCCGCGA 

GCCGCGGAACGCTTCATCAGGCTACATGGGAACCCGGTGGACGAGCACTCCA 

GGGACGCCGCGATATGCTGCGCGGTGGGACTGGCGGTGCTCGAGGGCGAAG 

CCCACGTCTTCGGTGAGCCGCCGAAGGCCGCGTTGCCGAAGCGGGAGCTGTC 

GGTCTCCGTCAGAGCTCTAACCGCTCCTCCCGACGTATGATGACTTCCTTCGGC 

TCCCCTTCTTCGACCTCCACGATGACGGTACCCGTGAGCCCCTTGTCAGCCAG 

CCGCTCCACCGCCTTCCGGATACCCTCGACCGCGGCGCTCCGTTGTAGATCCT 

CCTTGTACTCCTCATACAGAAGACCCACCAGGTCCCTGAGGGATCGCATGAGG 

TCGGGTACTTCCTCACCCAGGACGTCCGCGACATCCGCCCACTTCCAGCGCTG 

CAGACACTTGGTGATGAGCAGCAGTTCCTCCTCCTCGGATAGTTCCGGCCTGTC 

CTCGGTGTCCAGGAAGTACGCCTTCGCCAGCTCCCGCACCGCGTCGGCGGCG 

ATCTCGTACGTATGGACCATATCCGCGTACTTTTTGAGCCGTCTGAGCTGGCCC 

TCGGTCAGCGTCGGCCGGTACCTCAAGGATGACATGGGTTCGAAGAGCAGTCG 

GGCTACCTCGGGCTCAAGGTCCCGATGTGTTTCGCCCAGCCAGTCCGCCAGCT 

TGATCCGGAACTCGAAGTTCGCCCTGTTAATGATCTCCTCGGCTTCCTCGGAGA 

TCGGCCGGATCACGGCGACGGAGTACTCTCCGCTCACAGGGTTGCGGTTAGG 

GCTGATGTGCACGGGCACGAAACCATTACGCAACCAGAATCGGGTAAGTTCTTC 

GTTGGCTCCAAATCCTGTTCCTATCCAGTCGTAGTCCTTCTTTTTCGCTATTTTT 

GCCAGCTCCTTCAGAGCTCGAGAGCCAAGACCGTGCCTCATGATGTCGGGATG 

TGTCGCTATCCTTACAATTCTAAGCCCCTTCATTCGTGGGAAATCCAGCGCGTC 

GTGATGTTGAACCATCAGATCCGGGATCACGTTACCCGGCGGTCGGTAACCGC 

GACGCATCTTGGTGATCACGTCTCTGGGTATAGTGCCCTCACGGGCTACCTGG 

AGCGCGGTGACGATCTTGCCGGTCTCCGTCTTGAGGGCGTAGGCCTCGTGATG 

TGGAGCGTCGGCGAGTACCATCACGTCGCTGGGTCGGTTGCGGTAGTGGGCC 

ATCACGTAGATTCCGATGAACTGACGGAGTTCCTCCTCACCCTCAGGGTCCTCG 

AACCAGTACCTCAGGTCCGGCTTCTCGAACTCGACCCTCATTTCCTTCACGCAT 

TCCAGGTCCTCCTTGTCGAGGTCCGCGGGCTCGGCGTCCAGGAGAAGCGTGT 

CGAACAGCCATCGTTCGATGGGGTCATCCGAATCGTAGCGGATCGGCTCGTGC 

ATCTTGAACTCTATTAGGCGAACATCCCGTCTCTTGCGAACGTTCTGGAGGAAC 

CTCACCGAGAACCCGCGGCCCGCACCCTCGTAACCGTGAATTGTCGAGGAGTA 

GACCACCTTGTCGTTGTTATCCAGGATCCGCTCCAGGATGGGTACGTGAATCGA 

AGCGGCCTCGTCGACTACCATCAGATCGCACTCGATCTCGGAAGCCTCGGACG 

GACGCTCGTACTCGACCACGAAATCGTCGGTTTCTACGTACACGATGTTCCCCT 

TGTCGTCCCGTTCCACATCGTACTCGACACCGAGCTCACGCAGTGCCTCGAGT 

AGGAACTCGAAGAGTACGGCGACGTTCTCGGGCTCGGACGCCGTCACCACGA 

CGTCGTACACGTCGGTCGTGACGCCCGCACCGGCCACGGCGATTCCGAGAAG 

CGCCGACTTGCCCCGCCCTCGGTCCGCCGTGAGGATGAGGGCGGTCTTACCG 

TTCGACTCCAGCAGCTCTTCGAACCTGATCAAAGCCCGGAACTGATCCTCGGTT 

GCACACATCCGATAGAGCTCTTCGGGAAGCACGGCGTCGTCCGGTGGATCGAG 

ATCTGGCCGCTCTCGGCGCTTAACCTCCACCTCGAGGTCGACATCTTCCGACG 

GTTCGGGCTCCGCGGTCCACTCGTCCGTATCCACTATCCAAACACCGTCGTGC 
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TCCTTCAGCTTCCTGATGAACCGCCGGTTGAAGCGCTTACCGACGTGATCGAG 

CGTGTAAGGTGGTGTCACTAAGCTCTTGTGGAAGGCCGTCCACATGTTCCTCCA 

GCGGTCGAAGGGCGGGGTCTGGAAGATTACGAGACCACCTCCACGAACGGTTT 

CGACGAGACGACCGATAGCGTCCGGATCCAGGTCGTAGGAGAGGTCGATCAC 

CATGAGGTCCCAGGTGGTACCGAGCGCCCGTTTGGAGCCGCTGAAAGTGAGC 

GCTTCTAATTCGTACTCGAAGTTCGCTTCCTCGGCGAACCCCTCGAGGACGCG 

GCGAAACTCCTCGTAACGCTCACGAGCGTAGGTATCCTCCTTGAGACTGTCCGT 

CACGTACAGGACGGAAATGGGTCTGTCCCGGACGTCGAAAAGGACGTCCGCAG 

CTCCCGCCGTCACGACACCCGCGGCCTCCGCTTTGCCCTCATCACCCTGAAAC 

ACGATCATCCTTCGGTGCCGGTGGGCTAAGGCCTCGGCGAGGGCTTCCTCCCC 

CACGTCGAGCACGATCTCATCGACGTCCGCGAAGTCCAGCACGCCCTCGTCGA 

AGAACACTTCCGCCTTGTCCGGCATTCCGCGCCCCCTCCGCCGCACTATTCCC 

TTGACGGTGAGATTCGACTTAAAGCCCGAGATGGTACACCCCACTCGGGGATG 

AAGACGGACCTCGGGCCGAAGTCCGATGGGGAGGGTCCGCGCTACTGACCCG 

CCTCCTCGGGGGACCCGGGTTGACCCCCAGGATCATGGTGGGGACCTCCCCG 

TTCCTAGGAGCCGGCCAGTTCGGGCATCGGGCCCTTCTATACCGGCGCACCTT 

CTACCACCGTCCTGAAAACATCGTTGCGCTGCTAGAGTACTGCGCCGAAGAGC 

TCGGCGTTACGGGCGTTCAAGCCCTGGCGGATCCGGTCATTATCGGGGCGCTG 

AGGGACGCGGATCCCGATCTGGACGTCGTGGCGGTAGTGGGACTGAGGAACT 

TGGAGGAGGAGCTCGAAATGCTGGAAAACCTGAACCTGCGTGCGGTGCTTCTC 

CACGCCAGCTGTGTCGATGGTGAGGACGTCGGAGAAGTGTCGGCCAAGCTGG 

ACGAAATCAGAAGCCGATTAGATGTTCCGGTCGGGATCGCCACGCACCGACCG 

GACGAGACGCTCCCTAGGTGGGAAGATAAAAAGACGGCGGACGTGTACATGGT 

CCCCCTGAACCCAGTTGGGGCGTTCATGGGAGACCAGAAAGCCGTTGAGGAGC 

TCTTGGCCGAAACGGATCGAACTGTGATAGCGAAGAAAGTATTGGCGGCCGGA 

TCCTTACCACCGGAGGAAGGACTACCGTACGCAGCGCGTTACGCGGACGCCGT 

GGCTGTAGGAATCACCGGAAAGAAGGAGGCGGAAGAGACCCTGAGGATCGCC 

AAGAGGTACTTCGGGTGATGAACCCCTCGGGAGCGGACTTAGTGAAGAGACGT 

TCCAGCGCTGATGCTTCGAGGGCATCCTTCAAGGACAAGGAG GTCAG AGGTCG 

ATTTTGACGTCCCGAACCCGCTCCAGAACGACCCGTTCCCCTGTTTTAAC CTCC 

CCCTCGAAGTCGACTAGTACGGCCCCGCGCGTACCGTGAGTGTCCACGATTTT 

CCCCTCGACTCCTCCCTCCGTGCGGACTTTCTCGCCCACCAGACGCTCGGCGT 

GCTCCTTGTTTAAAGCTAGTCCATCGACGACCGCTAAGCCCTTCCCCATATGGT 

CGGCCCTTGTAACGCGCCCACGTCGCCTGGAGACGCGCTTGAATGTCTCACGC 

TTCGAGGTATCCTCCACGAGCCCGGAGCCCGCTATGCGGAGCGTTGTCGGCG 

GTAAGTCCAACTTAACGAGGATCGTCCTATCCCCCTCCCTCACGGCCACGGGC 

TCGTTGAGCTTCGCATACAGGTAACTCGATTCGCCGGGTCGTAGGGAGTCTAG 

GAGGAACCCATCGTCGTGAGGCACGATCCGAGCCGGTACGGACCTCATTCCGA 

CGTGTATGTGCAGCATGGTCTTCTGCCCGATGGATTGGGGGAACAGGGGGTCT 

ATTTCCACCTTCAAGTCAAGGTATCTGGTGACCCGCAGGGAACCCTCCTCGGCC 

AGTTGGAAGCCCCGTTCGATCTCTTCCTCTCGGATCCCTCGTAGCGCTATTCCA 

ACCCGATCACCCGCACACGCTTCCTGCTTGTCCTTCCCGAAGCTCTGGATGGA 

CTTCACTTCGACGGTCTTGCCGATCGGGTACAGTGTCAGTTCATCCCCGACCTC 

GACACGTCCGGTCAGTACGGTACCGGTTACCACGGTCCCGGCACCTTTGACGT 

GGAACGCGTGGTCTATCGGCATTCTGAACGGAGAATCTAGATCACGATTGGGA 

GGTTCCAGCACCTCGAGCAACGCGTCTTTCAGATCCTCAATACCCTCACCGATC 

TTCGCGGAGACCGGGATTATGGGAGCGTCTTCTAAGGTGGTCCCCTGGAGTAC 

TCGTTTGATCTCCTCGATCCGACGCTCGACGGTCTTTTCGTCCACCAGGTCCAC 

CTTATTGAGGGCGATGACCCCACGGTCGATACCCAGGTGATTAAGCACCACCA 

GGTGTTCCCCGGTCTGTACCTGAGGGCCCTCATCGGCCGCTACGACCAAGATC 

GCGGCGTCGATTATTTCGGCCCCGGCCACCACGGTTCTGATGAGATCAGCGTG 

GCCCGGGGCGTCTACCAGTGTGACGGTGTAATCACCGAGCTCGAAGCTGGAGA 
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ACCCAAGGTCTATCGTAATCCCACGCTCCTO 

CCGC^TAGAAGGCTTCTCAGTCAGCTGCGCTGCGAGTGCCGTCTTGCCGTGG 

CCC^CGTCGAAGAAGTATCGCACCTTCGCCCGATTGAAGAGCGATG^AGGCTC 

CCGCCACTGCGGCCGCTGTGAAAATGTCTTCCCCTCCCAATCCACCCTTTGCCA 

GCAGTACGTAGGCGACTACTATCGGGATGGGTAGGACGGCATCGATGGCACAG 

ACACGGCG^GAAGGTGTTCCTAACGGACACCACGGTATCGATCG 

GAGGACCCAGTGGTAATGCCGCTTCCTGAGGGCGATGAOGCAAGGCAGGG^ 

ACCAAGGCGATGAGCGTACCGTAGACCAGCGCCTTGAACTCGGTGATACCCAT 

AAA^A<^^ACCTTACGACGGAGGGCGGTGAACGCCATTAAAAGGCCGGGTA 

TA^CGCcD\TCCCCGTGAACTGCAACCCCAGGATTGC 

gccctccta\cgcgtacga^ 

TTTCGTATCGAATATATGGATCCACAGCAGCACGTTGATGAACAGTAGGACCAC 

TCCCGTAGG AAAACGCCAG G ACGAG GAGGTACGTCCACAGTT ^^^T^J^PPj? 
GGG^CAACGTCGCTCACCCAAGGTGACGTACTTCGAGCTTGAGGTTCCCGAG 

GAGTTCTCGGACGTTGAGCCACAGAGCCTCGGCCCCGGC^GGAGTXBATCGCG 

TAGACTGGAACCCGGCTACCGACTTTTAATATGTACCTACGTCCGGCCG^ 

CGCA^GGCCTTGGAGGCGCAGCCGGTGATTATATCGCAATACTGAACCAGTC 

CTCGGCGTCCTCCTCGTCGGTTCCCGTAGTGTGTACCGCGGG^ 

CGTCGCCGAACTCCTCCCGAATGGCCTCAGCGTCTCCGGCGTCCGCGAQGGTT 

ACGGCGACGAACCTTCGCCCCTCCTCCAGCGCTATCTCGACGCCCTCACGTTG 

A??GA?CCTCC^^^^ 

GGGGATGGGGTCCGTATCCCGAATCCCTGAGATTTCGCCGCAAAGACCCTGAA 
CGATCGCCGGCTTGTCGGTGACGACCGTACCCGCACAGTCCGAGACTAJ^ACG 

GCGGCGTCGATGAGCCTGTGTTGTAGACACGTCATCAGT^ 
GAACGGAGTGTAGCGACGGCAGGACCGAATCCTACGCTTCGGGGTGAACATCC 
CCACCTCGTTGACTTTGTTCAAAACGTGGCGTTCGGCCGCCTCCCTGGTTAACT 
TGCTGAAGCCTTCCCGGCGACGCATCAAGGGACACCGCTCGATCATGG^ 

CCTTCGGCGCGAACCTCCACGTCACCGTCCTTCCAGATCACCC^^ 
C^CCCCAGACACTCCATCATGTGCTCATACTTCGCCACCTCGACACCCTCCGG 

GGGACGATG^^ 

Iacgaagagggac^gtgaaggtc^^ 

GGTTGGAGGGATTCTCCCACGTCTGGATATTATGGTGGGGACATGAAGCGGAT 

CGGACAGTTACGAGGGTAAGGCCCGTTCACGGGGAAG'TCCCCGAGCTCG^ 

GTGTTTTCGCCTGCAGGAGTCCCGACCGGCCGAATCCCGTGCTCCTGACGCTT 

TGTCGGATACTGGAAGTTCGTCCGAACTCCGGCGAGCTTCGGGTCTCCGGCCT 

AGACGCCCGAGCCGGATCGCCGGTGGTCGATATGAAGCCGTACCTACC^^G^TT 

ACGACGAACCCGATGGGGAGGTGTC^^ 

ACGGGGTCACCGGCCTCCTCGAACTCGAGGTCACCGTCGA^ 
TACGTCCGCTAGCTCGTCGACCTCCACGCGGACCTGCTCGGTCGTGTCCCTGT 
CCCTGATCGTCACCGTGTCGTCCTCGAGAGTTTCGTGGTCTACGGTGACG^CAG 
TACGGAACACCGATCTCGTCGGCGCGAGCGTATCGTCTGCCTATCGAACCGGA 

gtcctcg^?^^ 

GGGCGTACTCGACCATGTCGCTGCGCTTCAGCAGTGGGAACACTCCCACCTCG 

ATCGGCGCCAGCCAGGCCGGGAACCTGAACACGCCCTCCTCCGGGTCGAAGT 

TGTGCTCGAGGACGCAATACAGGATACGATCGATACCGTAGGAAGGTTCGATC 

ACGTGCGGGTAGAACCGCTCGCCCGTGACCTTCTCCTTGACGATTTCGTAG^CA 

CTCCGGTGGGACCTCTACCTCCTTGCCGTCGAC7TCGACGGTGAGACCTCCCT 

TCAGCTCGTCCTCGCTCTCCGCGGTGATCCGACGTAGCGCCTCCGCGATCTTC 

G^^GCGTCCGACTTGAACCTCGGTCCGAGCTCCTTCATCACGGGnCCGGGCG 

GTAGACTATCTTGGGCTCCTCCAGCTCGCGGAAGGCCCGTAGGTCCTCTCCGC 
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TGTGTTCCGAGTGCTTCTTAAGGTCGTAATCCGTCCTGTCCGCGATCCCGACGA 

CTTCAACCCACCCGAACCGCTCCAGCTTCACCTCCACGTCCCAACAGTCGCTG 

GCGTAGTGTGCCCGCTCTTCGGGAAGGTGCTGACGCGATCGGATGGCTTCGTT 

CGGGACCCCCATCTCGTTGAGCATACGCTTGGTGAGACCGAGGAAGTAGCCGA 

TGGGTTGACTGACCATGCCCTCCTCGACTGCCTCACGAACGGACATCTCCAGC 

ATCTCGCCGTTCTCCTTCCGCTGTTCCTCTATGGGGTAGAACTTGAGGACTTCG 

TCCGCGTAGCGCTCGAACCCTGGGTACTCCTTCTCCTCGGGGTCGAAGAAGAC 

TTCAGCCTCGGCCTGAGTGAACTCGCGGAGACGGATCACACCCTGTCGCGGGC 

TGATCTCGTTTCGGTACGCGCGACCTATCTGCACGACGCCGAAGGGAAGCTTC 

TGGCGCGCCCATCGGTAAAGGTCCTTGAACTGGATGAAGATAGCCTGGGCGGT 

CTCCGGACGCAAATACCCCGTTCGACCCTCCTTGGGACCGATGTTCGTGTCGA 

ACATTAGGTTGAACTCAGTAACCTCAGCGAGCTCCCCACCGCACTCGGGACATC 

GGAGGTCGTGCTCACGGATCAAGTCCTCCAACTCCTCGGGCGACATTCCTTCG 

GCGTCGACTCCCAGCTCCTCCTCGGCCAAGTGATCGGCACGGAAGAACTCGCC 

ACACTCGCTGCAGTGAGTCATGGGGTCTATGAAGTGCTCGACGTGACCGGAAG 

CCTCGAACACCTCGCCTATGAGCAGGTTGGGAGCTTCGATTTCCATGAAACCTT 

CCTTATGGACGTAGTACTCGCGCCACTTCTCCTCGATCTTCCGCTTCAGGAGTG 

CTCCCAGGGGACCGTAGTCGTAGAAGCCCCGGGCTCCCCCGTAGATGCGGAA 

CGCAGGCAGTATGAACCCGCGTCGGCGTGCGATCTCCATGATACGTTCGTAGA 

CATCCTCGGTCAATTCCGTGCCCCCTACCTCATATCTCGTAGACTGCTTCCGCT 

ACCCCGTACAGCTTGAGTACGTGCTCCTCGGCCACGAGGATCGTCTTCACGCT 

CTCCTTGGCGATACTCTCCAGGTCCTCCCGATCGAACTCCTCCGCTCCCAGGAT 

CAGGGTGAGATCGCGCCCGTCACCCTCGAACTTCGGCACGAGATCCGAGTCGT 

CGTCACCGACCGTACGCAAGCTGGGCTCGTTTCGGACCCATTCCACGAGCCGG 

ATGGCCGCGTTCAAGACTTCGGAGACACGTTCAGAATCCTTCACGACGATCCCC 

ACGGTACTGTGTTTACGAATACCGAGCAACGCCTCACGCTGGTCTTCGTCGGGT 

CTGAAATCGTAAGGTTCCACACCGGCGGCTTCCACGACAGCCTCCGCGGCCTT 

CACGGGGTCCTCAGAGGACGTGATGTACCCGCCCACGATCACCAAGTCCACAC 

CATCCAGCTCCTCTATCTTCCTCGGGGTAAGACCACCTGCGACCGCAGTTCTCG 

CGGGACACCGGTCGACCCCGAACTTGTGGAGTAGCTCTTCCCCCGTGATCGGC 

TCGTCGATGGCCGCGTGGAGCAGGAGGTAGTCCGGGAATTCCTCAAGTCCCTT 

CAACTTCGACAGGACGTCTACGGGATTGACGCCGATAGTGTCCACTAATGCCC 

CGGCGCAGAGCTCATGTGCCCTGGTGACGAACGATCGAATCGTCTCCTCGGGC 

GCCGCACCCAGCACGCATCCCAGGTTCGCCCCGTGTTTAATCGATAGCTCCGC 

CTCCAGTGCCCCCACGTCCATCGTTTTCGTGTCGGCGACTATGGGACGCTCCG 

GAAACTCCTCGGCCAACCGCTCGATCGCCCGCGATCCTTCGGCCTTGATGAGC 

GGTGTTCCGACCTCAAGTACGTGGATTCCGGCCTCCACGCTCGCTTCGGCTATT 

TCGATGGCTTTGGGCAGGGATGTAAGATCCAACGCTACCTGTGTAAGCATCCG 

CTGTCCCCCGCCACCTCTGTGAGGACGGCTTCGAACTCCTCCGGACTCGCGTC 

GGTTTTCACAACGGCTCTCTTTGAATAGTGTGGACGCACCGCGTTGAATCCCTC 

CTCACGGAGCCCCTCAAGTACCGAGGTCAGACTCGGCACCCTGGATAAGCCCA 

ACCTCGACGCCCATCGGTGGATATCGTAAGCCCAAGGATTCGTCCCGGTCTCC 

TTCGCCACAGTCTCCAGGAGTTCCGCAGCCTCTTCGAGCCCGAGTTCGCGGGC 

GTCCGAAGCCGCACGTTCGGCCCGCTCCCGGTCCGCGAAGTCGGGCAACCAC 

AGGGGTCCCAACCTTACTACGCTCCCTGACCCGCAGCGCGGGCACTCACGATC 

GAACTCGCGCTCCGAAGTGTACCCACACTCGCGACAGTGCAGAAGGTAACCGA 

GCCGTTTTAACGCCCGATCGGCTCGGCGGGCTCCTCTTCGGATCTCGCCGATT 

ACGCGCACATGATGACGCTGGAAGAACGCGATATGTGGTTCGAACGCGAGGTC 

GTACTTCGCACACGTTCGGACGATGTACGAAATCAGCGCGCGGATGGCCACTT 

CCTGGTAGAACTCGACGCGCTCAACCTCGACCCAATACTTCCTCCGGGCCGAG 

CGCGGGTAACGCCCTGCGAGGGCCGAGACGTCGGTGGCGGAGATCCCGACCA 

CGCCACGGTTCCGGACCGTTCTAACGGCGGCATCCAAGAACGGGACCGGAGG 
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CCCGAACGGATCGATGTCGACGTAATCGAAACGACCTGCCAGCTCATCTTCGT 

GCATCAAGGCGTTCGCATCACGGTTCTCGATCCTGCAGACGTCCTCGACGTCG 

TTCAACCGGACGTTCTCCTCGATCAGCTCGACCGCGCGGGGATTGAGATCGTT 

GAGGACGACCACCTCAGGACTCAACTCGACGGCGATGCGGATCCCGCGAGCG 

CCTACTCCCGCCAGCGGATCACACACGATCTTCGGGCCGTATTGCACCAGCGA 

GGATACCGTTAAATCGCGGCTCAGTTGCATTGCGGGGTTGTAGAACACTGGGT 

CTCTGGCGGAGGGCTGCCCGCGGGTCTTCGGGACTTTCAGCGGCGTGCGGCC 

CTCGGTGATTATCTCAAGCTCCATCGCCCTGTCCCTGGCCCTGTCCCTGAGGGT 

GCGCTCACTTCAGTGTCACCTCGGTACCCAGGGCCTGGCCCGGGAGACCACG 

CTCGAACCGGACGCGTACGGCCCCGTTGTTGCCGTGGGTGTCGACCACTTTAC 

CCCGAATCACCTTACCCGTCTCCGGGTGCTTCCAGATGACTTCCTTACCGATCA 

ACTGGGCCGCCTCTGATCTGCTCTCGACACCCTCAAACTCTATTATGCACTGCC 

TGGGATCCTGCGTGTGCCGTCCCATGCGGTAGTTCACGATCACACCTCGCTTG 

ACCTCACTCACGACTATTTACCCCCTGGGGGAGACCAGTTGTCCAAGCTCGCCA 

TCGAGGGAGGCAGACCGATTAGGGAGGACCCTATACCGATCGCTCAACCTATC 

CTGGGTGACGAGGAGGCCCGTGCCGTCACGGAGGTCCTTCGGTCGGGCCAGC 

TCGCTCAGGGACCACGCGTTGAGGAGTTCGAGCGTGAGTTCGCCCAGTTCGTC 

GGATGTGAACACTGCGTCGCGACGAGCTCGGGCACGACCGCACTGCAGCTCG 

CCCTGGAGTCCGCCGGGCTCGGGCCGGGCGACCTCGCGATCGTGCCGTCTTT 

TACGTTTATCGCTACTGCGAACGCCGCCTTACACGTGGGCGCCGACGTCGCGT 

TCGTGGACATCGATCTGGAAACGTACTGTATGGATCCACGCTCCCTGGAGGAG 

GTCGTGAAGCTCCTGAAAGACCGCGTGCTACGTCCCCGCACCGTAGCAGTGAT 

CCCTGTGCACCTCTACGGCCACCCCGCTGACATGGACCCGATCCTAGAGATCG 

CGGAGGAACACGATCTCATCGTGATCGAGGACGCGGCACAGGCCCACGGAGC 

CGAGTACAAAGGTAGGAGGATAGGATCCTTGGGAGACGCCGCCTGCTTCAGCT 

TCTATCCGACCAAGAACATGACCACGGGAGAGGGCGGGGCGATCACCACGGA 

CGACGGGGAACTGGCCGAGCGGGCCAGAATGCTCCGCTCACACGGCGAGCGC 

GAACGCTACGATCACGTGGAGCTAGGGTACAACTTTCGGATGACGGACATCGC 

CGCGGCTATCGGGATCGTCCAGCTTCGGAGGCTGGAGGAGTTCAACGAGCGG 

AGGAGGGAGAACGCTCGCTACTACCTCAAGGAACTGGCCGATTTAGAACCCCT 

CATCGAACTACCGACCGAGAAGCCCTGGGCGAAACACGTTTACCATCAGTTCAC 

GATTAGGATCAACGTGGAAGAGTTGTCCTGTACGAGAGACGAGTTCGCGGAGG 

CGCTCCGTGCCGAGGGAGTGGACTGTGCCGTACACTACCCGACTCCGCTACAC 

CGACAACCCGTATACCTCAGGCGCGGTTATCACGCCACGGAGCTCCCGAAATC 

GGAGCGTGCGGCCGAGACCGTACTATCCATTCCGGTACATCCGGGTTTGTCGG 

AGGAGGACCGTCAGGACGTTGTGGAAGCCGTTGAGAAGGTCGTTTCCGCGTTT 

TCCCGATAGGCTCACACGAGGGGAACGCGCTTGCCGCGCGAGAAGTGTCCTAA 

ATGTGACGGGAAGGGGAAGATCCCAGTCGGAGAGACCGAATGTCCCAGATGC 

GGTGGTACCGGGTTCGTGGGCGACGTGGACATCAGCGAGCACTTCAAAGGAG 

CGGCTCAGCACGCCGTCGAAGGGTACGATCTCGCCAGCTCACGTGACGTCCCC 

TGTCCGAAGTGTCAGGGTAAAGGTGTGATAACGGTCTACGAGGAATGCGACAG 

GTGCGGTGGTACCGGTTACATCGTGAAGTGTCGGGAGTGCGGGAAGGAACTG 

GATCCAGACGTTGAAGAGGACCTATGCGAGGAGTGCCGGAAGAAGATCAAACA 

GATTCGCAAGGAAAAGCTGCCAAAGGTGAAGGTCCTCTCGCCGGCGTGCGGGT 

ACGAGGACGTCGAAGAGGGCGAGCTGTACAAGGGCAAGGTTAGCCGTGTCGA 

GAAGTACGGAGTTTTCATCGAATTAAACGACAGAACCCTCGGTCTGCTACACCG 

TCGCGATATGGGCGACAAGGAGCCTCAGGACTTCTCGATCGGTGACGAGGTGG 

TGGTGAAGGTCACGGACGTGCGACCGGAGGACGGCGAGATCGACTTCACGAT 

CGAAGGTATCGACCCACGGCCCGATCGATACCGCGAGGAGGTCGTGGAGAAG 

GAGCTGAAGCGCGTACTCGTACACGACATCGACGAATCGAAGATCGGCGAGAC 

CGTCCTGATTAAAGGTAAGATCATCCACGTCCAGCAGACACCCGGACCGACCG 

TATTCACGCTACGAGACGAGAGCGGTAGCATCTGGATGGCAGCCTTCGAGGGG 
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CCGGGGATCAGGGCCTATCCGGACATCGAGGCGGGTGATTACGTCCGGGTGA 
TCGGCGAGGTCACCACGCACGACGGCCAGCTCCAGGTCGAGATCCTCGACAT 
GGAGAAGCTCGTGGGGACGGAGAAAGTCGAGATCAAACGAGCCATCGACGAG 
GCGCTCGACCGGGAAGCCGAGCCGCCCGAGGATCTAAAACCCATGGTAGACA 
5 GCGAGATCATCGAGCGTCTGTGGCCGCGGATGCGCGAGGTGGCGAAGGAGAT 
CAAGCGGGCCGTACTCGAAGGTCGGCCCGTCCTGATCCGGCACCACGCGGAC 
GCCGACGGTATCTCGGGCGGAGTAGCGCTGGAGGAGGCGATACTCCCGATCT 
TGAGGGAGAACAACCCGGACCCGGAGGCAGAGTACCACTTCTACAAGCGGTTC 
CCGAACAAGGCGCCGATATACACCCTCGAGGACGCCTCACGGGACCTGAACCA 

1 0 CGCCCTAGAGGACGTCCACAGGTACGGCCATCAGGTACCACTCCTGGTACTCT 
TGGACATCGGGTGTACCGAGGAGGACGTACCCGCCATCGAGGAAATGAAGGC 
CTACGGCGTCGACGTCCTGGTCATCGACCACCACTATCCGGGCGAAGCCGTGG 
GAGAGAACCCGGAGGACGGACTGAAGGAGTTCCCGATCGACGAACACGTGAA 
GGTACACGTGAACCCCTACGCGGCGGGTGGCGACGGCAAGAACATCCCCGCA 

1 5 GGTGTCCTGGCCGTAGAGATCGCCCGACTCATCAACCCGGAGGTGGAGGACA 
GGATTAAGCACCTCCCGGCGGTCGCGTGTCTGGGGGACCACGCCGAGTCTCC 
CGAGGCGGAGCAGTACCTCGAGATCGCCGAGGAGGCCGGTTTCGACAGGAAG 
TGGCTGAGGAAGATCGCGGACAGCGTCGACTTCCAGGCGTTCCAGCTGCGTCA 
CACTCCGGGGAGGCACCTGATGAACGACGTTCTCGGCACTACAGGGGACGAAC 

20 ACCGACACCGACGGCTGGTAGAGAACCTCTACAAGCAGCATAAGATCGCCTGC 
GAGCGGCAGCTGGAAGCCGCGCTGAAGGGAGTCAAGGAGTACGAGACGGACG 
GTGTGAAGGTGGTCACCTTAGACGTGGAGAAGCACGCCCGCAAGTTCGAGTAC 
CCCGGCCCGGGCAAGACGTGCGGGCTCGTCCACGACCTGAAGGTCGAGGAAG 
AAGGCGACGATGCAAAGGTAGTGACCATCGCGTACGGACCGGACTTCGCGGTG 

25 ATCAGGGCCACGGAGAACCTGGGGATAAACCTCAACGATATCGTATCGGAACT 
GGAGGAAGAGATGCCAGAGGCCGCGGTGGAGGGTGGAGGTCACGAGACCGC 
CGGCTCGATATCGTTCGTGGAGGCACATCGGAACAAGGTCCTCAAGGCGCTGG 
TCGAGAAGATCCTGAGGGACGCCACCTCTTAACCTACACGCACGCATTTCACGA 
TAAGCCGCTCGCGCGCCGTGGAAAGAGGCGTGCAAGTGACCAACCACAGCTC 

30 GTCCTTATTCGACGCATCCGGGTCGATGACGTAATCCGGAGATACTACCACTTT 
ATCGTACACCACGTACACGTACTTGGACCCGAACCAGTACACTATGACCTTATC 
ACCGCGCTTTAACTCGTCGAGGTGTAGGAAGGGAGATCCGAAAAGAGTACGAT 
GTCCGTAGAACACCGTGATTCCCTTTTTACCAGGCGGAGGCGTCATGATCTCGT 
AATACACACCGTAGTCCGGCGAGGTGGTGTTGATCCGCTCGCGGAGACCTAAC 

35 TTCGGGATGACCAACTCGCAGTCGGGTATCGATACGGATTCATGGTACATGAAG 
TAAGCGACTTCCTTGGCCGCGAGATACCCCAAGTACGTCGTGGATGGAGCGAG 
CAGGAGAATTCCCGGAATCAGGTACCGTAACCTCACTTGCTGAGACCCCTGTAG 
ACTAGGTAGAGCCCGACCACGGCCGCCAGCACCACCGCCGCGATCAGGAACA 
GGGACTCACCCGCTTTGTATTGACCCGCCGTGACGGCGCCCCCCGCACCAGC 

40 GCCTCCGGCGCCACCGACGCCCGCTCCACCCGCCGCACCGCCGGCGCCTCCA 
CCTTCAGCTCCAGCCCCCGGGCCGCCGGCTCCTCTACTGTACTCCATGACGTA 
CCTGATTTCGGGGAACGGACCGTACGGTCTGCCGTCGATGGTTACTCTACCGT 
CCTTAACACCGATTTTCCAGACCGGGACGTTATCGTTCACCCTCGCGGGCTTCG 
GGTCGGCATCGACCAGTCTACCGTCCGCTAGAACGACCACCCCGCTGAGCTCC 

45 GTTTCCGGGGCACTGTTGACGTTTGCCTTTAACTCCATAGAGACCGAGATCCGC 
TCGTAGGAGCACTCGCTCATGTTGAACGGCCAGCCGGCGTTCACCATCAGTGG 
GAAACCTTCCTCCAGGGAGACGTTACTCGCCACGATCTTGGCGTACGCCCTTG 
ATCCAGAGATCTTGACGTCTTCGACCTTGGCACCCGAGATACCGATGTCCGACT 
CCCTAGGTTTTTGAGCACCCTTACCCGTGGCCTGCACCTCGATGACAAGTTTGG 

50 AGATAGTCACCGGGGGTTTTTTACCCTGACCGGTGGGCTCGGTGGGCTGTCCC 
ACGGGCGCACCGGGGGACTGACCGGTTTGAGCTATGGTGATGGA GCCTA CCA 
ATGCGGAGTAAGCCACGCACATTCCCAGCATAACCAGTATAGTCGATTTTAAGG 
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ACAGTTTCAACAGGGTTTTCCCCCGCAGTGCGTCTACGTCTCCGGCAGTATCCA 
AATTCCTCCTTTGACACTCGATGCTATTAACACCTTAGGTTGAACCGCGTCTTTC 
GGTATTTCAACGATTACTAGTAAGTTCTCCCAGCTCCGGATACCTTCCCTAGCCT 
CAATGCTCATTAACTGACGAATGAAGCCGCCTCCCCGGCGTGCCCTTTCTACGG 
5 CCATCGCTTTCACCAGATCGCGGAGATCTACGAGCGCCACCGGCGACAGGTGA 
GGTGACGTGACTCTGGTGTTCAGGCCCGGGTAATTTTTAAGCGTATACGTGACA 
CCCGTCCCGCCTCCGACGGCGTACGATCTCCCGGTTACGAGGCCTGCCGGGA 
ATACCACCTTCCTTAGGGCCAAATCCGAGCTACCTGTACGGTACATGGTCTCCA 
ACGCAGATGCTGATACTAGGTCAATTTTGAAGTTATCTGGTAACCCGCCTTTAAT 

1 0 CAGCATAATATATCGAACTATAGCCCCGCTTATTTGGTTGGGGCCCTTATATGCT 
TCCTT AI I I I lA ACTTTAGCAATTTTCTTAAGAGCCCAGTTCGTAATCGATAGTGT 
CACCCTATCCCCGACTTTTATAGGACCCGTCTTATTCGGATCTGCCCAAATTGCT 
ATCAGTACTGTTTCAGGGCGCTTCACTTGAACTTTCATCAGTTCGTCAACACCCA 
TCATCCTTATCTTGTTCAATGCGTCTCTGACAGT AAGCA ACTGTGGTCCCTCAGG 

1 5 CGTAACTAATTCTACCCTCCCTTTCTTCTGATTCATTTTGATTTGCTTCGCCAGAT 
ACCTCCTCCACTCTACCGTTGCAGCGCCCACTACATCAATTGCTTGTAACTGTTC 
TGGAGTCTCTGCTGAGAGTATTTGCTGCTGCAATTTAGTCCGCGTTGGTGAAGC 
TGCGAGCGGTCCTGTGAAATATGTGTTTAGCTCTTTCAACTTTTGAGCACGAAGT 
TTTTCCAACTGCTCTACATACGGTTTGTATACGAAAAAGTAGTACGCCCCACCGC 

20 CGGCGGCCAAGAAAATCAATCCTATGACGATCGCTCCGATCACGGCGTGGCGT 
CTCTCTTCCGGAATCTCAACGAAGTTCGTCGGTCTCACCGGCGGCCGCGGAAG 
CACCCTCTCACCCCCCTCACCATGTACCACGAAAGTAGCGCCGTTATCGTGACC 
GAGGCGACAACTTCCAGCCCCCGTTTTATCTCATCCGGGGGGATCAGGAACGA 
GAACAGGAGCACGAGGGATGAGAGACCTCCCGCGGCCAGGATCGCCGGATGG 

25 GGACGCTTGAGGCTCGGGAACTTGATCGAGGAGATCATCAGTAAGGCCGAGGT 
ACCCAGTATCACGGTATTGAGGACATACCACAGGTATGACGGACCCAAATCGAC 
TGTTAGGAAATAGAGACTGCTGGCTATCGTTCCGACCCACGGAACTGGGAGGC 
CGAGGTAGTACTCACCCGGGTCGTACCCGTCGACAGACATCGCGTTGAACCGG 
GCGAGTCGGAGGGCACCGCAGCAAACCATCAGGACGGCGAGAAGGTAACACA 

30 TCGGAGCCGGCACGAGACCGGCGGTGACTACTAGCACGGCCGGTGCTACCGC 
GAACGAGACCAAGTCAGCCAGTGAGTCCAGGTTCATCCCGAACTCGGACTCCT 
TTCCCGTCCTCCTGGCCACGAACCCGTCCAATGAGTCCGCGATGAAGGAGAGT 
ATGATGAACCTGGCGGCCGCACCCGGAAACCCTGCGATCGACGCTAGAAGTGA 
AAACGCTCCGAAGACCACGTTGGTCAGCGATACCACGCACGCGGGTGTGATCA 

35 GCTCCGAGATCTTCCAACGCTCCACGTTACCTCACCTCTTCACCCTAATCACGG 
GAGTCTCGCCGGCCTTTACACTGTCCCCTTTACGTACGAGTAGCTCCTCCACGC 
TACTTCGGGGGACAGCCAGGTCGACCCTTGACCCGAATCGGATCATGCCGATC 
GGTTCCCCCTTGTTCACGTCGTCTCCCTCCTGTACGTACAGGTCGATCCTGCGC 
GCGACCGCTCCCGATACTAAACGGACGACGAACGGGGGGTCGCCGTCGAACA 

40 G CAACACCG CCCG GTTGTTCTCGGTG GCCGAATCTTTCCG G AAAGCCGGACG G 
AACCGTCCTTTTAAAATCTCGGCCTCCACGACCCGCCCGTCCAGCGGGGCGCG 
GTTCACGTGCACGTCGAGCGGCGACATGAACACGGACACCGTTATCGGGTCGT 
CTAGGTACGAGCTCAACTCGTCGTCGGATGCCTCCCCGGCTTCCATCACGTAA 
CCCAGCAGTCTACCGTCCGCGGGTGATACCGCGAGGGAAGGGTCCGAAGGAG 

45 GTTCACGCGGAGGGTTACGGAAGAAGAACGCCAGGAACGCCGCGGTTCCGAG 
GCAGAGGAAGGATAAGGGGCGAGACCATGGGAACAGTGCTGCGCCGAGGGCC 
GCCGGTGGTGTTACGAACTTCCACCATCCAGGCGCCATCAAATCGCTCACACC 
CGCTCACAGACGAACACGAACCCGGGGACGATGTGTACCCACTTCAGGTACTT 
TTCCAGCACGCGGAGTGGAACCTCGTGATGGAGTAATTTAGTGAAGTATCCGG 

50 G CCAGTGCGTCAG CTGCACGAACCTG CCTGAAGTCTTAAGAACTGTCGCG CAG 
GATCGGAGGAACTCGAGGGGCTCGGGCACGGTTTTGACGGGGACCGTCGACA 
GTACGGCGTCGACGTTATCCACGAGCTCCGGJAGCTCGCGTGCGTCCGCGACC 
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ACGAACTCGATGGAGTCTTCCACCCCGTACTCCTCCGCGTTCCTCCGGGCCAT 

GTCGATCATCTCGGGATCGACGTCGACGGCCAGCACTTCACACCCCATCTCCG 

CCGCCGCAATGGCGACGACTCCGTTCCCGGTACCCGCGTCCACCACGAAATCT 

CCTTCCTCCACCCCGGCCGCCCGAACCATGAACTCGGCGGTTTCCCTGCGGGT 

AGGGGCCGGCGCGCCCACTCGGAGCGGTTCGCGGAGTGCCTTTCTGACGAAC 

GCCCATACGCTCATGGTATCCCCCCAGGGGTGGTGGTGTGGGAGTTCGCGAAG 

TCTTAAGACGCTTGGCGGCCGCTCTGAGGTCCGGACCCGAGGAGCTGGACATC 

GGAATATACGGGGCTCCCAACGTGGGCAAAACGACGCTGGCGAATCGCATCGC 

CCAGGATTGGGAGGCGGAGGAGTTCGGTCAAGTGTCGGAGGTCCCTCACGAG 

ACTCGGGAATCGGTGCGTCGAGAGGTAGCGATAGAGGTGGGATCAACAACGGT 

TAAATTCAACATCGTGGACACACCCGGCATCGCCACGAAGGTAGACTACCGTAA 

GTTCTTGGAGTACGGGCTTGACGTGCAAGAGGCGAAACAGAGGGCCAAAGAGG 

CTACTCGAGGGGTGGTGGAAGCGATCAAGCTCCTAAAGGACATCGACGGGGC 

GCTGGTCGTCATCGACTCCACCAAGGATCCCCTGAGTCAAGTCAACGTAACCCT 

GATAGGCAACCTGGAGGCCAACGACGTCCCGTTCTTGGTCGTTGCGAACAAAA 

TAGACTTGGAGGAAGCCGACCCTGAAGCTGTCCGGAAAGCGTT^ 

CCCGTAGTCGCCGTCTCCGCGAAGACCGGGGAGAACATGGCTAAGCTGTACGA 

AGCCATGGTTAGGGAGTTTACGAGTTGACGGACGGCGAGGTTAAAGTGGAGGT 

GCTAGCTAAATCGGCTTTAGAGAGGATGTCGACGGAGGAGGTCGTGG^TACG 

TCATCGAAAAAACTAGGGGCGGGTCCGTGATCGTACTTGAGGGACAGTTAGAC 

CCGGAGACGCTAACACAGATCATCCGTGAGACTATGGAAAATGTGGATCTGGAA 

GAGTTCACAGGTGTGGACATCTACGTGGTACCACCGAAGGCGAAGACGGATAA 

AGGACTTTTCGACAGACTGCTGGGACGCCAGTCCGAGGAGGGTATGACCGTGA 

TCTCACCCGCGGACGTTCTGAAGGATATGAAAAAGGGGAAGGATTTCATCACGC 

TAAAACTCGGATGACGGGAGATCTGCTATGCCTCATATATGTATAAGj^GC 

GAAGTGTACGACAAGGTTACAAAAGAACTCATACGTCGGGGTTGCTTAAAATGT 

GGGTGTAGACTGTTTAAGCGGGTATCTGAGGATGACGGAGATAACCCAGC^C 

GATCGTTGTCGAACGTGATGGCGTTTACACAATTAACATTGAAAACATTGACG^T 

GTTGTAACTGTATATAAATCAGGTAGATTCTTCATAGTGCTTCCGGAGCAAAAGT 

ACGGGGATTAGGCAATTGAAGACCACAGAAAGACCTGAACTGAGAGTTAAAATA 

CTTAGAGCAGCTGCAGTATCTCACGAAGACATCAGTAAGGAAATGGATTCATAC 

TGTGCAATACTAGGGGATCCAGAAAGCATTGATGATATCGTATATGAAGTGATG 

CGTCTATCTAATTTTGAAATTATCGACAACAGTATAGTGAAAACTAGACACGGAA 

TAGTAGTTTGGAGGTACGGAGTTGTACTAATAAAATCGACGCCTGAGATTACTTC 

ATTAATAAAGCGAATAGTGAGTGATACGAACCTCATGTCTGTAGTATTTAAGGCC 

AAGGACGGGAACTTTCTGATAGCAGGACCGGACATTGTCTTGAAAAAAATTTTG 

AGTAGTGCTAGAGTTAAAATGAAGGTTAAAGTGACCAAGCGTACCAGAGGTATA 

GCTTTCGTTGAAACTTCCACCGTGGTATTCGATGCGATGCCTGGATTCTTAAAA 

GACATAATTAACACGCTTCTCGGCATAGAAGAGGAAGTATTCAGTATTTTGGTCC 

TAGACGTTGAAGATCCTGAAAAGTTTAAGAAGATCATCGATAAAGGACCGAATG 

TATATTGGAGGAGAATTGAAGAAGATAAAGAGACGTAGAGGGGTTGTAAGCGCT 

TGCCATTGTGGAAGAGAAAGAAAAAAGAGGAGACAAAGCAAGAGAAAAAGATTG 

AAGAAGAGAAGAAGGAGAATAATGAAAAGAAAGCTTCTAAACTACCAACATCTAT 

TCAAGAGGCACTTAGTGAAGAGCCCGAAATAGAGATAGATGAAGGGCTCGAAG 

CACTTGGTATAGATTTAGGCACCATGAACACAGTGGTTGCGAGGCCGGCCGAG 

GAGGAGTTTTTGGTGAAGCAATTTCCGTCTGTAGTAGCCGTGAAGAAGGGT7\CG 

AATCGAGTTTTGGCTATAGGTGAAGAAGCCCGCCGAATGCTCGGACGGACTCC 

CGAGGACATCGTGGCCGTGCGTCCAATGCGTCACGGTGTGATCGAGTCCTTAG 

AGTACGCCAAGTTCATAGTTCAGTACGCGATCGAGCTCGGATCGGACAACAGTC 

CCGAAGAAATCGAACGCGTCGCCGTAGGAGTGCCGGGTGATGCATCCGAGGT 

GGAGAGAGAAGCCATCGAAGAGGCGACCTCGGACGTCGGAATGGATAAGGAC 

AACGTGATCGTGATCAACGAAGCCCTAGCGGCCGCCATCGGAGCCGGACTGCC 
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GATCGCGGAGCCGGACGGTACTATGGTGATCGACATCGGAGCGGGTTCCACC 

GATATCGCCGTTATATCGTTGGGTGGAATCACCGACCAGGAGACCATGAGGGT 

CGGTGGGGACAACATCGACCAGAACATCGTCGATCTCGTGGAGGAGGAGTTCG 

GGGTGCGGATCGGCATCCACGAAGCCGAGCGGGCGAAAGTGGAGGTAGGTAA 

AGTCTTCACTGAGACCGAGGACATCGAGGACAAGGAGATCGAAGTGGTAGGCA 

AGGACATCGAAACGAACAAGCCCAAGGAGATCACTATCGACTCCGAGCTGGTG 

GCTAAAGCCGCGGAGCCCGTCGTCCAAGAGATCATCAGGGCCATCGAGAGTAT 

CCTCGACAGGTTGCCGCCGGAGTTGGTCCCGGGCGTGTACGAGAACACCGTG 

CTCGTCGGAGGTACCTCACTAATGCGAGGCCTCCGAGCTAGGATCGAAGAGGA 

AACCGACGTACCGGCCGAGCTCGTAGACGATCCCCTGACGGTAGTAGCGAAGG 

GTGCCGCGATCGTAGCCGCGGAGCCGAAGACCTTGGAGCCCGAGATAAGACT 

CAAGGCTCTGAAGTGAAGTACCCAGAGCGTAAAGCGGCCGGGAAGGCTCCCGT 

TGCGCCTTCGGGCAGACCTGCATACCCACACGGTATACTCAGACGGCCACGGG 

ACCCCGCTGGAGAACGTATTAGCGGCGGAAGAGCGGGGACTCGAGACGGTCG 

CATTAACCGATCACGGTCCCGCATCACCCGACGGTCTCACGGATCGGTCCTTC 

AGACGTCTCGTGGCGGAAGCCAGGGAGGCGGAGAAACTCTGCTCGGTTCGGG 

TGTATGTTGGTGTGGAAGCGAACATCGTGTCAATCTCGGGAGAGATAGACGCAA 

CACCGGCGATGCTCAGCGAGTCCGACATCGTGCTGGCCGCCATCCACAACCCT 

CGTCTGATACTGGCGAACCCGGGAAGTGCGGAAGAACTACGACGCGCGATCGT 

ACACGCGACGATCAGGTGCATAGAGAGTGGAGAGGTACACATAATCGCGCACC 

CGGTGTGGATCCTGGAGCAGCTCCGATGTTACATAACCGCACAGGAGGCGGAA 

GAAATCGCCCGGGTGGCCGCCGATCACAACGTCGGGCTGGAGCTTAACGCGC 

GGCATCTCCCCAGGGACTTCACCTTATACCAAGTCGCGATTCGGGTAGGGGCA 

CCGATCACGTTCGGTAGCGACGCCCACGCACCTGAGGAAGTGGGGCGGTTCA 

AGCCGCTCCAGAAGCTAGCCCGAAGGCTCGGTATCGAACCGCAGGATGTACAC 

CCGGAGGAGCTGGGGATCGTCTGACCCTGAGGACCTTAAACGTCGACTGGGA 

GGCGGTCAAAGACGCGCTGAGCGATACCGAGGAACCGGAAGAGCTTGCTGAG 

CTACTGAATCCCCCCGAACTCGCCGCCGCCTTACCGTACTCCGGATGCGATAA 

CCCGCGGGAATTCCTCAAGAGGCTCGAGGTTCGCTCCGACCCCATCTCTTTAG 

CGTTAGTGGAGATACACGGCAGGGTCGCGAGGAAGGTGCAGGAGTGGAAACC 

GTTCGTGTGCCCTGATATCCGCGCGGCCCGCGAGTTCACGCGAGAGATCGTGG 

CCAAGGCTAAAG CCGACTTCTTAG CGGAG CGAGCCG GAGGATCCGAAGCGCT 

GGACCTGTGCGCGGGACCCGGCGGAGACACGTTGGCCTTAGCGGAGCACTAC 

GACGTGAAAGCCGTGGACCGTGAGGTACCTCGGATCGAGGCGCTGAAGATCAA 

CGCTCGGCTCCACGCGGGGCACGCCGTTGAAGTTATCGAGCTAGACGTCATGG 

AAGCCGAGCTTGATGCGGACGTCGTCCACGCGGATCCGGGCAGATCCGGCGC 

CAAGGACCCGAAGCGTACCGAGCCCCCCGCGACGGAACTACGAGACATGTTCT 

CAGAAGTCCCACACATGATCGAAGTGCCACCAGCCGTGAAACCGAGACCGGGA 

ACCGTAGTCTTCAGTGCGACGGGTGAGGTCCGTTCAGTCTGCTGGACCAACCT 

GACCGAAAAAGTCGCAGCCGTGATCGCGGAGACATCAGCTGTTCTCGAAGGCC 

TTCCACGGAAGCCCACGGAAGCGTTGGAACCCGAAGAGGTGCGCTACGTTATC 

GAGCAGGATCCCGCCGTCCGTAAAGCGAACCTTTCGTGGAAGCTCGCCGAGGA 

GCTCAACGTTCATCCGACAGTCGTCGCCGGTGAGGAGACAGTGTTGGCGTCGG 

AAGATCCACCGGACTTAACAGTCGATCACGTGATCAGGGTAGTGGAAGTCGGA 

GAAGAGGGCGACGGTCCGCCTACGATACGGTCTCTCGGTGTCAAACTGAACCC 

AAGACGGTTAGCAGAGTTGCGCAAAACGTACAAGGAGTACGACATCGTGTACG 

TAACGAAGGCCGGTGTCCTGGCCGGAAAAGTGATCTACGAAAGGGAGTGAGGG 

AAAGCTTGCTGGAAGCCGCCGGTGCCGTGCTTCTGGGTTCGGCCGCGCTCCTG 

ATGGTTGGCAGATTGGGTAACCGCGGGTTCTTCTTGTGGCTCCGTACCGTCGG 

TATCTTAGGTCTGTTGGTCGGAATACTGTCCCTGGCGCTGGCCGCCCTGACGG 

GGAGTGCGATCGCGGGGCTGGTCGTAGGAGTCATCACTGCCGCGATGATGTAC 

CTATTCTCCTCCCGTATAGTGCGCATCCAGATGGGAGCCGTAGACGCCGAGGA 
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GTTCCTCCGGTACAAGCCGGAGTACGCGGACAAGTTACGCAGAGTGCAGGAGA 

TGGTGTCGAAGCTAGCGTCCAAGGCTGGGCTTCCGGAACCCGAGCTGGTGGTA 

GTTCCGGAAGAGACCGGTGTCGGCGGGTACCCCAACGCCTTCGCCACCGGAC 

GCCGGTCGAAGCCCACGGTGGGAGTTACAGAGGGGCTCCTGAGGCACCTGGA 

CGACGACGAGATATACGGAGTACTGGGTCACGAGCTCGCTCACGTGAAGAACC 

GCGACACGCTCGTCATGACCGTAGCTGCGGCCGTGAGCACCGCCATCGCGTA 

CGCGTTCGACCCGTGGCTGAACGCCATGTACACCGAGGACTGGGAGGACATAG 

CTTTCCTGGTGCTGGCGGGCATGTTGGCCTCGCTGATCTCGACGCTGCTCGTG 

GCCGCCATAAGCCGGTCGCGGGAGTACTTGGCCGACGAGGAGGGAGCTAAGC 

TCTCGGGGAACCCCATGGCGCTGGCCGAGGCCTTGGAGAAGATCGAGGCGAT 

AGTCAAGTCCAACCCCGCGCCCGCTAGGTCGTTGTCCGAAGTCTCAACGGCGC 

ACCTGTGGATCGAGAACCCGTTCCGCGGAGGCCTACTCCGACTGTTCAGCACT 

CATCCGCCGGTCGAGAAGAGGGTCGAACGTCTCAGGCGCCTCGCGAGAGAGT 

TGCAAGGACCGTAACCTCGGCCCAGGCGTCCTCGAGGTAACGCTGCACCTCCA 

GGGGGCTCCAGGGATCGATCCTTCGGACGCGGCGGAGGAGCCGCTTCTTGAC 

CTTAGCCACCTCGGGGTGTTCGGGTTCCACCTCGGGCACGTAGAGCGGAACGT 

CCAGACGTTCCGCGGCCAATCTCAGCGGTTCCAGAACCAGGGACCTTTCGAGT 

TCCGAGAGCGGGTCGTCGGTTCGGCACCCGGTCACGCGCCGGAGACCCATCT 

CGAGGCGGCGAACGGCCACGTCCGGAAGCTCCTGCAACACTAGCTCCTCCGC 

ACCGACCTCGAGAGGAAGGGCCAGAGCCCGAAGTGGCGGTAACCCACCGATC 

GGCATTACACCGTGCTCGAACTGCAGCACGTGGGCGAGCTCGTGGGCCAGGG 

AAGCCTTGACTTCTTGGAAGTTCCGAGCGGCCCCGATCTCCACGGTCACAACG 

TTACCTTCGAGGCGCGTGTACGTGGCCCGGACGGCGTCACAACTAGCCAGGAG 

CACCGGAGAATCTGGCTTAACCGTCGACGGGAGCTCACGATACGCTCGGATCA 

CGAAGTACCGGAGCGATCGGGGATATATGAGCAGGACTCTCAGCACTGTCTGA 

CCCGAACACCCCTTTCGGCCAGGTGCTCCTTCACCTCTTCGATCGTGAATTTCC 

CATAGTGGAAGATCGAAGCCGCGAGAGCTGCGTCGGCGTCGGCCTCCTTGAAA 

ACCTCCACCATATGCTTCGGGTGACCGCAACCCCCGGAGGCTATCACGGGAAT 

GCTCACTGCGTTACACACCTCTCGGGTCAGTTCGATGTCGTAACCTTCTTGAGT 

ACCGTCGGCGTCGATGCTCGTCAAGAGTATCTCGCCCGCGCCCAGCTCCTCCA 

CCCTCTTAGCCCAGGTTATGGCGTCGAGATCTACGGGCTCACGACCTCCACGG 

ACGTAGACCCGGAACCAGTATTCTCCATCGTCGTTCGAGAAGATATGATCCGCC 

ACGTGTTCATGCTCCGGCTTCAGAGGCTCCCGCTTTGCGTCGATCGCCACTAC 

CACGCACTGCGACCCGAAAATATCGGCGGCCTCGGAGATTAACTCCGGGTTCT 

CCACCGCCGCGGTGTTCACGGAAACTTTATCGGCTCCGGCGGTCAGCGCCCTT 

CGGAAGTCCTCGACGTCGGATATCCCGCCACCTACGGTCATGGGAATGAACAC 

CTTCTCCGCGGTGCGACGCACCACGTCCACCATTAACCGGCGACCTTCAGGAG 

AGGCCGAGATATCCAGGAACACGATCTCGTCGGCACCGTGACGGTAGTAGTGA 

TGGGCCAACTCAGCGGGATCGCCAGCGTCGCGCAGTCCGCGGAACCGTACGC 

CTTTCACGACACGTCCGTCCTTGACGTCGAGGCAGGGTATGATGCGTTTGGCTA 

AGGCCATTGGAGTCTCCGCCCACACCCCGGTTCCTCCTCATCGGGGTCGGCGT 

GGGGTAGCATCGTCATCGACGGGGTGGCATTCGGGATGGTGGCCAGGGACCT 

TCTGGATTCTATCGAGAAATACCTTTTGGTGACGCGAAGGATGGTGAACGCCGG 

GATACCTAAAGATCGGGCGTTGAACACCGTACAGCGCACCTGGGGACTCACAA 

ATAGGGAGAAGAAAGCGCTATACCGTATCGTGTGGTCGAGACTGGAATCATTAC 

TCAGAGCCGGCAAAAGGGTCCCGACGCCGCTTCTCAGAGGGCAGGACTTGGTA 

ATCGACGGGTACAACGTGCTTGTCGGGCTGGCGTCCCTGGACGCCGGGGAAG 

CCGTACTCTGCGACGACGACGTGGTGCGTGACTTACGGATGTCTCCCAAGTTG 

GAGGAGGAAGAGGTGCAGACCGCCCTCGAAATGTTGGAGACGTACCTGCGTC 

GCGTTGAACCGCGCTCAGTGAGGATACTGTTCGACGCTCCTGTGAGCGGTAGT 

GGTGAGCTGGCCGCGCGAGTCGAGCGGTACCTAAAAGACTCGTTGAACGTCCC 

GGTACGGGCCTCGGCCGTCAAAGGTGTGGACGAAAAGCTGGTGAGGGCCCAA 
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GGAGTGCCCGTGACATCCGACTCCGGCATCATAGATCGTGTGTCAGCTTATCAC 

GACGCCGTCAGGGAAGTGGCGGCCGCAGAAGGTATAGCCGTATGGATCCCGC 

CGGGACCTTCCGAGCCCAAGTTCGTACGTGCTCTCGTCCCGGAAGGGTAAGGA 

TGATGATCACGGGACCGGGATCGAGGGTAATCCGATGAGAGTAAGCGGCCACA 

CCTGACTTAGGGGAACCGCGAATGGTTCGGAGAACCTCTGAAGAGATTTCAGA 

ACGCATGGAAGACTACCTGGAAGCCCTATACCTACTTTCGAGACGCGGCTCCG 

GCCGACATGTGAGGATATCGGAACTCAGCGAGTACCTGGAAGTGTCCAAACCG 

ACGGCGTTGGAGATGATCAGAAAGTTAGCAGATCGCGGCTTAGTAGAGTACGA 

ACGAGGTCTGGTGAAACTCACGGAGAAAGGTCGAGAGATCGGTAAGGAGGTGT 

GGGACAGGCACCGGGAGATAGCGTCATTCCTCCGGTTCTTGGGTGTAGATCCG 

AAGATAGCGGAACGTGACGCATGCGCTATAGAGCACTCGTTACACCCGCAGTC 

TTTCCGGAGACTACGAAAACTGTTCCACCTCCTGAAGGAGGCGACCGGGGAAC 

CGACCGTGCGCGAGATCCTAGATAAAGTGCGGGGGGAAGAGGGAGATTCAGA 

CGGAGTTCGACATCGATCGTAAGACGCTGAAGGCCGGACTCAGAAAGCTCCGG 

TCACTGGTCAAGGTCAAGATTCGACTAGCTAGGGAGCACGGTACCGTAGAGGT 

AGACCGACCTCCTCTACCCATAGTGAAGAGCTGGTACGGGGAGGTTCTGGAAA 

CCGTTGACGACGCCGAGAACTTCTTCGAAAGGGAGCTCCGACGCATGCATAAG 

GTCGAGCTCGAGGAAGTACCCAAGGTGGTATTCTGCGCTTTCGACGTTATCGA 

GGGAGTCAAGCATGAGTTCGAGCCTGAAAAGTATTTATATAAGCCCGGGGCGAT 

ACCCGCGGGAGCTCAGGCGTTGACACTGGATATCATGACGGACGATCATAGGG 

AGGATGCCGTGTACATAGGGGAGCCGGGCCCGGAAGTGAGCCGCGACCGTTG 

GGCGGGCCGTGTAGTGTCCGTCCTCGCGAGGCTGTTGCCAGAGTGTGTGGAG 

GTTGGGTTGCTCGAAGATGTCAGGGAGCTGGAGGGCGTAAGGGTGAGGATCG 

GGAAGTTCACCCTACTGAACTACGTTACTGGCGCGGCACTGGCGCTCTCGGGG 

GCCGAGGTCGAGCTCGAAGTTCAGTGAGCCTTTCTAACCCTGGCTACCTCATAA 

TGCCGCGGAGTGAAGTAATAGTCGAACGGGTCCCTGCTGGAAATCCTGTAGTC 

TCTGGGGATCTCCCCTTCGTGTCTGGACTTTCTTCTTCTCACTCCGAGCAATTAA 

GTTCACCCCCTAACGTCTTATCCTTCGATAAACACATGTAGGCAATTCAGCGATA 

ATTATTGATTTCGGCCCCCGAAGGATGGAGACCATTGAGCGCACATCGGGCAC 

ACTACCCGGCTTGGCGACCGTAATTGTTATATAGGATGCATAGAGGTTGGGCTG 

ATGGGAGCAGGGCCGTGGGGTAGCGGTCTATCCTGCGGGGCTTTGGACCCCG 

CGACCCCGGTTCAAATCCGGGCGGCCCTACCACTCCGAATCGTTTTGAGAACC 

ATAACAATAAGGGGACGGCTCTTTGGACGCGCTGCTGAAGATCTGCATACTGAA 

TGCGCTGGCGGTGGTAGCTTTCGCCGTACTCGTCTGGGCGGCTTTTAGGTACG 

CACTTCCCTCCTGGTTCATCCTGGCGATTATCGTCCCAGGGGTTCTCGGGTCAG 

CGTGCGTTGACTACGTCATGATCAGCGTCGGTGTGTACGATGGCCCGTGGGAA 

ACGGCATTCGCGAGCGTTGTGTACGCGGTGGCATGGTGGACAGGAAGACCCG 

GACCGTCCGGCCCGGGGTCCCGTTAGGGTTCCCCCGGGCCATCATCCGGCCG 

GGGCGTTCAATCCTCATCCTTCCGCTCTATCCGGAACTTCACGCGGTCCAACAC 

GTGGGCGGCGCACGACAGTCAGATGTCGTAGCTCCTGATCACCATTTCCAGGT 

AGTTCAATACATCCCGC TTCTCG GCCATCGAGCGGCTCCCCCTAAGCTAGTTCC 

ACGATTTCGTCCTCTAACTTTTTCGCGGTCTCCTTCAGGGCGAGCTCGATCGCG 

GGGACGTTGTGAGTGGTAGCGACTATCAGGTTGGCCTCCTTCACGCGACCCTC 

GTCGTCGGTCACGTAGTGGTGGATGAGCGTACCACGCGGCGCCTCGACGATG 

CCGACTCCTTCGCCCGCCTTGGGCTCGTAGTCCTCCTTGCACTCGTCCTCCTC 

GGTGATCACATCGTCCTCGAGCAGCATCTTGGCCTCCTCACACGCGGCCACGA 

GTTCCACGAGCCGGGCCCAGTTGATGGTGAGCGAGTAGTTCACGCACTCCCCG 

AACTCGTCGACGTACTCCTCGTAGAGCTCCTGGGCGCGCTCGGTCTTCATCTC 

CGAGCAGACGTTGAGCCGTGCACCCGGTCCTACCCTGTAGATACCGTCCGGGT 

ACCCGACGTCCTTCAGGTACGGGTGTTTGACGTAGGAGTACTCTATGGTGCGC 

TCCGCGATCACGTCCTGGTATTCCTGCGGCTCGAAGCGCGTGACCTCCTCCCC 

GTTCGGATCCACTACCTTCACCTCGCCGTCGTAGAACTCGTGCTTGTCACCGTC 



99 



WO 03/076575 PCT/US03/06664 

TGAGACGAGACCCATGTGGTAAGTCTCGATGTTCCCTAGAGTCTCGAGCAGATC 
GATGTCGTGCTTCTCCCGGTACTCCTCCAGCGTCTCTTTGATCGCCTCGATGCC 
GACCTTGGCACCCTCGTACGCCATCTCGATCATCTCTTCGGCGCGGTTGAGCA 
GGTCATCGCGTGACTCCGGGTCGACCGGGGAGGAGACGCCGCCCGGGATCCC 
5 CGTCACGGGGTGTATGGCCTTACCTCCGGTAGCCTCTACGATGTCCTGACCGT 
AGCGACGCAGTTCGATCGCGATCTTTCCGACTTCCGGGTCGTCCTTGACTATCT 
TCACCACGTTACGCTGGAGCGGGTCCGCATCCGGTCCAACCACGTAGTCGGGC 
GCCGCCAGGAAGTAGAAGTGAAGCGCGTGGCTGTGGATCATGTTCCCGATGTG 
CATCAGCCACCGGATCTTGTGCCCGCCTTCGGGCGGCTCGGCGTCGAAGCAC 

1 0 GCGTCCACGGCCTTGCAGGCCGCTAAATGGTGGGCAGTCTGGCAGATACCGCA 
GATCCTGGATACGATGTAGGGAACGTCCTCCGCGGGGCGGCCTTGGACGAACT 
TTTCGAACCCTCGGACTGCGAGGACTGCGAACTTGACGTCGGTCACCTCACCG 
TCCTCGACCTCGATGATGACTTCACCGTGTCCCTCTACCCTGGTCAGGGGGTG 
AATCTTGATCTCGGCCACCCGTTACTCCCCCTTCGAGCCGAAGATCACGTCACG 

1 5 ATGACCCTTCAGTAGAGACGCGGCCATGGAGAACATGTAGAGCTTCCCAGGTA 
GGTCGACGAGTCCCTCCAGGATCTCCTCGACGTCGACGTCGGTCTCGAAGGAC 
ACCGAGGCGATCGCATCGAGGAACGCCGCACCCTGATCCAGTGCCTGCTTCGT 
CGGTCCGTTACACCCACGGCACGATAGTCCTCGGGACGGACAGGCCGCTCCA 
CATCCGGCGACCGTGGCCGGTCCCATGCACGGGTAGCCCTGTTCGAGCAGGC 

20 ACTTGTCCGGGTCGGGTCGGCCCTGACCGGTGCGGAACTTGATCTCCTCGATC 
GGGATGTCCTCCTTCTCGCGGGGACATTCCTCGCACAGGTTCGTCGTCGGGAG 
TTCGGGCTCCCGGTCCTCGAGGATGGCGGTGATGACCTCAGCGATGCTCTCCG 
GCTTGGGAGGGCAGCCCGGCAGCATGTAGTCGACGTCGATTACCTCGGGCAG 
CGGCCGCACGTAGCCGAAGAGCTCCGGAACGACCTCTTCCGGAGTCTCGCCTT 

25 CGTCGTCGGTGGTCGGGGTCTCCTTGAAGACCCACTCGAGGATGTCGTCCAGT 
TGGTACAGGTTGGCCAGCCCGTGGACTCCACCGTAGCAGGCGCATGTCCCCAC 
GGCGACGACGATGTCGGCGGCCTCACGGAGTTCTTCCGCGACCTCGAGATCCT 
CCTCGTTTCGGATGCTTCCCTCGATCACCGCTACGTTCACGTGCTCTGGGATCT 
CCTTCTGGTCGACTAGTACGTAGCAGTACTCGATCTCGATGGCGTCCTCCAGGA 

30 GATCGAGTAACTTCTCGTGGAGATCGAGCAGTGACACGTGACACCCGACACAG 
GAGGACAGTTGAGCCGTCGCAATCGTCGCCTTACCCATCCCGCGCTCCCCCGG 
CGGTGGCCCGCGCGTGATTTAATACCGGATTGGGATTGAAGGATCGAATGCTA 
CCCAACAGCTTCGACCGGGGGGTCCCGGAATAGCCCATATTCACCTACCTGAT 
GGACTGATACCGTTATGGTGGTGTGCCGTATTTTACGCTATGGCGGCCATACCG 

35 GTAGGTTTAGGGGCGCTGAGAATCCGGTCCGAGGGTCGTAAAACCATTCTGGT 
CGGATTGTTGGCGGGTCTCTCGTTCGTGTTCATGCAGGTGCCGATAGGCCATG 
CTCACGTGAACTTAACGGGACCGATCGGAATTCTACTGGGGCCTTGGAGTTCC 
GCCGTGGCTGTTTTCATCGTCAACTTGGCGTGTGCCCTAATGGGACACGGAGG 
AATAACCATCGTCGGATTGAACACCCTGATCAACTGGGGAGAAGCTGCCGGCG 

40 TGTGGGCACTCTACAGGCTTCTCAGGGAGAGGCTGGATTACGGTGCAGCCGCG 
GGGATCGCCACGTTCTCCGTCCTAGCCACATCGTCGGTGATTCCATCGTTCGTC 
ATGGCTTGGGTTATCAACAAACCGGTACTTCCGTTCCTTCTCACACTGACCACG 
GTTTGGATAGTCACGGCGATCATCGAAGCCGTAATTACGGCATCGATGGTTAAG 
GCTCTCGCCCAAATGAAACCGGACTGGGTGAGAGATCTGTGAGGTTCACCGAA 

45 GCACTGGAGTGGTCGCTGACGGCTGAGACCGTGCTCCACCGTATACACCCATG 
GTCGAAGTTAGTCGGGCTGATGACCACGATCTTCGCCTCGATGTTACTGTACGA 
TCCCGAGAGCATCGCCATCCTGTCGATACCGTACCTAATCGGGTGCATCTTAGC 
CCGCGTTCCCGTCCGGATCCTAGCGCGGTTGTCGATACCGCCGATGGCGTTCT 
TGGGCGCGGTCCTGCTCCTGATGTTGCCCTCGGGCGTCCCGGGCCGCGAGGJ 

50 GTTGCTGTACGCCGTTCGGGGCGCGACCGATCTCTTAGCCGTGCTCGTGACGA 
CGCTGACGACGCCCTTCAACGCGCTGTGGTCGGCCCTCGTCGTGGTGTTCCCA 
CCCACGCTGGCGGAGACCGGTCTCATCTTCCATCGCTCGGTGTACCGGGCGTT 
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CGAAGAGTTGGAGGGAACGTTGAACGCGATCCGGATCCGGGGATGGAGGCTC 

AGGTCGATCAACGTTCTGGGATCCGTTATCGCGACTCTCTTGATTCGAAGCCAC 

CGGAGCGCGGAACTCGTGCAGGTAAGCGTGGAGGTACGCGGGGCGACGGGTA 

GGGTGCGACCGTTGAAAAGATTCGAGTTCACGCGGATAGACTTCGGATGGTTG 

ACCATGGTGTTTTGCTCCGTGGCGTTATCGGGGGTGGTCTGAAATCGGGTATG 

CCGTTAAGATCAAATGCTTGACTCACGAGTATCCCGACGGCACTTGTGCTGTGT 

GCGGGTTGAGTCTACGAGTGAAAGAAGGTGAGTCCGTGGTTGTACTCGGACCG 

AACGGTTCTGGGAAGACCACTTTACTGCACCACATTCTCGGTCTGTTGACCCCC 

ACCAAGGGACACATCCGGGTCCTAGGTCACGACTTGCCGGACGGAGTACGGG 

AAGTTCGGAAGCGTATAGGCGTGGTCTTCCAGGACGTCGACGACCAGCTCATC 

ATGCCGACCGTATTGGAGGATGTGGCCTTCGGGCTAGTAAACCGCGGCATGCC 

GCGAGAAGAGGCGTTCGAGCGAGCCCGTGAGATCCTGGAACGGTTAGGCATT 

GAAGATCTGGAGGATCGGCCGCCGCAGTTCCTCAGCGGCGGACAGAAGAGGT 

TGGTAGCCTTGGCGGGGGCCGTAGCTCCGGAGCCCGACCTCCTGATTCTCGAC 

GAGCCCACCTCAGGACTCGACTTCCGCGCCACCAGACTGTTCGTGCGACTCAT 

CAGGGAGCTCAAGGAAGAGCTGGGGTTCACGATGATACTGACGACGTTCGACG 

TGGACATCGCGGCGGCGTTGGCGGAGCGCGTCGTGGTGATCCGAGAGGGGAA 

GACCGTGGCCGAAGGGTCTCCGGAAGACATCCTCACGGACGTCGACCTGATAA 

GAG AATCCGG GCTG AAACCCCCGGAG CACGTGG AACTACTCCG AAGGCTAG G A 

ATCGAGAATCCACCGCTCGACATAAGCGAGGCGGAGGAGCTTCTGGTGGCCAT 

GCTGGGGGAGGAGAGCCGTGGAAACCCGTAAGCTACGGCACCCCGAGGTCGA 

CCTGGAGGGTGAGGTGGTCCTGTTACCTGTCGGGAGCACCGAGCAACACGGT 

CTACACTTACCCTTGGGCACCGATCACCTCATCGCGGAGGCGCTCTGCCGGGA 

GGTGTCGAAGCGGACCGGAGCACCCTGGTACCCGGCGATACCCTACGGTGTAT 

CGCGCCACCACATGGGGTTCCCGGGTACGGTGTCGTTGAGAACGAAGACCATG 

GTCGCACTGCTCACGGACGTACACAGGTCGTTCCTACATCACGGGGCCGCGGC 

CACCTTAGCCGTCAACGGACACGGAGGAAACGAAGCCGCGTTAGGCACCGTCG 

CCGAGGAGGAAGAACGGTTTCATTGGATCAGTTGGTGGAAGTTAGCCCCGATC 

GACGAGCTCGAGACCGACTGGGGAGGTCATGCGGACGAGCTGGAGACCTCGG 

TGATGCTGTACTTGCACCCGGAGCTGGTAGGAGAGGAGCGTAAAGTCGACGGG 

AGACCGACGAAGCCTTGGGAGTTCCCGGACTATCACGAGATCTCGGAAACCGG 

AACGAAGGGAGACCCACGTCCCGCCACGGCGGACAAGGGGAAGAGAATCTTC 

AAGACCGTCGTCGAGCGGCTGGTGGATATTGTGGAGGAACTAAGGGAAATGTA 

CGGGTGATTTGGCCCGACCTCACGTTGGGGACTGCGCGGATCACCGGAACCA 

CTTCAGGCACCCATAATGTCCGAGCGGTACGCGACCGTCTCTGGGCCGGCCTG 

ATGCTGTGCACTAACCGACGTCCCGTGATCGCACTGGCTTATGTGGAGGCGCT 

GAAGGTGCTGTAATGAATCGAAGACGCCGAAAGATATCGCGGAGGAGTTCCGA 

TGATTAGGAGTCTCAGGACGCTCAAGCGGGCCGTGGTCGTGAACCCGTTGAAC 

CCGCAATCCCTACGTGTTCTGGCTGTGGAGGTCGCAAGTGACGTCGTCACTGC 

AATGGCGTTCTCCGTAAGGTTCTCGCTACTGTGGATTCAGTGCGCTCCTCATGG 

ACGGGATGACGCTGTCGAAGGAGCGGCCGGTTATGGGGAGAGTCTCAAGGGC 

CGTTACTGGTAGCCGCCGTCCATCTCGCTCTCACGGCATCGTTATCGGGCAAAT 

AACGTTTCCCGCGTGGCGCTAAGCGAGCCGCTGGGATACCCGCTCGTAGAGTT 

CTTGGACGCGTTCCTGAGCCTCCTCGTCTAGCTTCAACTCCGCGAG I I l ll l CG 

TCCGTTCCCACCCGGGGTACTTCGACGTGCCGAGCCTGCGAGACCTTCGGAGG 

GTGTACACCACGACCTCCACCGTACCGTCCTCGCCCTCCTCGGTGACGACCTC 

GTACCGACCTCCGGTGTGCACGATCCCTTGCATCTGCTTGATAACGGCCGCCA 

CGTCGTCCGGTAGCTCCTCCAGTTCCTCCTTCCGGGCGTACTTAGCGAGCACG 

TCGAACGCTTCCTCCAACCCTCTTCCACCCCCGCTGGAGCGAAGCTTAGGGGT 

TCAAAAGATGAGCGGTGTAATGGGTATCGATGAAGCCGGACGTGGACCCGTGT 

TCGGCCCTATGGTCGTGGCCGGTGTACTGGCTCCGAAGCGGGAGCTCGGCCT 

AGGCGCGAGAGATTCGAAGGAACTCACACGGAGTGCGCGTCGTAGACTGATCC 
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GCGCGTTGATGTCGGACGAGCGATTAAGGGTGGACCTGAGGATAGTGTGGCC 

GTGGGAGATAGACGAAGAGGGCGTGGCGAAGGCGGAGTTCGAAGCTATCAGG 

GAGCTAGTACGCCGTGCTATGCCCGACGAGGTAATCCTGGACAAACCGGGAAA 

CTACTCACCCGAGCGACTGCGAAGGGAGCTCGACTTGCCCGAAGGAATCAACC 

TAATCGCTGAAGAGAGGGCGGACGCGAAGTACGAAGTAGTTTCAGCGGCCTCG 

ATCGTAGCCAAGACGTACCGTGACTGGATAGTAAGGCTCCTGGAGCTGGAATA 

CGGAGAGGTCGGGTCGGGGTACCCTTCGGACCCCCGTACCGTAGATCGCCTT 

CGTCGGGAACTACGTCGGGGTGGTGAGTTGCTGAAGTACTTCAGACGGTCGTG 

GGAGACGTACAAGCGCGTTGAGAGTGAAGTGAAGCAGCGAAAGCTCGAGGACT 

TCTTCTGAGCGCGCGGAGGGGGGTTAAGACTGCGAATAGCAGGCCTGAGACC 

CGTGAGCTGCTCCGATGGCTTACCCGGTGAAGTGTGTGCGGTCCTTTGGACTC 

AAGGATGTCCGCTACGATGTCCATGGTGCCACAACCCGGAGACCCGCGATCCG 

AACGGGGGAAAGAAGGCCGATGTCGAGACCATCTTACGGGACGTGGAGAAGTA 

CGCCGTTTACCTGGACGCACTGATAGTGAGCGGAGGAGAACCACTCCTGCAGC 

CGTGCGAGGAGCTGAAAGCGCTGGCACGTGGTGCTCGGGGCTTGGGTCTCAA 

GGTCGTCTTGGATACCTCCGGGTTCCCCCCGGATCGCCTCGGGAAGGTCATCT 

CGAGCTTCGACAGGGTAGCGCTGGACCTGAAAGCGCCTCTACGCGATGACGAG 

TACATGGAAGCGACTGGCGGCGGCATGACGGCTTCGGACTTCCTGAAAGCGGC 

CCGGATAGCACGCCGGCGATGTGACCTGGAACTGCGGATCACGGTGCATCCGT 

GGCTTGACGACGTGCCGAGGGTCGTGGAGGCAGTCCGGAAGGCGTCCCCCGA 

GGTGGTGGTCGTTCAGCGATACGTCGGGGACAAGGAGGTCGGGATCGACCCC 

GAAGAACTCGCCGAGAAGCTCCGAGAGAGTTGTGAGAATGTCGTGGTACGGGT 

GTGATTATGTTTGAACGTTGCATTCGAAGTTAAGGATCGGGACGTGGCGGGCA 

GGCTCGGGCGTCTCGAGGTCAATGGCAGGAGACTGAAGACGCCCGCCCTGTT 

GCCCGTGGTTAACCCCAACAAACCCACCTTGGATCCACGGGAGATCTCCAAGC 

TAGGTTTCGACGGGGTGATCACGAACGCCTACATTATCCGGAAGCACGAGCAC 

CTACGCGAGCAGGCGCTCGAGGAAGGCGTCCATGGGCTCCTTGGGTTCGACG 

GGTTCGTGATGACGGATTCCGGCTCGTTCCAGCTGGCGGAGTACGGCGATGTC 

GAAGTATCCAACGAAGAGATCGTGCGGTTCCAAGCGAAGATCGGGTCAGATGT 

GGGCACTATCCTCGACGTGCCGACGCCACCCGACGCTCCGAGGTCCAGGGTC 

GAACGTGACCTCGAGACCACACTGAAAAGGGCTCGCGAAGCGGTGGAGCTCG 

ACGAACACCCTCCGTTAGCTCTCACCGTCCAAGGGTCCACGTACGAGGACCTT 

CGGAGACTGTGCGCAGAGAAACTGGCGGAGCTGCCGGCGGCGGTGTATCCCG 

TGGGAGGCGTCGTACCGCTGCTGGAGGAGTACCGGTTCGTAGACGTGGTACG 

AGTGGTCCTAGCCGCGAAGTCCTCGCTGCCTCCACATCGCCCTGTACACCTCTT 

CGGTTGCGGGCATCCGCTGGCGATTCCACTCGCCGTCGCGATGGGGTGCGAT 

CTGTTCGACTCCGCATCTTACGCTATCTACGCCAGATCGGACCGGTACATGTCC 

ATCCTAGGTACTCTGAAGTTAGAGGAGCTGGAGACCTTCCCGTGTTCCTGCCCA 

GCGTGTACACGACACGATCCGGACGACGTCCGCGAGATGGAGCCGCGAGAAC 

GTACCCGAGTGTTGGCTACGCATAACCTCTACGAGTTGCGCAGGGTGATAGAG 

ACCACGAGGCAGGCTATAGTGTCGGGAGAGCTATGGGAGTTGGCCGAATCGGT 

ATGCCGAGCACATCCGCGTGCTTGGGCAGGGATGGTGGAGTTAGCGCGACGT 

GGAGGAGAACTGGAACGATGGTGTCCGGCCGTAAAGCGTAGCGTGTTCGTATG 

CGATGAGGTCTCGAAGGGACGTCCCGAGCTACGTCTCTACCGTCGACGGCTCC 

GGGACAGGTTCGGCGAGCTCTCGGGGCGTAAAGTGGTGAAAGGGATAAGCAG 

ACCCTACGCAGAGATCGTCGAGTGGTTAGAACCATGGGAGCTGGCGTTCGCCG 

ACGAGTGGTTAGGAGTGGTACCCGGAGAACTGTCATGGTCGTACCCTTGCCAC 

TGCCTCGTGGAGCCTAGCGGGGATGATGAGGGTGAGGACCGACGGAGGGGTG 

AAGAGGGTCGCAGGCGCTGAGTTCGTCCTTTATAAGGAAGGGGGATCGGAGTT 

TTACGTGCCGGACCCGGAACGTTACTCTCAGGATGGCCTTCCCACCCGTGATG 

CACCGGTAGCGTTCGCACCGAACGCCGCCGTGAACAGGTCCGTACTCGTCCTG 

TTCCACCGAGTACGTCCTGTGAGGAGGTTCGGAGACGTGTTCTGTGGTGTCGG 



102 



WO 03/076575 



PCT/US03/06664 



CGCCAGGGCCATCCGCCTTCATATTGAAGCCGAGGTGGAGTGGTCCGTACTAT 
CCGATGTGAACCCCATTGCGTGTCAAATCGCAATGATCAACGTCCGGAGACTCG 
GACTACCATCGGAGGTTAGGTGTATGGATGCCGTCGCCGCACTTTCTACCTTCG 
ACTTCGATGCCGTCGACTTGGACGTGTTCGGGACCCCGATACCGTTCGCCCAA 
5 GCCGCGTTTCGGTGCGTACGCGACGGTTACGTGCACGTCACCGCCACAGACCT 
CGAATCGCTGTATACCCCGGCGGCCCGCCGCAAATATCTCCTCGAGGGACCGC 
TCCCTCGGCGGGACACGGATCTAGAGGTCCGGGCTGTGGTAGGAGCCTTAGC 
GCGCTTAGCGGCTTCAGTTGACATCGGGATCGAGCCGATGTACTGCCTCGTCG 
AGCCCGGGGTTAGGATTCGGGTGGGATTGGAGTGCCGTAGGGGCCGGTCCAG 

1 0 AGCGAACGAAACTTTGGATATGCTAGACTACGTCGACGGGGTAGGACCGGTCT 
GGGGAGGTGATCTTCACGACGAAGACGTCGTCGAGGAGATGTTGGAAGAGCTC 
GACTGTACGGGTTGGAGCGAAAAACACGCCCGGGACGTCCGGAAGTCCCTAGA 
GGTAACATTTTGAGTATTCGAGGCGGATAGTCGGCGGGTGTCTCGAGTTGAAC 
GAGGTGATCAGGGAGGTGGAGAAAGTCCGAGAAGCTCGAATTGCACGGACGCT 

1 5 GGCCACCCAGCATCCTGACGCGACGAAGTTCGTGAGGGTGCAGGAGGAGCCT 
GAGGAGGCCGTGGAGTGTCTGGTCGAGCTCGGCGCGGAGGAATACATGGTGG 
ATTTCGAGGGCAAGCTGACGCCGTACCTGCAGCCCATTCAGGTCCTCATGGAA 
CTGTACGACGCCGGCGTTCGGGTGGGAGAGGAACGTTTCGTGATCGTCAGGGT 
ACCTAGTGCGACGAAGGAGAACGTACTACGCCAAGTCCAGGCCCTGCTGGGTG 

20 TAATGGAAGCCAACTCGGAGTTGCTTAAGGAGGACCCAGACGCCCGCGGGATC 
TTCGAGGTAGTACATCCCATGACGTCCTCGCCCGAAGAGCTCGTGGAAACAGT 
GGACAGGATCTCATACGCGCGCAGGTTCGCGTCCCGTGAGCTAGACGTACCAC 
TTAAGGCGGGAAACCTCCGGATCATCCCACTTATCGAGGAAGTTCCCGAACTCC 
TAGACATTCGCAACATTCTAACGGGCTACGTGGAAGGGATGCGTGAAATCGGG 

25 ATGGACGTCAGCTACCTCAGGGTGTTCATCGGACGCTCCGACCCCGCGCTATC 
CTACGGGCATCTTCCGGCGGTCCTCGCCTGCAAGCTGGCCATTTTCGAAGTGT 
ATGAGCTGTCGGACGAACTAGGTGTCCCGATGGCGCCTATCTTAGGAGGCGGG 
TGCCTGCCGTTCCGCGGCCATATTAGGCCGGGAATGGAAGAAGAGTTCGTAGA 
GGAGTACGCGGGCACCGCCACGTACACCGTACAATCCGGATTCCGGTACGATC 

30 ACGACCGGGAAAAGGCCGTTGCGTCCATCCGCCGCATTAACGAGCTCGCCGC 
GAACGACCCACTCCAACTTTCCGGGGACGACATCGAGTACCTCGTCTTAGCCA 
CCGCGATCTTCATGAAGCACTACCTCAGCGTGTTCTTCCGTTGCATAGGTACGC 
TGAACATCGTCGCCGACATGATCCCCAATACAAGGGACCGATTGGCACGTAAG 
GGGCCCGTAGGGTACGCGCGGGACATTCCCGAACCTGACCGTGTCGGAGCAC 

35 AGTGTAAGGACCTTGGAGATGTGGGTCGTGAGTTATACCGCGAACTGCGCCGA 
ATGAGGGTCGAGAAGCTGCCCGAGCTGCCACGCGCGATCAAATTCACGGGAG 
CCTGCTACACCGTCGGGATGCCACCGGAGCTCATCGGAACCGGAAGGGGACT 
CGCGGAGATCGAGGAGCGGCTAGGTGAAGATGCGTTGGACGCTGTGATCTCAC 
GATTGTACCCCATGCTACGCGAGGATCTGCAGTTCGCAGTGGAGTACACCTTCC 

40 TCG AAACGG CCGGATCCGTCCTACCGTCGTCCGG AGTAG CG ATG GTCAACACC 
GACCTGGAGTACTGCGTCGAGTACCTCGACCTGGAACCCCCATCCGACTTCGA 
GTACCAGAACCTGGTACACACGTTGGAACCGTACCTCAGGTACGTGGTCTCGG 
AGGGTGGTGTAGAGGAAGTCAACCCGTTCGTGAGGGATCTCCTCCTCGAGATG 
GGCCGAATGCGTGGATCACTCGGATGACGGGGACGGATTCAAGTGCACGGCC 

45 TCGAAGATTTCCTTGACTAGTTCAGGGCCCACACCGAGGGCCACGCAATGGTG 
GTTCCCCCGCGGCTCGAACTCCTCCTCCACTAACAATCTAGCTTGAACGCGACA 
CTGGTCGTCGCGCCATCGGGTCTCTACAACGGAAGGTCCGACGGCGTACGGGT 
ACCGAGCCAACACGCACTCACCGGTCGGTAGGACACCTTTCACGGCGTGTGGT 
GCGCCGGTTTCCATGTGATCTACTATTTCGAGTTCTCTAAGCAACTCCAACGGG 

50 CAGGCACAGTGGGCGAGACGCGTCCCGTAGCGATCCAGCTCGATCACGTTTCC 
GATGAAGGGACGGATACGCGCGGGCGTTAGCAGGGTCGTGACCAGGGCGGCG 
GGATCGCCCTCGCAACAGTAAGGCACGTCCAGCGCGGAGAAGTACAGACAGG 
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GAACCCGCACCGAACTCCTCGTAGAGGGAGAAGCAGTCCCCCGTGATCGCGTT 
GGCTCCGTATTGTGAGAGCACGGCATGCAATTTACCGGCCAAGTCCAGGAAGT 
TACGGTTCAACTCCGACGGATCGATACCGTGGGCACGGAGCTTCTCCTCGAAG 
GATCCGTCCGGATCGACCGATTTCACGTCCTCGAGGTCTACCTCGACCGTCTG 
5 GAGGTACGGGAGGTCGGAGGGGTCGGGACCTCTGATCCAGCTACATTTCCCTC 
CAACGACCAGGATACGGGTTCCCACGAGACGCTTGAAGGCACGTATTGCCTCC 
TCCGCACGGCCGACGTGAAGCGTCGATACGCCGACCTCGAGTGCGGCCGCTA 
GGGAGTTGTAGGAGTGCCAGTGGAGGAGGAGCACCGCCGAGGACCGCTCGAG 
GAGCGCCTCTATCGTGTCCTCCGTACCGCCGGTGGCTACCAGCGCCACGGTAG 

1 0 GTGAGTCGGGGACGTCCTCGGGGTCGGTAACGATCCTGGGTTCGAGGTTGAAC 
CTATCAGCGAGCCGTTCGGCTCGTCGCAGTACATCTCGATCGGCTAAAGGGGA 
GGCCAGGATCGTGAGTTTCAAGGCCCCATCCCCTTGGCCCTGCGGTACTCGTT 
GAGGGTCACCAGCGTGAGCTCTTCCGGGTCGGTAATGTGGTGCGAGCGGCCG 
CCTGAGATTCCGGCGATGTGTTCGATCAACCGAATACCTTCCTCGGGCAGTTTA 

1 5 ATCCCGATCGTAGAGATCGTCACTCCCATTCGGCTCGCTGCGGTAGCTTCGGAT 
AGTGCCTTCGTCTCCGGATCGGGCTCCCCTTTGGTGGGTACCCCGTCCGTCAG 
TAGGATCATGTGCCAATCCCGATCTGGTCTTCCACAGCGTCTGAAAAGCTCAGT 
GCCTACGCGGATCGCATCGCCGATGTCCGTGGCACCACCGGGCTTCAGCGAC 
ATCACCTTGGTGATGATCTCCTCCACATCCGACGTGATGTCCACAACGATCTCC 

20 GCCTTAGTGTTGAACCCTACGATACCTACTCGGTCCCCCGCCTTCACGCTGAAG 
TGAGCGAGAGCTATCGCGGCGCGCTTAGCAGCGTCGATGCGGTCTCCCGACAT 
GCTACCGGAGGTGTCTATGACGTACACGATATCGAGACATACCTCCTCCTCCCT 
GTCGAACGAGCGCAGATCTTCGGGAAGGATCTCGCGACGTCCGCGGCGAACG 
GCGGTCCGGAGTGATCCACGTACGTCGAGATTCGCGTAGGGATCTCCACGACG 

25 GTACTCTCGGGAGTAGCTCCTACTCCCAGTGCCTCGCTCACTCAGACGTTTAGC 
CGCATGATGTCCAAACTCGGTGCCTTCGAAGGCTTCGAGCTCCTCGATCAGCG 
CGGAAAACGCCGCGAGTTCTCTACCTTTTAGTGTCAGGCTCACGCCTCCTTGGT 
AAGATGGGCGCACGAACCCTAGTTTTTGAAGGATCTCCAGTCTCCTCTGGATTT 
CCTCCTCTAGCTCGTCTATGAGCGAGTAATCGTGCTGCTGTGAGGCGATTTCGT 

30 CGTAGGACCACCCCGTAATTTCCTCGATGAACCTCCGACCATATTTCCCCTTGA 
CGTATGCCGCACTGGTAACCAGGGACTCCGCCAGCTGATCGGGTCGGATGTAC 
TCTATACCCCGGTTGAGCAGTTGGCGGAGGACGCGGGCCGCGAAGACGTACT 
CCGGCTCCCCTTCGACGTATTTGCGCTGGTCCTCCTTCGTGAGGGCTCGGAAT 
CGCAACCTCCTGTGGTACTCATCATCCAGAACCTCACCATCCGCGGCTGAATCG 

35 GTGGCTGAGGTCTTTTGACTCTCACTCCTCGAAACCGTACGAGAATCCGACCGA 
CTTCGCTTTTCGCTTCCAAGCCTCGCCCCGTCCGGATGTTCCTGAGTACGCCTC 
GGCCTCCACCGGCGACTTCTCCGACGTCCCTCAGGGGCGCCAGTCGACGCCC 
CCTCATCGGGTTTCGACTTTCCCGGGATCCCGTCCGTGTCCGGCACTTCGGTC 
TTCCCGTATCCCTCGAGCACCTCCTGGATGATCTCTTTGATGACGTCCTCCTCC 

40 GATTTAACGTGTTGGACCCTCGGACTCAACTTGATGCGCTTGCGGAGGACCGA 
AGGAGCGACCTCGATGACGTCCTGCAGCTCGACCTTCGATCTCCCTTGCAACG 
CCGCATGAGTTTGCGCCCGCTCGTATAAACCGATGGTGGCGCGGACGCTGGC 
GGGCCTCTCGATGTCGTCGTGGTCTCGAGTGGCTCGAACCAGGTCGACTATGA 
ACTCGAGGACGTACTCCGGGACCTTCACTCCGAAGTCTTCTCCCCGTTCGACG 

45 ACGATGCGTTTCTCGGTCTCCTTGGATTTGGGATACGTCATCTTCACGGTATCA 
AAGCGATCTAGGAGAACCTCGGAGAGTTCCTCGGTTCCCGCGTATTCGTGTGG 
GTTCATGGTGGCGATCATGACGAAGTTGGCGGGGTAGTCAACTTCGTAACCCG 
CG ATCGTAGCACG CTG CTCCTCTAAGACTTGG AG CAG CGCGTTCTGGAGCTTC 
TCGGGACATCGGTTGATCTCGTCGAAGAACACTACGCCACGGTTGCCTCGGAG 

50 CAGCTTCCCTGGAGTGAAAGCCCGAGGGTCGGTCGGTCCGTACTCGAGGGCC 
GCGATGGGATCTATGTCTCCGAGCAGATCCTCCGGAGTGAGGTCAGGACTCCC 
CTGAATCCGTACGAACCGCTCACACCCTGGAATGGTCTCCGTCTCGAGCTCGT 
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CCTCGTCGCGAGCTCGGCACAAGGGACATACCGGCTCCTTCGGATGACAGTGG 
AAGGGACACCCCTTCACAACCTCAGCGGGAGGTAGGAGGTCCGCGACGGCGC 
GAGCGAGGGTCGTCTTGCCGATGCCGGGCGGACCCTCGATGAGCACGTGCCG 
TCCGGCGATGAGCGCGGAGAGAACCTGGATCTTGACCTCTCTCTGCCCGAGAA 
5 TCTGAGGGAGGGGATCCTCGCCTTTACCGAGCTTCTCCAGGACTACCTCGCGC 
AGTTCCTCATACACTTCCCTGACAGTCAAGCC TGTT CCCCTCCGTACGGGCAGA 
AACGACGGACGAAGCACAACTCGCACTGGGGTTTTCGAGGACGGCATATCTCG 
CGTCCGAATTGTATGAGTGCGAGGTGCGCTTTACCGCGTTCGCCCTCGGGAAC 
CATCTCGTGTACAGCCTCCTGGACCTCGAAGTACTCCTTCGAGTCGGTCAGACC 

1 0 GAGCCTCCTCGAAACCCGAGCTACGTGGGTATCGACCGGACAGACGTCATGAC 
CACCCGCGAACAGCAACACCACGTCGGCTGTCTTCGGACCGACCCCTGGCAGA 
CGCATTAACTCCCGTCGCGCTTCTTCCGTAGGCTTCTGAACG ATCTC CTCGAGA 
TCCAATCCGTCCGCGAGAATACGTTCACAGCACTCCTTGATCATTTTGGCCTTCT 
GACGGTAGAGCCCGGCGTCGCGGAGCGTCTCGACGAGATCCTTCAGATTCACT 

1 5 TCTGCGACGTCTTTCGGAGTCTTGAATTTCCGCAGGAACCTTTCCGCCACTCTG 
TCCGTCACGTCGTCCCTGGTCCGTTGAGATATGATGGCTTGAATGAGGGCCCG 
GAAAGGATCACGCCGTACCTTCAGCTTTTTCATGATGGGGTGATCCTCGTAGTG 
CTTTACGATCTCCATCACGGGATTCACGCGTCTCCCCGGCCCTACTCCCGGCG 
AAATCCTTAAACTCGGTACCGAGGGGAACATCCTGAAGCCCGGTACCGAAAGG 

20 CCGCCGCCACCGGGGTGGTCCCCGGGCCGGACTTCAGATCCGGCGCGCCCC 
GAGTGGGGCGCGGGGTTCAATTCCCCGCGGCGGCCGCGGTCGTTCGTTATAA 
CCCCCATAACGTTATCCTAGGCTGGAGGTAGCGCCGACTTCACGTGTTCCACG 
ATTCTCCGAACGCGGGACTCGTCGTCTCTCGTCTCCGGACGCACGTACACCCT 
AACGGTGGGTATCTCGGAGAGCGTGCGCTCCTTCAGCGTCGCCACGATGTCGG 

25 AAACCTCGGATAGCGGGACATCACCATTACGCGTCCTCACGATCACCTCGTCG 
GAAGAGGGATCGTAAGGAACCACCTTCGAGGAATCCAACAGCACTCCGAAGGA 
TTCTCCCAGGTGTTCCTCGGAGGTCTCCACGGCTACCTTGAAGAGCTCACCATG 
TCTCGGTTCCACGGCCGCCTGGTACTCGGCCACACACTTGTACAAGCGCCGGT 
TCTTCAGGACCTCCACGAATTCACGGCTCTCGGGGTTCTCCTCCAACGCGCGTA 

30 GTAGGGCGGAGTCGTCCATGCTTTGAAACGCGGATAGTGCGTCTTCGCTTCGA 
CTCAGCCGATCCGGGTCGAATATACGGAGGTCCAGGTCGCCGTCCTCGGCGG 
CAACGTGCATCGCCCAGAGTAACATCGCGTCGCCGGCACGGCATGTCTTGTGG 
AAATACACCGCCCTGTACATGTGGTAGCGGGATATCAGCACGGACTCCGCCGC 
TTCCAACCCCTTCTCATGTACGACCACGGGATCACCCAACTCCAGGGTGTGCAG 

35 GAGCCTGTCGAGTTCGATGCGGCCGTACTCCACGCTGGCGTGAAGGGAATCAC 
GCATGAGGTAGTCCAGGCGGTCTACACCGAGGTTCCCGGCGATCACGGAGTG 
GAGTACGCCAGTCCATCCATCGCCGGGTCCGAACGCCACTTCCAAGGTAACCT 
CGACGTCCATGGCGTCGGCCCTCTCCAGCACGACCTTAGCTACGGCACGACCG 
ATGTCCTCGTGATCGACCCCGAGCTCCTCCTCCAACAGCGGTTCCGGGACATG 

40 CGAAAAGGGCGGATGCCCCACATCATGCAACAGACCGGCCAGCCCTAGCACCT 
CCTCGATGTAGGATCTCGAGAACTTACCGACGTCCGGCACGTTACGCTTGAGCT 
CTTCCCAGTGAATCTCCATCACGCGGTCACACAGGTACTTCACGCCCAAGCTAT 
GTTCGAGCCTCGTGTGGGTGGCGCCAGGGTATACCAGCTCCGCGAGACCCAA 
CTGCCGGACTCTCCTCAACCGTTGGACTTCGGGTGAGTCCAGTACGCGCTCCT 

45 CAGCCCCCTGTAGCTCGACGAATCCGTGGACTGGTATCCTGATGATCCGGCCC 
ATCCTCTTTCCCCCGTAGCTCTCGTTCGACTTTCTCGA CGGC CCACTGGTACTC 
CTCACTCCAAATCGTCCTCTTGACGACTTCCAGAGCCCTTTTGCAGGCGTCCAC 
GTGGTCCTC ATCTAAGTGGATTCGAGTCAACTCCACG AG CGCTTCCAGTAAGG C 
GGACTCACCCCGGACTAGAGCTCGGGGACGGGGGTGGAGGAGCCCCCACCCT 

50 ACAACCTGCAACTCCGCCGTCAGCGGTTTCCCTTCGTGGATCTCCTTAGCTTCC 
AGCTCAAGGTAAGCCCTGGTCCCCTCCGCGACCTTGGTCCCGTCCCCGACGGT 
CTCGATAG CCAACTCCTTCG ACAGCGCTTTCAAGAAG CGG ATGGG ATCAG GTA 
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CTATACACGCGGTGAGCTCTTCGGTTCGAACGAAGTTCTCGTAGGTACGAGAG 

CCCGGGTACAGGTTCACGACGATGGAATCCCCGCGCACGCGCAGCCCCACAG 

GTGCTACGTTTTCACCCGCCGGCCCGTCGGTCACCGCGAGAACTTCATTGACG 

GCATCCCGGCGCAGTCCGAAGAACTCCAGGGGAGGTTCGATCTCCCCGCTCAA 

GATCTTCTCGGCGATCCGCCGTGCCTCCTCCGGAGTACTTACACGGAACAGCT 

CGGGACAGGAGAGTACCCTGGCGAGGTACACCGTCAGGGTCTCATCCCCAGAT 

AGCAAGCGTACCCTACCCCCGCCGCCAACAGATCGGCCGTCGAGCCTGGGTTT 

ATACCATCCTCGTGTAACTCACGGTCGAGCTCATAGAGGGCTCGGGTTTCGGTC 

ACCGGTCTGTCCCCAGCGATCCGCAGGATTTCCTGTGCAGCCTCGGAAACTCG 

TAAAGCCACCCTGAATCCGTGCTTCCTCCAAATCAGCGTATCCGGCCGCGTGG 

CGAGCTCTTCTAGGAACGTTCGAACCACCGCCTCGTTGATGTCGTACTCCTCGC 

GCAGCTCTATCACACGGAGGCCGATTCGAAGACTGCGCTCGAGTCCGCGCACC 

CAATCCTCGGCTACCGCATCACGGTGCGCGGCCGCCTGCAGCGCCTCGTACAT 

CGTTATCCCCTTCTCCAGCACGTCCTCCGGACGTGAAACGTCCGGAGCCCTGG 

ATCCCCGGATCCTGCGCATCCCGCCGGCACCGGCCAACCTGATAGCCCGGTAC 

AAGTAGTACGCATCCCGCTCCTCGGTCTCCTTCGCCAACTTCAGGGCCTCACG 

CCGAACGTCGCTGGGATCCAAGGAAGCACGGGCAAGAGCTGAAGCTAGCAGG 

ACGTCGAGGAGCAGGATACCAAGATTCGTGTTCCCACCGGTGTGAGCCGACAT 

GGAGTGTCGAACCGCCTCGTAGAGGTAGCGCCCGAGCGGGACGGGCTCTCCC 

CTGGTCGCCATCTCCGCCACTTCTCGGAGTACCGGCTGTGCGGCGACGGCGCT 

GGCCAGGAAGTGCTCGAACCTGGTGTCGTCGAAATCCCTGGTTCTGTGGACGT 

TTCCGGGCTTAGGCCAACTTGAGACCTCCAGAAGCGCTCCGAGGGTTAAGCTG 

ACGGCGATACGCTCCGGCTCGTTCACCAAATGACGAACCACCCCACTACGTAG 

CCGAGGAGGAACCCCGCCACCACGTCTGACGGGTAGTGAGCCCGGGAAAGCA 

CTCTGGATATCGCCACGATGATGGCCACTACGACGACCACGATCCCCAAATTG 

GAGGACAGCTTCCAGAACACCGGGATTAGCGAAGCCACTCTGGCGGTATGGGT 

GCTGGGGAAAGAATACCCCCACGGAGTTCTACCTTCTCTCTGGGGTCGGGGTC 

TACCGACGACCACCTTCAAAATCTCGCTGGATACCATGGAAAGGACCAGCGCTT 

CGAGCACCTGGAAACCCAGCGGACGGTCGAACAGCATTAGGATCAGAGAAGAG 

GGGAATAAAACCCAACCACTGAAGATGAAACCGATGAGCTCGAAGACCGGGTG 

GGGCCGTCTCGGGATCTTCTCGATCACGCGATGATCGAACCGCACTACGATTT 

CAGCCACCGCACCACCTCCGGAGCGAAGTACGTGAGTATCAAATCCGCCCCAG 

CTCTCTTGATGCACGTTAGGGACTCCAGCACAGCGGTCCGGTAATCCACGTAC 

CCCGCCTCGGCCGCCGCCTTGATCATCGCGTATTCACCGCTAACCTGATAGGC 

CGCGATGGGGTGGTCGAACCTCCGCCGAGCCTCGCGCACCACGTCCAGGTAG 

GGCATCGCCGGCTTAATCATTAAGATGTCCGCTCCCTCCTCGGCGTCTAGCTCC 

AGCTCGCGGATCGCCTGGCGGAAGCACCGAGGATCCATCTGGTAAGTGCTCCG 

ATCCCCGAACTCCGGTGCCGAGTCCGCTGCGTCCCGGAACGGGCCGTAGAAC 

GCGCTGTGATACTTGGCCGCATAAGACATGATCAGGACATCGTCGAAACCCTC 

GCTCTCAAGCGCCTCTCTAATCACCTTCACCCGACCGTCCATCATATCGGAGGG 

GGCGACTATGTCGGCCCCGGCTTCGGCGTGGGAAAGAGCCACCTCCGCCAAG 

ACCTCCAGGGTGGGGTCGTTCAGCACCTTACCCGTATCCTCGTCGACGAGGCC 

GCAATGACCGTGGGTAGTGTACTGGCAGAGACAAACGTCCGTGACCACGACAA 

TGTCGTCGCCGTACTCCTCCTTGAGCGCCCGCACGGTCCTTTGGACTATACCCT 

CGGGATCCGCGGCGACTCGACCTTCAGGGTCCTTTTCTCTCGGGATCCCGAAG 

AGTATGAACGCCCGTAGGCCCAGGTCCAGGAGTTCTCTAACTGTCTCGACGGC 

AGTTTCCACGGAGTGGTAGCGTTGACCGGGCATTGAGGGAATTTCGTGGGTCT 

TCCCGTCCTCACGTACGAAGATCGGGTAGATTAGATCGTCCGGGCGCACTTCC 

GTTTCGGCGACGAGATCACGGATCGCCTCGGACTTACGATACCTGCGCATGCG 

GACGGTCGGATACAATCCGTCTCTCCCCCACGGGGAGTGCTTCAAGTTGATAC 

GCGGGAGGAAGGAGTCCCGTGAAACGGCGTTCGGTGTGGTAGACGTGTTCAAA 

GAGGCGTTCATAAAGTGGTCGGAGGGATGGGCGCGGCTGAAGGAGTTCGACC 
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GGGAAGAAATGCTAAGCGCTTATTCTAGCTTCTTTCGGAGTCGATTTGGGGTGA 

ATTTTAAGGAGAGAAACGTTGTGGAACTTTTGAATCTTATTTACAGAATAGCCGT 

CGAGTATAGGAATATACTCGACGTAGGTGAGAAGACTTTAA CTGG CAAATTACG 

TACATATTTCATTCCTGTTATAATGGTAATTATGGTAAAACAGTTT TATG GAAGAA 

TTAAAAGAAAAGAAGCAATGAAGTACGTACGGGACGCATTACAGTTTTACAAGA 

CGGCGTATGAGTTATCAGGTAGGGAAGAAGGATTTGAGGAAATATTGGTTGGAT 

CCTTATTACCTATTGAAGTGCGTAAGGG AGAGAA ATTGCCGAAATTCTTCGAAG 

AATCGTTTAAAGATAGCACCATTAGGAAATTTTTAGGGTTAGAAAGCGAGTCTGG 

CTCGGTAAAATTTGGACTTGGATGTGTATTCATTCCATCATGGCAATTTCGCGAG 

CTAAGGGCTGAGATAAAATTCGGAAAAGGGTTCGGTAGAGACGGAGGTTATGTA 

GAGTACGTGGTGCACAGAGCGGGAACGTTTCGTGAGTGTTTACTCATGGTCCC 

ACAGCTGAGACTCGTACTCGTGGAGAACGCCGATACTCCCGACAAGCGGGTGT 

TCTTACCGTTCGATATGTTGGAGCTCGTACCACCGGATCCGGCGGCGAGGATG 

AAACTGGAGAGTCTAGCCGTTAAGCTCACTCGCCCGTCTTAGGGCCCTGCACG 

CCGCTCTACGGTACTCGTCCGGCAGCTCCATGATCGCGGAC GTCAG GACGTTG 

ATCAGCCGCTTGGTGTAAGCCTCCGCGAAGTCTTGGAGGACGTTTTCCGGATCT 

CCCGTCTTCAACCTCCGCAGTGCGCGCTCGAGCTCCCGATCCTTAATTTCATGC 

AGCGACTTCGCGACATCGGCCACGAGGCGTCGCTCCTTCAGCTTTTCAAGCTC 

TTCTTCCACGGTTGAGAGTTCCTCTTCGATTAGCTTCTCCACCTTGGGAATCTCT 

TTACGCCGCCTCTCGAGGTTCTCCCGCGCGATCACTCGGAGATCATCGATAGT 

GCGTACCTCGACGTCTTCGATGTTCTCCACTCCCTCTTCGACGTCTCTGGGATT 

AGCGATATCGATTATCAGGATCGGGGATCGACGATCTCTCTTACGCAAGGCTTC 

TCTAACGTCGTCGACATGGATCACGGGATGTGGGGCGGCCGTCGCTGAAACCA 

CGACATCCGACCGGGCGAGATGATCCACGAGCTCGTCGAACCGTACCGCCTCT 

CCGCCCAGATCCCTCGCGAGCTCGACGGCTCGCTCGTAGGTGCGGTTCGCCA 

CGAGAACTGCTCTGACGCCCCTATCGACTAGGGACTTAGCCACGGTCTTTCCCA 

TCTCACCGGCGCCGACTACGAGAACGGTCTTATCGTGGAGGGATCCCAGCTCC 

CGCTCCGCCAGCTCGACAGCGGCGGATCCTATAGACACCGCACCTTCACTGAT 

CCGAGTCTCCTCCCGGGCCCGTTTGCCCAGGTTGATCGCCCTCCGGAAGACTA 

TCTTGAGGGCTTCATCCAACGTACCCAACCGTGCGGCACGGTCGTACGCCTTTT 

TCACCTGACGTAGGATTTCCTGCTCCCCCACCATCATCGACTCCAGCCCACAAG 

CGACACGGAATAGGTGCCTCACAGCTTCCGAACCTCGTTTAACCCAAGCATCGT 

CGTGTATGAGATCCCCAAGCTCCTCGGCACGATCCCTAGCCCCCGAGGCGTAC 

ACCTCGACGCGGTTGCATGTCTGAAGGAGGACACAGCCGGAGAGTCCGAAGG 

ACTCGACGATGTCCCTCACAGCCTCATCGGACTCGAACCTGGCCTTCTCCAGCT 

CCTCTACTTCCGCCTCCTTGTGGGTGATACCGACGCACACCAGGTCCTCCATCT 

ACCTCCCTCCTCGCGGTTGTCGGTCAACGTGGTCGCACGATGTTAATTAGCGG 

CCGGTTCCATCGTGGCAGGGGGGAGAATCCCGTGTCGAAGTCCGAAGCCATG 

GCCCACCTTTCCGTCATGGAAGCGACCTATAACGTGAAGATCAAGAACAAGGAG 

GAGGCTGCCGAGGCGATCGCGGAGAAGGCGATGGAGTTCGGAGTCGAACCCA 

TCCACATCTGCACTGCCCTCAACACTTGGCTGGCCCGCATGATGTCGGAGGGA 

GAAATCGAGGAGGGTGACGAAATAGAGATTCCACGGGAGCTCATCGAAGGTAT 

CGAGGTGAAGGGCTAACCCAAGATGCCGGCGGCCAGCTCGAAGGCCGTGACG 

ATTCGTG CAGCCACCGTCCACGCGTCCAG GG GTTCGTCGTATATTCGAACGAC 

ATCGTCCGCACGATCGTAGAACTCCTCCGAGAAGTCCCCCTTCGGGAAGCCAC 

CCACCACGACTCCTATCCTTTCCACGCCGGCGTCCAGGAGCCCGGCCATATAG 

CCGACGGGTTCGATCAGATCGCCTCGTTCGGAAAGTAACACGTTGACCTCGTT 

GGCCTCCAGCACGTCCCACACGCTGACATCCAGGACCTCTATCAGCGGCTCAT 

CGGAATCCGGAGGCGCCTGACCCTCCTTGAGGACCTGCTCCATGAGCCCAATG 

AACCGATACTGATCCCTCGGTAGCCTGACGTCTCCACGGAACCATATGACGCG 

GTCATGTCTGGTGTGTACGTACACGTCTAGGGCGTTCTCCCGGGATGCGGGGG 

AGTCCAGTACGTGAAGCAGCGTCACGTGAACTATGTCGGGGCGACCCCGACGG 



107 



WO 03/076575 PCT/US03/06664 

TCACGCTCCGGGAGCCGTTTATCGCGCATGGCTACGTGATGCTTGCTCGCTAT 

GAGGAGACATTCTCCCGGCTTTTTCCCACGTCGTTTCGCCCACCTCACCACGTG 

TTGATGGCCCCTGAGCTTGGGCGGGATGAACTCCAGCTCCGACTCCGCTAGCA 

CGAAACAAAGACGCGGCATGCGGGGGCTACCCCCGTGACGTCCCTCGTCATCA 

CGGATATCGACGGCACGATCACGGGAGATGATAGAGCCGTCCACCTAAAGTGC 

ATCCGGTACCTGCGGGAACTACAGAAACGCGGGATACCGGTTGGGATCGCCAC 

CGGTAACACCCTCTGTTACTCCAGATCGGCGGCGACCCTCCTCGGCTTCGAGG 

GTCCATTGATTGCGGAGAACGGAGGGATAGTCGCCGTGGACGACGAGGAGATC 

AGCACGGTGCCCGAAGAGGACATCGAGTTAATTCAGGAGGCGTACCGAGAGCT 

CCGTCGGCGACTCGGTGTGAGGCGTACCGAACCACCAGGGCTCCGCCGGACC 

GAGGTCGCTATCTATCGGGATGTACCCATCGAGGAAGTCGAACGCGTGTTGGA 

TGGGCTCGGATACTCCGGCCGTATCGAGGTAGTGGACACGGGCTTCGCGTATC 

ATTTGAAGTCCAAACGGGTGGACAAAGGGAAGGGGCTCTTAGTCATCTGTGAG 

CGACTCGGTATCGACCCGGACGACGTGGTGGCCATAGGAGACGGGGACAACG 

ATGCTCCACTGTTGAAAGCGGCGGGGCTGGGCGTGGCACCCGCGAACGCCAC 

TGAGAACGTCAAACGGATCGCGGACGTAGTACTCGACGCCGAGAACGGTGAGG 

GAGTCGCCACCTTCCTTCGGAAGCTCCTCGAGGAGGTGGACGCTTGAAGCTGT 

ATCCGTTAGTCCGTAAAGTGTTGAAGTTGCTGTCGTCGGCCGATTCCATCGGTA 

TCATGGCTGATACCGATGCGGATGGCGTGTCGGGCGCAGCCACGCTCTGTGAA 

GCTTTCGGGGTAGCGGAGGACGACGTGTGGTTCCCCTCGGGAGGCTTCTACG 

GAGTGCCTAAGGACGCGCTCCGCGACATGCTAGAAGACTACGACGTCGTCGTC 

ACCGTGGATCTTACACCTCCTCCCTTCCCGGAGGCTAGAGACAGGGTCGTGGT 

CATCGACCACCATCCCACGGACAGCCACTATCCGATGACTGTCAATCCGTACGA 

AATCCCAGCCCTCCCAACTCACACATCGGCGTCGGCTCTGGTCGGCATGCTCG 

CACACCGCACGGGAGGGCTGAATCGACCGTGGGTCCCACTGATAGGAGCGGC 

CGGGGACGGTATGGAGGGAGGGGCCGTGTACGAGACGCTAGCCTCGATGACG 

GATCCGGGGTATCTGGTTCCGAGTAGGGGCCGGAACCTCACCCCGCTGCAGG 

ACGCGGCGGCTACCGTGAACGCGGCGCGTCGGGTGAAGTACGATGTAGGGGC 

CAGAGAAGCGCTGAAGGTGCTGATGTCGGCTGATTCCCCGTACGATGTGACGG 

AATCTCACCTACAGCGGTACCGAAAGCGAGTGAGGAAGCACCGGGCCATATGG 

TCGGGTGAGGCGGAGCGCACGGCGCACATCGTGGAAGGGGTCGGTTACGCGG 

AGATCCACACCGAAGTGGACGTCGAAGGGTTGGTCGCCCGTGACCTCGTCGAT 

CGATTGAACCTCAGATGCTCCGTGGTGGTCAACCTCGCCAGAAAACCGTGCGG 

TCTTTACAAGGCGAGCGGTAGGTCCCAAGGCTTCCCGGTGAACGAGTTGATGG 

TGAAGATGGCGAGGTGGTTGGAAGGCTCCAAGGCCGGTGGACATCCCAACGC 

GGCGGCGCTGCATTTCTCCGACGGTGATCCACGAGAGGCGTTCAATCGGGCCC 

TTGACCTGCTGCAGCCTTGATGAGGCCTACGAACGGCGGCGACGGGTCACCG 

GGACGGGACTTGAACTCCGGATGGAACTGTGTGCCAACGAAGTAAGGATGATC 

CGGCAGTTCGAGGGCCTCCATGCGCCCGTCGGGGGAGTGTCCCGAAAACCTC 

AGTCCATGGTCCTCCAGTTCGCGAACGTACGACGGGTTCACTTCGTAACGGTGT 

CGATGCCGTTCCAAAACGATCTCACGGTCGTCGTAGAGGCGTCTGAGGAGCGA 

TCCTTCCTCGAGCACCACGGGCTCGGCGCCTAACCGCATCGTGCCTCCTTTCC 

GCTTCACTCCGCGCTGTTCCGGGAGCAAGTCCACGACGGGATGATCGGTGTCG 

GGATTGAACTCCGTGCTGTGAGCGTCCTCGAGCCCGAGAACGCTGCGGGCGTA 

CTCGACCACGACGAGCTGGAAGCCCAAGCAGATACCCAGGAACGGAACGTCGT 

TCTCCCGGGCGTATCGAACCGCCTCGATCTTACCTTCGACACCTCTCTTGCCGA 

AGCCACCTGGAACTAGTACACCGTCGGCGTCTTTCACCTCCTCCCACGCTTCG 

GAGTCGCCGGCTTCGAGCGCCTCCGAGTCCACCCACGCTACGTCCACGCCAAC 

CCCGACATGAGCCCCGGCGTGGACTAAGGCCTCCCGGATGCTGATGTAGGCG 

TCCGGTAGGTCCACGTACTTACCCACGACCGCGATCCTGATCTCGTCGTCGGC 

TTCCTCGATCCTGGTAACGAAATCCAGCCAGTCGGAGTAATCGGGCTCGTCCG 

CGTCGAGACCCAGACGCTCGCAGATGTAATCGCCGAAGCCCTGACGCTCGAGC 
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AACAACGGCACCTTGTACACCAGATCGACGTCGTGGGCGTCGATTACGGCCTC 
CCTCGGGACGTTCGTATGCAGGGCGATCTTCCGTTTGACGCCGTCGTCGAGGG 
GACGTTCACACCTGCACACGATGGCGTCCGGCTGGATACCTAGACTACGGAGC 
TCCTTGACGCTATGTTGGGTGGGCTTCGTCTTCAGCTCGTGGACGTGTTCCAAG 
5 TATGGGACGTAGGTCAGGTGGACGAACATCACGTTCTCTCGACCTTCCTCCAGC 
TGCAACTGCCGAACCGCCTCGTAGAAGGGCATCCCTTCAATGTCGCCGACGGT 
ACCGCCTATCTCCACCAGCACGACGTCCGCACCGCTGGCCTTGCCCACCTCGC 
GGATCCACGACTTGATCTCGTCGGTTATGTGGGGAATCACCTGGACGGTCTCG 
CCCAAGTAGTCCCCACGGCGCTCCTTTTCGATCACCCGCTGGTAGATCTTGCCA 

1 0 GTCGTGATATTGTGGGCTCCGGATAGCGTGACGTCCATGAACCGTTCATAATGG 
CCCAGGTCCAGATCCGTCTCAACACCGTCCTCCGTGACGAACACCTCTCCATGT 
TGAAAAGGGTTCATGGTGCCCGCGTCCACGTTAATGTAAGGGTCGATCTTGACC 
GCGGTAACTTCCAGCTCTCGTGCCCTTAGGATCCTACCGATAGACGCCGTGGT 
GATACCTTTCCCGATACCGGACACTACCCCACCCGTGATCACGACGAACTTCAC 

1 5 GAGCGCCCCTTCACGCTCCGAGACTCGAGAAAGAATAAGGTTGCGCGGTACTT 
CCCGATCCGCTCGGAACCGGACGCCACCCATCCCGTCCGCCTCTCGCCCGAG 
GTCGAGGTGCTTTGACACACCTAATTTCGGCGGTTCTCGATGCCGTTACGCCAT 
CATTCGAACGATAAGACCCGAACGGTGCGCCGTAAAAAAGGACTCCTCCGCGA 
CCGCGGGTACAGTCAGGCTAGAATCGCAACAATGATCGTCGTACTGGGTTTGG 

20 CGCGGCCAGTACGTTTGTGAGAATAACTCTCGAACGCCCGGTTCTCGGAGGTG 
AGAGGCCTTTGTACTCCATGCGAGTGGTGATCGAGGAAACCGACGTGACCATA 
CGGGCGGACTCGAAGGAGTCCGTATCATCGGCGGCAAAGGCCGTGAAATTGCA 
TCGTTCCGAACTCGACCGGTACGTCGCCAAGGATCCTGCTTTCGTGACGGCCA 
AAGTACCGGTGAGAACGCTTGAGGGCGCCCCCGAGGTCGCGAAGCTGATGTC 

25 AAGAGCTGCGGAACCGTTCGGAGTGGGTCCGATGGCGGCGGTAGCGGGAGCC 
ATCGCGGAGTTAGCGGCCCGAGCCTCGGAGCCGACGGTGATCGTAGACAACG 
GGGGCGATGTACAGGTCAGGGCCAGGAGATCCGTAGTCGTCGGCCTGTACGT 
CTCGGACGACCATCCTCTCTCCGGTAGAATTGGGTTCGAGATCGAAGGAGTGC 
TCGGAGTCTGCACCAGCTCCGGCAAGTTCGGCCACTCTTACAGCGCCGGGAAG 

30 GCAGACGCCGTCACGGTATTCGCGGAGCGAGCTTCGCTCGCGGATGCTGCCG 
CCACGGCCATCTGCAACCTTACTTCCGGTGACGACCCGGAGGCCGCGGTACAG 
CGCGCCCTCGAGTTCGCCGACGACTTCACCGGGGACTTGATCGAAGCCGCCGT 
CGTTATTCGAGGGGACTTCGTCGGGATTTCCGGCCGTCCACCCAAGATCGTGT 
CGCTGAGAGGTGGCCGGATTAAACCAGCACGCCTCGAACCGACTATCTAGCGC 

35 TACTTCGTGCGGAAGAACCGGGCGAACTCTGGATACCCGGCTTTCCTTACCCTC 
TCCTGCAAAGCCTCCAGGAACTCTACGAGACCTTCTCCCGTCTTGGCCGAGATC 
GGGAACAAGGTGTCGAGCCACTGGCGCCACGGGGGGAAGAGGCCTAACGCCT 
CGGCGACGGCGTCCATGTGTTCCTCGAACTCGATCGGTTTGATCTTGTCGATCT 
TGTTCGCCGCAACTATGGGGTCCAATCCTACCTCGTTCAGGAACTGGAACATCT 

40 CACGGTCGATGGGTATTTCGCCCCTCCGCTCCCAGCGTTCCGCT ATCTC CGGA 
AGAGCCTTGGCGTCCACCACGTGGATCGCGAACAGGATATTATCCTTTTCTTCC 
AGGTAGCGAACGATGAGATCCTTAACGCGCTCTTGATACCTCCTGGGAACCCC 
GCTCATGAACCCGAATCCGGGCATGTCGACTAGAACGAGCTCGCCGTCTAGCT 
CGTGAAAGACGGGTTTACGGGTGACGCCGGGACGCTTACCTACTCGGACGTCG 

45 GCGGCCCCTCTGGTTATCGCCCTGATTAAGCTGGACTTACCCACGTTCGAGCG 
ACCTACGAGCACGATTTCGGGCAGATCCCGCTCTTCGAGCGGGTCCTCCGGCA 
CGTAACTGTGAACCGCCAAGACGCCCTTACACCGCCGCCATCGTGTGGGCGAT 
TATCAGCAGCACGGCCACCGCGAAGCACGCGTAGAGTATGTAATCAGGGTCTA 
TCTTGATCCCGGGCGCTTCCTCGTCCCAGAAGCTTAGGATACCCGCACGTGCC 

50 GGTGGCATCTCGGCCCTCTTCTTCTCCATCTTCTTACCCAAACCCGCCACCCCC 
AACACCGTACGATCGTGCCATCTAAATACGCTTGCACCCGCGGGTTCGGGGAC 
GACTTTCTGATTTTCGCGCCGCAAGAGGGGGTCAGACGGGTGTCGATAACCCC 
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tctcatcgctcggaagctcgacggtgcgctgatattcgggatcgcagagttgg 

cgggcaaatcctgaaaggtagtccgtgaaaaggtgtaccgtgataccgccgcg 

tttctggtcgaggggctcgatgaatatctcgaggatatggagccttccgacgtc 

gccgaagccgtgctcaaggcttacttcgaggacgtagagcgggtcgaagaaga 

cgacacgataatcttcgagtgcagaactagctttccgatgctccgttttatacat 

gattacgccgaggagcaccccgagttcgaaaagtacgtgaagccggaggggg 

atatagagaaaaggagtgaagtgctggaaggggaaaattagaccggatgttcc 

gatcgatcggtggacatcctgcggtagtactgttccaatatctcatgaagaact 

taggcgagccgtatcgaatgatcatagagcgcgtggaccgaagggaacgtcca 

ttcaaggtacgagtagtcgtagaacccgagtgaaataacgtcttcacacggtag 

gatcatcccactcagacatcctatccgttacttcctcagcttccttgactatccg 

agaggctcgccgtaaatccccctctgccaacgcttccaacgctctatacaagta 

cgaagtttcaatagcagccagagcgcgccgtacctcgttacgcgcgtatttttc 

agcagctcctgcgaacccttt cagg gataatcgagaacctaatttcattccgcg 

aaggtaccattccgcacggacttttcgggcatgaggtacgccgggaacttcct 

tctccggcttgattacgagtccctcaagctcctcttcttcaacccggttcataa 

gttcacgtgccacttgctctgcctctccgagatcacataaggtgctgggaacg 

ggc tttatt cgatcaccatcgatcatatcagccaacagctcatattgccgtattt 

tagg i i i i i gaatagtgatttcaccgtcatacatatccagttcgtatacgtagtat 

acgggttccgagtcctcaggctcgtacgcggcgagatcgtccagaacgcttag 

aatatcccgaagtatttcaacggcatcctccggcacgtagtccttgtcgtgggc 

gatagccgtgagtcgttcgatctcttcgtgtaacctctggaactcatcgtcgtc 

ggccagtttaacatcgggcagtctgcgctggatggtgtagagcgttctcacgt 

ggcggcggaccttagacagcctatcgaaaagctttccaagccaggctcgcgga 

acccgcttgcggcgggggttcaaggtgtatctagacatgagccggacgtggta 

atctatgtagtcgag cgtctcgttccacagttcgaacaccg ag gttccgaagag 

ggacaacggcaacagctcgccctcgacgatcgtgagggagtgctccgacgga 

tcgagcactgattggacgtactcctcgacctcctccactcggacccagcttctg 

gtatgggctattacgggttcg ccgag ttcgctttcgagcacgcggccgagcac 

tacccgcacgttcgtaccgtcttttttctcctctatccgaagggattcgttcgaa 

ctcacgtgctccagctccgtgatgtacagtcttacggtatgttcgacggtttcg 

ggcagcgcggcgggcatcgtacgcgagaacgtcaagcgagccttcggtggta 

gcagtggccgctcgcccgaaggcgtctcgatagtttcggtatcgctcatttcg 

tcctccccgacagcaagtcggacggcgataattctgtgaagtccgggacgacg 

atcacctcgtggtcgaccccgagttcctcggccacttcgggtaactcctcctc 

gaggacttcgccgacgcggtcgtcctcttcgcgcactaggacgatgcgtttgg 

cgccggacttccggatgtat tctt cgagctcccttcgggcccgctcgacggat 

ttcacgagcccctcgggtagtttttcaggcaagttagggttcaccttccgatag 

tcctccggcactagcggccctccggtctgcacgatcggagcgtctacgagctc 

cctcagggctttacgctctcgcccccttaccaccaccagcacggagtccttga 

acaagtcgtctaggtcgcgctccgtctcctcctcgacgccgacgagctctaga 

actgatcgtaaaatatcgtccaacgctctggctacctcctgagcccgctcgccg 

cgtagcacgtgttccggagcggactcgaccagtgcgtggtccagctccgcgg 

ctcggtgaacgatcctccggacgacctcttcgtccagccgaagctcgtcgacg 

tccgtgacaacccttatacgtcctgaccgctgggagAcagcgtgactgaggag 

ttcttcgagcctctcaacgcgtgtcaacgtggaccccccgatgacgagtgagc 

tgttagccgaacgctattatggggagaggatggctggccgagggtcaccacca 

cccctccttcaggatgcgcaccggtctcgcccctgtgagtgagaagccgctgt 

gctccacctctacgagcaccggagtgccctcggagccactcccctcgactata 

tactctccaggaagcgtgttcgcggcgatgtcgtgaccgaccactacctcaac 

gctgcctccttcctggacctccctgagcacgaccccgaaggtccaggtccgat 

ggaacttcctcctcacccaaaccgtagccgccgctactcctagggccggtaac 
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CCGAACACTATAAACCCGGGTAAGACTCCCTCAAGCGGCAGGACGAGCGCTAC 

CACCGGAGGTACGTTCGTCAGTATTGCGGACAGTACGACGGACCCCAAGATAA 

TGAGTGTGGAATGCCAGTACGGTAGCCAGTGGATGTCCTCTGAAGGTGAGACG 

CGGCGGAGCCATCCGAGACTGAAGGCCGTAACGAACGCCGAGATCACGGCCA 

AAGCTTCCCATAACATTACGGGCGGTGCTACGATTTCCTCCAAGATTACGAACA 

CTACGGTCGCGAGGAGGGAAAACTGCAGCACTAAGACGGGCACGTCCCACGG 

CATTCTAGGAGCCGCCGCGATCCGCTTACCGCGTATCTCTATATCTTTGAAGGG 

TACTTGGGGCAGCTCCGGTAGCAGTACCTGACCCTCTCTCACCATTTCCATAAC 

CGTCTGGAACTTGGACGCGGACTCCTCGGCCGTCCTGATGAGCTGCGAGGTGA 

ATTTAGCGGAGCGTTTCGGGCCCTCTTTAAGCAGCTTCACTACTATCCAAGGCA 

AGTTCACGGTCACGTAACCGACGGCGGCGGTGAACTTCCACACGAACCGTCCG 

ATCCGCTCGAGCACCAAGTCATTCCTCCCCGCTGAGCTCATCGCGGTAGGCTT 

CGAGCAGGCGCTCCTCCTTCCCTAGTACTTCGGCGGCAGAGGCCACGTTGTCC 

GATTCCTCGTAAACCTCGGACAACCGATCACGGTAGTTCTTATCGCGGAGCAGG 

TGATGATCGAGGATTATCTGGCCGGATCTCGAGGCCAACTTTCGCAGGTTCTTC 

ACGGCCTTCTCCAGATTGTCCGAGGAGAATCGGAAACCGAGTAAGTACGTCGG 

TGGGCCACTGATCAGCACCAAATCCGGGTCGCGTTCTAGGATCCACTCCAACG 

CCGGTCCGTACACGGGACCCTGAACATCTGAGGCGTGAACGATCACGTGGTCA 

CGGTGCGTTATCCTCAGTCCGAGAACGTACCCTAATCTCGTCCCTTCAGGCCCG 

TGCGGGAGTGGCTGCGAGAACTCGAGAACGGTCTCGCCGAACTCGAACCTCTT 

ACCGTCGGCAAACTCGTAATCGACGCCTAGCTCATCCAACCCCTCAATCAGTGC 

CCGAGCCCTACCCGCCTGGCTCCGGTTAATGTTCTCGGTGGGATGCTTCATCA 

GAATCAGCTTATCTCGGTAAAGTTCCTTCGCCGTTTCAAGGTCGCAAGCTTCGT 

ACTTCCGGTCGGTGAACGGGGTGTGGTGGTCGTAGTGGTAGTGCGATATCGTG 

ACCACGTCCGCGCTGTCTGCGGCACGCTGGATACTCTCGCGCACCTCCTCAAG 

GGCTTCCCACTCCTCCTCCGACGGCGGTAAATTGTAGCGTTTCGGAGGGATTG 

ACACACCAGGATCCACCAGTACAGTCACGTCCGGCGTTTCGATCAGTGTGGCC 

ATCGACCTCACACCGAGGCTTTCGAACCCGAGCGGAACTACCCTCACGTTCCC 

GACTTTCAGTCCGGACGACACGGTCAAGTACCCCAGGGGTCGTCATCCCGGTT 

CGTCGGCCTACCTCGATCTCTTCATCCCGGCCTCGGAGTGGTCGCAGGATCGT 

CATAGTGAGGTCAGCGGTTGTTCGCTTCTTCATCGGCCGTGTATCTCACTTCTA 

CGACCGGTGTTATGTTTCTGCCGGACTTGTCGTAGAACTCCACACGGTCCGGA 

GTATACGGGTACGCTGCGATCGCGTGGACGGCCCCCAACCTCTTGAACAGCAT 

CAAGTCATCCTCCGAGGGTACCGGATCGCCGTATGGATGGGAGTGAAACGTTC 

CGATTACGTCGCAGGTGTGAACGGAGAGGAGATCGAAAATCGCACCGGAGTCG 

GAGGCTTCGAAAGGGACTACGATCAGCGAGTCGATCGTG ATGGT TTCCGCGTC 

TATCGAGCCCCCTAACATCGCGAAGAATTCATCAGGGTGA l l uiATCGCTTGC 

CTCGAGGAGGGAGTCCAGGAGTCTCGCGTCGAATTCTACCCTTTTCACGCCGG 

ACAAGCCGCCTTCCCTCCGCGGATCTTCTTAGCGGCGAGGTTAGCGGGCCGAT 

GATATGGCTAATACCGTACCAGCCTATTACTGCAATCCCCGCGAAGGCTAATGT 

GCTGGCGATTACGGTCGTACGTGGTGATGGGAGCATCCGTGCGATCCTCCGCT 

GGGCTGCTTTGGTTGGATCGTAAATCACTCTGAGGTCGGCGATCTCGCGGATTT 

CTCCCTTCAAATCCGCGTACTCCGAAGGCGGGACCTCGACGTCGATCGTGGCT 

GTGACGCCAACCACTACGAATCCACTGGTGTACGTTATCCACCCCGAAAGCTCG 

TCGGCCAGCTGAGAGACTTTCGAAGGTGGGACGGACTTGAGATCCATACGGAC 

GACCATCTTGGTGGGCGATGAGAACCTAACGTCTTTGACGCCGGGGAAGACTT 

TGGGCACTTTAGACTCGAACCACCTCCGACGGTCCGAGGGCACGGGTTCACTC 

ATGGCAACTTCCAGCTCTAGGTATCGTCCGACGGGTTTCCCGCGGTACTTCTTA 

ACCGCCTCCAAAGCTTTGGGTAAATCCGAGGGTGCCGTGCTCAGCTCGACCGT 

TAGGTACCCGTTCTTCTCCAGTCCAGCCACGACCTTGGGGATGTCCGAGAGCA 

TGGGAGCGAGTAGGAAAAGTCCTACACCGGCTCCGATGATCGCCGCTCCGAGG 

GTGGTTGCTATCGGCGCCTTGATCCATCGCCCAACGACACCGATAGAGTAAGTT 
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AAGAGTGCGAGTAACACTGTCGTGAGGGTCGCGACGGTCACGAATGCCGCACC 
CACGTGCCATCCCCCGGCGAGGTCCATGCGCAAACGTATTTAAATCCCGACTC 
ACCCGCCGCGCCGGAGAACCCATCTTTGGGGGCCGACGTCACTTGATCGAGAA 
GGTGTTGGCGGATTTGAACCGGGTTGAGGGAGTGCATGGATCGTTAGTTGTCT 
5 CGAGCGACGGATTGATCATCGCAGAGGCCGTGCCTCCGGATATCGACTCCGAG 
ATCGTGGGTGCGATTGCGACGACCGTATACGGTTCTGGCGAGCGAGTCGTCGA 
CGAGATGAATCTAGGAGACCTCGAGCAAATGCTCATAGAGGCCACGCACGGGA 
AGGTGATGATCGTAGACGTGGGGGAGGACGCGACACTAGTCCTCGTCGTCGAG 
CCCGACGCCAACTTAGGACTTATCCGCCTCCGCGCTCGGGAGGCCGCTGAGG 

1 0 AGATCGCTAAGCAGCTTTAATGGTTTCCCCGAACC ACCGC TAGGGAGCCTCGA 
CCGTGATTAGAGCCGTCCTCAGAATTTTTAAAGGTATTTTAAGTGGGCGAGATG 
GTGAGGGAAGGGAGCGGGGATTTAAAGAGGCTAGGGAGGGCGCCGGAAGTTC 
GGAGGAGGATGGAGCCACGGAAGTCAGGGATGAAGTGATCCGACGAGCACTC 
GACGTCATCGGAGAGCAGCTCGATGTGGAGAAGCTCGTCGAGGAAGCCCGCA 

1 5 AAGATCTGACGTCGGCCCTGAACCGGGTTACCGAGTATTTCGGTCTGGAGAAA 
CTAGTCGTGTTAGACGATTCTGGGAAGCCGATTGGGATAGTAGGAGACGGCCG 
GATGGAGGGCGGGTTGATAAACGCAGTTTACACGATACGTGAATCACTGGGCG 
ACGTTGATACTATTTTAGTAACTTCGGAAGACTCGACTAACTACCTGGCGCTGTG 
TCTAGACGAGTACGTAGTAGTGTGTGAATCTAAAATGACCTTGTCCGACGCGGA 

20 TATCTTCATGCTTAAAAATGACCTTGGAAAAGTTATAGATGCCGCAGTCTCGGGC 
CAGCGAGTGAAGTCTGAGATACCGTTCGTGGTAATCGACGAGCATGGTTTGGT 
GATCCTATCGAATGTAGATCGATGTGAAGAAGTTGGAGCATTGATCTCGCAGCT 
GTACAGGTTCGTCAAGGATCATGTGGAGGGCTCGATCGAATGGATCAAGATGA 
CCACCGGTGAAAACAAGACCCTAGCTGTAAAACCCCATAACGATTTCCTCATAG 

25 CTTTCGTCGTGGAGTCAGATGTCGAGGACGCGGACGACGCGTGCGAGGAAAC 
CGTTAAAACTCTTATCGAAAAGGTCGAGCGCGCCGTAGCCGGATCTCCGAGCC 
CTCCAGCCGAAAAAGGCGAGGGGTTAACCTGACTTGGCTGAGGCGGAACTTCC 
CGAGTCAGAGGCGTGTCGTGTGGTATGTATGGCCTCGGGTAAGGGAGGTACG 
GGCAAAACCACCGTAACCGCCAACTTGGGTACTGCGTTAGCCGAGCTCGGTGC 

30 TGAAACTTACATCCTGGATGCGGATATCGCCATGGCTAACTTGGGACTGATCCT 
CCGCATGGAAGATGCCCCAGTAACACTGCACGATGTACTGGCGGGAGAGGCC 
GACATCGAGGAGGCCATCTACGAGGGACCTCACGGTGTTAAGGTGATCCCCGC 
GGGCATATCACTGGAGGGCATTCGAAAGGCCAACCCCGACAGGCTGAGGGAC 
GTAGTCGAGCACATAATAGACAGAGCGGACTTCCTGCTGATCGATGCGCCGGC 

35 AGGGTTAGGTAGGGACGCCATCACGGCCCTCTCCGCGTCGACGGAGAGCCTC 
TTAGTGGTCAACCCCGAGATAGCGTCGATCACCGACGCTCTTAAGGTTAAAGCG 
GTAGCCGAGCGGGTAGACACCCAGATCACGGGAGCCGTCGTCAACCGTGTCA 
CGAAGGATAAGACCGAGCTGACGAAGGAAGAGGTCGAAAAAATCCTGGAAACT 
CCCGTAATGGTCGAAGTACCCGAGGATCCGGAGGTCCGAAGGGCCGCCGCCT 

40 TCGGAGAGCCGGTGGTGGTCCGCAGCCCCAAGTCCGCGGCCGCGCAGGCTTT 
CAAGAAGCTGGCCGCGGAGCTAGTGGGTATCGAGTACGAGGTGCCCGTTCCA 
GACAAGGAGGGAGTGTTGTCTAAGGTCATTAAGGGCCTGTTCGGACGGCGTTA 
GAAGCGGGCTTCCCATAACCTGTCCCCGACGTGATGGACGTTGCGGACGGCTC 
GACCCCTCTCAGACTCTTCGATTTCCCTCGCACTCATTAGGGCTATCCCCACGG 

45 CGAGAGGCCGCCGGTTGCGCTCGTCGATGACGACTACACCGTCACCCTCCTCG 
AACTCACCCCGCACTTCCACGATACCCGGCACCATGATATCGGCCCCGGAAGC 
CACCGGCTTGACGGCXCCCATATCCACTATCACCACATGGCCGTAATTCCCCTC 
ATCGAGTTGGAGGAGGGCATGAATCGTGGGAAACCAACCCTCATGTCGTTCGA 
AGGCCATTACCTTGCCGTCCTTGATCAGCAAGCGCTCGATATCATCGTCCTTGA 

50 CGTACGCGACCTCCACAAGACCAGTGAGTACTTCGCCGAGACTAACCCCAGAC 
GATACACGTAACTCCTCCAAAACTTCCTGAAGGTCCTTCTCCGAGATCGGATGT 
CGACGGGAAACCTTCATTCGCCAGCTCCCCCAGCCGCACGGGGGTCGGACGG 
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TTTGAGACCGCACGACTGTCTTCGGGACTTCTTGGACGATATCGTGATAGTGGA 
GCTGAAGACGGGCAAGACGTTGCGAGGTAGGTTAGTGTCCTTCGACGGACACC 
TAAACCTGGTACTGGACGACTGCGTGGAGATAGATGAAGATTCCGAAGTCAGG 
CTCGGACGTGTGTTGATCCGAGGAGACAGCGTCACCTTGATATCACCTGCCGA 
5 AGTCGGATGAGCTGCCAGGGGGAGTGAGGCTTGGCGAAGGGAACCCCCTCCT 
TTGGTAAGCGTAACAAGACGAAGACACACGTCAGGTGCAGGAGATGCGGCCGT 
CGCGCATACCACGTGCGGAAAGGATATTGTGCAGCCTGTGGGTTCGGTCGCTC 
ACGGCGCATCCGTCGGTACAGCTGGCAGAACAAGAAGGTGAACCGCAAGCGA 
CGCCGCTAAGGGAGCCCCGGTAATGGCACGAGACGGACGACGGAAGTCACCC 

1 0 GTCGACGTCAGGATAATCGTGGAGGGAGCCGCCGACGCCGAGACCATCTCTAA 
AGTGATCCAACGGATGGCGCTCGGAGGAGAGTACAACATCACAGTGACGTCCA 
TCATCCCTACTACCCACGCCCACATCGCACGACGGACCGCCGAAGGTGCGGAC 
TTAGTGCTCATTGCCACCGACGCGGACAAGCCTGGTCGCAAACTGGCCAAGAA 
GTTCCAGGAAGAGCTACGCGGCGTCGTAGGTCGAGTGGAACGCGTGAAGATG 

1 5 CCCATCGGACACGACGTGGAACACGTGGACCTGGAAATAGTGGAGAAGGAGCT 
CCGCAGCGCCCTCGTCCGCGCCGGCCTCAAAAGTCTCAGGGACATTAAGGAGC 
TGCGCGAGGAGATCAAGGAGCTTCAAGAGGAAATCGAAGAGAAGGAAGAGCTC 
ATCGAGGAACTCGAGGAGAAAGAATCGGAGTTGGAAGAACTGCGCGAGAGACT 
AAAGGAGATCGAGAAGGAAAAAGCGCTCCTGGAGGAGGAACGGGACAGACTAC 

20 TGGATGAAGTCGAGCGGCTCAGAGACCGCCTCGAAGAGCTTGAGGAGGAGCT 
GGAATCCGCGGATCATCTGCGGATCATGGACCTCGAGTCCGTGTGTGAAGAGG 
CGGAGCTGAGCCCGGAGGACGTAGAGCCGGAGGTCCTAGAGGAGCTCGGAGA 
AGAGCTCGAAATCCCGATAGTGGTAGGGTCCACCCGAATTGCAGCACCGTCCA 
GGGAGGACGCTGTCAGGGTACTAAAGATCTACAAGCTCGCCCGAAAAGTGGTC 

25 GATGGCGAGGGGGAGGAGGAAAACGAAACGACTCCAGGAGATCCTGAAGTCT 
GATGATTTCTTTCTAGAGAAGGTGGAGAAGCTCGAGGAGCTCGCA GAAG GTGA 
ACCCTGTGCCCTCGTCAGGCGCCAAAACGTTGAGTGGATAACCCATTTTCCCG 
GTCTAGCGTTCCACGCCGACTTCGAGTCCGAAGAGTACACGCTGGTTGTCCAC 
CGTATGGATTCGAGGGCCGTTCGGGAGTGGCCGATTCCGGAGACCGTCGAAGT 

30 CATCACACACGATGAGGCCAACCGCCTGACTCCCGCCCGGGCCGTCGACGAC 
GAGTCGGCGGCCCGCAAGGTACCCTGTTATAGGGTGAAGAACGTTAACGAGGA 
CGTTACGAGGGCGCGTCTCTCCAAGTCGAAGAGTGAGCTGAGGTTCATTGAGG 
AGCTAGTGGAAGCGACCGAGCGGATACTCGTAAAAGTTCTCCCACCCGAAGAC 
TCGGAGGCCGAGGTAGCATCCGACCTCATAAGGGAGGCCACGATTCGCGGCTT 

35 TCAAACGGCATTCGACCCTATAGTGGCGTATGACGAGGGTGCCGGTGTACCCC 
ACCACCGACCGAGTCCCGAGGAAAAGACCTGGACGAAATGTGCGTTGGTAGAT 
TACGGGATCAAGATGGTGTACTGCACGGACATCACGAGGACCGTAGTGTCCGA 
GAACGAGGCGGGAGACGTCCTCGAAGTCGTCGTGAACGCCCTCGAGGAGGCA 
CTCCGAGAGCTTCAGGCGGGTGTGAACCCGAAGGAGCTCGAGGAAGAGCTGA 

40 GAGGGTGGATGGAAGACGAAGCGCCCGGATTCGAGTTCCCCCACAGCCTCGG 
CCACCATGTGGGAGTCACGGTCCACGAGGGCCGTCTCATGGGTCGATTGCCG 
GAGGGAGCCGTGATCACCGTAGAGCCCGGGCTTTACTCGGATGAGTTCGGGAT 
CCGCGTCGAGGAAATGGTGGTCGTCGGGAAGCGAAAATGCCGAACGCTAACCA 
AGCTTCCGCGGGTGTGGGAGCGTTGAAGGAAGTCCTACCGGGTATTCGAGCGC 

45 TGGGAGATCTAGAAGCCGCGGAGAAAGTCGTCAAGAGGTGCTCCGGTGGAAG 
CACGGTGATGGTGTGTGTGATCGGTAGTACCGAAATCAGCCGCGTTCCCGGTA 
TCTCAGCCGCGGGTAAAACGCCGGAGTCAACCTTTCACACACCCGCAGGAGAT 
GTCGAGTTGATATACTACGACAGGATCATCAACGCCGAGGAGGTCCCACAGAA 
CCCCGTGGGTGCTCCCTCACCCGCGGTGATAACGAAAGCCGTCGTGAACTTGG 

50 CGTCTATCCCCTTCTTGACGGTGGATGCCGGGGCAGCCGTGAAACCCGCTTGC 
CCCTACATCGACCTCGGAGGTGAGGTCGCGAGGGACTTCCGCGAAGGGCCGG 
CACTGTCGGAGGAAACCTACGACAGACTGCTGGAGTTCGGTAAAACGCTCGGT 
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AAGGAGCTCACCCGCGATGTGGACTTCCTAACCGTGGGGGAAAGCGTGCCGG 
GCGGGACTACCACGGCGATGGCCGTGATGACTGCGTTGGGTTACGAAACCAGT 
GAAAAGTTCGCGAGCAGCTCCCACGA7TCTCCGCACGATATCAAGGAGCGCGT 
GGTGAAAGAAGGCCTGGAGGCGCAAGGAGTAGAACCGGGTGACTTGGACGCC 
5 CACGAGGCGATCAGGAGGTTCGGAGATCCTATGATGCCTGCGGTGGTAGGCAT 
CATCTACGGGTCCAGGACACCGGTGCTCTTGGCGGGTGGCACGCAGATGGCC 
CCAATCCTAGCGTATCTGGCGGAGGAAGGACAGTTGGACCCGGAACGGGTATT 
CGTCGGAACTACCAAATACGTGGTCGAAGACGAGGACTCCGACATCGAAAGTC 
TGTTCCGGCAAGTGGGTGACTACGTTCTATTCTCCGCGGACCCCGGGTTCTCG 

1 0 GAGTCCAAGTTCCGTGGGTTCAGGTTGTACGAGGAAGGGTACGTAAAGGAGGG 
TGTCGGTGCCGGTGGGGCTCAGGTAGCAGCTGCGTTGAAAACGAAAGGAGAG 
ATCACACCGAAAGACGTTCTGAGGGAGTGCGAGCGGGTTTACGAGCGGTGGAT 
GGATAAATTTTAACTAAATAACTTTTCTACCAAAGTACGCTCAAACCTACGATGCT 
CTAAGAAGTGGTTATTAGGATCTTTTATTAATATGTAGACTAAGTAAGGGTACAG 

1 5 AATCGGGAAGAAAACGACTATAAGTATGTGAATTCCGAAGTTCCTATAAGGTATT 
TTTCTGAAGAAAGATATGCACATATCCAGTTCATCAGCTAGCAATGATGCGATAG 
CACTTTCCCTCGCCTCATGCAGATAAAAATCCCGCATAAGCCTGTATGCAACGT 
ACAGATACGCTACTCCGAAGGTGATGGTACCCAAAAATATCCACAAGACTTCAT 
CCAAATGG CCCAACTCCTCGATATCTTTTACTTTCCTGAATATG GCCAAGTAACA 

20 GGACTTAGAGATGCACTCGGTGCGGTACAGTATCTCGGAAACTATACGGAACA 
GTTCCGAGGATCGCTCGAAGTGCTTGTTCCTCCTCCGGATGAGGATATAGAATA 
ACGCCGCGTTGACCGCGAGGAAGGCCGCGAAGAGTACCACCGTTCCCACGGT 
GAGGGCGGTTCCACCGGCGGATACTACGGAGGCCCCACTGGCCGTCGCCACG 
CACACCGTAGCGATCACGGACACCGAGGCCGAGGCGAGCGGGCCCAGGACTA 

25 CGACACCGATTCCGAGCGCGGGGTTCAGGATCATGTCAGTATCTTCCGCGCGT 
TTCAGAGCCCGCTCCAGTTCTCGAAGCCACTCGTCGGTGGACATGCCTCACCC 
TCCGCCGAACCTGTACTCTATGAAACACGGGCCTTCCTCCGACACCATGCACG 
GGCCTACGGGATCCGTCGGAGTACATTTCGTGCCGAACAACGGGCAGTCCCGG 
GGCTCGGCCAACCCTCGCAGTATCCGATCACATATGCAGGATTCGTCGTGTCC 

30 CAG GGTGTAATCCGGCCGTATTCCAATCTCAATCG CATCGTG ATCTGCGAGGTC 
CTCACGCAGCTTCAACGCCGACTCGGGGATGGTCGGGAAACCCCGCCACGGC 
CTATCTTCGGGCTCGAACGCCCTTTCCATCAGTTCCTTCGCGACCGGGTTCCCC 
CTGTCCTCGACTGCCCTGAGGTACTCGTTGGTGACTCCCACACGTCCCCTTCTG 
AGCATCTTGAGGCACGCCAGTACCGCGATCAGAACGTCCTCGGGCTCGAAGCC 

35 GGCGACCACGCACGGGAGCTCCCGGGCTACGGACTCGTAGGGCCCCGTCCCG 
ATGATCGTGGACACGTGACCGGGACATATGAACGCGTCGAGACGGCACTCGCC 
CGACTCCAGCAACCACTCCATCGCAGGTGGTATCAACCGGTGAGCCGACAGCA 
CGTAGAAGTTGGAGGGCGGGTCATCGAGGAGCACGGCCGCGGTGGTCGGTGC 
CGTAGTCTCGAACCCTACCGCCAGGTAGAGGACATCACGGTCCTCGGACTCGG 

40 CGATCTCCTCGGCCTTCCTAACGCTCTGGACCACCCTGACGTCCCCATCGCAT 
GAGGAGAGGGATCCGACAGGAGTGGGGACCCTGTACACGTCCCCGAAAGCGC 
ACACGACCATGCCATCTTCCGCAGCCTTTATGGCCGCGGCGAGCTCTCCCGTA 
GTGGTCACACACACGGGGCACCCTGGACCGCAGACTAAACGGACGTTCTCGG 
GAAGCAACGATCTGAGACCGTGTTCGACTATAGTCCGTTCATGGGATCCACACA 

45 CGTGCATGATCGTCACATCACGATCGAGGGTCTCGGCCTCCTTATGGATTCGAC 
GGACGAGCTTTCTCACGAACTCCCGACGTGTCATTTTCAAGCTCCTCCTCGATG 
TGTTTCAGAACTTCTTCCCAGATCTCAAGGGACGCTCGTGCTTCCTCCTCATCTA 
GCTTCTGAATCGCGAAACCCGTGTGAACGATGACCCAATCGCCCTCCTCCACGT 
CCTCCAGCAAGCTCACGTCGACCTCCTGTCGTACGCCTCCGAAGTCCACCACA 

50 GCGCGGTTGCCATCGAGCTCCACGATCCTTCCGGGAATCG CCAA GCACACGTC 
GTCCACACCCCGCTGGGTTGAACCGAAGAACTTCTTTCGTATTTTCTCCCGAGG 
GCCAGGGGGAAGCTCCGGTGCCGTGGGAGGAGATCGAGCACACGGCGGATG 



114 



WO 03/076575 PCT/US03/06664 



CCGCGTTCCGAGTGTGGGCCGACACGCCTGAGGATCTCCTGGTTGAAGCCGC 
CAAGGCGCTGTTCGATCTGATCACGGACCTGGACGCGGTGGAACCCGAGGAG 
GAGGTGGAGATCGAGGCGGAAGGAGGAGACCTAGTGGAGTTACTACACGACT 
GGCTCGAGGAGATACACTTCCGACACGAGATCGATGGAATGCTGTTCTCCGAC 
5 TTCGAAGTGAAGGAACTGAAGAAAGAGGAAGGATGGAAGGTACGTGGCGTAGC 
CCGAGGTGAGCCCTACGACCCGGACCGACATCCGTTCCACACCGAGGTCAAG 
GCCGTGACCTACCACAACATGAAGGTCGAGCGCGAAGACGGACGGTGGGTAG 
CCGAGTACGTGGTCGACTTGTGAAGGGGGCAGGTCGATCTTTGAACCTGGACC 
GTTATCGGAACATCGTCCGTGAGACGGAGCGGAAGTACATCAATGTGAACCCTA 

1 0 TCCAACGAGGGGGCGTGCTGACCCCGGAGGCTCGGAAAGCCCTCCTGGAGTT 
CGGAGATGGGTACAGTGTATGCGACTTCTGCGAGGGGTTGCTCCATGAGATCG 
AGAAACCTCCCATCCGACAGTTTCACGAGGACTTAGCCGAGTTTCTCGGGATGG 
ACGTTGTGCGGATCACCGCCGGTGCGAGGTACGCGAAGGAAGCCGTCATGAG 
CGCGCTGTGCGAGGAGGGAGACGTAGTCGTCGCGGACTCGCTCGCGCACTAC 

1 5 ACCACGTTCGTCGCCGCGGAGAAGGCGGGAGCCACGGTCCGCGAGGTCCCGA 
ACACCGGTCACCCGGAGTACAAGGTGAAGGTCGACGAGTACGCCCGGGTCATC 
GACGAGGTTGAGGACGAGCGGGGAGACCCACCCGCGTTGGCGTTACTCACAC 
ACGTCGATAGTGAGTACGGGAACCTCGCGGATGCGGAGAAGTTCGTGAAGATA 
TGCCGCAAGAAGGGTGTTCCGGCGCTGCTCAACTGCGCCTACACCATGGGTCG 

20 CATGGACCTGTCCAACCTGAGCCCGAAGCCCGACTTCATGGTCGGTAGCGGTC 
ATAAGGGCATGGCCGCGTGCGCACCGTGCGGCGTACTCGCGATGCGGGAGGA 
ATGGGAAGAGGAAGTGCTCAGGGGATCCTCACTGCGCGGAGACGTCTCCGGT 
CGGGAGTGGCCACACAAGGAGGTCGAAATGCTCGGATGTACCGTGATGGGAG 
CGCCGATCGTCACTATGATGGCCAGCTTCCCCCACGTCGTGGAGCGGGTGAAA 

25 CGTTGGAAGGAGGAGGTGCGAAAGACGCGGTGGTTCGTGAAGGAGATGGAAA 
GGATAGAGGGCGTACGACAACTCGGTGAGCGACCGAAGCGGCACGATCTGGT 
GAAGTTTGAGACTCCGGGCTTCCACGAGGTGGCGGAAGACCATCCCAGGCGC 
GGCTACTTCCTGTACGAGGAGTTGAAAAAGCGTGGAGTCATCGGTATCCAACCC 
GGACAGACCGAGACCATCAAGGCCAGCGTATACGGTCTGACGGACGAGCAGG 

30 TAGAGCACGTCGTGCGAGCGTTCCACGAGATCGCGGAGGAGTACGGGCTAGA 
AGTCTCCTGAGTCGTTCGGTCGGACCGACGGGGATCTCCCGCGGAAGTATTGA 
GGGACAGGAGCCCTAGATAGCGCGCCGGAGCGTGACTGTGACGTGTGCGGAG 
TGAAGTCATAAGGTGTCAAGCCGCCGTCCCCGACCGCACGCAATTGTTACGAAT 
ATCATAACTATTGGAGGGGGAACCTCCGTGCGGATGGTGGTGTTGTTCTCCGG 

35 AGGTCCGGATTCACTGCTGGCGGCGCTGATCGCCTGCGATGAATACGACCCGG 
AGAAGATCATCCTGGCGACGTACGATAACGGCGTGCTGATCGGCGTGGAAAAA 
GCCGGCATCAACTACTCCCAGGTGAAACGTGCCACGGACGCCGAGGTAGAGTG 
GAGGATTTTCGACATCCATGGACCCTTCCACCGATGGGGGCTTCGAGGTCTCG 
AACGGAGGATCTTACGGTTCGGTTGGAACCCGGTGTGTCTGGACTGCAAGTTC 

40 TGTATGCTCTTCCACGCACTGGAGAAGTTGGAACCCGACGTGATCGTAACGGG 
GGACAGGGAGTCCAGGAAGTATCCGGAACAGACGCCGGAGGCTAAGGCTTTCT 
GGGAAGAAATGTGCGGCGAGTACGGCTGCGAGTACTTCACACCGCTCTGGGAT 
TGGAAGAAAAGAGGCGTTTACGAGGAGCTGGCCCGACGGAGGGTATCGGTGA 
GGGGATCGGAGCCCAAGTGCATGCTGGCGGGCTCTTGGAAGAAGCCGGTGAG 

45 TGAGGAGAAAGTCGAACGTTACCTGGAGGGACTCCGGAAGAGACTTCTGGGGT 
TACGCTCTACTCCTTGAGTTCCTCGAGCTTCTCCGCGAGGCCCTCCAGCTCTTC 
GAGGGCGTCCTCCATCTTAGTGCAGCACTCCCTCAGGCCCTCCACGACTCGAG 
AGATGGTGGTGGAAACTTCCTCCATCTCGGACTTCAGTCGCTCCACCTTCTCCT 
CCTCCACCCTGAGTTTCTCCTTGATGTCCTCAACGCCGGTGACTATCTGAAGCT 

50 CCCCGCTCTTGAGCATCTCGTAGGTCTCCAGGACGAGCTCTCCCGCCTTAGTCT 
CCCCCTGTAGGTGCTTCCTGATCGTGGCCTCGGTACGTCCCAGCTCCTCGGCG 
ATCTCCGATATCGTGTACCCCGCCTTCTGTCTCGCGAGGGCCGACGCGGCCAC 
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CGCTAGCGAGTCGACCCAAGTCAGGAACTTCTGCTCGTGGATCATCTCCAGCA 

CCTTCGGACGGAAGAGCGTGGCCACCAGCAGCACCGTCTCCAGCTGGTGGAT 

CTCCTGCCGATCCATGGGCTGGAAGGGGATCTCCGTGAGGTCGATTACCTCCT 

TCACGCTCTCTGCCATACTTGATGCACCCTCAATATAAGGAGGGATCCGGCTAT 

TTAAACTCTAAGAAACAGAACCTCAAGGGGCGACGGAGCCTTGTTCGTCAAGTT 

CGATTCGCACGTGCACCTGGATGTAAGATGTGAGGACGACATGAAGACCATGA 

GTCTCGCCGGAATACGGTACGTCCTGACGCTAGCCCACGATCCCATGCCGTTC 

CGTACCGCGGAGGCCCTCTTGGGACACTGGGAGGCTGTCGAGTCAACCGCGG 

AGACCGCGGTAGATTACCTGATCGACGCGAAGGTGGGACTGGGGGTACATCCG 

AGGGCCATCCCGGACGAGGGCCTCGAACTCGCCCTCGAACACCTCGAGTCGA 

AGCTGAGTGATCTGGACGCGGTAGGAGAGATCGGGCTGGAGGAGGCCACAGA 

CGAGGAGGTGAAGGTATTCCGGGAGCAGCTGGACCTCGCCGCGACCGAAGAC 

GTACCCGTCGTCGTTCACACTCCCCGGAGTCGTGATCCGAACGTCATCTCGAA 

GATCATCGAGGTCGCCAGGGACTCGGATCTGCACCCCGACCTGATCGTGATCG 

ACCACCTCAACGAACAGTACGTCGACGCGGTCCTCGCGGAGGGTTTCAACGCC 

GGGATCACCGTGCAGCCCGGTAAGGCGACCGTCGAGGAGGCCGTCGAGATAG 

TGACCAATCGAGCCGAACACGCGGACCGCATTCTTATCAACAGCGACGCGTCG 

AGGGCCCTGAGTAACGTCTTAGCGGTGGCCGAGGTGGCGTTCGAGCTGGAAAA 

GAGGGGATTCGACGCCACCGAAGCGGTGGTACGGGACAACGCCCTACAGCTTT 

TCTAACCCGGCACCCTCTTAACGCCGTCCCTCCCCGCCCACCCGGGGTGCGAA 

CGTGCGGCTGGCTTTCATCGGAGGGACCGGCCATCAAGGGTTCGGACTCGCG 

CTGAGACTGGCGGCGGCGGGACACCACGTGATCATAGGATCGAGGGAGGAGG 

AACGCGCCGTTAAAGCCGCGGAGGAGGCCGAGGAGATCCTGGCAGAGCACGG 

GTATGAGGACGTCACCGTTGAAGGTCGCGAGAATTCCGATGCCGCCGCCGAGG 

CGGAGGTTGTGTTCCTGACTGTCCCGTTCTTCGCTGTCATCGACACGGTGAAG 

GCGATCCGGGACTCCCTCGACGAGGACGCGATCGTCGTGGACGTCACGGTAC 

CGTTGGAAACCGCCGTAGGAGGCAAGCCCACCCGGCTGATCAGACCGTGGGC 

CGGATCGGCGGCTGAAACCGTGCAGTCCCTGGTCAACAACCCCGTGGTATCCG 

CGTTCGAAAACGTCTCCGCCGAGTCACTTCGGGACCTGGAGAAAGAGGTTAAG 

TGCGACGTGGTGGTGTGTTCGGACCACGAGGACGCGAAGCGCACCGTCATGG 

AGCTCGCGGAGGAGATACCGGGAGTTCGGGCGATAGACGGCGGACCGTTGGA 

GAACGCCAGGATCGTGGAGTCCATCACGGCACTGCTGATCAGCCTCAACATGC 

GGTACGGTAAGGAGGACGTCGGGATCAGGTTCACCAACCTGTAGGGGGTCCG 

CCCGCGTCCCGATCTTCACCCCATCCGCTCGGGACTTTGTCTTCATCCCCCAG 

GGGGCGCCGCGTTGAGGGATTTTCTGAGGTGCGTAGAGGACGATTTGGTGGTA 

GTCAAGGAGGAGTTGTCGCCGGAGTACGAGGTGCCGGCGGTTCTCCAGGAAC 

TCGATAGACCGGTGGTGTTCGAGGGCGTCGAAGGCTACGACATCCCGCTGGTA 

GGTAACCTATGTTGTAGTCGGGAGTACTTGGTGAGGGCACTAGGAGCGGAATC 

CTGGGACGATGTCCTGCGGAAACTCGCGGAGGCTATGGACTCGCCGAAGGAA 

CCGCGGAAAGAACGCTCCCCGTCGTTCCTCGAAGCCGAGCGTGGACCCGAGTT 

CCTGAAGGAGTTTCCGATGTGTCGATTTTACCGGACTGACGGTGGTCCCTACCT 

CACGGCCTCCCTGGTCGTCGCGGTCGAGCCCGAGGAAGGCATCCCCAACGCG 

TCCGTGCACAGGATGATGTACCTCGGTGACGGCAAGTTCGCGGTACGGGTCGT 

CCCCCGTCATCTCTACAGATACTACGAGAAGGCCGACCACGATCTACCCGTGG 

CGGTGTGCCTGGGAGTGGACCCGCGGACGATGTTCGCGTGCTGCGCCCGCGT 

ACCGTATGAAGTCAGCGAGCTGGACGTCGCGGCGGCGTTCTGGGAGGACCTC 

CGGGTGTACGAGGTTGACTACGGGATCCCGGTACCCGCGGAGAGCGAGATCG 

TTATGGTGGGTAGACTGACCCCCGAGCGTGCCCCGGAAGGGCCCTTCGTGGA 

CGTGACGCGCACCTTGGACGAACGGCGTCGCGAGCCCGTCTTCGAGGTCGAG 

AAGGTGTACACCCGGGAGGACCCGTACCACCCGATAATCCTCCCGGGCGGAG 

AGGAGCACCGGATCATGATGGGCGGTCCCGCCGAGGCCACGGTCCTCGCTCA 

CGTCTCCCGGGTGTCGGAGGTGGTCAAGGTCAGACTGACTCCGGGCGGGGGA 
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AGGTGGCTCCACGCGGTGGTATCGATACGGAAGCGCACGGAAGGTGAGGCCG 
TGAACGCCGGCCTCGCCGCGCTGGCGGCCCATCCGAGCCTGAAGCACGTGGT 
GGTCGTGGACGAAGACGTGGACCCGGACGATCCGGAACAAGTCGAGTACGCG 
CTCGCGACGAGGTTCCAGGCGGATCGCGACCTGCACGTGGTGAGGGGTCTCG 
5 GGTCCACCCTCGACCCGTCGGCGGAGGAGGGGATCATGGCGAAGGCCGTGTT 
CGACGCGACGGCCCCGGTGGAGAAAAGGGAACGGTTCGAGGTGGTCGAGGTG 
CCCGTGAGCGATCGGGTCCGGCGGATCCTGGACGAACTACCTTAGGTCCACG 
GTGTGCTCCAGCTCCGGTCCCGTGGATACTATCGTCACGGGTACCCCGACGGC 
CTCCTCCACCTTCTCGACGAACTTCTTCGCCTCGGTGGGAAGCTCGTGCCAAGT 

1 0 CTCGGCTTCCGCCGCGTCCGGAAACCTCCTGTCGATGCACGTGATCGCGACCT 
GAGTGGCGCCGTTGATGACGCACGCGCGCTTGGCCATCTCGAAGTCGAACTCG 
CCGATGCGTCGCGGCCGACCCGTGACCGTACCGCGCTCGACCTCCAGGATCT 
CCTCGCCGAACTTCTCTATCACCTCCTCCCGGGACAACTCCGTCGGGAACGGT 
CCTTCCCCGACCCGGGTTGCGTACGCCTTGAACACCACGTACACGTCGTCGAT 

1 5 CCTCGTCGGGCCGACGCCGACGTCGGAGGCGAAGGCGCTCGCCGTGGTATCC 
TTGCTGGTGACATAAGGGTAGTCGATCCCGTGGTATAGGGATAGACCGAACCC 
CTGCGTACCCTCGATCAGCACGTCCTCGCCCGCGTCGATAGCCTCGTTCACCA 
ACCCGGGAACGTCGCCGAGGAACTCCGAAAGCTCGTCGACGTCCCGGGCCAG 
CTTCGCCTTCCGCAACGCCCTGTCCGCGTTCGCCGGCCCGCAGCCGGTGCCG 

20 GTCGTGTCGATCTCGTCCGAGAGGTGCTTGGAAGCGCGCTCGGCCTCGATGTG 
CTTGGGCTCGATGATCGCGCACCTCTCATCCACGATCAGGCGGTCATCGACCC 
GGAAGCGGGACAGTCGCTCGACTTCGTCCAAGAGCACTTCGGGGTTGACGAGA 
ACCCCGGGTCCGATGGCCAGCTCGGCCTCCTCGTGTGGGAAGCCGCACGGGA 
TCTGCCGGAGGCCGTAATCCTCCCCATTCACGCGCACGGTGTGGCCGGCGTTG 

25 GGACCGACACCGGCCCGCGCTATGACCTCCGGCTCGTCCTGGACCGCGAGGT 
ACGCCACGATCTTGCCCTTGCCCTCGTCGCCCCACTGACCACCAGCAACGACG 
CTAACGTGACCGCGATCCCGCAAACCGATACCCCCGGAACCTTCCGCCAGGAG 
GCCGGCGGAGAGGGCTGTGGCGTGACGAGCTCCAGCGTGACCGTGACATGGT 
ACTTATCGGATTCGTTCAATGGTAGTACGTACGCGTTCCTGATCCCGGACGGGT 

30 GTATCAGGATCCCGCTGACTGAGTACCGGTTCGGACCCAGGCGCTTGGCCACG 
AAGTTGAGCCCATCGGCGAGCACCGTCGAGTAGGGGTCCTTCGGTATCTTCGT 
CAGTCCGGTCACGAACGCCGGAAAGATCAGCGGAACGAGCCTGTACTTATCTG 
CGGGTACCAGGAACGCGCGGGGCAGCTTAACGTTCAGGTCCTTCCCCTCCGG 
GAGGTTCGGGAGCGGGTACTCGAACGGTCCCTCGAACCGATAGAACGGGTCG 

35 CCCACG AGTAAGTAACCCGGACTAACGTCGACGTAGCCTCGG AG CTG CTCCAG 
CTCCCAGCACGCCCATACCACGGCCCGCCCCAGTTCGACGCCGGAGGCCGCG 
AAGAGGTACGCCATGATGGCGCCCGCCGGATCCCGGAAGGCGATGACCGCGC 
GGAACTTGGGAAAACCGTTAGGGGTCGCGTACACGTCTACTCTCTGCGCGATC 
GAGTTGGGATCGGCGCAGATGAACAGGAAGGAATTGCACTCTGAGTTGAGTGA 

40 CTGGAGGAAGTTCTGTCCCAGCGCTTCTTTGAACACGACGATCCCGGCCGCGA 
ACTTCTGGTTCTTCAGGTTGAGGGAATTAACATCAGGAACTGACAGCCACTTGA 
CGGTTACCGAGTGCTGGATGTCACCGTAGTAAGCCGATAATGACCCGGTGGGA 
TCGAAGACTACCAACGGAGATGCCTCACCGTGGAGATGCATCGAGACCAGCAT 
CCTGTTGGCCGCCAAGAACCCCGGGAGACCGTGGAACGGGAAACATGCTACAC 

45 CTACGTCGAACTTCGGACTACCTAGTAGCACCGATCCGAAGGACACCACGTACT 
CGACGTCGTCGAGACCTTTCAGCTCCTTACCGTACGCGGAGAGAAACCTATCC 
CGCACGTCCTGTTTCAGCGTGTCGACGTTCAGTGATCCACCCACCGTGACGAA 
CGCTACCAACGCCGGTCTCATGCAGGCGAACTGTACGGCGGCCAGGGTGATC 
GGGTCGAACGGTTGGGACTTGTAGGGACCTTCCGGTTTCGCGAGCGGTTGGAC 

50 GACGGCGAGGGCCCTGATCGACAAGTCGCTGAAGTCGTACTCCGGGTTCCGG 
AGGTACTCGTCCAGCGTGAGCACCGGGACGTCGAAATGTGTCATGTACGTCAG 
GGGGTTACCCCAGACGACGGCGCCCTGCTGCTTCGCCACTATGGGCGCCAGC 
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CTCGACGAGCACGTCGGGCAAATCCTCTAACCGCTCCGGTCCGACCACTATCT 

CACACCCGGCGTGTAGTGATACCTCGAAGATCGTGACACCGTCGATGAACGAT 

CCGAGCTCCACGGAGATCCGCGGTACGATGGCCACGTCGAGATCCCGATGCTC 

GAGTTCGTGGAGGACGTCCTCACCCGTGAGCAGTCCGGCGCACCCGATGTTAC 

CGCCGAAGTACCGATTCTCCACGATTACGGGTTCCAGGACCTCACGCCCCAAC 

TTCTCGTTCGTGGCCCGGCATAACTCCTCGATGACCGGTCCGAACATCTCGCC 

GGTGACCAGTCCTACCCTCGAGTCGACGCCGCCGAGGGCTTCGGCGCACCGT 

GACGCCAGGTCGTCAAGACCCTCTAGATGTTCCTCCAACGGAACCAGACTGTC 

GCAGGGGACCACGTCGAGGTCCAACTCGCGATCCATCCGTCGGCAGATCTCCC 

ACAGGAACCGCATCTCGTCGGGTGTGGGGGGCCGGATACCCTCCCGGTTGTA 

CCTGGTGACCCCGACCGGGATCACCACGCACTTATGGAGGCCCCACTCGTCGA 

GGTTCCGCAGGATTCTGGGCAGGGAGTTCAAATTGTAGTCGGGCACGGCCACG 

ACGTTGGCGACGGTATCGACCTCACGAGCAGCCTCTCGGACCAACTCCAACAC 

GCGTGCGGCTTCGCGGACGCTCTCCCGGGTCAGCTTGGCGCGTTCCGATGGA 

TCGGTGGAGAGGAGGTGGAAGTCGAGCTGGTCGACGTACCGTAGGAGGATCC 

GGAGCTTCCGCCCGGTCAGGAATTTTCCGGAAGTTATCACCTTGAGCGGGAGG 

TTCTCTCGGCTCTCCACGAGCTCGCGCGCCCGGCGGACCACATCTTCCAACCG 

CGGGTGATTCACCAGCTCGGAAGGATACATGGATAGCTCGTCGATGACGAGAT 

GACGTCGAGCATCCGGTGGGAGTTGAGTAGCGTAACAGTGCCGACAGGTCGGT 

GAGCATGGCGGTGTGGGATCGTCCGGCGGACCGTGAGACTCGATCAGCCAGG 

TCTCCTCTCCGTCGTAGTCCAGGTGTCGAGTCACCCACTCCGTACTCACCCGG 

GCGATCCCCCTTCAGTACCACCGAGACACCACCGGCAGACTAACCAGAGGCCG 

TAGATCGCCTTCCGACCCTACCACTATCCGTGGCGCGTACTCCTTCGAAGTCGC 

CGGAGTCGCGGCTGGGAGTCGACGCCCATGCTGCAACCACGCACTCGGGGTA 

GTGAACGACTTGGCCCCGCGTGGCCGACGGAGGAACTGGACGCTACGTCATG 

CTACATTCCGTCGGTGAGTGAGTTATAGAAACGGTCTGGGACGCCCGTGAGAC 

CGTGCCGGTACTACACCCCACACTTCGGCTGCCGTCCTTCGACACCGTCGGGT 

AGTCCTTCCCTTTCCCGTAGCTTCTCCGCCAGCTGCAGTATTCCGAGCAAGTAT 

CGCTCGATCAAGCTCTCGAACGTCACCACATCCTCCTTGGGCCAGGGGCAGCG 

GGGCAGCCGCAGGTTCCGCGGATTTTCCTTCCTGGCCAGTATGATGGCTTCCT 

CGACCGCGGACTCCCACTCCAGCAGGGGCATCACGGCCGGCGGTGACTCGTA 

AATCAGCAGGAAGGCCTCCCTGTCGGATTCCTCCGGAATCAACGATTCTACGG 

GCCGATGGACGTAATGGTTCAAGAGTGAGAGCGGCACCCCGTGCTTCAACTTC 

AGGGCGTAGTTGAGGGCGTGAACCGCGTGTTCGGCTGAATCAGCTCCGACCCT 

CCGCCTCAAATCCGGGTCCTCCAGGCGGATGTAGTACGCTTTCACGCGTATCG 

TGATGTCACCATGCTCCACCAGGATAGGTCGCTCGGGTTCGTCCGGGGGAGGT 

GAGAGCACCGTGTCCGTCCACCGGAGCTCGACGTACCCGATCCCGCACTCTTC 

CTCTCCTTCGGCGTAGACCTCGATCCTGGGGTAAGTCCACCAGCCTTCCTCGAT 

AAGCTGTGCCACGGTGGGATCGTACTCCTCCGCGGGGACGGCCGGGATCATG 

AGGGTCTCCCGGTCAGGTGGCCCACTGACGACCCAGATCTCGCCGGCGGCCC 

TGAACGCGCATCCCGGAGCCCAGGCTCTGGGCACGTCTTCGGGGTCGACTTG 

GTCCCTG AGAACGG CCCGTGGGTTGTCCTCACG GACCACCCG GTACG CGTCCT 

TTTCCCCGTAGAACGACTCGGTCGGGTTACTTTCCGGTGGTGCGGCCAGGTGA 

GACTGAGCGTAAGCTAATATGCGCTCGACCTTACCTTCCAAGTAGGCCTCGCG 

GAATCTCCTCGGAGTCCTGGTCACGAACGAGGTCCAAGGGTCGGCCGGGTAGA 

TCACGGACTCAGCTTCCTGACCGCGCCTGCCGGCACGTCCTTCCCGCTGCCAG 

AAGTCGGAGACGCGGTCAGGAATTCCGTAGTGCACGACTCGAGTTACGGATCC 

CACATCGATGCCGACCTCGAGCGTCTTCACCGTGATCATCACGGAGGCACGAC 

CTCGCTTGAACTCCCGCTCGGCACGTCGGCGCTCGTCCCGGGGGAGCGCCCC 

GTGGTGTAGAGTGACGTATCCCTCGAGCCCGTACCGCCGGCATAGTACCTGGT 

AAGCGTGCTCCGCCTGCGCCCGGGTTCGAAAGAATACCAGCGTTTTCGAGTCC 

TCCCGGACATATCGGGTGATGTCTTCCAGGAGGTCGGCCATTTTGGCGGTATTC 
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atggttacgggcacgtaSaggtcggcgagttcggcggtcggcg^^^^ 



■■■■■ 



25 &GTCC^S 
CGGAAGAAGCCGCG 

CGTGCATAGGGTTGC 

aasssaHe* 818 * 



SHS 
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TAGCTATTACCGAATTTCATACC^ 



cgtttt'gItaccggaaagagcactg^ 

CGCA< 
GGTA( 
CCAC< 
GATAC 
CCCT 
GTTC< 
TCGT< 

10 



CGCAC^^GGGGAGACGAAGCATGGCCA^CTATCACCGCTGG^A^GGACT 

GGTAG 
CCACC 
GATAG 
CCCTTi 

^CTCG^ 



ggtagccggcgtctcSbccgcgatactgcaggcggt^ 

ccaccggcg' 
gatagtgaac 

CCCTTCCCGC 

GTTCGCCCACGGC^. ^ 



JGTTCCTCGCGGACGAGA/ 4 
CTGAAGTCGACGAGGAGG 



35 



TGTA 1 



128 



PCT/US03/06664 

WO 03/076575 



• ft* SjBfaPUBBi 

GTCCGCGAGGTCCAG^ 
GCCGGATCGTCCATGTGi 



ATCGCGC^ACGAgCAC^C^^G^ 




TCGGCCAAGTCGACGGTGCGCTCCGCC^ 

50 ss»== 



129 
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CAGTGCGAGGACATGGCGCTTCATAGGATCCTCCTCTTCGGGTTTGACCAGGT 
CCGGTGCCGCGAGGAAGTAGAAGTGGAGCGCGTGACTGTGCACCGTCGCGGC 
GTGATGCATCAGCTCCCGCAGCTTCCGAGCCGGCTCCGGAGGCTCCACGCCG 
AAGACCTCGTCGGCGGCCTTGGCGCTGGCGAGGTGATGGGCCACCTGACATAT 
5 CCCACAGATCCTCGGCGTCAGTATCGGGGCGTCCTCGATCGGTCTTCCTTCGA 
GGAACTTCTCGAAACCGCGGACTTCGACCACGTGGAATCTGGCGTCCTTCAGG 
TTCCCGTCCTCGTCGAACTCGACCACGATCTTACCGTGACCCTCCACCCTGGTG 
ACCGGCTCGACGTTCACTACCATCTCCGACAACGTACCGACCCCCCTCACTCC 
CTATCCACCCTGAACGGCATCAGCGAGCCGGCGAGCGTGAACCGGTAGAACCA 

1 0 GCCTACCACGTCAGGGACGGACTCCACGAGCTCGGAAGGGTCGACGTCGTCC 
ACATCGGCCCGGAAGATCGAGGCGATCGCGGACATCATCTCCGCACCTTGGTC 
GGGGATTTCTCCGGCCGGTCCCGCACAACCCGCACACGGTACCCCGGCTTCG 
GGACAGCGTGCCCCGCACCCCGCCCGTGTAGCGGGTCCCATGCACGGGTAAC 
CCTGCTCCAGCAAGCACCGGTCCGGATCGGGCTCACCCTCGACCGGGCGGCG 

1 5 GATCTCGTGGATCACGGTCTCTTCCTTCTTCCGAGGACACTCCTCGCAGAGGTT 
CGTCGTCGAGAGCTCGGGTTCGCGTCCGTCGAGGATCGCTGTGACCGCGTCC 
GCGATCAGGTCGGGCTCCGGGGGGCAGCCGGGTAACTCGTAATCGACGTCGA 
TGACATCGGAGAGCGGGCGAACGCGCCACGTTAACTCTGGGACGTCTTCGGAC 
GGTATCACACCGTCCTCGTTCTCCGTGCTGGCGGTTTCCACGTAGACGGTCCT 

20 CAGGAGCTCCTCGTTGGAGTACAGGTTGGCCAGTCCCGGGACGCCGCCGTAG 
CAGGCGCAGGTACCCACCGCCACGACGATCTCCGCACGCTCCCTGAACTCCTC 
CGCTACCTCTACGTTCTCCTCGTTCCTGATACCACCCTCGATCAGGACCACGTC 
CACATCCTCGGGGATCTCCTTGGTATCCATGAGCACGGGGCAGTGAACCAGCT 
CGGCGTCGCCCAGGAGGTCCAGAAGCCGCTCGTGGAGGTCCAACACCGAGAC 

25 GTGGCAACCGGAGCAA CAGCA CAACCACGTCGTGGCGATCTTCACCAAACGCA 
CCACCCCCTTCACAGCCTTTTCAACCTCTCACGGAGTTCCAATGGTCCCAGCTC 
TAACAACGTCTGATGAAACTCAGTCATAACCTCAGCGAACTTCTCACCCTCCGA 
AGCTGAAATCCACTCGTATCTGAAACGCTCAGGTTCAATGCCTATTTCGGCTAAA 
AATTTCTTCAATAACTCGGCCCTTCTCCACCACTTGTAATTACCTGATTGGTAAT 

30 GAC AATC TCCCAAGTGACATCCTCCTACGAACACTCCATCAGCACCTTCTCTAAA 
CGCTTTTAAAACAAGAGATGGTTCTATTCGTCCCGAGCACATCACCCGAATAATT 
CGAGTACTTGGAGGATATTGCATCCTACCAACGCCAGCGGTATCCGCTCCTCC 
GTACGAGCACCAATTGCAGCAGAAAGCTATGATTTTAGGTTTCCACTCTCCCATA 
GACGCCCTCCGGAGCTCCTTTGTCCACATAAGAAAAAGCTTATTATTTGACAAAT 

35 TTCAGCGCTATTCCCCGAACTTAAACCCCATAAGTTACCTCCTACCGATCAATTT 
GCGTGATCATAAGTGACATCGATCTCCATTGAAAGCGTTAGAGCAACTGTCCTC 
GTACGTGGCCGAAAACCGCGCCGGGAATCGGTGGGACTTTAAACTCGCAGGGA 
TACGGGTGGGGAGGGGCCGTACCGTGACGTTCTTTCGACACATCCTGCTGGCG 
TCCTTGGCGTGTCTCACGCTTCCCATCGCGGCAACATGTGTGAATGAAGAATTC 

40 GAATCGAAGGTCGAAAGTCTGATACAGAATCCCGACTTCCAGGGTACGAAGGA 
GATCACGCTGTACGCATCGGGTTCGTACGTGATGACGGGCCGTATCAAGGTGT 
CGTACAGAGGACCGGAGGAAGTTGAGCCCGTCGAGGTGGATAAGCTCATCAAC 
GGGCTGAAGGAACTGCGTGAGGATCTAGATCCGTTGGCCGGTCAAAACGAACC 
CATCAAAGATCTGCTCGGCGCACTGAAAAAGTTCGACGACACCTCGGACGTTCT 

45 GGAGAAGTTGAAGGAGAAGACGCAGGGGTTGAAGCTCGCAGCGTGTGAGATC 
GATGTGGATCTATGGTATGTCGGGGAAACTGGTACCCCACCGTCGGACCTACC 
CCAGATCCTCCAACAACTGCGGACCGAGGGGGAACTTCATCTCAGCTACAAGA 
TACCTTACCCGGAAGCACACGTATACGTCGTGGGGAGTGTGGAGCTCCTCGAT 
CGGGCGCTGAACCTACCCATACGAGCGGTGTTCTCGTACGATTATCCCAACGA 

50 CGGCTCCGGTGTGAAGGTTTCAGTGGATACCGAGCATCGCAAGTTCACGATAG 
AAACGACCGATAATATCTACAACCTGATAGTGGTCGAGCTCACGCTCCACGGTG 
GACTCCAAGAGGTCGAGAAACTGGCGGACCTCAGCGTCGAGTCCTCGGAGGA 
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WO 03/076575 PCT/US03/06664 

CCTACAGAAGCTCCTCQAQAATACCQAGQTG^ 

GAGGTCGGACCGCCGAGATCAACGGATTACCCCTGATGGTCG^ 

CGCGATAGTGGTCTACGCGGTCGGGAGCAACCCCATCAACTCCATCGTCGCGT 

CTAAGATCG^AGCTCATGG 

GC^A^^TC^GGTGGGAACCGACGGCAAGACGTTGGTCATCAAGGGATCCG 
CACCGGGTGGTCTGGTGGTGATCTACGGGCCGGCCGGACCGGATAACACGC^ 
GGACGTCACCTCTCG^GTAGGCACGTTGCAGGTCGCCAGAGCCCTCGGAGCC 

CAGGTACCGCCGTTAGTTTCTCTGTTCGGATGGATACT 

AACTCCTC^CTCCTCGGCTTC^^ 
^CCG/^ 

CGATCGATCGCCTCGCGGATTTGACGGGTCCCCGTCAACCTCA(^ 
CAAGTCCAGGGACCGTGCCAGGTTGCGGTCGCTCTCGAACGCTCGAATGGCG 
CGACAGG^GG^GAAGCGATCACGCGGTAATCGGCGTACTCGGTGGAAATCG 
CCTGGA^^^V^ACCCCCGTCGAAGAGCGCTCGATTATCCTACGAGGATCACCC 

ctacIgatcg^cagtgcaggtacagcggaccggaccagtg^ 

GATCACGCGACCTCCCCCGCGCCGGAAAACCTCATTACGCCGATATCATTGTTA 

a^gtoIgc^ 
accggccgacgccagccgtccg^^ 

TGGGGGCGACCGTGATCCCGGGCGGGTTTACCCCGCCCCAATCCGCCAC^GCA 

GGGTCGCAGCGGCCGAACGAACCGGGGGTCCGCCGCGTGGACC^CGGGAA 

CTGGCTGAGCGGTTGACCGAGCGCGACTTAAGGATCCTCATTCAOTAGCGGA 

AAGCGGGGAAGCAACACCCGAGGAACTCGCCGAGTCGCTGGACGTCGACCTG 

GGTCCCGTTATGAGATCACTCTACTGGCTCGAGGAGCGTGGGTTGATAGAGTC 

CGAGGAAGAAACGCACGAGGTGTACGAGTTAGGTGATGAAGGA/^GGAGTA 

CCGAGGAAGGGCTGCCGGAGCTCCGCATCGTCGAGGTCTTAAGAAAGATAGGC 

GGTGAGGGACGACTGGAAGAGGTCCTAGATCGTGCCGGAGTGCCCC 

TGGCCGGACCCGTCCTAGGATGGCTGAGGAGGAAAGGACTGGCGGAGATCAA 

GAGGGAGGACGGGGAGACGTCGCTCGTTCTCCTGGAGGAGGAGCCTGAGGAC 

GTGGATCAATCCGTGCTCGAGGCGTTGGCCGCTGAGGGTTCCGCGTCCGTCGA 

GGAGCTTGCGAGAAAGCTAGAGATGGATGAAGAGGAAGTGGAGAAGGCCCTGA 

AGAGGTTGAGTGAGCGCGGTGACGTCCTGAGAGCGCGGGAGGAGACCGTCAA 

gXxagtcaggctaaccgaacgcggtgaggaagtcgcggagcacgccccagaa 

GTGCTGGAACGTGACTGGATCACGGAGCTGAAACCCGAGCATTTGAGGGAGGG 

Xacttggaaggagaaggagttcaagccatacgacgtgaaggcacccacgagtc 

CTACCTTCCCCGGCAAGCGCCACCCACTGAAGGAGGTTATCAACGAGATACGT 

AGGATCTTCCTCGAGATGGGTTTCGTGGAGGTGTCCGGACCGCTGGTCGAGTC 

CAGCTTCTGGAACTTCGACGCCCTGTTCCAGCCGCAGGATCACGCCGCCAGGG 

AGATGCAGGACACCTTCTACCTGAAAGAACCCGCCGAGGCCGAATTGCCGGAC 

GAGGAAGTCGTCGAGAAGGTCCGGGCCGTGCACGAGGATGGTGGCGACACGG 

GATCCAGGGGTTGGGGGTACGAGTGGGACGAGGGTGTGGCCCGAAAGACGGT 

CCTTCGTACTCACACGACGGCGGTGTCGGTTCGGAAACTGTACGAGGTGGAGG 

GGCCTCCACTCAAAGCGTTCTCGATCGGCCGGGTGTACCGGCGCGAGACGGT 

CGACTACAAGCACTTGCCGGAGTTCCATCAGTGTGAGGGAATAGTCCTGG 

AGGACGTCTCGTTCCGGGACTTGCTCGGGATACTCGAGGAGTTCTACCGACGG 

ATGGGGTTCGAAGAGGTCAGGTTCAGGCCCGCCTACTTCCCCTATACGGTCCT 

CTCCGTCGAACCCGAGGTATACTTCGAGGAGAAAGGCGATTGGGTCGAGCTAG 

GCGGTGCGGGCATTTTCCGCCCTGAGGTGCTTCAACCCCTGGGGTTCGATCCC 

GACGTGGTGTGTTTAGCATGGGGCTTGGGCGTCGAACGACTGGCGATGCTGAA 

GTTGGGAATAGACGACATACGAGATCTGTACATGAGCGACCTCAAGACGCTCCT 



131 



PCT/US03/06664 

WO 03/076575 

:MM 
■MM 



30 SSSSK^=s 

GCTCGAGCTACCCCATT7 
GGTGTCGGTTGGAGTCA' 
CGGGAATACATCAGGGA 

SIIaAGTgS^^^ 



'•■MBi 

SSSScSS^gaSScgtcggaqgatctccaggagcto 
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10 



15 



20 




TC+AACCGAGACGTTCG^ 

JESSES^ 




25 GCGTAGTCCCTGAG^CGTACACCAGGGC^ 



30 



35 



40 



CGGTCTGGGCGGAfa^.Moo.^.™^ GATCAACGGCA 
ACGTCGGGAGACGTCCACACGC^ 

GATCAACCTCGGCGAC^ 

CCGAGCTCCACGCATCT^CGCG^ 

GGACCTGGGTTTGAACGGTACGAGGTC^ 

GCGGTCGTCTTACCGGAGTCGGTTTCTAG^ 

CGTCACGGGCCCTGCCC^GCGG^ 

GAGCCCGGTTATGACCCT^AG^ 



50 TO 
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■HI 



ACCACTATTGTTA 
TATTTACTGCACC. 
CACTTATTAGCGC 

CGTTCCCAGAACCAGGTTTGCCCATATTGGTTACTGAAGAGGjA^^ 



25 



30 CGGAACGTCCTAGTAGCAGCGGAACGGTACGACTCAGM 

GGCA 
CGTG< 
CAGT( 



IcGCGACATGTCCCCAACGGGTATTTAGTCAGAATCTCAG 



35 



40 



45 



50 



ACCCGCGTTCGGACTACTCGCGGTCCCCGG^ 



rSlcGCTACTATGG^ 



C^^GCCTWT^^^ynAwST^^ACAACGTTAATrCTAGCTTTACTATGGGCT 
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attaaagtccgtaaat^ctt^^^ 

iGGTTCTAAAAGAACATTGGAATA^ 



ATCGTCAGGT^TAATySj^^n^^OTGGTTAACT ACAGTTG^^TACCTATAC^ 



20 



^AGGAGGGTA 
VTACATTGTA/ 
TAACCGCGCTGGGTCA 

GACAGGAACCAGG^ 



GTACTCGCGAAGTACTTTCAGGAACT^ 
TACCCAGCACGGGTTCCACGATCACC^ 
ACGGTCTCCACGAAAGCTTCGA^TCG^ 
40 CGCCACCGACTCCGGGATA^ 
CCGGATCCCGCCCGGA^ 
CGAACTTCACGATCTTCTCACGGCCCGT^^^ 

CTCATCGTCGCCTC^GCCG^ 



GTGTCCG 



gotacggatcgaaccgtcgg^ 

CTCGGCGCGCTTGAAGAGCTCGAGCGACT^GGG^A^^ 
50 AGCTGAGCOJCGATGGGGC^AGGAGCAGG^ 
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mmmm 



^mc^cggSotaccgtactcga^w^tc^^cttc 




10 




■ SMASHES 




50 GGACGACTTCACGGTGATCG^GGAGAAGGCCGTCG^TA^CCfaOO ^ 
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■mm 

CGGGTTTCCCTCC 
CCTTGGGGCCTTC 
CTTTTCCCCTTCA/ 



35 



ccagtaccaggSWcgcgttccctccccgcg^ 



45 
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5 GGCCGGACGACGAOT^^ 

■ ma m ma 

■mmmm 

3 1 a^ W — . wGTACTCCGTTAGGACC^AGTGAAGCCC 

TACGAAACG 
TGACGGTG< 
TCGGCCGG 
CTCGGGTT( 
TGTAGTCCC 



GGCCAACGGTATCCC< 



45 ggccaacggtatccccgStccaccgc^^ 



VTCCGCGACAGAAGTCCAGGTGCATCTTAGAGGGTGACGG 



^^I^gSc^gcacgagISg^gatcacgaaotcct 
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mmm 



20 tiwKsSSSmmpc^^ 

TCCG 
CTTTi 
TCCA 
CGAC 
GCG> 
CTCC 

cccc 



TCCGGTAGAACTCGJBG^CGACCCATCCAAAGCTTGGA^^ 

CTTTAA" 
TCCACC 
CGACAC 
GCGATC 
CTCGA/ 

cccgtguauu ^cc^^ 



CGACACTCGTCGAACTO 
GCGATCTTG/ 



25 GCGATCTTGACGC 



CGCCTTCACCGTGACTACCTCCCCCTCCTCGGTCTCC 



GGAGGGTACGGAGTACACCCCGTCGGCGTC 



45 TTCAGAGAGC^C^T^GGTGCCC^C^GCC^^G^^C^C^^^^^^AC^^C^C^ 



GGTCGGGGGTTTCGTCAGCAGCTCCGCCACCACCGCGjACCGTCGTGGCGAGG 
TTCAGAGAGCTTCCT 

50 £S=ss= 
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■■MB 



CCGCCAGCGCCT^ 
GACCi 

-■■■■■■ft 



GTCCTCGAGCTCACCACCCACCTTAACCTGTACCC 
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■■■■■ 

GACGCCCATC 
CCTGCGGTA1 



CTGCTGACCTATCCTACCCAGTCCTATG^ 
GACGCCC 



CGTGGATAGGG 
GCACGGATAGC 
TCGCCCCGATG 
AGGCGCTCACT 
GGGGATCTCGT 
CAAGTGAGCGG 



TCGCCCCGATGGT 
AGGCGCTCACTGT, 
GGGGATCTCGTGT 
CAAGTGAGCGGAG 
GATTCGAGTCGAT 
GGAGGGTCGGGC( 
GCCCTCTTGTATG 
GCGGAGGTTGCG( 
AGGGAGACGAGC( 
ATAAAGGGTCCTA 
GTACGGACCGCA( 
GCTTCCTCTTCCT 
CGACCGGGTCGG 



AATGCGCGGGCCAGCCTCCGAGGGTTCTG/ 
GGGGAGTTCCTCTAACACGTCCCGGATCCTX 
TCGAACGTCAGCGCGAGCCCTCGTGCGAGT 
GAGGTCCGAAACCCCGGTCAGGAGGGTCTI 
\TCAAGTGCCGGGCGAGCTCGAGGACCTCG 
\TTCGACGAACCGAACACTCTCGTTCTCGGG 
CGTGCTTGAACTTCGAGTCCCTCCGCCACC 
3TACTCCCGCTCACCGTCCGGTAGGTCACC 



ATCGGG 
3CGTCG 
TGGGAG 
XBCATC/s 
3CCATTC 
TACCGT" 



ggaccctccaaacgct'cctccacagcgacgggcctc 
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fjpfeBaseas 

■mmm 

JcTCACCAGCGCGATCAACGGGCC 



^^^^ 

^QCGGGCT^^G^^CGGTCTTTTCGATAAGACATC^^GGGT 



■■■■ 



GCGTGATCTTGGCGGC 
GAGGGTTCACCGAGTG 

50 gooSS^ 



rA^CCCTGAGGGAATGGGGGTGTCCCCAGGGGTACGTGTTC 
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CTGCCCGTGAGGGAGGACCGGATCGGGAAAGAGCGTTGGATCA6GCTCGCCC 
TGACCCCGGGCCGTTGGCTGGTACTGCTCGGTTGGACCGAGGATTTCGACGTG 
CGCACGCCGTGCAGGACGCTCTTCCGGGGGGCGCGCCCTACGACGAGGCCGA 
GTACGGGCTGGACGGCGTGAAACTCCGCTTCTGGGTCGCCGAGTACCTGTTGG 
ACCTGGGAGGGCGGGCGAGGATACCACCGAGCGAGTACTACTCGAGCGTGGC 
GGGGTTGTTCGACTTCTTGAATGAGTTACCCGGTGGGTGGGAGTTCCGGCCCG 
GGTTACAGCACGAGCACCGGTTGTACTACGGGTACGGGGTACTGCTCGAGGTG 
CGGGCGGACCGATCGTTGATCGTCGAGTTCAAGGCGCCCGAAGCGGGAAAAC 
GCTTCAGATCGGCCGATACCGTGGACCAGTGGTTCCTTTCAAGCCGATACATCG 
CCCGCCACAGCCACCTCCTGGAACCCCTGCGCAAAATCCTCAGAGGTTCGAGA 
CCTGACGGAACGTAGGTTTCCTCCCGCTATTTCCCGCCGTCCCAACCCCGTCG 
CGCGGCGCGTCGACGACCGGTCATGTCCGCCTTCGCTTCAAAGTGTTAACAGT 
CCGTCCACGCCTCGAGATTTCCAAGAACTTTATTTTTCCACCAGAAAAGTGGGp- 
GGGTAGCATCGGGATGAAGGTGAAAAGGGTGAGGATCGTCCCGGCCCTCACC 
CTCGGTGTTCTGGTCTTCGTGCCGACCGGTGTCGATGCTCAATGCGGAGCCGA 
AGTGGTTTCAGTGGGTCGAGGGTTGTGATTGGGCTAAGTACCTCGCAACGCGG 
GATACACCGATCGTGGACTGGACAGGTGAGTTGATCGGCGAGAACTGGCGCGC 
GAACTGGGTCAGGGCCGCCAAGTACATACTATATTGCGCACCGTACAAAGGCG 
ATTCCGTGGAGAAGGTAAGGCAAGCCTGGTACGGGAGCATCACGCTCGAAGGC 
CACGTACCCGACAAAGGCGCGCCCGCCAAGTTCGGAGAGGTAGACTGGAGCG 
ACAAGAGACCGGACATGCGTTACATTGGTCTCGCGTTTGACTACTTCGACCCTG 
TGTTCGACTTCCTCCACGTGCCGGAGGATCTGAGGAGAACCATGAGAAGGCTA 
GCCGAGCTGATGGTAGGGCTCGGAAAAGTTTCGGAGCGAGAGTACGCCGAGT 
CGATACTCAAAGATGAGTATATGCCTCCCAGGAGCGGGGAGCCCTCCAGGAGC 
AGGGAGTACGAGATACGTAACGGGCAGTACTGGTTACCTGGGGAGTGGTGTTG 
GATAACCCTGAACGGCACCTCGCTTTATGGTAAGGTAGCGAAATCCCCGGCCC 
AACCGTTTCCGAACGCCGGTGAGGCTGAGAGGAAACTCATGAACAACAACCCG 
ATGTTCCAGGCAGCCGTCCGACTAGCGTACTGGGTGGCCACGCACATACCGTT 
CATCGGGTGGTTCAACTGGTTCCCCCTCGCCGGGTACTGTGGCCACCTCAGCC 
CGATGTACTACGAGGGGCCGGCGGCGCCACTACTCTTCCCGGATGAGGGTTG 
GGTGTGCACGGACCACGCAGTGCTCACGGTAGCCCTTTACCGGGCCGCGGGG 
ATCCCGGGGTACGTCGGCGGTGAACTCGAACCGTTTGGAGATCACTCATGGAC 
GGCCGTACGACGAAGGTAGCGGTTGGCACGAGATCTTCATCGACCCAACCGGG 
CCCATGATGCACAAACCTTGGAAGATCCGGGACAGCGTGGTACTAGTACCGAA 
ACACAAACCGATGAACGACGATGAGTACGCTTGTGCGTCATCCCAGCGCCCGT 
ACGACATGCTCAGTGAGGCCGTCCGCGACGCGATCTCACGGTTCGT^GTCCG 
GAGACTATGGAAAGGTTGAAAATCGCTTGGGACGGGCTTAAGGGATTGAGTATA 
GGGTTGATGATGGAGAGGTTCATCTACACGAACTTCCTCACGGCGCAGGGTGT 
ATCTAAGCTCATTGACAAGCTGTTCTTCGGCGGGAATCTTGAGTTCGAGATCGG 
GAACTGGTTTGACAGAGTCCGCAGGTTCCCAGGATGGGACGCGAGTGAAGACG 
GCGTAGAACGACGGTGGCGTGCTTTCAAGAGCGAGTGGGCGAGGTGGAGAGT 
CAAGGAGAGGGAGCCCAAGAAGAGCCCGACGATCTGGGTGATCATCCTAGCG 
GGCTCACTCGCCCCGCTGGCTTGGTTCCGGGGCGCACGGGGGGTGATCCGGT 
GATCCTCCTCGTCCTCACCGCTCTCCTAACCCTCCCATACG^GTGACGGCCC 
CTTTTACCCGTGGAAGCACCGTGGGTGATGGATCCAGAGCTTTACCAAAGCCAT 
ACCGTACAGTTCGAAGGTAGTGGTATCCCGCCCGCGAGACCGTCGGACCCCAA 
CGCGTTCCAGGCCGATCGTTTCCTACTCGTGGCACCGCTCTGGAACGAGGAAG 
GGCGTCACCGCGTGATCATCGGTGCGTACCGTACCGAGACGGTACCTCTACCC 
GAGGACGCTAAGGTGTGCCGAGTACTGGTGCCGGATCGCGTGGAGGTCGTAG 
i AAACGGATAACCCGTTCTCGGACGAGCGAGGGGATCCCGCCTGGGGAATTCTC 
AGTGCTCCAAGACACTTCAAGAAGCCCGTTCCGACGGGACCCTGGCACGAGGT 
GAAGTACACTTTGGAGGAGCATGATGGCATTCTGCTCATCAGGCCCGAGCGGA 
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CGACTAGC 



15 



20 



25 



30 



GAAATCTAAGTATMTTCT^ 




CTGAAACCGCCCACGCTCC^ 




35 



AACCCGAmATAATAGCCGGCGTCGGAACAACGAGATO 

GGGGAAACACACATGGCGGAGGTCAGGCTCG^ 
CGCCGCTGCTGCGCGTGGTCAGGAM^^CGTC^AG^A^AG^GAA 

TAACACGTCCAA^GCGCCGW^^^GC^^^X^G^^A^^t^^ ^^^^^^ 
CGGCGAGATCCCGGCGMGGGCGA^^^ 
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GTCCGACCTG^TTCCTTCCGCGGTGAGTA 



TCGAGAACGGCTTACCGTGAAACGGAAA^GGTACGGGCCGA^ 
ACTTC 



5 ESS 

Cm ^G^CTCGCCC^ 



1* A^G^CGC^^^ 

TCCTGATCCTGACCCGTC^CTTGGAGCGACGCTCCCT 

^PGACTACCG^ 

TGCAGAATi 
AAATCGAC 
GGGAGTG1 
GAGTCCAG 
CGCCAGC/ 
CGCCAGGy 
CCGAACG/ 
GACCACC1 



AAAT( 
GGQfi 
GAGT 
CGCC 
CGCC 
CCGA 

GACCACCTG^^ 



25 AAATCGACCTGCGTGAGGATAC^ 
30 <^>^^^^^ 



GGGAGTGTCGACGACGCCCAACGGTGGCGAGCTCAAG 

GAGTCC 
CGCCAC 



gga^^^ 



35 S£r£r?ILAGG^^ 

raGACGGA^ 

??G?CGGTGTAAOT^ 
, n ^IfrrrTTACGTAACAAm 

™ga?gaggtcc!g^^ 



45 AAGAGGCGTTCCGTCACCCT^ 

?ggcSg1tcgcgtac^ 

A^AG^CGGCGAGG^CTC^ 
*n rcCGGGTACCCCGTAG^A^ 

Sctcc^g^ 
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tcggcgacagtcttc 
gatgtccagggcgc 
acggcgatgcgcac 
cggtgatggagccg 
gttgtgttccattcc 
cgtgtacgttctcg< 
acgtgatggtggac 
cgtggtgtgagccg 
cgattgtcctgaccacg^ 



CGTGTACGTTCTCGGTTTCC^TAG^ 



15 GATGTCCAGGGCGCGGAGGTC^ 

GTTGTGTTCCATTCC( 
CGTGTACGTTCTCGG 



25 CCCGCAGAGCAGCGCCGTCCTCGCGCUUA^OMoooo^^ AT ^^ A ^r-Twrrr. 
ACATCCAGCCGGGGCGT* 
CACGACCCAGCCCGCAT( 
GTGCCCGCCGAACCCCC^«^o~^ 

TCCAGCACCAGCCAGGCCCCGC^^ 



cgtgagcgtggaSgcSS^ 



40 OGCACCOOOArkcACO^^^^^^^^ 



AifcACCATTCCGCGACT^ 
45 TACGGACCGTACCA^M^TA^C^GGCTCG^^ ASC TTCTGATCGCCC 

CGCCCCGGATGTGAAGTAC^^ 
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GGGCCGGCCGCCCGGGGTGTAAAGGTGTCCTGGCGTGCGGACGGTGAGCGG 
ACGCGGATCGAGTTGAGTGGTAGTGGGCGCGTTCTCCTTGGGCTGATCCTGGA 
CGGTGGAGCGATGGACGTGCGCGTGGATGGTGGTAGCGTGCTCGAGACGGGA 
CCCTGCCGAGCGGGCGGGGTTACGCGATCGTGGACGTGGGTGTCGTGAGCAG 
GGAGCGCGTGCTGGTCGTGCACTCCACCTCGCGCGTGGTGGACGTGCTCGCG 
CGCGTGGTGCCCGCACCGAGCGAGGGCGGGGTGCGGTAGGTTGCTCCTCCCC 
GCCCTACTCACGCTCCTTCTCCTCCCGGGGCCGGTCGCGGGCGCCCCGGTTG 
ATCACGCGGTCGATCTCCCGTCGGAGGGCTCGGTGAGTGGTGGTGACTTGGAT 
CGGGAGTGCGTGGAGGCAGTGCTCGATTCGTGCTCGTCGGTGCGGTGGTGCG 
TGGTGCGGGCGCCGGGGGTCGAGGAGGGTGCCGTGTTCGAGCGTTGTGGTGA 
GCGGTGGGTTGAGGTGGGTTCCGGGGATTGTCCGGGACGGTGCGGTGTGCTG 
CTGCGTGGGCTGGACGCGGCCCGGGTGTCTTGGGCGAGCGGCACGCTGCGC 
GTGTCGGGGCCGGTGGGGGCGAGCGCGTGGTTGCTGGTCCCGGACCCGCGA 
GGTTTGAGGGTTGGTGGGACGTTCCTGCAGGGTGGTGCGTATCCCGAGGGTG 
CGGGTGTGTTTCGAGATCGGAGGGTGAGCGTGCGGCGGGGTCGGTCCCGGTG 
TCCTGGTCGCTGCCGGCTCGGGTGGCTCGCGAGTCGGTGGTGAGCGTGGTGT 
GGTATCGGAGGTTCGCCCGGTTCGAATGGTCGGACTGGGTGGCGCACACGTG 
GGACGGGGCCTCGGGGCGTCGCTCGTCCCAGAGGAGGCGGTCGTCACGGGG 
AATCCCGGTGCTAGTGGTCCCGCCGCTCGTGCGGGGGCGGCGGGCTTGACCC 
GGGAAATGTCGTGCAGATCGTAACGATAGAGCGTTTCGGCGCGAAAATCTTTAA 
CGCGGAGGGCTAGGTTCGATCTGATCGCCTGCTTTCCGACCTGCTTACTTGCTT 
AAAAAGCCACAAAAACTAACCTGAACTACAAGGGTCTTTATAAGGAGCGAAATA 
GAGCGGATGGGAAAGCATTATTCTTCAAACGCGACCACCTGGTACCTGGGGCA 
TCCGCGTTGGCCGGTGAGAACGAGTCTAAGGAGGCTGAAAAGCGTGAGGAGCT 
AATCTTGTACGGCGTTCACTCCACCTTTGAGGACGTGGCGAAGGCGGCAATCC 
CGAAGTTCCGGACGACGCCGGGTCGGCTGCTGTTCGCGGGCTTCATGGCGGG 
TGCATTTATTGCTTTTGGTTTTACCCTGGCGACCGTTGCGGCCTGCGTGGCGAA 
GTGTCCGCCCTACGTCATGGGTGGCACGTTCAACAAGCCGCTGTTCAAGCTCC 
TGCTCGGTGCCGTCTTCCCCATGGGCCTGATTGCGGTCGTCATCGCGGGCGCC 
GACCTCTGGACCGGTAACGTGCAGGCGCTCAGCTCGGCCAAGGGAATGGGGT 
ACGCGGACTGGCGGAACGTGATCTACAACTGGTTCGGCAGCTACGGCGGGAA 
CTTCATTGGGTCCATCTTCCTGGCGCTCATGGCGATCCCGCTCACCGGGCTCTT 
CGGCAAGGTCGGTGCCCCCAACCTCTTCGGCCAAACCGCCATCGAGATCGCCA 
AGGCCAAGGTCGCTAAGGATCCCATCTCCCTGTTCTTCCTGGGTATCGGATGTA 
ACTGGCTGGTGAACCTCGCCGTCTGGCAGGCAGCGCGCGTCAAGGACGGTGC 
AGGCAAGATCCTCGCGATCTGATTCCCGATCTTCGCCTTCGTCGCCATCGGATA 
CGAGCACGCCATCGCCAACATGTGGGTCATCCCGACGGGCATCATCGCCAGCC 
ACTACAAGATAACCTGGAGCCAGTTCTTCCACAACCTCATGCCCGTGACCCTCG 
GCAACGCCGTCGGCGGGTTCCTCTTCGTGCCGTTCTACTACTGGTACCTCAGC 
CACCCCGAGCTGAGCACCAAGCGGGTCTACAAGGAGCTCCTCGACTTCGTCGC 
CGTGACCATCCTGTTCTTCATACTCGCGACCCTCATCCCCGCCGGCATCGCCTA 
CGGCCTCGACGCCGCCCTCCACAAGGCCTCCATGTACGTCGTCCCGACCGTGC 
TCTCCGCCTACTACGTCGCCGGCACCTTCGCCCTCCGGCGGCTCGTCAAGAAG 
TAACGCCCTCACCTCCACCGCCTTTTCTTGCCCGAATCGTTACGAGAATTAAAA 
CAATACCATGTCGGTACGGGATTGCCACCCACCTTGTAACCACGCACACTGGG 
CCAATAAGCGAGCGTGCCCCTGACCACCTCGCAGAGCCGCAGAGTGGATTCGT 
ATGCTTCTCATCCTCCACGAGGCTTGTAAGTCAAGCCAAGGGATCATAGACTTG 
TGAGATGGAATCAACATAGATTCGCCATCTAAACCCCTGATCCATTATCCTTCGA 
TCCCTGAGCCTGTTGACTCTCATACCGCGAACTCCCGGACAGCGAATGTCGGA 
AATCAAACGTCCAGCTTGGTACTCGATCAAGTAAGCTCGAGAGCATGCGAGAGA 
AGTAACGGGTAGCTGAAATTCAGCATCCGCAACGCCGTTTACGACAACATCGAG 
TGAGTCCTGCCAATTGGATCGGTCAAGCTCGTTGGCGTTGTCACTGAAGGTCAA 
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1 1 I I IATTT/ 



CCGGTAAGTGGTATGGA^GAGTA^^TGACATA^ACA^Aw ^^^^ 



20 



C3AGAG^G^f|^^ SScTOcccATA ^ 




ACCATGTAGGACGGGCAGTOGGAGG^^ 

CTTTGCTTGACCAAAAATAACCGAmATAIAin«i Q-grreAT CAATGAGG 
GTATCGTTAA^TCGMC^TA^^^ 

CCAGTGAGCCAGGTGGCGGCTAG 
GGCTCGCCCAGCGCGCTCAGCAC 
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AGTTGTCCGGGTCCCCGTGCCGGCGTCGGGCCACCGCGGCCAGCGCCCGGG 

CCAGCTCCCGCACGCCGTCGGCCTTCTCCACCACGCCCTTGACAGCGTCCATT 

CCCTCGTTCAGCGCCCGGAGGGCCCGGTGCAGGGCGTCCACGGCTGATCTCT 

CGGGGTTCAGGTTCTCGTCCCGGTCCTCGAACGTCTGGAGGTAGGCGCGGCC 

CCGGTACCGCTCCACGAACCGCAGGTCCTCCGGGTCGACGCCCAGGACGAGG 

CCCAGCCGGCGCACCTCGTCCCAGTCCGGGGAGCCGGACTTCGACGGATACC 

CGTAGAAGGTACAGCACGTAGAAGCTGGCCTACTCGTCCAGCTCCCCAGCCTC 

CAGCTTCCGCAGCTCCAGGTCCAAGACGACCCGCCGGGCCTCATCCGGGACC 

TGGGCGGGCTCCACCTCCTCGCCCGGCTCCTCGTCCAGCACCCGCTCGTGCC 

CGGTGTACACCTGAAGCGCCGCCCCGTAGGCGACCACCAGCTTGTCCACTCCC 

TCGATCCCCAGCTCCTCCGCCCGATTCACCGCCTTCTCGACTCGATCCCGCAC 

CTCGTCCCGGACCTCCGACCACTAGACCTCCCCGTCGCCCTCCCACGGATCGC 

ACGCCAGGATCAACGTGTACCGGGCCGCGGCCTTATCCCGCTGGTACAGCGAC 

CACTGCGCCTCCGTGTGCACGGGCCAGGCTGCGTTCACCCGGAAGCCCGCGT 

CCCGGAGGGCCCGCACGAGCGTGTCCCAAGCCCGCAGCTCCCGGTGCGTGAA 

CATGACCGTGAGCCGGCCGTCCTTCGGCAGGCACTCCCTCATCGCCTCGAACG 

ACTTCCGGAGCCCCTCCTCGAACTCCAGAACCGGCTCCTCCTGCCGGGCCGG 

GTTCGCGACCACCTCACCCTCCTTCGGAGTGAGCTCGCTCAGGAAGGCCTCGG 

GGAAGAGCTCCGCCACCGGACTCCGCTTCAGCTACACGTAGAAGAAGTCGGTG 

AGCTCGGAGTACTGGACGTTGTGTAGTAGGGTGGGTCCACGACGATCGTGTCC 

GGCTTCTCCTCGAGGAGTGTGGGCAGCTTCCGAGCATCCCCCAAGATGACCCG 

CGGCCGCTCCTTTACACCTCGAAGCAGCCGGATGAACTCCTCGTACGCCTCGA 

GCACGCCCTTGACCCCGAAGTCCCACCAGCCAGGTACCGCGCCCATCTCGCC 

GTGATCCCAGGACCACGCGTACGCGTGCTGGTCGAAGATGCCTACGACGGCG 

CCACGTCCGTAGTGCCATCGCGAGCAGATCGTGTTGTAGTTGATCATCTTGTCG 

AAAGCAATCATAGCGTACACGGTTAGCGGCTCGCGGTATTCCTCATCCAACCCC 

TCGCACAACTCTCGGATAACCCCAAGCAACTCCGCGTGCACGAGCAACTGCCG 

CTCATTAAACAACTTGTAAAACCGATCCACACCCTTACTAAGAACCCTCTCACTA 

TCGTACTTCGGGATCTCCTCAGTAGGGACCAAGTCCTCCGCGACCAACTCCCC 

CACGACTCGAACAGGACCTCCCGCGCCCGTCCAAAATACTCCCAATCCTTATCG 

GAAGCCGCCCGATACTCCCGCTCCCGCCCCCGAATCCTCCACGACCGCCGCTA 

AGTACGCGCGCGAACGGGCAACTCCCCCGGCGGCTCACCCTCGAACTGCCGA 

CGAGGGCGTGCACCTGCTCGCGGCGGATCCTCGTCCCGCACCGCGGGCACGT 

GACCACGCCCCGACTCACCGTGCCGTTACTCGGATCGAACTCGTCCCTGACCT 

CCGAGTACTTCACAACATCTAACTCGACCTCGTCACCGCCCTCCGGCACGTCC 

GGCACGAGCGCGTAGGACCCCTCCGGGTCCAGGTGGTTGTCACGCTTCTTCAA 

CAACCACCAGTTCGGGCGGGTGGGAATCCTTAACCCGCACCGCGTTCACCATC 

GTGACCGGCTCCTGCAGGATCCGGTCCAAGCACCCCTTTAGCATCGCCCGCTT 

CAGGGCCTCCCGCTCTCGATCGCCCGGCTCCTCACCCACCTTGATCACAACCG 

ACCGTAACCTGCCCTTCAGCAGCTGCACGCCCGCACCAGCGCTTCCTCATCTA 

CCACCTCGCCCCGAGCGCAGTTGATCAGAAACGCCGACTCCTTCATCAGCTTC 

AGCTCTCGCTCCCCGATCATCCCCTGCGTTTCATCCGTCAACGGTACGTAAATC 

GTAACCACGTCCGCACGCCGCAACAGCTCGTCCAGATCCTCCACCAGCTCTAC 

ATCCAGCCCTTCTGCCACCTCCTCCGAGATGTACGGGTCGAACGCTATCACCTC 

CATCTCGAAGGCCTTCGTCCGCTTCGCCACCTGCCGACCGATCCGGCCCAGCT 

CGATGACGCCCAGCACCTTCCCAGCCAGCTCCACACCCATGAACAGCTTCCGA 

TCCCACTCTCCCCGTCGCACCGACCGGTCCGCCTGCGGAATCCGCCGCGCCA 

GCACCAGCATCAAACTCATCGTGTGCTCCGCGACCGAGATCGAGCTCGACTCC 

GGCGCGTTCACCACCACGATCCCACGCTCCGTCGCCGCCTCCACATCGATGTT 

GTCCACACCAACCCCGGCCCGCGCGATCACCTTCAGATTCTCCGCCTCCTCGA 

TCAGCTCCCGCGTCACCTGCGTCCCGCTCCGCACCACCCACGCGTCCGCGTCC 

CTTACGTGCCTACGGAGCCCCTCCTCGTCCGCATCCTCAAGCACCACCTCACC 
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C^TCCCACGCGA^GACGTCG^CCCTACTAATAAGCAGCCCTACTTGTCCGCTO 

1 G^rfGAGAA^C^CTGGCTAGGATGCGTTTCGTGCCGCAGGTC 

G^^^^^G^CTCCTCTCGACCCATGAGCCTGAGGAGGTGTACTTC^TC^CT 

2Ig?§aIggccacgaacgaggacaactacgtg 

rrTro^ACG^AC^A^GTGGACCACTGCGCGCGCCTGTGACACGCCCCTACG 

SSgtcGCGC^^ 
on rrACCTGGTCGAGGCG 

c?g§aSSa?cItgTa^^^ 

rnftATCTCArcGTCCTCGACCCGAGGCGCACGCAGATCGCGGAACTGGCGGA 
TA^^A^C^O^GTGAGGCCGCGGACCGACCTGATCGTGTTCCTCTACATG^G 

JS^GTG^ 
25 GA^CGGGG^CGAGTCGTTCGAGGAGTACGTG 

rrr^oCGTCAGG^GATCGCCGGCGTGGACCCCGAGGACGTGCGCAAGGCC 

?§?GTGCGCTACG^CCGAG^ 

GGAGT^CGAGGTGCCGGAC 
r^rGGYcGAGATC^ 

agc§gaSca^a?g^c^ 



30 gggcagaXcaacgtcca^^ 

35 CGGCCGCC^ 



40 ^Shixr^xs^s^ 

rrrccTGTCCGA^ 
G??CGCCACCGAGGAC^ 

TACCGGGAACCGGAGCGAGACGTGGACGAGGAGTACCCGCTGATCCTCAC 

« GC?CCTGAGC^ 
GCGGAGCG^ 

A^CG^GCGAGTGGCGGTGCCGCGCTCGAGTCACCGATCGGGTGCGAGAGGGCAC 

cSgSStgI^ 
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^r/S^T^^^GCTGGCCCGGCTCGTGGCGGAGCTC^ACC 



GGGAGGACCCCAC 

CACCCTCGACCGG 
CGCATCGGCCTCAau.^o^ 




-■■■■■I 



GTAGAGATCTG 




40 nS=ffiSSSSS 



45 



50 SSESssss^^ 
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5 oGsi^^S^G^ScSi 



CGTACACGCCCCA 
3CGCTCAGGTACT/S 



GTGCCTTTCGCGCT^GGTACTAC^TC^^^W^w^^^^^^Q^QQQQyy^ 



GGTGCTGAGGAT( 
GACGCTCGGCTG" 
AGGAGCTAGGGC 
CCGTGGAAAAGA( 
TCGACGCTGAGG 



AGGAGCTAGGGCTC/ 



3TGGGCGC 

;gaag atai 
\cgacttti 
tgtggttg 

ACATCGACGTGTACTCAGC^AAT^ 



40 



CCAAAACATTGTTGATACATAGG^^^ 

TTAGTAATATTAAGGA^ 
50 ACATTTGTTCACCGAAGATACAGTCA^ 
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CGGGATCGCGCGATGAC^ 




S^ACCAGCTCTAC™ 
AGGCCGCGACGTCAACGTGGTGCTCAG^^ 

TCMCCTCTACCTGGTGT^ 
AGGCCGGACTCGACCCGTGT^^^^^ 



25 



^^^^ 

GCTGATTTGTTTGGAAGGCCCGG^^ 
GGTCCGATCTCGTCCTCCGAGGGAATGGGTT^^ 

50 TCTCCGGGT^TACACC^^ 



35 
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5 ^^^^^^^/^S^JS^S^^S^f 




20 gtc^acgaoaagttaw^^^^ 
Sa?!g§g1gca^ 



25 TOCGOTTTO^aSffraCTT^OTSrCAiCTSSScGTMcS^CTWCT^^^^re 



CGCTAGCATTCGACGCCAGACCCGCGG^ATCTCCCGGAATCTO 



45 GCGAGACGC^G^^CCGGGG^GCTA^AGOGAAGTAGC^^CTOA^^^^^AG^^ 



GCGAGACGCC 

CC^^GTCGWSGGTCGTACG^ 

gIota^IISgIcctcggcggtggcggcggcggtggctatcgaccggga 
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GTTCGAACTGGGGCTCGAGGAGTCCGAGCTGCTCAGGTTCGCGGCGGAGGGG 
GAGCGCGCGGCTGCGGGGGAACCCCACTACGACAACGTGGCCCCGTGCCTGC 
TGGGCGGTTTCGTGATCTGGCGGTTCGAGCGGGAGTACGTGAGGCTGGAGGT 
GCCGGGAGACCTCAGGTTCGTGACGGTGACGCCGACCGGGGTGAGGGTGACC 
ACCGAGGAGGCCAGGAAGGCCCTCAGGGAGCGGCCGCCCTCGCTGGACGAC 
GTGGTGAACAACCTCTCGGCGGTGGCGCTGATGGTGCACGCGCTCCACGAGG 
AGGACGCGGAGACGTTCGCGAGGATGGTCGGATGGGACAGGATCTCGGAACC 
CGTGCGTAAGCGGTTCGTACCCCGGTACAGGGAGCTCCGGGAGACCGCCTAC 
GGGACCGGAGCGCTGGGGTTCGCGATCAGCGGGGCGGGACCGACTGTCTTCG 
CCGTGTGCTGGCGCGAGGACGCCGAGGACGTCAGGACGGCGCTCGAGGACGT 
GTTGGACGGGAAGTGCGTGTCGGCCGTGCACCGGGTCTCGGACGGGGCGGAA 
GTGGCTTAGCCTCTCCGTCAGCGGCCTGGAACGTCCTCACCGATCGGGCGGC 
CGATTAGATCATCATCCGGAGAGGGTCTTCCGACGGTTCACACCGTCGTGGAT 
CAGCGGCGGCCTGTGTCCTCATCCCTTCGGACGGCCGATTAGATCATCATCGT 
ACCCGCGAACCAGCCGCTTCCAGCCCTCCCCCTCGACGACTTCTTCCGAGTCA 
TCCGCACGAAAATACAGCGCGCACCCGCACTCGAGGTCGTGATCGGAGCTCAC 
CCGCTCCTCGACGAGCTCGCAGACGCGTTCGAACAGCTCCCGACGGACGTCC 
GGATCGAGACTCCTCAGAAACTCGGATATTAGCCCCTCGTGACGCGCCGCCTC 
GACCGCGAGGTCGGGCCGGCCGATCTCGACCAGCCGGGTCACCAGGGACTCG 
CGGCGCGCGTCGGCCACCTTGGCGTGCGTGTTGTACGCGCCCGCCGCGAGCT 
TGAGCAGCTTACCGGGCATCCCGAAGATCAACACGGCGTCGAACCGCTTGACC 
TCTCCGTCCGCCGGGACACCGGTCTTCACGGCCTCGAGCGCCAGGTCGTACGT 
GCCGTGGCAGTTGACGATATCACGGGAGGGTATCCCGAGTCGTCGGGCCCGG 
TCCATGGTCCTGTACCCGGTGACCAGGCAGGGGACGCGTTCGACGTACCGGA 
GATCGCTTCGGATCGACCCCTCGATCGCCTCCTCGGAGTTCGGGTCCACCAGG 
CCCTTCGTCCCCAGGATCGAGATGCCTCCCTCTATCCCGTGACGGTGTGCCAG 
GGTCTTGCGGGCGATCTCCTCGCCGTCCGGCACCTCGATCGTGACCCTGAGCC 
CGACTCCGTAGGAGTCGACGAGGTAGCGCAGGTTGTCAACGATCTGTTCCCGC 
ACGGCCTCGGAGATCGCGGGTTTCCCGGAGGGTGTCTCACCGACCCCCCTAC 
CCGCGCGTATCTCGACACCCTCGGAACCGGTCTCCTCGACCCGGGCGGCGAT 
GGTGACGCCCGTAGTGACGTCCACGTGGTCGTCGCTCCCGGGTTTCCTCACCC 
TGGCTTCGGACGGGTCTCCACCGACGCGTGAGATCCGGACGCCTATAACGGTC 
CCCACCGGGAGGCGGACGCGGACGGTCCGTACCGTCCTGCCCTCCAGGAGCC 
GGATGGCCGCGGCCTTGGCGGCGGCGGTGGCGCAGGTCCCCGTGGTGGGTC 
CGCGCCGGAGCACCCGGGCTCCGTCGGTCGTGATCAGGCCGGTGCGTACCAG 
GTACCGGGCCGTGGGGAGGTCGACGTCTAGTTCTCTCCTCACGAGCTCGAGGT 
CTACGGGGATCCCGCGTATCGGGTCGAGGAGGTCGTTCATACCAGGTCGGCCA 
CCTCCTGGGGCTCGACGACGCCCTTCTCGGTGATGATCGCGTCGATGAGCTCC 
GGTGGCGTGACGTCGAACGCCGGGTTGAGGGCCGGCACGTCCTCCGGGGCCA 
CCCGGACACCGCGGACGTTCTTCACCTCGTCCTCGGACCTGTGCTCGATCGGG 
ATGTCTTCGCCGGTCTCGGTCTCGGGGTCGATGGTACTGGTGGGAGCCGCCAC 
GTAGAAAGGTACGTCGTGGCGGTCCGCCAGCACGGCGATCTGGTAGGTCCCG 
ATCTTGTTGGCGACGGACCCGTCCAGGGCGATGCGGTCCGCCCCCACGATGAT 
CGCGTCGACCTTACCGCTCGCCAGCACGTACCCCACGGCCGTGTCGGCTATCA 
GCGTCACCGGTATGCCGTCCCTCGAGAGTTCCCAACAGGTGAGTCGTGCCCCC 
TGCTGCACGGGACGCGTCTCGGTCGCGATGACCTCGACCTCTTTGCTCATGTT 
GAACACCGCGGACCGGACGACACCGAGGGCCGTCCCCCAGTCCACGCAGGCG 
AGGGCTCCGGCGTTGCAGTGGGTGAGCACCGTGCACTCGTCGGGCAGTAGTT 
CGGCCCCATGGTCGCCGAGCTCCCGATTCACTTCCACGTCTTCCCGGAGGATC 
i CGCTCGGCCTCCTTCCGCGGGTTTTTGGCTTCCTCCATCCTCTCGAGCGCCCA 
GAAGAGGTTGCGTGCCGTCGGACGTGTATTACGGAGTCGTTCGATGGCCTCTC 
CGTAGTCCTCGTCCCGCTCGTACGCCACCCACGCGCCCAAGGCGGCGACGGC 
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G^TGACTGAGATG^C^ 

PTrATCGGGGTGTTACCATTGTTCATACTGGTCACCTCAAACTTCCTGTC 

^ggta^aSgSacg^ 

ATPAAGCTG^^^ 
^^GCraG^ACCCAGGCGT^^ 

I^taaggag^ 

rACCCGAACGAGGTACTCTCAAACGTTACCGGGTTCTTCGCCGGGAGCAGGT 
CCACTACGAG^CAGAGTGTGGTCCTAGCCGGAGCTAGCCTGACCCTA 

?actac^cggaaga¥ctcatcgaa^^ 

CTGCCCG/^^ 
CTGAGGGWC^^^ 



rc^CASc^^^GA^GTCCACGATCCCACGGATGTCGGCTTTCTCGAGCTC 

gcg^cg^^Stc^c^^cgtcctccagcgccgcccacggtacgtacctgacgt 

^G^T^CCGGTACCGGTTTCTA^ 1 ' 

GCGACGAACACGTGGAGAGGATCCACCGTGGATCCTTCGTAC 



?a^ctg?a^ 



a^a?g??gcaa5^^^^ 

ArnrrATCTCCT'Q^TGAGAGAAATGTACATA 
CCG^CA^C^ 

tcg^Stccgaacc^^ 
^aSSwggaaggcgtgctgtacttctcaccg^ 

rCGA^CGACCGGAGCCCATGGGTCGGTC^ 

?a?pa?gtccagccg^g^ 
ggaa^gIS^^^ 

TrA^GrTCCCGGTACTCGCTCCACTCCTCCCACTTCAGCTCCAGCCACTGC 
MGTACACCGG/Sc(^ 



TAGTACAG^GCGGTGTCAGACAAGTAATACTGGTCCTCGGC^TCCGG^TCGTA 



r^CCTGGCGATGGCCTTCACGATCTGCTTGAACGAGATGACGTTGTCGGCC 

, ctStcaIggcgt^ 

CTCGTGATG^GCTCATCTCGACCTCGAGACCGAATTCCTCCATCGCGAAGATGAT 
CTCG I ^qq^jqjqqjqqqqqqqgTCCAGCGGGTAGAAGTCAAAGTAGCCAC 



CTCACGC 
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A^CTCACACTCGGGACCGCAGTACATCATG^^CCCTT^^GGC^^ 
5 CAGCACGG(^GGTGTCCGGGT^ 

10 TGTATACCTCGTCGGCCA^GGCGACACCCCCG 
GCCATTCTACTCGC^CGCCpGCCTGTGC^ACC 




30 



GGTACGTCCTTACAGTGGAGTCCGGTGGj^ 
GCCTGCTGCTGACTGGACTCGTG^ 



TCGACCCTATCACCTAAGGTCCCm^ 
CACAACCAGGGCGGTCTGTA^G^ 



35 



40 



45 
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GGTAAACACCCGGACCGAGTCAG^^ 
GCGACGCAGGCC 



55gacgcaggcctWcatcacgcccccgg™^^ 



CTCGGCCACAAGACGGTCGTCGATCAACTAGTG1 

^AAGGTGT 
25 TGGACCTAGAT^^^^^ 



30 



cgttcccatcgccgacctgg; 
gggcacacaggatcgccgtc 

VJGGT^^^GCCGCCGATATACTACACCCACAGGAGATCG 



40 Sssssssss? 

GCACCGGCTG^TT^^W^^CGAACTGGCGAGAAGAGTAGAGCCAGGGACAG 
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TATACGCCGTAGATCCGGGGGACTTACACCCGAAGGTTCTCAAGCTCGACAAC 
GTCGTACACCTCAAGAAAAGGGCCGAAGAGCTAACCGAGGACGACATCGAGGG 
TCGTATCAGGTTGGTCACGAGCGATCTCAACAGGATCCACACCGAAGCCACGG 
AGGTCACTCTCAGCGTCGCGGACGAATTCCTCGAGCCTGGGGGATTCATAGTA 
5 CAGACGGTGAAGCTGGCCGTTGACCCGTCTACCGGGGAATACGCCGCGCCGG 
ACGTGGAGACGGCGGTCTCAGAAGTCGAACTCGAATATGAGCGCCGCGGGTAC 
GAGATACTGGCTATCGAGCGCTTGAAACGGAATACACCCAACGAGCGGACTCT 
AGTAGCTCGGAAGGTGTGATCAGCGTTCCGGCCGCTGTTTCGAAGGATCTCAC 
GGCGTGACAGCTCCGTAGCGACAGCCTCGAGAAGTTGGGCCCGCGAGGCCTG 

1 0 ACTCCCGCTCGACCCGAGCGTCATCGTCCTGTACTCTCCTATCTGCCC7TAATT 
CCTAGTTATCCGGTCGGCGTCGTGAGTCGGGGACTGATCGGATTCGACTCCGC 
TTGAAGTCGCCGGTGACACGGGGGTCATGCGCCTGCTGAAAGCCGGTGACAG 
GATCCAAGGGCCTGGATGGGAGGGAAAGGTCACGGCAGTGTTGGACGTGGAC 
GGATGTCGGGTAGTGATCACGAGCTCGAACCCCGAGAACGTGCCGAAGCGCG 

1 5 TCCGAGGTGGCGGAACCGTCTGTGAGCTCGCGTTCCATGACCCCGTCGGTGG 
GTTCGCGGCATACTGGGTGGAACCGGATCACTCGGAGGCAACCGATGTAGGAT 
CACCGGAAGAGGGAACGTGTGCCGTTCATATCGGGAACAGGTGGATACTAGCC 
GAGGTGTTGGAGGTAGGTCGACGAGAATTGAGCATCAGAATCCCGAACGTGGC 
GATCCCCGGACCTGGCGACGCAGGCGCCCCGGTAGCGCAAAACGAGCGGGTA 

20 GTGGGCATGCTCTACATGTACTTCCTGGAGGACGATTGCGTGGGTCGCGCTGT 
CCGGATGGACGTGATCGAAGAGCGAACCGAGCGAGCTCTGAAGCGCCTGAGG 
GGGCGTCAACGTGCCCGTAGTATTCGACCTTGAAGGCCCGCTGTCCCCGATGG 
ACCACGCTTACGAGGTCATGGCGCGCTGCGTTCCCAACGGTCGGGAGATCTTC 
GAGGTCATCAGTTTCTACGACGATGTGGTGTACTTCGAGGAGCAGCGGGAGGG 

25 ATACGAGCCGGGGACCACGTTGGCACTCATCGTCCCGTTCCTAGTGGTTCACG 
GCGTCACTGAAGACGACCTTCGAAGGGTTTCGGAAGATGCTACACTCACCCCC 
GGTGCTCGGGAGACGATGAGGGAACTCGATGCGACCCCGTTCGTAGCTTCCAC 
GAGTTACGAGCAGCATGCCATGCGTATCGCCGGCCTCGTCGGCATCCCACGCG 
GACACGTGTACTGCACGGAGATGCCGCTAGATGACGCTCCGGAACCCTCAGAA 

30 GAGGAGCGGCGGCTCGTGCTCGAAATGGAGCGGGAAATACTGAGGAAGTTCTA 
CCCGCCGAGCGATGCCGACAAAGAGGAGCTCGTCGAGAGTGTCGACGACTTCT 
TCGGGAGGCTCTCCGAGACCGAGCTCGGGGAGTTCTGCTCTAAAATAGAGGTA 
GTAGGCGGATCTCGGAAGGCGAGGGTCGTAGAAGAGGTCGTGGACTTAGAGG 
ATGCCGATGTTTCCGAGATCGCGTGCGTGGGTGACAGCATAACGGACGTGGAC 

35 ATGTTGAAGTTCGTGAGGAAACGGGGCGGACTGGCGGTAGCTTTCAACGGGAA 
CGAGTACTGCATACCCGAAGCGGACGTTGCCGTCGCGGCACCGTCGCTGTCC 
GCCGTATTGCCCATCCTCGAGACGTTCTTCGAGGAAGGGAAGGACGAAGCCAT 
GGAACTTGCGGAGGAGTTCGAACCGGAAGGGGAAGCGCGAGTACTGAACGTG 
AACCGGGCACGACAGCGCGAGCTTGAAGAGTTCATTAGGTACTCCGAGGCGAT 

40 GAGAGAACGCGTACGCGGCGAAGCCGGCAAGCTCGGGTGATTCCTTTCAGCCA 
CCCTCGGGACCTTCGGCGTCCGAGCGGTACCTTCGGGCCCGCTCCAAGTAATA 
CCGGGCCAATCGTGCGCGGAACTCCCTCAAGTTCAACGGCTTAGGCCGATGAT.. 
CTTCCATTACGATCGCCCTGTCGGCAGCGGCGGTGAAGTCGTCGAGAACGCCT 
GTAGCCGCGACTATCGTGACGCCCCGGGATGTGATCTCGTCACGCACCTCCAC 

45 GAGAGTGCGGATACCTTCGAGTTCTTTGGTAAGTACTCCCGGCACCAGTAGGTT 
CACGGCGGCCTTGTCCTCGTCGATGAAGAGTATCTTGGCTCCTTCCTCCAGGG 
CCCGCTGGATCTCCGCGGCCATCTTCATCGAACCGCTGGCGAGGCCACGGAC 
GTTTTCAGGTGTCCCCTCGTATCCGGGCGGTAATTCCCGGAAAAACAGACTCAC 
GTCCTCACCGTTCATCCTCTTGATGCCCGCCTCAGCCTTGGCGGTGCGCCGAA 

50 CCGTGATCACGTACTCACGACCGTCTCCTGGTGCATGATCGTCTTGACCCGCCT 
CCACGGCGTTGACCAGGGTAGTCTTGCCCTGTGCGTTGGCTCCGGCGATGGC 
GAACAGTTCTCCCTCGTAAATCGGTAGGAAGCGCTTTCGCTCACCGGTTCGGG 
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GGAGCTCGATTTCCAGCGGGACTAGGTCCGCATCGGGGTCCTCAGG^CCTCG 

AACGGGAPSTGAGGTrCGGGCTTGGGACCGGCTATGCGGTGATGTCGACGGA 

rGTrCGTCAACCTGCGAGCGGGTCGCGCCCCGTCTCCTATCAAGGCCACTACT 

?Ia^§a§aa?cIcgVcacacgttcggagga^^ 

i bA I - - A ^^ GCGCGTCCAGTGCTGCGTAC ACACCGTCCAGMCACGTTC 
CTCCGAC6^TCGGGCGGGAACAACATCCGCACCGTTAACAG^ 



ACGACTTCTCGAAGCGCGTCCAGTGCTGC^^^ 
CTCCC 

1 n ^GATCCAGGAGC^ 

rr^^T^GATCTCCTCGATGATGGGGTGAGCCGCCGCGTCTCCGGCACCT^ 

CGGCACTTT^TT^AAATC 



15 



CCAGCTCCGCTTT 



« , i CCCTCGGCTGAACAGCTTCATACCCTCGCG CATGATGCG AT 
Aprrr ncATTAACGTGGCGGAACGCCTCTCCGACATCCCCTTCGTCGGCCGCC 
TncAPACCCAGCTTGAACT^CTTTAGAGCCATCCTGTAGTGACTAACGCCCTCG 

TnPATCAG^TT^SkGTGA^rCTTTTAT 
J?^^TCGACGTACGCT^ 

rGGAGAG^GCT^^GGGTCCGG^ACTCCTAGCCGCGTTGACGGTGGCAGATAC 
CTC^TCCATOGCTCGTCACC^ 

TPrGTAGCT^^GTT»^GCTCCCTCCATGCTTCCGGTAAGTCCGCAAGCACGTC 

TAPATO^rcGCGTTCACGTCGGATCCCCCTCTAAATCGAGACCAGGAGGGCTC 
CGAC^TCCT§CT^ 

PA^CCCGCACAOGATCTCCGCGACGAGAGCGCTCAAAGATCCCAAAATGAACCC 
TrrCACGGGCACC^ATACATCACCGA 

35 ESSIES^ 

CCAGGGTCTCGAGCCGTTTCGTGTCGATACCTTGACCGAAGCAGGTGGCCTCG 

SgS 

A^G^OT^^ 

c^SggaISac^^ 

rrPATCTGGG^ 
GAA^gSgGA^^^ 
45 GTCA?CTGGGA^^ 



ACGT^TCG^GAATAGAAGACCCCCGCTTCGTCCTCCA^ 
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GTCAACTGCCGACCAAGTGGCGCCTTCCTCCTCGGTA 
5 CGOTCC^GTCCA^ 



CGATCACCAGACGTCGTAGCTCCGGCGTTACpACCGTCGCCCGACCT 

gatcctcctccc 

cSIaSctc1ccgtctcctac<^ 



CCGAACAAGTGGGT^^AGTGCCCACCAGACACGCCTTAGAACGGCTC^^GAA 

TArrTGATC^CGGCGGAAGGATGTCGCCCG 

TCCTGG^^^ 
rACCCGCGACA^ 

acgagttccc" 
cttacgctccc 

ISIScggXtatog^^^^ 



25 Elsies 

C ™ CGCTCC ^GGACCTTACGACGTCGTCGAAATCGTCCCT^^ 



CAGCCGTCGCGGCGCGTGGTGCGGCTGAG^G^AGAA^CTC^ 

CACAAC 
TTGTG1 
GGTAGi 
TTAAG/ 
ACCCT( 

35 ?ct£a£c^^^ 



30 CACAAGG^GCC^ 

ACCC ™Ia^ 



TTGTGTGAACGTCGCTCTCGTTGACGAACC^CT 
GGTAGACT 

ttaagagg^m^^. i5| : ( j ^c^gatcatggagatacttmtaggca 



ogtagac^gc^cgacjc^ga^ 



GA^TCATCGMGA^GAGCC^^^ 

^Sctacgcggtgacgtoatggagga 
g§g££g^tcSc^ 

I?^2??CCTG?AATTGAC^ 
£gSg^^ 

CTCAGTOGCGATAGTGACCATGTTCATACCCATTGCGTCCTTCGTGTCGAACTC 
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GAACCGGAGGMCAC^ 
GACCGTGACGTGTGGTACTC"TCGGCCA^ 

GTACCCACTCACAGAACTCC^CG^^^ 

GACACTCGAAGAGGGAACCTA/^ 
1 5 GGAATCCAACGGAAACTCTAGCGCCAGGGCGAA 

GAGCGTTACGGACGAGAT^G^ 

30 S^Sc^^gSi^^MG^AS 
TGACACCATCCAGGAGATCG^ 

TGTGCTATCATAACCGAATCCGTGT^ 

CTAACGGTACCGTC^ 
CAGCATGCGTATCTCTCC^^^ 

45 GGCCCCGCCGGCTCTGTACCGGG&^rCW^^^Gtw^ ^^^^g^ 

50 SSSs« 
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CCGGTACTCACCCATG^GGTGG^ 

ACGCCCGATCCCCCCGAGTCTGCCGGACC^ 



30 SS^^^SSSSSSS5S5S^5SSSS^ 



■mmasam 



50 £SS==ss 
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CATACCCGCCTCCCGGGTCAACGCCTCCG^ 



AAGCGCGTGTCTTCCGCCCTCTTCA^ 
CTTCCGCCT 

ToAr^^^CTGGA^^^^GGG^GGTGCTCTTTCAAGACCTTCTCCGCGACGGAG 

gc?atgtcga?c§gggc^ 
10 oroSoSn^^ 



15 



20 



25 



30 



35 



40 



GAGCCGGACGCCACCCTCCGTT^ 
GTGCGC 

§§cc2gotaagggt^ 

^^A^nrrrTrv^rG&^TTCACTTTACCCGTGTTGGGAGCGTCGGCGAGCTCA 

^rSGCCCAGGTCACGTCGCGACCTTCG 

nIr7fr™§GCCGGGAG^ 
?GG§G?CG^TAGCACCACC^^ 

?II?SI^qIcca^ggagtgaaaggtgacgagcgggac^ 



CATCGCCG^CGGATCGTCGAATCGATCGACGCGA^GATAG^GGACG^CCC^ 
AGGTTO 

45 GAG^CGAGTGAGGG^GACGCG^^^GGCTXrCGTCGTCAT 



aggttccgtgggaggtcctccg^^ 



tggcgggaVccg^ccgccgaacgcgc^^ 



GATCGTCTG^V^^T^^GA^^^rcGCGTTCACCGATAAGGATGATTTCTCGAAG 
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ATCGTCGACGTGTGTCACGATCACGGTATCGAGGTATTCGTGGCACTGGACGT 
C^CGAGAACCATGAGGTGCTAGTCAGCGGGTGGAAGGAGGACGCGGGAGTC 
A^CTGG^GAC^J^TAGAGCGCTTCAACGAAGTTGCCGACGGGTATCTGAC 
CACCG^G^"GC^CGTCGAGGGTAAGGAAATGGGTATCGACGAAAAAGTCGTTG 
5 AG^GTCGACCGGTGCCACGGATCTCCCCGTGTTGTACGCCGGTGGAAT^ 
TCG^TCAAG^GACGTGMGCGGGCCAAGGAGG 

TCGGGA^^GCCCTGTACCACGGGGACATCGATCCCGTGGCACTACTTGATCTC 

Itcgaggagga^agggtatcatcctctcgatg 

G^lCCC^C^^TTCGWJCTGAGTACGACCTCCGACACGTCCTCCTCGTTCACT 

1 0 ACCGCG^GACCTCGA^ 
ACCTGTCACACCCG^ 

CGTTCATCATGACGAGGCACTTTCCATCGGCGTTGAGAACACCCTTCAACGACA 

GG^CTCGCCGGAT^^ 

CGTGCteGAGGTCTCCA 

15 §G^GTCCcfGTGCTGCACAG 

GCATGATCTCGGTGGCTCCTGACACCTGGATGATCTCCACGTCCACACCGACG 

TCCTCGAAGTACTGCCGGGCGATGTTGGGGAACTCCGTGGCGACGGTACCACC 

gtcgaIctctoc^ 

GCCGCGCCCGACCGAACCGTAGATCGAGTAGCT 

9n ctccacg^Wgtcgtatccagtgatcccgagttgcgccactccctcttccac 

?AGCCGAGGGAWC^ 
TCGTCTGGCCT^ 

SStcgagg^ 

?ACGGTTA%ACTOCGCCCT^ 
K ACCCGGGGACCTCGGACTTGAGGCTCGCGATACTAGGAGGCATCGCGGTAACT 

CCGGAGCGCGTGATCGAAGACGCCGGAATTCTGATCGACGAAGACGGCCGGA 

TC^^^nX^TGGACACCCGAGAACAGCTCGAGGAGTGTGAAGACTGGGAGGA^C 

GAAAT^AGCTCGGAGAGAAGGACGTTATCATGCCGGGCTTGATCAACACT 

CACACACGGTCCCATGACGCTGTTTCGAGGCGTCGCCGATGATATGCCACTGA 

30 TCAAGTGOTGAGGGAAGAG 

GAAGTGCCG^GGGGAGCGGCGCTCGCGGCT 

ACTACCTGTCTCGCC^ 

GC^^^CTC^G^TCCGCGCGGTGATCTCCCACGGCATGATTGACCTCGGCGA 

GGAGGATAAGCGGGAGGAGGAGCTGAAAGAGTCGAAAC^ 
V> TG^CCAAGGGATGGAAGGACTCATCGAGTTCTCGCTAGGACCGCATGCCCCCTA 

GGCG^^TOAGATCCACGTGGCCGAAACTGAG^ 
GAAACGGAAGCACGGGAAGCGACCGGTAGAGTACCTGGACGAAATCGGACTG 

§tcgtgacgac^^ 

40 GAAATATTVXTCG/^ 

Xg^ggcttcaggtatcagccccgt^^^ 

g?S??aSggtacagacgggtgtgctagcaa^^^ 

gagatcaaagtagcagctctgttacataaagtgaataagatggatccgtcggcc 

acgga^^ggagatcctgaggatggcgacggtgagggcgggtacggtc^ 

M CTCGAGCGAGAAG^AGGAGCCATCGAGGAAGGTTACGCGGCAGACCTAGTAG 
TTT^^^^^^'^^^^CCAGACTGAATCCCAATCACAACCCGATCTCAAACAT 
TGT^"ACTCAGCCTCAGGATCGGACGTGAAGCATGTGTTCGTGGCAGGAGAAC 

tcgtIgS 

ACTCCACCGAGTGCGCAGAACAACTCACCTCCTCAT^ 
50 AATCGCCGCTCCCGCTAGCACTACTACTAGAAGCGCCACTAACA^^ 

CGGACT TCGACG ACAACCTCTTAAGTTTC^ 

GATCTTCTTTTTTATCTCTTCAGTCACTGTTCCTTTGCCACCTCTCTTCTCCTCTT 
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* Tr"^\^^^CCACCTCCGG^CCTCCGCCGGAAGGGATGGACGGCGGCGCTG 

?I??Sc2acagcagcgcg1x 

CGA 
GCT 
CTD 
AGT' 
ACG 
ATC 

CATCGGGCCAAC^C^GTATU ^ GGcmGTCCAGT TCGGTCCGAT 
AGTTGTCGTA^CGGAGGGAGCTCTTGTCCGAT^ 



cgagtgacacIxbgaagct^^ 

GCTCCTCCC 
CTTATATAC 
AGTCCACC/ 
ACGCGCTT( 



10 GCTCCTCCGACGCGAACACGTCAGATAT^ 

CTTATA 
AGTCO 



AGTCCA<£A£CC^^^ 



gLgcgtg^ 



SIS 

ototS^catwa^caaccggaactt^ 



ACACATCGAAAAGATGAAGGACGGCGTCATTTTAGCCAACGCGGGTCACTTCGA 
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10 



15 



rrlrGGGTGGCCT^^ 
CCTGATcJcAGAG^^^^^ 

?^^p"p^tp^^q^^^CAGCTTCGCACTCCAAGCGCTTTCCGTCGAGGTGTTG 
TPACj^G^GCGTCGCTCAACTGAAGCTAGAATCCATGGGGATCGAGT^ 

Ia£?g1ca?cS^ 
^LIIgga^ 

?g?cg?c^^^ 

^TPGT^ACGCGGCATCCGACACCGACATAGATCCCGAGGAGAGTG 
TTGGCGCTGAAAGAGGTCGAAGGTGGGATCATC 



35 



45 



r^AGTATCGAGCATAC^^ 

G ??A?rArGGTOAGTAACACATTTCCACCT^^ 

g1^?a£aa^g^^^ 

??^Trr^CTGCTGTT^AA^ 

TPG^^G^GAAGCGAGGA^CGAGCTGAAGCGCTGCCCCGAGCCCGTGGATGT 
1^ G ^^^^CTC^CGACCCGCCTATCTCCATCGG 

a^tg^S 



30 



GTACTGGACCCGAAACCTGGAGATCGA^CTGCTCGACGCGTGTGCGG 

GTGGGAAGA 
GCCATCGAC< 



GCCATCGACG ;|cCMCGCGGTGGCCCTCCGTATGMCGCCCTCGACTTGCCG 



StcTCGaSgTCGG?^^ 



so ssssssss 
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CGTCAGGACGCTGTGGCGCTGTACCGTpTGTTACTGGAGAC 
GGGGATAG 

?SZ«?pIp??qJ^^^caCCTGCACGGACGTTCCCCCGGGGACTACCGGTT 



CCTCG ATC O GATAACTCCTCGGCGAGGGCt^GTGCCCTCGTGAG^GTCCGCC 

gttcggtgtggagtISgaSccW 



?T™G G £kcTA^G^ 



GTTTTGAAACGCTGGGGTTCCACCGGAGTG^AG_GAGGCCCT 

TGTGGCTA/ 
CTCCGAAG 

tacgcgaa 
cacgag^ggSg^aTg^^ 



attcgatgtggctaagatgatcgtagtgtac^ggtagag^ 

AA( 

atagagccatcttagtg^cc"^ 



60 raSSss^^ 
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GAGAG^GCGCTCGTCAAGG"nrcCCGCAGCATGATC 

CT^GSIlGSSc^CTMGaTG^G^^CT^G^T^C 
T^ArnTTrTnGATCTGCTGCTGGAGGCGTTTTTCTTGCTTCTCTAGTGTM M A 

rrr^AGCTCCAGTGTT^ 

rTrAG^CTTCTATCAGCAAGCCACCAACAGTTTTGTA 

a'tctactc^ 



10 



15 



20 



CCGAAGAGC^ACGC^ 



30 ACTGGGCGTTTCGACGTCGTGATCACCAGATCACCTGAAAGAT^ 
CCGAAGAGCT 

r G ?GTcCCGGAGGT^ 

a^gItcctctgagc^^ 

rrrrACTTAGTGCATCTCCAAATACCGGTACCGACTCTCT^ 
5SArA?I?rG^ACACTCGTO^ 
Sac^CGG^ 

C ^?°T9_^Th^™ U'^^A-^nArr.r.nr.r.Gr.GCGCAGGCCCTTTGACCC 



40 
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GCAGTGCTCACCTTCCTCTATGCAGAGCTCCTCAAGATCTA TCAT CTCGGACTC 

GCGGATCCCCCTGTCTACGACACGAGAGAGCTCGATCGCGTTTTCATCCGGAG 

GACCAGGTTCGAAGGATGGGTCGGCGAGCGGAACGAGTTCCGCGTTGACCGC 

CAGGGCTCCTTCGTTAGGTGAATCGGGGTAAGGGCGACCCACCTCCAGCTTCA 

CACCGACGACCAGCTGGGTGTTCCCGAGACGGACCAAGGCCGACCCGTTCGC 

TTTGGAGATGACCCCGGCACGTACCTCGATGGGACGAAACTCTTCGAAATCAC 

GCCCGTCGATCCTCTCTCCGGCCCTGATAGCGGCGAGTACCTCATGACGTTTA 

ATACGGGCTAGCAGGTCCAGGTCCACGTCAGTCTCCCCCGTATTTCTCCTTTAA 

CGCCCTGCGCTGCTCTTTGTACACTATCTTGCACCCTTTCTTGGCCAGCTTCAC 

CGCCTGTTTGAACTCCCCAGGCGTCATATCACCGTCCATTTGGAGCAGCGTGAT 

CTTACCCTCTTTCGGCATCATGGCGAGCGGGACGTCAGCTTCCCCGTAACCGT 

CTTCGTAGTACATGGGATCCAGCACCACTTTCCCTTCGACCTTCCCCGCCGCAC 

ACGCCGCCACCAGATCGCGCATCTCGATCCCCGCGTCCGCTAGGGCAACTGAG 

GCCGCACTGATACCGGCACACCGTGTCCCCGCGTCTGCTTGAAGGACCTCGAC 

GAAGATGTCGATGGCCGTTCGCGGGTAGTATTCGGTGAAGATGGCCGGCTCCA 

GGGCCTCTTTAGACAGCTTGGAGATCTCGATAGATCGTCTGTCCGGACCCGGC 

CGCTTCCTTTCGTCCACAGAAAACGGGGCCATGTTGTACCGGAACCTGACGAC 

GGCACGGTCCGGTTTCTGCTTATGCCTGGGATGGAGCTCGCGGGGCCCGTATA 

CCGCGGCTACTATCTTGTTGGCCCCTAACTCCAGGTAAGCCGAGCCATCAGCC 

CGCTTCAGTACTCCGGCTTGAATCTTCAGCGGACGCATCTCATCGGGCTTGCGA 

CCGTCCAGCCTCAGACCGTCCTCCGAGATCAACCGCTCTGGCCTCTCCTCCATT 

TTGCCGATCACCACCGTGAGAGTCGTTTTAGATTCGCTTTCAACCAGTCGGTAA 

GACCACGGAGATGCGATCGACGCTCGATCTCGCGGATAGCTCGTACGGCGAG 

GAGCTCTCGTTCTTTCTTCGGTTCCTCCCGAGCACGCACGTATATCCGTCCATT 

GGCGCCCACGACGATGTCACAGCCGAGAACGCGCTTGAGCATCTTGATCATGG 

AACCTTTACGTCCGATCACCCTGGGGACCTTCACGGGGTCTATCTCTACGACCT 

GACCACCCTGAAGTCGGCCGAGCCTCGTCGGAGCATCGTCTTCGAGCAGAGAC 

AGTTCCACGCGTTGTACCGGATCCACCTCTCGAACGACCGCCGTTATAACATCT 

CCCGGCCGGTAGTACCTGGAAAGGTCGGTTTCAATGAGATCGACTTCTTCCTCA 

AGAGCGTTCGACACGTGAAGTATCGCCGGAAGAGGCGCACGAACGTCGATGAG 

CCAGCTTGAGAACTTCACCTCCTCCACGATCCCAACGACGAAATCGCCCGGAG 

AGGGCCTGTAGGGGCCGGCCAGCGGTATCACTCTGATCCTACGGCCGTCGAT 

GTCGACGAGTCCGGTGACTTTAGAGTATACCTCGTCCCCACTGGTGTACGTCCC 

CTCGCTCGCGATCACCTGCCCTCTAGCCAACAACTCACCGGGAGTGACGACCT 

GACGGTCCTCGACGTACAGCTCGAACTCGGGCACGCTTACATCACCTCGGCAC 

GTAATCCGGGAACCTTTGCACGACCTCGACTACGAGCTCGAGGGCGTGTTTCG 

CATCCTCGAGATCCAGCACCTCCGCCGGCGAGTGTAGGTACCTGGTCGGTATC 

CCCACTACACCTGTCGGAACGCCACCTCTGGTTAGGTGAATGGCCGTCGCGTC 

GGTGGTGCCTCCCTCACCTACCTCGAGCTGATACGGGATGTCCAGCTCCTCCG 

CGGTGTCTATCAGTAGCTTTCTCACCTTGGGGTGAGTGATCAGACCCCGACCAC 

TCGCGTCGACTACeGTGATCGCCGGCCCCTTCCCGAGCTTCAGCTCCGCCTCC 

TTCACTCCCGGCACGTCACCGGCTACGGCAGTGTCTAGAACTACAGCACCGTC 

CGGGTAGACCTCGAAGGCGGACGTTTTGGCCCCCTTCAGACCCACCTCCTCCT 

GGACTGTTCCCACCAGGTAAAACGTGGGGTGGTCTCCGTCGAGGTCGGCGAGA 

CGCTCGGCCAGCGCGAGAAGAACGGCGACACCGATCTTGTCGTCGAGACCTC 

GGCCGTTGACCCTCGATCCTACCAGTTCTACGAACTCTCCGGCTAGGACCCCG 

ACATCCCCTACGCTCACGAGTTCCTCAGCCTCCTCCCTGTCTGAGGCGCCGATA 

TCTATGAACAAGTCCTTGTGCTTGGGCACTTTCCGCC GATC CTTCGGCTCCTGG 

ATGTGCGGAGGCTTGGTCCCGACGACCCCCGGCACCTTTTCGCCTTCGGAGTT 

CACGATGATCACGCGTGAGCCCGGTAAGATCCTGTCATCGATACCGCCGAGCT 

TCGCGAACCGTATGAACCCGTTCTTGTCGATGGACTTGACGATGAAACCCACCT 

CGTCCATGTGGGCGGCTACCATCACCTCGTACTCGGAGCCTTCGATAGTACCG 
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TCCTTTACCTGCTCCT 



15 



20 
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GTTCTCGGAMCCCTCMTCOTGGA^^^ 
ACACCACCTAATACGTTCGCC^^^ 




GCCTCCTCCTGGTAOTG^^^CGG^W^^T^^^^.,, 

30 CGGCGCACCTCGAGCGTACAGCn 

GACGTCCGAAGTCGGAGATCTOTACCGCT^ 

^|^Ictc^tog^S^aa?ggccctcaaagogctgtacg 
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ACGCCTTCGCCCACGAGTCGGGGATTCACTCCCA(^GCGTGATCAAGAAGGCG 

GAGACGTACG/V 
ACTAGGTAAGC 
GGGATCGAGG1 



gagacgtacgaXccW 
GGGATCGAGG ^ 



5 ACTAGGTAAGCACG^ 



\CGGAGGAACAACTCGACGAGATCGTTCGGCGCGTCAAGG 



AGATCGCCGTGATGACCGGGAACAAATTCACGCCGACGGCG^ 



10 TACCTGGACGGTGAAGAGCACGAAGCGGCATCG^ 
ACGC 

ISg^ 



ACGCGGCGATACGGGCACTGCGCGAAGCGATCGAGGAGCT^ 



IgctgaaggagtacScctagaggccatcaccggggg^^^ 
gSaSIcIgcg^^^^ 



gtagtattcatgctcatcgaccaaggtcgacaggtcgagcgccac 

CACCCTP 

^A^A^r^r'ArTGACGAAGTCCGTCAAATCCTCAGGCCGTATTTTCAACGATCA 



gaaacccaggt^^a^cgt^c^c^^catc^^accg^ctcggcca^otc^^c^^ 



gtacagagcgccagtccgagaccgaccgagcaggact^^ 
acatgtac 

GAAACCC 

ctactctc 

SSIg^cgagaXgTccgtc^ 



acatgtaga^bttcaggcgccg 

GAAACC 
45 CTACTC ™^ 
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20 
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GCGAGCAGGGTTTCACCGTCTACGCCGAGGAAGGTAAC3AAC3AUA^aov^^^m 
GTA^^^^raCITr^CCATCCGACATCGTGGGGCGCATGAACAAGTG^TGG 
ArrrrGOTG^XGAGTACGTGATCGTCGAGGCCAGAGAAAGCGGTAAGCACGG 

tcc^at^^ 

ISgGAGTC^ 
AGTTCGAGCTGATCGTCAAGTTC^ 

c^gLaggXg^ 

CCATGGGCCGGGTCGCGCTGGACGGGGAATGACGCTTGAACGTCGATGACGC 
10 CATCGTCGAGGCGCTAGAGGAGGCTGGAATC 

gto?c?^ggXcgggatcatc^^ 
aSgtcagggtgtccagggaggaagaaggcgtagggat^^ 

CCCTCGCGGGCGAGAAACCCGCACTGATAATG 

TCCGTCAACGCTCTCTGCTCACTCACCTTAACCTACCGACTCCCACTGCTGATG 

Sgatgagtcaccgtggctacctgttcg^^ 

rrc^^WBCGGCGCCTAAGATCTTGGAAAACCTCAATCTACACGCGTTCACGA 
TCGi^C^GCC^G^GA^GAGCTGGACGTGATACCGGGTGCCTGGAAGCTCGCCGA 

GACTGCGGGCGA^CCGTCGGTGTATTCTTA^ 

rGGGCCGATAGAAGACGTGGAAGCAGTCCCAACTCTTCTCTACGATCACGTGAT 
GCA^CTC^^G>C\CGA^^GCTCGTACAGTTCCACATCGAGTCCGCGCCACCGG 

?CC?C^CGCCGACGAGCGGCCGGTACCCTCCCTC^ 
CATGTGGATATCCGAAAGCTGCGGCGATCTCGAGACCGTAGTCCAGAAG 

TCAATGAGGT^^ 
AAC^CTTCGGT^ 

TCCAACTCAGCTCCTTCAACATCCATTCGTACATAAGTGGGCCTCTCG(^GAG^T 

■TTrrcAGACAACTGGTCGAGTGTTATCGACTCAACCTCTATGTA^ 
^rr^A^GATACGATGCCAATTAGATCTATTTTCCAGAATCATGCG 

2cCA?AOTATCAG^ 
TA?GAGCWATTCTCCCTA^^^ 
I^CACTCGAGATCGCTCAGAAGCTAAC^ 
AT^G^CTCCAACATCAAAAGCTATTTCTTCA 

CAGCATC^GTATGAACACGAAGATGA^ 

rArGATGTCAGAATTAGATT^ 

r "X « X a ^ * J^^rC>T a o a&t ArtTf^T AR AHCCAAGTCGACGCGGTCG ATC 



35 AGTA 



^rrrTXrCGCCGCCATTGTCTTCCACCCGCACGGTAACACCGTCAACTTCG 

Jgcacacgtcccgactccaccagccgtttggcctcacgccggctttcggc 
'gaccgacgtccctaaggaacgcgtccaacctgcgtcctaccgtcact 

r^rCTCCCGTAACCTCGGCTTCTTCACCTCGTAAATCGGCTTCCCGTCGAT 
rr?CTCGGGTG^ 

ggaaaactt^^^^^^ 



45 AGTA 
ACTC 
A 



50 CT 



174 



PCT/US03/06664 

WO 03/076575 

TTCAGCGGTGACTCCTCCTOC^^^^ 



20 



TGCTCCTCCACCAGAAGTCGAAATAACGCC^^ 
GGCTACGCCCGCGGGGAACTC^^ 
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10 CGCTTTAC^ACCACCGAGTO 




TTGACCTGTGGACACC^ 




ATCTCTCGGCGGCGGCGGAGGCCGGTGTCTCCG^ 
20 G^^GAAAGAGCCTCAG^^^^GT^W^^JG^CTC^AGGT^^^^^^^^^ 




GTGGAG 



25 




ATCTCCMGGCTCGCTCGATMCOTCT^^ 
ACGCTCCAGCTCCCTCTTCACCT^ 

40 sx^SS^s^ 



30 



35 




45 



50 



GA^CG^GT^^ 

Saacggaacggggtacaggacggc^ 

CCGTTACGGCGGCTGTAAAGGTACAGCAG^ 

AACGGTAGCCAGTTCC^ 

CGGCGACTGGAAACGTCG^TGG^^^ 

GCTAGGTCGTCGCGGCCmCAGCT 
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CGGTTCTCAGGAGCCGTCGCATOTAAACCAGAm GC AAGCACTAA 

GCAACTTGAACCGGTAACTGATCjj^ 

GCCCGAGTGTTCGACCTCTCC^ 
15 GCCGCGGTGCGCGCGCTGC^^^^^ 




20 



li^^^^^^O^GA^^GGTrG 

CG( 
AG1 




35 



TOdcGMCGAAATAGTGTG^TGA^ 
CTTCGGAGCTCGT^TO^CGAGGGC^^TACC^ ^ CT ^ ( ^ 

CTCCTTGAGCTCTTCGTC;^ 
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§Sgatgcg^^^ 

TAP^^^^MrcCACGGCGACCACGTCCGGTTTCAGCGAGAGAATGAGATCGAA 
^CA^GTCC^^^ 

ctcacta5c^cgggggccgttcaggtgaatc^^ 

Srrrr^CTACGCTATTGACTGCGTGATC 

tctc?gIc^a?cacgtc^^^ 
, * Sttcgtcgat^ 

aSgc^cgggctcScg^ 

caa^aSSc^^ 
^GcI^GCCGATAACCG^ 
25 AC^ACA^CTCG^^^^ 



20 



CACTTCCATACCTC 



ATCGAGCCCGCCGCGTGAGAGTACACTCACGACCGCGCCGAGCTCG^^ 
TCAAACCCGTCGTCCACCAGCACCGCGATCAAGGGGGAAC^ 

CGTCTCCC 
CGTGCTAC 
AAGCTCC1 
GTACGAG/ 
TGACGAA( 

G^GAGaT^ 

?CTGCCTCGAGGAGCGGGAGTACGAGATACTAATO^ 



30 CGTCTCCCTGGGGTGTCCGAAGATCCCACCG^ 
35 UUU!J ^2^CTTACCGCACCG^ 



CGTGCTACCGGTATGACGATAGAGCGTTACTACTCA^^^ 

AAGCTCC 
GTACGA< 



rACGAG A ^ACGG^TTACAGATAGCGGTCACCCTGAAGGAGGTATCGGAA 



40 GG I G, ,.^UAGAT^^^^ ^^^^^^^^^^^^^qyqq^^qqq^ 
GCTTCGTCGTGAAGATAGAAGTTAGTGCAGAAGAACTCGA^TGGJ^CCTGAAGA 

AGCATGTAAi 
GATGTGACC 
TACCCGGGC 



GGCGTACGGGGATGAATGGATTGTACTACCGATAA^ 

^ i^G^A' GAAGTTAGTGCAGAAGAACTCGAGTGGTTCCTGAAGA 
GGGCG^AGCGGCGTCCACCACGACCTGTCTTCCGGGCCGC 

'tggtggttacctccaccgaacgggtggtcgacggcgttcatc 



AGCATGTAAGCGGGCGTTAGCGG^ 
GATGTGA 

45 TACCCGGG S^ 



^^Iactcc^ 

TCCGC^GACACAC^^ 
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10 



GAGCGCGGTACGTAGGCCCGCC^ 
GCCCATCTCGGGAACCCCCTACAGGATC^ 

CACCCCAGGACTC<^CGCTCGTO^GAAAW^^CC^t^^^ 



15 



30 TAACGAAACCTCCGCGTGGAG^ 



40 TCGGGAATCTCGGCCCATGCCTCGGTGAC^CAI^^mAACCG^^^ 

5?^ccgaS!c^^^ 



45 



50 



CGCGTGAACAAGGCTTTCTCCAGGATGA^^^ 
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CGAGAACTGGATGAACTACTCCAAGAGATCGAGCGCTCCACCGATCGAGAGGA 
GGACGTTTTG^^CGTACGTCGGGCCCTCCTCAGGTACATGTTCTGCAGGACGTA 

CACGC^GCGATO^ 

cggaStcgccga^ 

GAAG^CCCAACTCATCTACCCCGTGACGCCGGATGTAGAGGACCTACGTGAAGC 
GGTGAAGGACGCGATCCAGGTTATCGGGGAGGAGGTCGGAGCCGGAACCGAA 

GAAGAAGAC^GACCGTTTAGAAC 

2gggmgctacccgcttttgtggatccg 

TCA^AGG^GGGAGAT^ATTAATGGTCGGGGAGACGGCCGCGCGGATCCTCTC 

GG^GGGGGC^ 
GA^GGGGTGAGTCGTTGGCTA^ 

tactgI^ga^cacaccatccacgaggtagagcgcg 

GAGAAAGATGTCCTGGGGACA 

GTGGA^CCCACGTCCCAAGCCGTCGGGCGAGAAACCCACGAAGAAAGTGG 
CTGCGCTACCGGTGCACCGAGTGTGGTAAAGCTCACACCCGGAAGGGTTGGC 

§Igc?ggcTccc^^^ 

GAGAAG^CGATTCCTGAAGAGGTTCACCGAGTCCGATCTCGTACCGCAGCCTCG 
CGGAAACG(^AGCACCGAGGTAAAGTGCCACATCTGCGGCCGCACCCTAGCC 
GTAATGCCCCGGAAGTTACGCGATCTTCCCGAAGAAGGCGAGATAGTGATGGC 

§acggtagagcgtctcgaggaccacggagccttc 

CCGGGAGTGGACGGGTACATCCATATCTCGGAGGTAGCGAGCGG^^ 
GAACATCAGGGACTACGTCAAGGAGGGTCAGAAGGTAGTCGCCAAGGTTATCC 
GCGTGAACCCGj^AGCGCAAGTACGCCAACCTATCCCTCAGGAAGGTCACCGAC 
CA^CCAGCGCAAGGAGAAACTGAAGGAGTGGAAGCGTGAGCAGAGGGCCGAAA 

AGCTCCTA^AAATGGCCGCAGAAGAGCTCGGCAAGG^AT 
GAGGAGGCTGGGTACAAACTGATCGAAGAATACGGATCCCTTTACGATGCACT 

GG^GGGCGGCCGCCGAGGAAGGGCCGGAACCACTCCTCAAGGCCG 
dCGGAAGAATGGGCCGAAAAGCTCGCGGAGCTGGCGATTGAGAACATCGAGC 

cggI^g^tg^gatcgaggcgtacgtcgatctcacatg^ 
ggWggagataatccgtgaggcactcgagaagatcgaagagttccagcaagg 
cgacgtgaaaatggaagtacagtacgtaggagctccccggtaccggatcaccg 

tcga?g2^gac^ccgaacggcagagaaaatgg^^ 
gccgcgatcgaccacgtggaagagcacggaggcgagggcgagttccaccgg^ 
agatc^^gag^gggtaaagcgtgcctaaacgactacgcaggtgtaagg^gtgc 

GGGGA^ACACGCTTCAAAGGGACAAATGTCCGCATTGCGGTGGAGATCTG 
GGTGCKGCAC^ 

GGAAGCTGAAG^AAAAGGGTGTGGGCCGAGAAATTCGGCCCGCCTTCCGGCGA 
40 GGG^G^^AAAAGTTGGACCTGCTGAAGCTGGCCCGCGGAAACACCGTGATCA 

AOTCGATn^C 

GGCATCGGGCACGTAGGCAAGCTAGCCGCCGAGGCGATGATCGAGGACTTAG 

gcgccSaaagttcgcggagctgtactcaccgtacttcc^^ 
StgaaTg^atcgcatcgtggaagtaatgaggaacga^ 

45 AT^AAGGTGATGAACCGGACATCATCTTCCTCATCGGCGAGGCGCAG^ 
AGGGTGAGCTCGGACAGCATGAGGTCA 

GAG^CGGAACGGAAATGATCTTCACACTCGGAGGCCTCGGAACCGGGACCGT 
CCCGACGG^ACCCAAGGTCGTTGGGGCGGCTACGCACAAGGAGCTTATCGAC 

ctgctgaXggagcacggtattgaagtccgcagcggcgacaa^^ 

50 CGTAGG^^C^CCGGTCTGCTGCTCGGCTTCGGGAAGATGATGGGCATGAAAG 

gagtctgcc^ 

gatggccgtcgtcgagaaactgtccacgattctgggggttgaagtc^^ 
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5 ss^^Ssss 

ATTCGCAATGGTTTCTGCC^ 





15 TTGAGGAGGGMTCAGCCCGATTCGAACGTTO^^ TGCCTrAG TGATGGGTAT 

20 tootggXcctaaggtacctaac^ 
cSg^ccgtmgtgcgatgatcgtgm^^^^ 

GTGGGTGGCGTTCTATATCGTG^ 
CCCTTGGCCGGGTGAGTG^GTGGGAG^ 
30 CACTCCCAGTACTCGGGCGGTACCT^ 

ACGAGGAGCCGCCAAGAAAGGCCTAG^ 




GAAG, 




Sg^c^ccccgagctogg^^ 
so g^ctgaaatcgttcagg^gaggg^ 
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10 



15 



20 



GTAGCGCACCCCGACGGTCGMG^^ 
CTCCTCTTAAGAATGGAAAAGTAGAG^A^ 



GAAACGGTGTAGA^^r^^^^^^^^^®^^g^^^^^^^^^^^oJj^^X 



3 0 s^sSSS== 



GCTTAAAGGCGTAA^CTCC^TCCC^G^^^C/^n^^TTT^^^^^^^^^ 



CGAGGCCGTG/^GGTCGT^ 
35 TCCACACTGCACGCGGTG^^ 

. smmmm 

GCTGCAAATATATTGGGGTTGCGGTC 
TTAGTTTTACATGATGGAC^ 



45 
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ACGGAGAGCGTGTTCAAGGCGTTCAACTGGAGCTCTCCGAGGAGCTAAGGGAG 
^AGGAG/^ATAGAGCCATACAGGCTGTACTCGTGGTCGTTAATACAGTACTG 

gaggaggTgt^ 

CT^^C^C^GITCGGCAAGTCGTCGAAAAAATCGCTGAATACGTCGAAGAGA^ 

GGCGACTTCGAGACCGTCGAAGTAGGTTTCATGGAGCTATGTGAGCCTACCGT 

TCi^^SAyScCGTAAAGAAGGCGGCAGAGTCCGGTGTCGACAAGATAGTCGTCG 

TACCGGTG^^TGGCCCACGGTGTGCATACGAAGAGAGATATCCCGAAGATG 

CTAGGGCTGGAACCGGAGTGGGACGATGACGAAGACGACCACGACCATCATCA 

CCACCATCACCGCGACTACACGCCCGTAGACGTAGACGCGGAAATAGTGTACG 

CGGAGCCGCTCGGGGCTGATCCCAGAATCGCCGAGATAGTCATCGATAGGATC 

AAAGAGGCGCTAGGCGAGGAATAACCGGGGCCTCCGCTTGATCATCGCCACTC 

^CAGGCAGAACCATCGAGGATATGGTGGAACTGGCTATAGAAGCCG^ 

CAGGGTGCGGACGCTCTGGAGGTCAGGCTCGATTACTTGGAGAACTTAGACAT 

GTCGACGGCGCTCAGAGCCGTGCGAGAGTGTACTAGGTA<^^^ 

GCGACGCTCCGACGCGAAGAGGAGGGAGGACTGTACAAAGGCGATGAAGATC 

GGAGGCTCGAAATCCTGGAGCGGGTGTCCTCCGAGGCCGACTACGTGGACTT 

GGAGCTCGACGTAGCGGAGGAAGAGATCATAAGCCCGTCCT^TOAG^ACGATCG 

TGT^GTACCACAACTTCGAAAATACGCCGCCTAAGGAGGAGCTGATCGGCATCA 

GGG/^CGGTGCGCCGAATTAGGAGACGTTGCGAAGGTCGTCACTATGGCCAG 

GGGACACGAAGACGCACTGCGGATCCTGGAAGTAGTACGAACGGCAG^^GCA 

CCCACTATAGGATTCGCGATGGGAGAGGAGGCCAAGTACACCAGGGTAGTGAG 

TGTTCTGATCGGCG^ 

CAGG^CAGCTGACGGTCGAGGAGACACGCAAGTTGCTGGAACTACTCGGT^G 

CCGCTCGAGGATCTCCTCCGCCGCTTTCTTC 
AGATGGGCCCCATCCTGTACGCGCCTTTCACCGCCGAC 

ACGAACAGTCCGGGCTTCACCTCCTGGGTATGCTTCACTACGAGTTCTTCCCCG 

CGCTCAGCCCACATGGGCCCCTCGCCCTTCACrrCGATGCCCG^ 

GACTGCAGCCTCGTGTCCGGTCGCGTCTACAGTATACTCGGCTTCGAGAGCTA 

GCGGGTCGACGTGCATC^^ 

CCACACACCCTTCCGCGGCGCTCGATGACGTCCTCAACCTCTATACCTACTAGG 

ATCCTAGCTCCGGCCTCAAGGGCCGCGTTCGCTAGCTT^ 

GGGGTTGAACGCTAGGAGACCTGCCTCAGCGGGACGGAGTTCGACTCCGACTT 

CTTCCAGCACCTCAGCGGTTTCTTCCATGATAACGCCCGCTGGGAACAGCATTC 

CTCCGCCGGTCATGCCGCCTCCCACG^^ 

CGACGTCGCTCTTCGCGAGCTCGTAGGCGCAGGTCAGTCCGGCCGGCOCTGC 
fcCTAC^ 

CTAAGAACy^TAGGGGTGATTTCCCTCTCCACGCGTATGGACCCCTGAGAGGG 
^TACTCGGAGGAGAGCTCCCGTAATCGGCTTTCCAACCGTTCGATTTTGCGAC 

ggatgtcI^ 

GAGAGCGTCGACACGCTTCTCGACCTTTTCGACGTCTTCGGTCGTGGCCAAGC 
CCCAGCTGTCGA^ 

TGGTTATGACGTCTGACCTAGTAGTCAAGGAAATCTTGTCGCGAAGCATCGAGA 
GACCCTCCCCTTCAGGAACCTCCCGACTGCGAACTATGAGCGCGATCGCAACG 
ATAATAGCTAGCGTGAGTACGCCAACTGCTACGAACTCGGCTATCGTCATTCAT 

I TC^ACCGCCTCTAACATCTCCCT^^ 

CG>°^\GGCn^^^CGGTTTCGAGTTCGACCACGGTCAACCGAGTCTCAAC^GT 

CCATATV^TTTTCCGCCAAGCGTGTGAGCAGCGAGCGGATTTCACCCACTCGCT 

TCATCAGACGCGTGTCTTCCGGGAGGTAAAACAACAGATCCAAGAGCTTTCGAC 

QCTC^^GGTCCGC^CTGACGAGCTCGACCTTCTCACGTTCGACCTTCAGTTCG 

) AGTTCCCroATAOBTAGCTTCTTCGAGTAAGTTTTGAGGGC^ 

tcaSgccg^^^^ 

GACCTCCGCGAGCAACCTTTATCCCCGCAGGGCACGCCGGAGCTCCTTGATAA 
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■ mSSSaesssaB, 




-mmm 

.msm 
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AATCGAGATCATATGAGGCGA^^A^TGty^Gj^ATW^CAC^^AC^^CCTT 



GTGACTGTACTT 
CGAGACCTTACC 



•mmam 
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^^^^ 




15 



30 AGATGAGG/VAAf^^ 




45 GTCGCGACGGGTCGGGCCTACGTGG^ 

50 i^SS==ss 
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TAGCTCCTCGGTTTTACCCG CG ATGts I bAbbiw^ou i ^ a ^ i/v ,^ Trr!ririT 



20 





35 jsi^»S&=s 



gccgcggacgccttgtcttggt^ 

^^^^ 
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GTCCTCGGAGGGCTCACCTGGGAGCGT 

CTCGATCGCGCGACG^ 
GGAATACTACGCGGAA^^ 



10 



ATGTGAAGTTCCTGAAGA^GGC^ 



TGGAGG 



20 




25 



ACTGCGAAGTCGACGTGC^ 

30 CGGGTGGGTTTCACCAAAGTAATCGGCGTC 
GATCCTGGAGGCTTCCGGTGG^ 
CTCACTTCCGAGACCGG^ 




40 



CTTGAGTCTCGGGGATCTCGAC^ 
GAGCTCGACGGAGCAGGTGTAGGAACC^^ 



50 



GAGCTCGACGGAGCAGGTGTAGG^CCGTCGCWI^ GGCGGC GACGT 
^^C^^S^G^CCTCGTrGAGCGGAAATCCC 
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iGAGCGAATCAGATGCGAGATATGCGGACGCCS I OA l wvv^ 
,™^A«nr=Ar5^rTArtnRAACGTAGAGGTTGGAGCCAGGAGGACCTAGC 



30 



25 sssssss= 

GCT^TAGAGCGGGTGAGTGAAGAGGACACCGGATCCGTGGGGATCGGGAGC 
iScGAGCTGACGC^ 

CC^GGAGACGTGCGAAGTATCAGCGTAACCACGACGATCGCTAGGGCA^ 
ArCAGGGCGAATCCGTAAGTTCGAATGTCGATGTGCGCGCTCCGACGCTCCTC 

cacc^cgcIctctgccac^ 

ATCCTCGTC^^<^TTCGCGTATATTCGTAGCCGACCACGATCGCTGTCGATGAC 

gaggag G ^^^^ 

CTCT^G/ScAGGGAGAGCACCTCGTTGATCGTGTACTCGTCCGCGGGAACGT 
CCAGG^AAGC^CCCATCGACCTCCGTGTCTTCATCAACTATCGCCACATCAC 

PJ ^rJJ„!V. ^r.^^-r-r A^AAr a r^ri ATHAr.r.TTnCCGGTTTCTTTGCACAC 



AACGCTTGATCGGAAGCGATTCCTCGGAAG I I IUbAU.i i 

AmA^GAGATAATCCTTA^^^ 
40 CGAAGAAAGGACACCTTTGTTGAACTCGTCGATGTCCTCACCGACCACTATC^ 

CACATC^CTOGCGGACTTAACGAGGCTCATTACCTCCGG^ 
rrTCC^/UGACCAGTAACGTTGCCCGCCGTCTCACTTACTCCACCCTCGACCT 

cSg§Iotcgt^ 

PG^CATCAGGATO^^^ 

xAn.r.GAnGTTGGGGGGCTCGGAACTCATCGATGACCACTTTCACATCAC_G_ACC 



50 



GTCCTCCTCGGGATCTTTACGGAATG I I UbA i ' ' 
TACCGACCTTCGGGGGCTCGGAACTCATCGATGACCACTTTCACATCACGACC 

CATCTCCACTCTGGGTACTATCCCTAGGTAATCACGATAGGCATCAAGAATAGC 
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tgIg^ccg^gagaccgtc^ggg 
^?g^?ccgtcgacc™agatccactatatcgacggagatagg 

rLGCGAGAACTC^ 
GCmCCTOGGGG^ 

* rri^TCATCGAC^ 

TG^GI^rCCTCGCTCCATGATCGTGGGATCGAGGATC 
^IISaTCAGG^ACCACTCCTGAGTCG 

?cStacccaagtctac^ 

rrAG^CTCGCTGCTTGGTC 

cgag » rcjcG^^ 




20 CGAGTTC 



25 



TGAGTGC^ 



TGaS^AGCTGGC^G/SiTCTGCCGGCTACGACGTCGTCGGCTCGTTCAGACAG 
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gacaSa™^ 
gSa?g^ 



10 



ISctgctggtag^^^ 

XxnT^rrAPAGGACG^GG^ 

GGA^C^G^GGGTACGTGTCTCATCCGGTGGTCGT^CCG^ 



20 



25 



30 



35 



40 



« ====== 

°tcaacaaggcgg^^^ 



GCG^C^ACCCCTGAG^ 

gcca§Icta§gtaYc^^^^ 

rrCTAAGATCTCGATTT^ 
^rrrrroTGTG^^ 

EiSSHfeo^^isiA«gs A 

S?lTCmA?™CTCG^GCTTCACCGGATACCACCTTGATGGCATCTACGGGG 
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AMGGACATAC£CCACACA^GC^ 
CGTAGCATATACGACATCCTA^ 



20 




CCCATGACATGCGTCCAGGTCTA^CTGT^ 
CGTTACGAAGACGATCCT^ 



30 



35 



40 



CTGGGAGGTCmGCATCATCT^ 



50 
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25 CTGACTTCAGGCTCATA^^ 

CTAMGTGATCACTC^TC^ 
Tc£cGACGATATGCGTMCTGGTG^TC^^^^ 

CGAGAAAAGTCGCAATTCCTAACACGGmC^ 
ACTGATCGGATCCACTCTCCGCTCCra^ 

TGCGAGCGCMCGGGACCCCCC^ 

CGGATATTCCGTGAGGTAACCC^^G^^^^^CGTA^ ^^^^^^^^ 

60 sSSss^s 



45 
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CGCCAGCTCGCCGGCGGGCATAATGGCGTCTCGCACA^ 
AAGTGGA/s 



■mmm 

- SBBBGHHfe 
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10 A^GGA(^CGA<^T^TC^WCG^TGG^ atcgt 




15 s^^^s 




AGCCACTAATCCAGGGTGTTTC^^ 

30 aIgIggcgcgagagcaggagttca^ 

ACACCGAAGTTATCTAC^C^CGC^^^C^Cw^Cw^ ^^^^^^-^qq 
clc^AG^GTAAGATCAAGGAGAAG^ 



45 m£cgaatcgg^ 



a^gaggctaccgaaSVagtaggagag™ 




60 ^^^Sfcsssm 
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3TGTCCTTGAGACGTTCGGT 




15 



A^CACATCGACCGCTCCGG^G^ 
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5 IS»=S=SE 




20 35SS8SSSSS Sfflss 

AGTTCCMCCTGTCCAG^G^GAGG^CCCGGGCTto CAGGATCCG 
AACGTCACTTCGAGCCCGTGTTCG^ 




g^Sagctccaggmccgc^^^^ 

AGCATCGTAAAGAGCTGGTOTATC^^^ 
CCACCTCCGACGTCCCCGmGAC^ 

,0 « C cSISlSf |^ -SCGGCgGGAGACT 
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AGG 



AGGAGTCGACGT^ATCAJ^CACGAGCG^CCACGG^CG^ ^^^^^^ 



• SSS=K|iillIil 

10 GTCCGATGCCACTCCGGTCCGCCC^ 
GGAGTTCGGCCGAAGGTGTAGGC^^^ 

?GATmGTMGGTTOTGAGTCG^ 
GTATTAGTTCGCCGGTCATGTA^^^ 

3S CgT^CaK^ 
TCTTTATCCCGCTGATC^ 

GAGTCTCAGAAGGAGATCTCGTCA^ioa^o JGAGGATGG 



30 



40 



45 



50 




GACciGAGMCACGAGCAGGACATCCT^ 
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10 



15 



35 




?SATcArcMGTCAGA<^ 




5tcgIa9Vc¥agtacat^ 

GGCGGAGCTCGAGCACCTCT^^39^^^-?^q^^q-^q^gCTGGGCCACAAC 
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CCTCGCGGGGTGACTTCGGTCCT^CTCC^ojoa QCCCACGAA 
AGATCGAGGAAAAGCCTC^ 




25 



30 



35 



40 



45 



CTATTCGAAACGTGCGGCGATGCTCTTGGTQCCTOT^^I^^^^^^^^ 




50 AGCCCCACCATCAACCCTGTCAGGTCOT^ 
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. ?a<^ACGATCCGTTC^^ 

rGCACCCTCCGTCCGGATTTTCCTCGTCAGCM 




45 fe^^SESffiS^g 
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10 GCGTCCACGACTTCGGGACCTACTA^^^ 
GACGCGGTACAGGTCCACGATCCG^ 
CGAACAACGATCTCACGGTGT^ 
CACCTCAGGGCCTCGMTGCGTAAC^ 
CTCCTCGAGCTCGGCGTCGA^TCAGA^^ 

GCTCCGATGTGCCTCTCGACGATCCG^^ 

ACCGAGCCGTTCCCTGAGCTCCTCC^ 
CGCTAGCCGTTCCAGCTCGCGCCG^^^ 

CTTCACCGCACTTAGGGC^CGGAACTCGT^TC^iTAeL^ ^^^^ 
TTCTAGGGCAGTCATCGT^ 

ScTCGAC^CTCCTTTCTGAACGTCAC^^ 
TOCGCTTCMGCATGWTA^mGTGTMTCGA^ 

50 CCAAGTAGTGCAACGGGGATCTCCACAG^^^ 

S^iSIS^^CGG^^GScGCAAGACATCGTC 



40 
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GGGTCGGTCCGTAGTCACGATAGCCCGACOST^GGC^ 

AAGTCC "~ " "~ 

GACAO( 

AGGGCTCGCTCCTCC^ 

nAOTATCACCGCCTCGCCTTCTTCGGGCTCTCGAGGGAAGTCTTCTAGATAGTC 



G ACAGGTCC ^^ 



TGGTACTCGATGAGGTACAGG^^^^ 
GACTATC 

10 rilACTCGCGGGCTGCTm 

?ag£Sc1c1g1t^^ 



CGGCTCCGCTCCGACGGTGGCGAGGTT^ 
CCGTA 

15 ATCGTGACCCGG^ 



GGTAAACCGACTCGCG^^ 

GCG< " A " 

GAA1 
GGC< 
CGTC 

G^CCG^CA?^^ 



gcgcacWtcctcggggtccggctcc^^^^^ 

GAATAA 
GGCGG' 

20 CGTCAG , — ^cT^ 



?It^ccctg^ 



25 



30 



35 



40 



45 



50 



^ACWACCCACACACATC^ 

^CGGG^CGTCATCGGGATA^ 
^C^AGcS^^ 




TTGTAAGCGGCACCTTCCGGTATCCCGTCGAACTCCGCTATCTC^ 



S^^P^cctcgc^^ 
cSSSScca^^^^ 

oSccgga^^cgcacggcctctggggtgggttcctccctcctcagatcggt 
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rrCTAGGTH^^C^^CTCGAATCCTTTCCACACGGGGTAGGGCTTGACCTC 

^C^TC^A^T^ 

T^^CCGGGATAAGACCGGACT 
™^CGGGAT^GA^G^ 

^CGCACGC^TTCTTGAATACCTCCAGCGGCGTTCCTATGTTGTAGT 

10 CCTTCAG^ 

3GAGTATTGAGATGGCG^^ 
CGTAGAAGCCGGGTCCACGCATCTCACGACGGACCTTGAGGATCC^ 

:gtactctactaccttagggttcccaccgagc^^ 

rrTTTCACGTGGACGATGTCGATTCTATCGCCTTCGGACGGTCCTTCCGACCTG 

i* ptca^^^^cggatcaggcSctccgcaacgacctcctcgtcaaggtcatccag 
15 gaacgS?£c?^ 



\tcggatcaggcgctccgcaacgacctcctcgtcaag^ 

ummooo , rCCACGGTATCCACGGCCACGCTACCGGCGAGGCTGC^ACACTTGA 
ACTAGTGGTGTCC^^ 

cggctotggcgagcgaa^^ 

GGGACCGGGTTCGGACATCTCCTCGGCACG^GAAC^ 
20 CGATTAGATCGTCGATCTCCTCCGCCAGCTCTTCCCCGGACTTACCCTCGGCG 
nrrr^TC^GATCAATCCCCATCCTTCCGGGACCAACGCCTCGCCGAGACG 

CTCG^^GGGTAC^GGACGGCGTACTCGCCGGCCACCGTGACCTCCGTCGTC 

agctoagTgggccgtccgacacggacttcgc^ 

K TCCCTCTCCAC^ 

CCTTG^CACGCTCCCTTCTCCGATC^ 

CCGMTGGAGGATGTCCACGAGCTCTCGAACATCATCCGCCGGACCCTGQ 



TCG^ATGCCGTGTCGATTCCTCGTGTCCCGAACGTCCACATCGGGCGAACCGGA 
SO GTCG^^CCG^CATCGGGGAACCGCCGCCTAATGTCATCGGAGGGCTGGGTGA 

ctatgXSccgtgatccagg^^ 

GTATCCTGACCTTACAGGGCACCCAGAGCACCCCCCCGGGGGAAGCGG 

GAGACCCC^ 

GAG^GTCCGGAGGGATCT 
« A^CCGGCTAT(^S^GATCTCCGAGAAGATCATCGAGGAGTCGGGAGAGCTCA 

GTOTTCGA^TO^ 

rTGAGGATTGCAAGTACGTCTACTACGTGGTCCTGTTTCAGAACCCCGAGGACA 

40 Sa^CT<Sa?^^ 

^CGATAGCCGTCCACCTGGCGCGTGTGGTCGAAGACGCCCT^^ 

GCCTG^G^G^^CGG^TGGA^GCGGGGAAGTAATGCGCGGCGTGGGTGGAGC 
rGGTGG^TCTCCGACGGCGTGCTGAACCTCAGGCCAGACGTCGGGGGCGAC 
W T^MTn^SS^G^^^^^AcJ^GAGATCGGCGAACGAGCTCGTCGAGTACGT 

^AC^GTC^ 

g?cSI^ggt?gaJg^atc^ 
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GGTCCCTGGTC^^CTTOAQ^G^^GTO^COT^ ^ 
TCGTGGAAGTGTCGC^GATCCGAAG^CCGCA^C^^AuUOU 




15 



10 

AAC^GAC^T^TC^GCaG^Tl^^i^^^^ 
CTTGGGA" 
CCTGGGG 
AGGATTG 



TTAAAQTOACQAACMCCC^ 
30 GGTAAAAACCCCATC^ 

ACTTCACCGACG^ATATAATC^ 

TTGACTCACCAGGATTCTOT^ 
50 TTGTAAGGAAACATCCAAAGATGATTAAe^ 

SSIggSaIS 
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C^CTATC*TAAC^ 




20 



AGGCCGAGAAGGGTMGCACGCGGC^^ 
ACGGACGCGGCTATCGTGATCGTC 

MCCCACOGAGGACGTGGAGGGTAAGCGGGCGATen^u GAATACGGGT GT 
C^GGAGGTCGTCT^GGCTCGTCGAGCA^GGAAG^ gctc ^ 

ACGCCGTGGAGAACGTAGCC^ 



CTGTO 



ACACGTACATCCTCTCCGACC^ 

50 CGGAGGAGGTGAAGCAGCmTOGMGCOTG^^^^^ 

SSSSSSGGCACGnCATCCrCCACM 
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10 ^l^^^^^jj^^zf^^^^^ 



CGTCCCGTGGGTGAAGAGGTGGAGTGCQGAGCC^GJ^roGCGGACGTGGTC 

GGCTACGACG/ 
CCGGTGTCAGC 

SScIS^gSag^g^ 



CACGGGCCGT 
GGGCCGTCTO 
AGCTGGCATAC 
ATCCGAGTCC/ 
GATTCAGCTTC 

in £S?IS5m^^ 



AGCTGGCATAGCA 



-•Busang 
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TATTGACGCAAGCGATTCACGGAGCTCCGGATCCTCGCAGTCATCGGAGAGAG 

TCTTCAGCAGGTTGGCGACGGCGAAGAGGTCCTTCGGGGCCCTGAGGACCGC 

CTCGACGTGTGCCTTGAGGAGCGCCCGTCCAGCCGGCGTTTGGGCGAATATCG 

CCTCGAGTCCCTGGCACACCAAGACGGGAGAGTAGACAGGGGATCCAGATAGC 

ACGTAGCGCTCACCAACGCGGTCGACGCCGGACGACCTGAGCAGGACCGCGA 

GGGACAGTCCGCGATCGTTGAGGACGTCAGCAGCGGATAGGACGAAGAGAGT 

GCGCTGCTTCAAGGTGATCCCGTCGGAGAGCATCCACGCCGTCTCCGACGGTA 

TCAGCTCGGGGTTCAGCAGGCAGAGCATCCTACCCGTAGGCAGCACGGAAGTA 

TCCACGGTCGGATCGCCCGGCGGACCCACGGGCACCGACTGCCCGTCCAGGA 

CGCGGAAGAGGTTCTCGATTTCGAGCTTGGCGGAGGTGACGACGAGGTCCCTG 

ATA^G^ATCTCGCGGTACA 

GTGGTCGATCAGCGACTGCCACTCCTTCCATACCAGATCGAAGAGCTCCA^^ 

CCT^TCCCCGTACTTCTCGATGTTCTCGGGCGAGAGTATCGACTCGAGGTCCC 

CACCATAGGTTTTGGACACGAGCTCTAGGTACTTGCGGAACAGCAGCGCGGAA 

ACGTACTCTCGGATTTCCTCCGAGGTCACCAGGCCGTAGACGTGCAGGTGGCG 

GGTAAGCTGGACCGGCGTCGGCGATTCACCGTGGGCCTGCATCATATG^CAACT 

ACGAGTGGAGCTCGGAAACGAGACGGTTGAAGTCCGTCCGAGCCATCCGTTCC 

ACGTCCTCCCACGTGAGGCCCATCCACTCGTAAACCCGGGTOCGC^GAGG/^ 

CTCCATAATTACGGGTTTCAGCTTCTCCTCTACCTCGGGATTGCCCTCGAAGAC 

RTGGAAGCACGAGTGCAGCAGTTTCACGAGCGTGTTAAGGTAGAAGTCGTAGG 

CCGTGGAGGGCGCGGATGGGAGATAGCTCAGGACCACGGCGGACGTCCTCCA 

CTTAACGTTGTAAAGCTCGCCGCTCGTCGGGCACCATAGGTACACGTGGG^ 

CGT^CCTAGGAGCACCGTCGGGAAATCGAGGTGAGACAAGAACGTGCGGCG 

CAACGGCAGCCACTCCAGCGTGCCGTGAGCCCCCACGTGTACGATGACGTCCA 

CGTGATGCTTCAGCCAGAGGTAGACGGCGAGGTAGTAATGGGGCGGOGGTAG 

AAGCAATGAGTGGTAAGCGGCCATTCCCCAGAGCAGACCACGTGGAGGTTGCG 

GTAAGAGTACGATGTTTCCGAACTTCAGTCCCGGCACGACGAACTTGTTATCGA 

CCACCATTACGTCGCCCGGTGGGGGACCCCATCCGAAGAT^^^ 

CGCTGTTCGAGCTTGCGACCCAAATCGACGGCGCGTCGGAACGCGCGCTCCA 

GCTCGTCGTGTCCCGCCTTTCCGGCGGCATAACGGAGTAGTGCGTCGGCGAGT 

TCCCTCAGGGCCTTCATGGCGTCGGTTGTGTCGGGCACTCCGAGGTTGCTCAG 

GAGCGTTTCAATGTCGCGTAACATGGCGCTCAGGTTGCGGGACAACGTTTCGA 

GTGCCTCGCCTTCTAAGGGTCGGTGCAGGGGCTCGGCGTACCCGTACAGGAG 

ACCCGGAATGCCGTACTCCACGTAGAGACGAACTGGCTCGGGTAGCTGGTCGT 

ACCACTTCAGGTATTCCGAGACGGGGATGGTCGCGAGATACGCGTGACGATCG 

TACATGGCGCGGAGATAGTCGCCGTGCCACCAACCCACGTTCACACCGTACAG 

TTCGATCATCCGAGCCAGCTCCTGGGAAAGATTTCGTACTAGCGCGGCGGCCT 

CGTCCC^CGC^^^ 

AAGGCGTGCTCACGTTGTAACCGGCGGCCTTCAGGTTCGCCAGGATGTTGACG 
i AGGGACCCGAAGACGTCCAATCCCGAGGCCCGGATCGATTCCCTACCCGGGG 

GCCAGTCGTAGTACACTAGCGCGATCACCTTCCTATCGTTC 
GTTCTTCCCATCGCTCGACTAGTTTCTGCACGATCTCGGAGTTCTGTCGGTACG 
GTTCCCCGCCCAAGTGGGTGGGTGGCGTCACTATCTCGCCGCGGGAGTCCGG 
CATGATCACCTCGCGGAACAGCGCTCCGGTCGGATACCCCAAGAAGTCGGCCC 

i X^TAGACATCAGGCTTGACACCCGCATCGGGTGTGTGGAACTGGAGCTGCGAC 
GATGCCGTTACCGGCATCGAGAGTGATAGGATTAGGAGTACCGTGGCCACCGT 
GATGCGGGGCGAGGTTCTCGAGCCCCCACTACCGCACTCACGTTCCGCGGTTG 
AGAACCCGACTTTAAGACTCTAGCGTGGTGTGCTCCGCCACGTCTGCC^ 
GCCGAATTCTGTAAGAGTTTCGGGAAGGATTCCGGCAGTTTTAAGGAGAAAAGG 

) TAATAATATTACCGCCTTAGGTAGCACGGGGGGTGACACTGTAGTGTCTAGGTT 
G^CTCTATAGTCGCCGTCGCCACAATGGTGTTGCTAACTGGCGCTGCTGCGG 
ACCTTCAGGAGTACAAGGAGGCGTATTCCGCCGCCGCTAAGATAGAGGAATAT 
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?ctGS?GA^A^|^^^GGA^m S GG 
GAACCGCAGCTCCGTGTCCAC^ 

50 =SSEi«s= G 



25 



30 



35 



40 



209 



PCTAJS03/06664 

WO 03/076575 

CGTCCGTGAACACGTACAC^ 
AGTCGTCTGGTCGCCC^GAGCGGCTTCAC 



CA 



GTGTAGTAAATCTCCCTG^ 
GGGTACGGGTTCCCTTCATC^ 



15 



20 



25 



30 




CTTCCCTGATCCAGACACt.ui '^£XacGCGGTCGTTACC CAACATTTTCTCCA 
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rCAGGTCGAGCGGATGGAGCTCG 



TCTCGGAGAGGTACCCCGCGGCG^ 
CCGTCGACGAAGTCCCGCTCCAGCT 
ACCGTATTTCTCCGGACGTT(^ATCGTO 

AGCTGAAACTCCGACCCGAGGA^ 

??c C c C «S 

15 AGCCGGCCTCTTGG^^ 

15 TGAACTTTACCCGAAGGCTCC^ 

TCGAGAAGTTGTCGGAGCTCCTCCTCG^ 




30 



35 



GAC^GGGCATGGGCATGACGGC^^^^^ 
ATC^AGATCGATGCCTTCGTCGGCCG 
GCCGGGATCACCCATGGCCACTCCC^ 
45 CTCCCTCGAGTTTGAGGGCGGCGTC^ 

50 Tc£5aCCCTCGTAG™cTc™^^ 

J^^^J^n^GGSSi?AWreG^G^GAACACGCy>kCGTAAGTGCCATACTC 
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GCACCACCTGATAGTAGACCCG^TC^ 

15 TTGTGTTAACGGCGTGGTCMAAGCCCA^™^. QTACAGATACG 



20 



ttaagctcgtaaagtactacagcc^^ 



^gaa^^II^SSS^gI^ 



30 




35 GCGGAGGTACGAGGACGA^i^^'^^^ TCGTGGTGTTT ACGAGTACAGATT 



40 



AGGTTCATGGTAGTGGAC^ 



AATGGCCAGGTACCATC^ 
ATACCGGCTCCGGCCGAC^ 
50 AGGAAGGTTTCGAGGTTCA^AAAACCGA^ 



CGA 



TCAAGGTGAAGCGACTCCACAAGA 
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GGGTTGCCCAAGGACGTCGTT^GC^CTCG^GCCTTCGGGCTC^TTCA"n^^ 



ACCCTAAAGAGGTCGCGGATAAGCT^GTCAAG^A^^GTA^^^^^^ 




10 



15 



20 



GGGTGACTCCACTACGAGAGT^ 




25 



30 



35 



AAGGATTGCCACCTTA^^^^ 

^^gIS^Kg^a^g^^ccttgg 



45 



50 
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5 CA 



10 



TCGCGGTGATC^TGGAi u^^^^ 
CCTTGATCAGGTGGGCGATCTCCT^ 
GACGAGAGTTGAGGTAGGACTCTA^GT^^^ 

Kag?aM^^~S-S 

25 ATCACCCGTGCTGACA^ 

30 ^=iiiiIsssSa 

GTCGGTGAGGGTTCCAAACGAAT^G^^GGTG^TG^G^C^^G^A ^^^^ 

TAACGTACTAAGTCACAATCAGGAATTCCT 
50 TTAGGATCATATCGCAACAGT^ 
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10 



15 
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GATAGTTCAGAGACTGTGTAATGMCTfa^^^ 
AAMCATCAAAAACCAmCGG^^ 

OTGGTGGTATAGGAGTACGTCCG^ 




££gccSgcgaccgcgctcc^ 

^^^^ 



AAGGAG 



CGAGGMCCTTGATCGTCCCGA^^^ 
GAGCTGGACGGAGAGGTGTAC^ 




40 



tacgtgtoSSgagtacccgg^cc^^^ 
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TAOTACGGTACGGTTGAAGACGA^^^ 
CCGGCrcCGATCGACCTGC^ 

30 GAGTTCGTCGTCCGGG^GAGGAGTTCG^ 

«S§atcatcgggaagg^ 

CATCGACGTGCCCAAAGACGTGCAGGAAGCGGAAGTG^ 

^C^GTCGAGGTCGAGGGCTTGMCGTG^ 

ATCAAACGGGCCGCGGAGTTACTCGCC^ 
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WO 03/076575 

5 Sgctcttccggccgcgctc^^ 

GTCGCCGTGGTAGGAGACGGTGGGTTCTTGATCAC^ aatAGACTCTT 

GCATACGACGAA^GCACCACAGGAAGATGCTCAW^ 
CCGCCCTCTTCAGAAGGCTCCTCG^ 

AGAGCATCATCCGGGAC^ 

GGGGCTGTCAGGATO^^ 
50 TCGCCGTTGAGGAGCTACCCA^AQCCGAAGAGT^^CT^ ^^^^.^qq 
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TGAfcGG^AGGCCTAAG^ 

CGCTCGAGGMGCGACGGATACC^GACeooi^Aoo JCC CCGT GCAGACT 

10 CAGTACTCGCTCCAAAACTTCCCG 

AGTACGTCGAGACGAGCTCC^ 
CCCCGACGGAGCAGGTCGMGATCG^^ 

TAGATACCTCCGGTAAACCGGAAGATGTGG 
3 GAGCTAAGTCGGAGATACACGACG^ 




CGAAGATCACG^AAACGGAGGGT^ 
AACATCATGACGACCGGCCACCAGAT 



35 iS^SSSSS 




,0 ssss s «ssss 

ACGTGGCCAAGGTGTGGGGCGCG^^ 

4S s^sg^ 
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CTCGGCCTTAGCTCTAGC^ 
CCGGTAGCGAGCTGGTTACGAAGAC^^ 

GGCGGCGAGCTGATCGTGGAGACGGACATgAA^ CTAAT TCTCACCCCCA 





20 



25 



30 




^^^^ 

GACCTGACGGTTGACAGGGC^ 




CGACCGGTACCACTTCACGGTCTTCCCAGCTGCC 
ATGCGATCMCGGCTGTCCACC^ 




45 S^S G c«SSB^^? 

Itgcactcggtatcggtttcc 
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CCTCGTCCGGCTGACCGTAGCCAATGCTC^^G^CA^^^^^^^Q^^Q 




20 GAGGCTCATCCGTCAGAAGCTCCGCCGCCTCCATCGT 

Ii^a^sISS^S^^H, 

GTTCACGGTCAAG^^G^CGiGGTACG^ACTAW^ ^^^q^^q^^q^ 

SSKgSatcccaccactaga^ 

ACGTACCGAAGGAG/^CGCTAAGGCCTTO 
CGAGTCAGTAGAATTCCGT^ 



35 



45 




ACG^C^^^Ocf^S^SSlA^cV 
SO CGCCGCCAAAGCGAGGGCGA^AGATG^TTCG^^^^ ^^^jqjqqq^ 
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5 =SiE««^SS 





15 ?0 G G C S»ffi=^|TOO S 

20 S»«»lSS«iffii 



25 




AS CGCACGGTCCTTCGTCCTGATCTTGACCAGCGCr^ 
CMCCCTTCCCGCTCTGAGGGTCO^^ 

|^cG^««^^?rrcoccGACcccccAGT 
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20 



25 



GCGGCGGGGACAGGGTCCTCG^ 




30 "S^sssss 



35 




40 SSSSSJss^s^ 

CCGGATACGAAACCGTCAGACTGG^ 
GGCGCGATCCCGACCGGTGAACGCTA^^ 



50 
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mm 




^^^^ 

- MB 



223 



PCT/US03/06664 

WO 03/076575 




5 

10 ACTCACTCCGACAGACGTG^ 

gSSgS^ 



20 




30 sss&sss 




40 



CGGCGATCCCCGCAGAGTGCCCGGCGCCCCT^^^ 
GCCTTCATCCTGCTGTCGC^CCCGGTA/^G^nTCCGG^^ ^^^^q^ 

gcggctcgtggccgccc^caccw^^ 

?™caccccggtacagccgccgggg^^ 
so Sota^cgattatosgc^ggcgggccg™^ 
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WO 03/076575 



GGGGTTATCCCCGTCCCGAGGGTAGGJTAC^ 

CGGGCCG< 
CCGATAGC 
GGATTTCG 

5 SgSoQQGcfoSro^^ 



CGGGCCGCCCCCATTGCCGGGCGGCCCT^ 
CCGATAGCGG 



?^acIot^gggatccgtggtggtccggttcgtgagggacggccgg^^^ 

- ^^^^ 

cIcgSS 



ctcaccggtgcccggtacttggggaggtgtggaggca^ 



r r AP ACTGTACACCAGGGCGCCACGG aactcgtgtactgcggtctccagcag 



3 5 S^^^S 



45 CTCCAg1mStaS£S^ 



T^^aTA^^rf^AG(^^CATGGGCGTGAGCCGCTGGAGGGCGAACT 
AGG^^CCGA^GGG^roG<^3AGCTAGTCCGGGGGTGAGGGGGTACTCCCGAT 
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20 



CTCGTTCGGTCCTACCGTGTACGCGGTGT 
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PCT/US03/06664 

WO 03/076575 



CCGGMCGACACCGTCAC^ 
CTaSgCTCCGCTCGTCG^ 




SggXagaggtcttggagga^^^^ 




CGGAGCAGGTGTCCGCACGATGCGGCAGGCGG^ 



25 jssgragsg^^g^gs^sssssg? 




s«s»^SSg^SaaaaS^ 
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CACGCTGGGACCTGGCCTTAGGATCGACCTGAe 

GGAGCCG^^ 
5 GCGTCGTGGCGGACTTAGCGCTX^AGTTCGGGGAG 




15 cSgggaccgtacgg^ccctcga^ 

GTCGTCCGGTACGTGAAATGTGGC^ 

^GGAC»T(^C»TGCGGGTGCCGCGTGTTCT^A^^ CGACAC CACTTCCC 
CCTGAAACGGGACGTAGW^ACGGTC^GCG^CGA^^^^^^^ 



228 



10 



15 



20 
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CTCGAQTTCCTGGTT^C^SC^^CTCC^^ MCTCG ^ 




25 GTGGTACCGGGGCGTCACG^GGG^^ 

CTGMGCGGGATCTGGAGCGTGTCGAGG^ 
ACGCCCTCATACTGGAC^A^CGAGGG^ 

CAGGATGTGGATCCGGATTTC^ 

Sgccttagaggagctggatccggaagtg^ 



35 



40 



45 



50 
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10 



15 
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gKStcSacccgtgtagt^^^^ 




20 




25 



30 



35 



ScTGA^CCGGGAGATAMGTCTGCMC^ 

cIgTmtgcagtcgatctcgtgcgtct^^^ 
gtggcagaacggacagacgyggtagtgo^^ 

Sc^taSgcctcgacgagctcgt^g^tcctcggg 
ctgggaacccggtcacctccgacggct^gca^ GCCTCTCG accttctc 

TOATCTTGACCAGCTTCTGGACCTOT^A^GCT^ 



40 



50 
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GCCTTGGCCATGTACC^ 

A umG^TCGTCGCT^ 
rrTTrrG catGATCAGTCGGGTGCGGTAGGAGGTTCGTCGTCCGCTC^ 

* rrl^rccGTGCA^ 



GCTTCCGCATGATCAGTCGGGTGCGG 
CGAGCCCGTGCATGTACCGCACTGG-T 

G?G?ScA^GCTC^ 



ACGCAGGATAGTGATCAAGTACGTGA^C^^ 



GGGTGCCGACTG^TTGAGra 
ACGCAGGA" 

CTACCA^CTTCCGGGTACAGGTACGCCTGGGCTATTTTCA^ 



35 TTGCATACCACTAGGATGACGTCCGGtACCACTTCGACGCC^G^ 

40 SgctcgtagtcgtcaggmcStc^ 



GTAGGTGATCGCCTCGAACACGCCCTCCCCGTCGAAGGCC^^^^ 

CGACCGTGCGTTTC 
TAGAACTTACCCGT 

cSIaScSt^^^ 



C rTCGGTCGTTCGACTATCGAGCACTTACACGTATTAA^ 

S?§agSaga?2gag^gt^Htcgggagttcacaccgcactgagggggmg 
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5 G/^GCCAACCTGTGGATGGG^ 
TCGTACTTCTCGATCCGAC^^ 

acgIgctcgccgttctttccgg^ 

TGTOCGGGGTGAAGGATATCGAACACACCTC 
15 GTGAACGCTCCCCCGAGTGTCACC^ 

15 gtcttgacggcgcgggg^^^ 



25 



30 



35 



40 



45 



50 




cgtgatcgacgtcggcgggatg<^ 
g^gccgccgctgccgc^^^^ 
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AGQAOGGTACTCTCAAGGTATCGGTCGCCGTQGAGCGCTACTTCCCCGATGTG 




AGTGGAO 




10 1%^ C S^MES^S^^% 




ACGATCACCGTCAAC^CGCTGGACCCCGAGAl^^^^ ^q^qq^-qq 
20 fTCCCCTCATCCCGGGCGGCGACA^ 




TGCATCGAGAAGTAC^GCTGCCG^ 



40 



45 




GCCCGGTGATGTACCATGCCACCCGCCCTCGGGW^l^^^^^^^^y^Q 
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CTCGGTGCCGCGAGTCGAATCGmCG/^^^ 
CTCGTTGTCTTCTCTG^ 




10 



20 



15 GGGAGCGTAGGTTACTC^ 

AGGTACTCCAGAAGGTGTOAGAGAAGTCGTCG^ 

CGGCGGAGGTGCCGACAOTOTA^ 
AAAATTCTTTTACTTGCAG^AATTCA 

50 TGGATCCAAGGGGmCACGTGAGGTAC^^ 



234 



PCT/US03/06664 

WO 03/076575 

^^X^G^G^^OSS^^^ 




5 

GCGGATAGGGGGGATCG^GACCCGGCTCIO TGGTAAG GGTGCTCTCC 
aWgACGGCCGMGCCCTCGGAG^ 
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CGGCT^GGGGAACA^^OGA^O^C^I^OCTCA 
5 AATTCGACGTGACGCGACATTGGGGAA^ 



CCGGTTi 



Sgccgcggtgaa^gccagg^ 





GTCGCGGGTC^GCGGACCT^G^G^jGTW^TCT^TC^C^ ^^^^^^^ 




25 



GTCCCAAGTCGACAACCCATTCC*^ 

AACTGATGTCACCGAGTrcW^^^^W^GM^G/^GTG^W^ ^^^^^^q 

gtcgtcgaggggcag^ 

50 
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m 



rCAAGGAGAAGATTGAAGTCACGGGGATTCCA 

Mi 



c 
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GGCAATCTGAGCATCCGAATCCTCGAATC^ 

GCCG< 
GGTC< 
CTCC( 

SSSaaSc^^^^^ 



. Sag^cgc^^ 



ggtcgtacctgggaVgcaggtgatcgatatgcca^ 



rAAGTGACGCCCGAGGCGACCCCTGAGCCCGGAAGACC 



10 GCGTACGAGCCATGATCCGGTAGCA^ 
ACAGT< 

■mm 



25 ATCCACCAGG^CCGTGGCGGGAGTTCTGA^ 

TGGTCTAG 
GATTCGAC 
GATCGTGG 
CAAGAACA 
CAGTGACG 



TGGTCTACCGGACTGCTCGTAACGGTGACCGGCATC^ 

GATTCGACGTCG 
GATCGTGGTGAC 
CAAGAACATGC1 

30 CAGTGACGGC ^^^;StGGCA^^ 



GA^CGACGTCGTACCGGGTT 
GATCGTGGTG; ~ ~ ~ ' 



-■■■■I 



ggtcaagtacttcc^S 



GCGGCGACCCTGCT 
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CATGTGGACAGATGCTGGTGCGAGCCCACGGAGACACCGTACTGAGGTACGAG 
T^CCACAGTCCCTGTCCTACGGCTCTTACGCCGCGGCCGTACTGGGTACCCT 
^<^CGCrCGGGGCGATGCTACTATGGATGTAATCAGAGCCATACTGGTCACACT 
^nTrtHTRTACGGGGTTGGATGGACGTCGACCGTGGTGAACTGGACGATC 



10 



TACGTCGCCGTCCCCAAACATATGGCGGAACGCGCTAGGAGGGTACTGTCTCG 
AGAGGATCTTCTCGCCAAGGACGTCAAAGCGCGACGAGAAGAGGACATGGTGC 
15 T^CCCGTACGCGATGCCGGACGTGCGGGCAGTGTGCTCGAAGAACTCGGG 
ATACCCTACGAAGCGGGTG AAGCCGAGTTCGAACGGACAGTCGAACACCGGAG 
^^TAGAGGAGGTCCTCGAAGACAGCTTCGGATGGTCCGTGCCCGTACCTTACG 
^T«ATr.ftRr.GACGTGGCCGTGGTTCAAATACCCGACGAGCTGCGTGGGCA 



ACCTCCGGCTGAACAGGGTCGAGGCGAGGGCCTTCCTGGGCGATGC^CGCGA 
GGTGTCGCGGCTGGTGGGGCGGTTCGACTACGTGATCATGAACGTACCCAAGA 
TGGCGCACCGGTTCGTCGAAACCGCGGTACGGTGTGTACGGCCCGAGGGTAG 
GCTGATCTACTACCGGATAGCTCCGAACGCCGAGGAAGCGTTCGAGGAGCTCC 
30 GTAGGAAGGCCGATAGACCGGTGGAACTCGAGTCTCACCGGGAGGTGAAGCC 
^Tr^nr.fiRAGGAGTCGCTTTACCGGCTCGTGGTCCGCGTTCACTGATTCA 



40 

TGG 
ACGA 
GGC 
45 TGGA 



TG C ACGTTGTGGTAC AC AACG GTCACli u<j AA i oaw\ i www^uomn, 
aATACTCAAACGGGTCGTCGGGGGCGGTCCCGTGAAGAAGGTGGTAGCCC 
GCATAGTCATCGTGGCGGTCCTCGGCGGTGCGCTCGGATATTACTATTAC 
iACGACGTCCAACGTGGTCCGGATCGGTTACCAACCCAGCGACCACTCCGC 
'CCTCTTCGTGGCCATGGCCAAGAAGATGTTCGAGAAGGAAGGGATCAAGG 
AGACGTACGAGTTCAAGGCCGGACCGCCGGAGACGCAGGCGCTGGCGGC 
lT AAGATCGACGTCGCCTACATCGGGTGCGTCCCGGCGATCACGGCGTACT 
nririTOTRnCGATCAAGATCGTCGCGGGAGTGAACCAGGAGGGTTCCGC 



i 
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GGCGTCCGGCTAATGGACACCGGTAAGATCTGGTCCCACCACCAGTGCTGCGT 

GCTCGTGATGCGGAAGGACTTCATCGAGCGCCACCCGAACCTCGCCAAGAAGG 

TGCTCAAGGTCCACGTGATGGCCACGAAGTACGTGCAGGAGCACCCCGACGAG 

GCCGCCAAGATCACGGCGAAGCAGCTAAAAGTACCCGAGGAGGTAGAGAAGG 

AGGCGATGCGACACGTTCGCTACTCCGTGGATCTGGACGTGGACAGCATCAAG 

ATGTTCGCCAGGTTCCTCAAACAGCTCGGTTACATCAAGGAACTGCCGGACTGG 

TCCGACTTCATCGACCTGAAACTGCTCAAGGAGGTGGCCGGTTAGTGATACGG 

AACGGCGACGAGCGACTCGAGACCCTGCTGAAGGTATCGGCGCCGGTCGCCG 

TGCTCGCGATCTGGCAGGCCGTGAGCGGACTCGGCCTGATCAACCCGGTCCTC 

CTTCCCCCTCCCTCCCAGGTCTTCTCGGTGTTCGTCGAGATGCCCGGGGAGAT 

ACTGAAACACGCGCTGACCAGCCTCTACCGGGTGGCGGTCGGGTACTCGATCG 

CGGCGGTCGCGGGAGTCTCGCTGGGCGTCCTGATGGGAACGTACCGTACGGC 

CCACGCCGCGATGGACCTCCTGATCGAGATCATCCGTCCGATACCGCCGATAG 

CGTGGATACCGCTGGCCATCGTGTGGTTCGGGATCGGCGACCCGTCCGCGTTC 

TTCATCATCTTCGTGGGCTCGTTCTTCCCGATACTGATCAACACGATCTCCGGTA 

TCAGGAGTGTCGACCGAATCTACGTCGAGGCGGCCCTCAACCTGGGCGCCGA 

CGACACCGCGTTGATCCGGCACGTACTGGTGCCCGGGGCACTGCCCAACATCT 

TCACCGGTCTGCGGGTGGGACTGGGAGTCGGCTGGATGTGCGTCGTGGCGGC 

CGAGATGATCGCGGCGAAGTCCGGACTCGGATACATGATCATCGAGGCGCAGC 

GTATCCTGGCGACCGACCAGGTCATCGCGGGCATGATCACGATCGGGCTCCTG 

GGCCTCGTGATGGACCGTGGGTTCAGATACCTCGAGAGGAGGGCGCTCGTATG 

GCGGTGATCCTGAAGGTGGAGGACCTGCACAAGAGCTACGACGACCTGAAGGT 

GCTGGACGGCATCACGTTCGAGGTCTCGGAAGGTGAGTTCTTCGCGATCGTAG 

GCCCCAGCGGGTGCGGTAAGACGACGCTCCTCAAGATAATCGCCGGACTGGA 

GGACTACGACGCGGGCAGGGTCCTGGTGGACGGCGAGGAGGTTCGGGAGCC 

CGGACCCGACCGCGCCCTGGTCTTCCAAGAGTATGCTATCTTCCCGTGGAAGA 

CCGTGCTGGAGAACGTCATGTTCGCCCCGCTGATGCAGGGCAAGGACCCGGA 

GGAGGCCGAGCGCATCGCCCGGGAGTGCCTCAAGGTCGTCCCGGGACTCGAG 

GGGTTCGAGGACGCCTACCCCAAGCAACTCTCCGGCGGTATGAAGCAGCGCGT 

CGCCATCGCCAGGGCGCTGGCGGCCGAGCCCAGGATCCTGCTCATGGACGAG 

CCGTTCGCCGCCGTGGACGCCCAGACGCGCAACAAGATGCAGGAGGAGCTCC 

TGAAAATATGGGAGAGAACGGGGCAGACCATCCTCCTGGTGACGCATAACGTC 

GAGGAGGCGGTGTTCCTGGCCGACCGCGTGATGGTACTCTCACCCAGGCCCG 

CCGAGATAGTCGATATAGTCGAGATCGACCTACCACGACCAAGGGACAGGACC 

GACCCCGAGTTCGTCGAGCTGCGGGCCCGAATACTCGACATGATCGGAAGCCG 

ATGATGACAAGAGGGTTAGCCGAACCGTGACGAGCGTTTGCCGGTCCGAGGCC 

CTCAGGTTCTGGAAACGACTGGGCTGTACCTCGCTCACGTTCAACGCCCCGAT 

GTCGGGCCACACGGGACCCGAGCTGGCGCCCGAGCTGGAGCGCCACGGCGT 

AGGGATGGTGATACTCGGCGGTTACCCCGGCGACGACGCCACTTACCGGGCC 

TCGAAGCTGGTGGCACGCCGACGGGACGAGTTCGCGGTGCCGCCCGACCGCT 

TACCGGAGGAGCTGTCACGCGTCGACGTGGAGATACCGGTGGCCGTGAACGT 

GAGGTTCGCGGACCCCCGTGAGGCCGGGGAACTCTCCGGTGAACTGGCGGAC 

CTCGTGGACGTCGTCGAGATCAACGCCCACTGTCGACAACCCGAGATCGTCCG 

AGCCGGCGCGGGCGAGGCGCTGCTCGAGGACCGGACACGGCTGATCGAGATC 

GTCGAAGCCGTGGCGGAGCACGACGTGTACGTCTCCGTGAAGCTCCGCGGAC 

CGCACCCCGCGTTCGAAGACGCGCTGGAAGCCCTGCGGGACTCGTCGGTGGA 

CGTCCTACACGTGGACGCCATGAAACCTGGCGAACCGACGTACGAGCTGGAGT 

ACGTCCGGGCGGCGGCTCGGGTCGGGGTTCCGGTTATCGGGAACAACTCGGT 

CCGCACGCCCGAGGACGTCGACCGCATGTTCGAGGCCGGTGCATCCGCGGTG 

TCCGTGGGTCGACCGATCCTCGAGGGAGACTGGGACGTCCTCGAACGGCTCG 

TCCGGTACACCGTACTGAGGAAAAGTAGCGAAGGGGCAGGACTTGCCCGCACG 

TGAGGACCGGCCGTTGGCCCCGGCTCATAAGAGCCACCGATTCAGGGCACTGT 



240 



WO 03/076575 
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CCGACCGGTCTCAGGGTGGCGGTGCACCCGATTACCCCCTACCTCTCCCGAGC 

TCCCCATGGGAGCTGCGGTTCATCGGTTCGGGGTTATGGGTGGCTTGTGATTC 

GAGGGCAAGACAGTGGTACAGTTCGAACCCGTTAAGTACTCCAGCTCCGGTTC 

GGGAGGGTCATCGGTGGCCCTCGTTAGCAGGTTATAGGCCCTCACGATGTCAG 

CATTCATAGTTTTTCCACACTTTGAGCAGATCACTAGCCCTCCGTTCCGTTTGCA 

TTTACTTCTGCACATCGGACATGTTACCGAAGTGTACGCAGGACTAGCCTCAAT 

GACCTCTATACCGTACTCTTCACATTTCCG TTTG ATCTCCCTTATAATTCGCTTGT 

AGGCCCAGTATGCTAGCTCCCCATGCAGCTTTTGGCGTAAGCCTTTAAGATCCT 

CAATAACTAATAGCGTTACCTCACGACTGAGCAAGATCTGAACTAGTTTGCTCAC 

CAAATGCCGGATCGCGTCCATGATCGCCCGGTGAGCTTTAACGTAATACTGTTT 

CAGACGGTGAGAGAAATTAGCCCCATTTTTGTTGAGTCGCCGCTGTTCTTTCGG 

GGCCTTGATTTTTCTCCAGTATGACCACCGAGACCATGCGTCACCCCATCGTAC 

CAGAACCGGTTTCTTCCCATCTGAGAAATAAACAGCGGCGAATATGCGGCGGC 

CGATGTCAACAGCTGCGGCGTTCTCACAGTTATTTCCAGTCCGAGGTATAGGTC 

GAACCCGACCATTTGGAGTTAGCCGAGAGACGAGCCAGCTTTCGCCCTTATTCA 

CCTTCATATTCAAAGTAAGGTAATGAGCGTTATCTGCCCAACTATAGACGATCTC 

GCTACGCCCGAAGAACTCCTTGCCGTCGTCTCCGTTTAGGATAATCTTATCCGC 

TCTTTTGGGTTCTTTCACTCGGTTCGGGTGCCAGGGAAACCATCCCACGAACTC 

GAGCCTGACACCACGGCCGCGACCACGCTTAAATCCGACGTTGGGGAGGTTGT 

CGACGACATCGCCAAGTCCTAAGATTTCAATAACGCCACGATGTTCCAATGGAT 

CGTACTCGAACCGTCGGATCTGGGAAGCTAGGAATACGAATCGCGGTTCCCTA 

CCGAGCGGACC7TTCCAGTATCGTGGAGGTTGACAGATCGTTCTACGTTTGTTC 

GACTTTACCTCTTTGATTTGTTTGAAATAAGATCGCCAAGCTTCAGTGTTCTTTTC 

CCCAATTGCGACTACTGTTTGAGTACCTAAAATTGGCCCATATTCTCTATAAATT 

CTCCTGAATGTAAGTTCTGACCTAGAAACGGCGACAGCATCCAACTTGCCTTTG 

AAGAAAAATCGACGGCGAAGGTAGTTTAACTCGTTATACACGGCGGTACATCTG 

TCACTGAGGAAAATCAGGTCTCTGCGGTACCCCTCAGGGCCGACAATTTTGAG 

GGTGATCGAGCGGTATCTATAGTCGGACCTAAGTGGCACGGATAGTACCCCTT 

GACGTGAGCAGGTTCTTGGTCGCAGCGTCTGAACCAACAATCAATATAAATCTC 

CCTATGATGGCCTGAAATGGGCGCGGGGGCGCCCGAGCCTGGTCGAAGGGGG 

CGGACTTAAGATCCGCTGGCCGTAGGGCCGTCCCGGGTTCAAATCCCGGCCCC 

CGCACCAAGCGAGAATCGTTATGAGAATAATAACGATTACTCGGACTGAAGCGA 

CGCTCCCCGCGGCGACAGTTCACGTACGTCGGAGGTGATGTCGAGCTCGCGG 

GCGGTTTCCCAGGGCCCCTCTGGGGGGGGCACCCGAGGAGCGTCGGGGGAA 

CGCGGTACCGTGGTGGGACGCGGTCGTTCCTTGGTATCCGTCCTGCGCACCCT 

GCTGAGGATCCCCGCGGTGCGACGATCTCTGGTCGTACTGTCGTCAATCCTCC 

TGACGTCCACGGTCATCTTTCACTTCCTGGAGGGATGGCCGCTGCTGACCTGC 

CTGTACTTCACCGCGGCCACGATAACGACCGTGGGGTACGGCGACGTCGTCCC 

CACCACGGAGGCGGGTCGCCTGCTTTCCGTCATCGTCATGTTCTCCGGGATCG 

GCGTGGCCTCGTACGCCTTGGGAGACATCATCCAGCTCGTCTTCCGAGGGGAG 

CTCTCCTTGGCGATCAAGGAGGACGTCCTCCGGAAGAGGATAAAGGAGGTCGA 

GAACCACATCATCGTGTGCGGGTTCGGCAGGACGGGTAGCCGCGTCGCCAGG 

TTACTCTCGGAACGGTACAAGTTCGACGTCGTGGTGGTGGATAAAGACGAGGA 

GGCCTACGAGCGGGCCGTATACCAAGGGTTTCCCGCGGTTCTGGGCGACGCG 

ACGAGAGAAGACACGCTGCAGGAGGCCAACGTCGAGAGCGCCCGCGGTATGG 

TGGTGGCGACGGGTGACGACCGCACCAACGTCTTCGTGACGCTGCTCGCGAA 

GAACTTCAGGCGGGACCTCCACGTCGTCGCGGTAGCCAACAGCCGGGAAGGT 

GCCAAGATGATGGAGCGTGCCGGGGCCGACGAGGTGCTCTTCCTGTACGACT 

GCGCGTCCCGGCACATAGTACGGGCTGCCCTCTCCCCTACGATGTTCCGGGTG 

ACGGTGCGGCACTCCGTGGACGAGATCTCGGACGTCATGTGGATCATAATCGG 

CAACGGCGGTGTGGTGCAGTGCGTGGAGTACTACACCCCGCCCTTGAAATCCC 

CGATCCGTAGGGACGTCGTGATAAGCTCCATGGACGAGGTGATGAGGTTCGTC 
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CGGTGCTGTTCACCTACGGTC^^^ 
50 CGGGGTCCGAAGGAGCCC^ 
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TGCTCGTCGCCTCCCCAGGGACAGTGTTTCACGTCGCCCAACAGCTCCGTTTC 
GCTCGCACCCGTAGCTTGGACGAAGGGTTTCCTATCGAGAGGCACCAGTACTTT 
CTTCTCCTCTCCCTCGGAGTCGGGCTTGACGACCCGGATTCTGTCGCCCACGC 
GTTCGTAAATCACCGCCACTTGGCGGCTCGTAGCTCGGTCGTATTGGGTGGCC 
5 CGGTAGGTACGAGCGGAATACTTCTGCGCTCCACACCTAGGACAGTATCGACA 
GTCCGGATCGCTGTACTCCCCACAACTCGGGCATCGGAATCCGAGCTGTTCAG 
CGACCGGCTCAGGGACCTCCTCGGGCGACAGTAGTGTGTCCGAGTCTTCCTTC 
TCGACCTCGTCTCGCGTGCGGACCTTCACGATGGGACGTTCCGGGTTGGCGG 
GGTTGTGATACACCTCGATCTGCTCACGGGGTTTGGGCAGCAGTTCGGCAATT 

1 0 CCCTGAGCGATCATGCTTTTACCAACGCCCGGCGGACCGACGAGGAGGAGATG 
CCTACGCTGCTTTGCGGCGAGCTTGGCGTACTCCACGGCGTGGTCTTGGCCTA 
TCACCATGTCCAGTGGGTTGTCAGGAATCTTGATGTCGGC CGTCG TCTCGATAT 
CGTCCAGGGTGAAGTCCTTCTTCACGGGATCG ATAAGA TCTTTTTCATCACGCT 
CATTCTCGGAACTCTTCTTATCTTTGCTAGAGTCTTTTTTCCGAAGCAATTTATCT 

1 5 AGCAAGCCCGAGGAAAGCACGTTGTGCGGCATATGAAACCACCTCAGACTCGG 
GATTAGGCTAGGGCTAAGACATCGTGATGATCTTAACATCTTTCTTGATCTCGG 
GATCGAGATCTCCTTCTTTCACGCCCACTACGTACTTCACACCCTTCTCGCGGG 
CTGCTTCGACGAGTCGACGCGTGATCACACCGTCTAGGACTACAGCTCGTACG 
CCGTCCTCGGATTTCAGCTTCTCGACCAACTCATCGAGTTCCACTTCTTTAACTG 

20 GCTTTAAACCCTCGTCGAGGAACTCCGCGCGGAACGTGCCCTTGAGGCGCTTC 
AACCTGTCAAGCAAGCGGCGCTCTTGAGGGCCACGTTTCGGTCGCGCCTTCTT 
CTTACGTGGGCGGCCCCGTCTCTCGGGTCTTTTCTTGGGTTTGGGCTTCTTGCC 
TTTCTCCCTCTCCTTATCCTTGGGACGTTCACCGATCTCCTTTAGGTACTCCTCT 
ACCGGGACCTTCCTCTCGAGCGCCCGTTTGATCTCCTTTCTGGTCAGCTCCTCC 

25 ACTTCCTTGCCTTTTGGCGCCTTCGCGACGTAGTCCACGTCGGCCACTTGGAG 
CAGTTCCTTTAGAATCAGCTCGCCGCCGCGATCCCCGTCAACGAACGCCGTCA 
CGGTCTTCTCCTTGGAGAGTTCTACGATCGCCTCCGGTACGTTGGTGCCCTCCA 
CAGCGATCACGTTTTTGATCCCGCACCGGAGCAAGTTCGCGACGTCCGCCCGT 
CCCTCCACCACTATGATCGCGTCCGAATCCTCCACGTTCGGTCCGGCCGGTAG 

30 GCCCTTGTACTCCTCGACCTCGACGTCCTCCACGGCCTCTTTCACCTTCTGCAC 
GAGTTCACTGCTGTCCGGTGTCACTTCGCTCACCATTTCACGCAGAATCTCGCG 
AGCTCTGCGGATCATCCGCTCCCGCTTCTCTTTCCGGATATCGTCTATCGACAC 
CACCTCCACTTCGGCCCGACACGGGCCGATTCTGTCGACTTGCTCCAACGCAG 
CGGCTACCAGGGCGGTCTCCACACGATCCAGGCTCGACGGGACTATGATCTCA 

35 CCTACGG I I I I I CCGTTCTCGTTCCGCAGCTTGACGTCAATACGGCCTATACGG 
CCCG I I I I I A ACAGCCGACGCAGGTCGAGGTCGTCGCCTAATAGCCCCTCCGT 
CTGGCCGAAGATGGCGCCCACGACGTCCGGACGTTCCACGTAACCGTTAGCAC 
GTAGTTTGGCCCGGATGACGTATTTGACGGCCCCATTACCGTAATCGGTGCGC 
CCTTTCGACAATACTATCCCTCCCTCGCACGACCATGAGGAGTGAAGGATGAGC 

40 GCGAACTCGGTTTCCCAGCACCCCCTCGTCGTTCGGGGAATAATAAGGTTGCTT 
CAAGCCGGGGCGGAAAGGGCGTTATAGTGGCGGGGAGTTGAGCACGCCGAGT 
GCGCTGTCCGTGGCGTCCATGGAGGCCTCCGGATCCTCCTCCAACTCGGTCAT 
CGCGCGGATAGCGTCCACGTTCTCGGGTACGACGTCGGCCTCCTGGTGCACG 
GCCTGCATGTAGTAGAGCACGCCGTCCTCCACGTTGATGGACTCTTCCCAAACC 

45 AGTATCTCGTACAGGTCGTACCGCTTCCTACCGAGGTCACGTCCCAACTCGATT 
AACTCGGCCGTGGAACCGAGCCCCTCCCCGTGCGGTACCACCCATATCCTTCT 
CGCCTCCTCGAACGCGTCGATGACGTCGTCCGACGTGACCTCTTCCTTCAGCT 
CCACCCTGACAACGTGCATGTGCATGAGCGTCGTCGGCACCTTCACGGCCGCT 
GTCGTAATGTCGATGTCCGGCATCACGGTCTTAACATCCGGTCCGTGGTGGGA 

50 CGGCACCGTCACCGGGTTCGGCGCGATGGCGTTGATAGGTCCCTTCTTCACCT 
GGTGCGGGTCGGCCGCCCGACGTACGATCGTCACGTAGACACGCCCGAGCTC 
GAACTCCTCCTTCAGCGTCCCTAGCGTGCGGCACAGGGCCGTGGTGTTGCACG 



245 



WO 03/076575 PCT/US03/06664 

ACACACACCGGACGTAGTCAGCCCCCAGGGCCTCCTCGTAGTTACA^GGGCG 
ACGAACGACACCTCGGCGACTTC 

AACCCCGGCT^CTCGTATAGCGTCTCTTTGTTCCGGGCTCCGATGCCTTCGGG 
^TGC^TCCACG^ 

CTi^^A^GG^^^CTct^TCTCGATTCCTGCATCTTCGAACCTCTCAACGCGGT 

ctccggca^ 

G^TCCG^GCGACG^GACCACTCCGAGTACTTCCATGTCACGCTGAGCGTC 

il^GCATCGGCGACTC^ 
^OTC^GCCAAGACCCGCC 

ATTAGCGCCGTT^GGATCCCGCGTGATGGATAATAAGGCGGTGGAAATG^CC 
T^CGCGi^^AACACTCCCCGGTCACCGGTCACCGGACTGGCTCATCCCTTGT 

ccg^g^^^Saccctcgcgcgggaggctatccccgcctgtcccgcgtcggggt 

TGACCGTCCGGT^TCCCCGGTC 

GACGCGGGTGTACCCCGGGTCTCGACCCCGGGCTTCACGGCCTA^ 
TCCCCGCTCCACCCGGGTCGGCGGGGCCCCGGGGCGGGGACGGCGGGGGAT 
TCCACCGGAAAGAACGTGACTTGTGGGTGACCTTGAAGGTTACCCCGGTTGC 
CCCCTACGTGTGTOAGATTGGTATATGGTGGGGGTAGAGCGCGCGATCGTAGT 

CCCACGGTCGGATCGC^^ 

Sggtctca^ 

GCTCCTCGGCCAGCTCCTTGTACCGATTCCTGATCGTGAC^ 
AGATcWcGCAACCTCGGGCTGTGTCCGACGGCACGTTCGG^AGC^CTCG^G 
AGCTCACGTTCGAGCTTCTCCTTCTCTTCCTCCGACTCGGCCTCCTTCATCTTCT 
CGCG^^CTCCT'CTATGTACTCCTTAGCCTTGAGGAGCCCGGCCAGGTACAGG 

GCCGCGCCCGCCAGT^^ 

CGGCTT^^^JAGGATCTCACGGGCTAGCATTTCGACATCTTCAGAGACACC(^ 
GCTcScGCG^ 

CTCGTTCAGGTGCCGGAGTAGGACCCGATGCGTTCGGTTGATGTCTTTGGGCG 

TGATCCCG^CAGmCGCAATCTCCTTGATAGTACGGGGGTGCTTACG 

TACACGCCATGAACACTGCGGCCGCGGCCGTGTTCTCGATCGACCTACCTCGG 

IctagSto^ctccX^ 

GACCGGGGGATG^AGCCTGCGAGCATACCCTCTCAATAAGTTCTACGG 
TCGGATCTTCCTGCTGACCGGGTCGTTCGAAATCCACCTATCCCACCT^ 

ACGCCTG^CCGCCAGTCCACG 

atgatcgtctcccct^^ 

ACGCTCACGCTGCGCGCGCTGATCCGCGTTGAAGGCCCTCCACTCGGGCCCG 

TAGTCGATCAGATAGTCGACGACGGTGCCGCAGT^ 

GTGC^CTCGTCACGCTCTAGGTTCGTGCTGCCACACTTCGGGC^ 

GCTCCGACTCGGTGTAGACCATGGCGGCCTCACCCCCTTACGCCGGGAAACG 

GCCCGGTTGGCTT^CGGGAAAGATTTTAAATAGAT^ 

CACAGTCCCACCGCGAGCACGGCCAACGAGCAGACCAGGGCCAGCCGGTACG 

TTA^CGGCGTGTCCAGTCCCAACAGCTTCACTATCACGGTCACCGC 

G^GCCGA^C^CTGTGCGGTCGCCTTGACCCAGCGTTCGTCGATCTCACTCTC 

ccgagcttcc^ 

cctccacgaggtcgtcccgtccgatcagcacgccggcgcgtggcccgtccat 
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CAGCTTGTCGCAGCTCGTTACCACTAGGTCGAACCCGTACCTCGGACCCGGCT 

TTTGGCCGTGCAATCGACGTACTCGGTCGCCCGAAGCGTCGTCCAGCAGCGTC 

ACGGCCTCCGCGGAGGCGACCTCCCTCAGAGTGTCCTCGCTTACCACGTTCCA 

ACGCACGTCGCAACCCGTTACGACCACGAGATCGAACCCGTCGAGATCGGGTA 

TCTCCGACTCCTCGACCTCCTCGTACTCCGCCCCCGCCAACCTGCAGCCTTCCT 

CCACGCATGGGTGGGCTTCACCGTCCTCGGGTAGTACGTGCAACACACTCCTC 

GGCTCGAGGGCCAGGATCGTCGCGATAACGGCCGCCGTCGTCCTAGGGGCCA 

CCAGTACCTCGTACTCCGGAGCGTCGAAGTGCTCCCGACAGAGCTCCCGGATC 

TCCGGCAAAATCAGCGCTTCCGACAGATAGGTACGGAGCTCGTCCGAGGCAGC 

GTCGACCTTCGGTCGCGACGCCAACCCGGTGAAGTCGTAGAGTGGGTCGCCC 

CGCGAGATCCTCTCCCTGATTATCTCCAACGCTCGATCCCTAACCTTCATCGAC 

CGAACACCCGCCGCAGGCTGGCTTCCAATATCTCGCACCGATTCGACCCTACC 

GCACCGCAGTACCCACAACCTGGACACTCCCGACGGAAACCTCGAGCCGCCTC 

CTCCGGGGGAACCTCCCGCCACCGCCCGAGAACGCGCTCTCCCCACCGTAGC 

GACTCCTCGCTGGCGACCTTCCGGATCTCGCCCTCGGGACGTAACCACCTCCA 

AACGTGATACCGGAGCCAATCGCGCGGCAACCCGTGCCTCTCGCGGTATCGCT 

CGAGCGTTTCCATCCACCCCTCCCAAAGTTCGGGATGTACGCGCTCCGATAGC 

CTGAAGTCCCCGACTTTGCTCGCCGGGCACATGTAACACCCTATTCTGTCGAAC 

CCCTCATCGTAAAGCGGGTTGTACGGTAAATCCTTGGAGTGCACGCACAACCA 

GACGTCCAGGGACGACCAATCGAAGATAGGGGCCACGTTCACCTGTCCCGGCA 

CCGCGTCGCTGTCCCACACCCTACCCCGCTCGGATCGGGCCTCGGACTCGTAC 

CTTCGGACGCCCACCAGCGTGTAACACCCTCGGCCGAACTCGGAGCGAACGTA 

CCTCGTAACAGGGGTGAGCTTCGCGGCCAGCGTGCACCACCTGTTATCTCGAG 

AAGGAGGTAGTAGAGCTTCCGTCACCCGGTGGAATATCTCCGGGTCCCCTTCG 

ACTATTTCCACGTCGATACCCACGGCCTCGGCGGCCCGGTCCGCTGCCTCCAC 

GGTCTCCGGCAACTCCATACCCGTGTCCACGAAGAGCGCGCGCTCCACCCCCG 

CCTCCGCGGCCACCACTAAGGTGACCAGACTGTCCTTGCCGCCCGAGAAGGAG 

GCGAAGGTCCGGGACGGGCTCACGTTCTCCCGGGCGAACGTCACCGCCTCCT 

CCAGCCGTTCCGAAACGTACTCCTCGTGCGCCCGCGCCACGTCCTCGAAGTCC 

CTGCCGCGGAAGTACGTTGGAGACCCCTCTACGGCACCTCTCACCTCCACGGC 

CAGTCCGCGGTTCCGGCGGACCATTTCGTCCCCCGACATCCTGGCCCGACCGA 

AGGCCACCGGGCGACCCCCGTGTTCGATCACCACCCACTCACCGGGCTCGAC 

GTCGTCCGCGGACGTCACGCCCGGCGCGAACAGGTTCTTCCCCTCCCTCACCG 

CCTCCGCGGCCCCACGGTCCACCTCGATCGATTTCCCGCCCAACTCGTGGAGA 

CGCCGCGCCCCCTCCGGCTTGAGCACGATCGTCCAACGGTCCTTCCGTAAGTC 

GTACCGCAGCGCCAGTACCGGCTCGGCGGCGACGATCTCGTCCAGGTAATCG 

AGATCAGGCGCACGATTCGCGAGGAGCAGCTCGTCGTCACGCACGAGATCGG 

CCGGTAATCCCTCCTCCACCAAAACCTCACGGATGAACTCCAAGTAGCCGGGG 

CCTACCGGTCGGAGCTCCGCCGGAGGGGTCACGCGTAGCGGGTCCGTACCTT 

CACCACACTCCGGACACCGACGCAGCGGCGTGACGAGCTCGCACTCCTGGCA 

CACGTAGGCGGGGGCCTTACCCGGGAGCTTCTCCATCCCAGTACCCCCGGTAG 

ACCTCCGCGAACCCCTCCACGCCCAGCCGGTTGACCGCCGCCTCGGTCGCGC 

GCAGGGCCCGCTCGATCCTCCCGCGCCACGTGCCCTCCAGGCGCTCGGCGGC 

CGCGAGCTCCGCCCGCAGTCGATCCAAGGTCACTTCCAGTCGTCCGGGATCGG 

TGGACCCCTCCACGGGGCGCCGGAGCGTCCTCTTCAGACTCAGGACTTCGCG 

GACCTCCTCGACCCGCAGCTTCACCCCTTCCCGTTCGAGCTCCTCGACCACCC 

GATCCGCCCGCTCGGGGCTCATGGGAACTCCTTCGCGGTCCAGCCGCGCCGA 

GACCCTGCCCACGACCTTGTGCGCCTCCCGGAACGTCAGTCCCGCCCGCTCC 

GCCACGAGCTCCGCCAGGTCGACGGCGGCCGCGTGCGATCCCAGGACGGTAC 

CCCGGGCCGCCTCCTCGTCCACGTCCAGTCCCTCGACCACCTTACGGAGCACC 

CGCACGCACAGCTCGAACCGGTTCACCGAGTCCCATAGCAGGCCGTTCAACAC 

CTGGAGGTCCCGGTTGTAGAACATCGGAAGCTTACCGTGGACGGCGTCCCCGA 
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GCCCCTTCAGTCCCGCGACTACGGTCAGCTCGGCCCGGACGAGCTCCAGCGC 

GTCCGGGTTCTTCTTGTGCGGCATCACCGAGCTCGTCGACGACAGCTCGTCCG 

GGGGCTCCACCACCCCGAGCTCGTCGGAGCACAGCTGTATCAGGTCCCCGGC 

CAACCTGGTCAGCTCCGAGGCCGCGGTGGCCAGTCTCCCGAGGAACTCCAGG 

ATCGGTCCCCTCAACGCCGTGGCCTCACCGCAGTGCCGCGCCGGTTTCCGGAA 

GCCCAGCAACGCGGCCTCCCGGTGCCTGTCCACAGGAACCGTCGATCCCGGG 

AACGCGGAGCACCCCAGCGGGCACTCGTCCATCCCCGGGACCCTGAGCAACC 

CCCGGGCGGAACGCGCGACCGCCGCCGCGTAGGTGGACATCCAGAACCCGAT 

CGTGCACGGCTGCGCCCGCTTCAGGTGCGTGTACCCGGCGATCGGTACCTCG 

GCGTGCTCCCGGGCCAGGTCCAGCAGCGCCCTCCCGAGCCCGACCAGCTCGC 

GCGACAGGTCCAGCGCGCGCTCCCTCAGCCGCATCCGCACGCTCGTCGCCAC 

CTGGTCGTTCCTGCTCCTGCCGAGCTGCAGCCATCCGGCTTCCTCGCCGACCA 

CTTCGTGTAGCCTCGACTCTATGGCCTCGTGGACGTCCTCGGCGTCCTCGGGC 

AGCCGGTCGGGACCTTCCTCGAGAACCGTTACGAGACCCTCAACGATTCCCGC 

CGCGGTTGAGCGATCTATCCTCCCGGCCTCCCACAGTGACACCGCGTGGACCA 

CCGAGTTCCACACGTCGCAGTGGAAGATCTCCCGGTCCTGCTCCAGCGACGAT 

GACAATTCCGCGAAGTCCGGGTCGCGGCCGCCGGAGACGCGACCGCCCCGGT 

AGGACGGTCTCCCCAGTGCCAATCTCGTCACACCCACAGGGTCGGTGGGGGTA 

ACTCCGGTCATCCCGGGGGGATGGGCACATACGTCGCGGCTGACGTGCACGT 

CGTTCCCCTACGGTTAAAAGGTAACCGGTCAGGCTGCGCCGCGTAGCCGTGAG 

CGGGGGGAAACGACACTGATATTCCCGATGGCACTCCTCCTCACGCTGATCCT 

CGCATTGGGCTTCACAAGTCTCCCGCTCAACGCCCCACCTCATCTCAGCGCGG 

AGGTGCCCGACACGTACCCCTGGGTCGGTGTGTACCCACCGGACGTGGAGGT 

CACGTACGTCAACAACTGGGACCCGAACCTCAACCCGGAACACATCGAGGACT 

GGAAGTGCATCGCCAGGGAAATCCTCGGTGACCCGAAGTCCTGGTGGGAGCA 

GTACACCGCCGGCACACCGCTGGACGAGCTCGTCTACGAGGCCGCCAAGAAG 

ATAGAGTACTGGGTGTCACCCTACGACGACGTCGACCCGCACGGCATCAAGTA 

CCGGTACTACTACAACACGAGATACGGCGCCTGGAAGACACTGCAGCTCGGTC 

GTGGTAACTGCTGCGACCACGCCCACGTCATGGTCGCCCTGTGCAGGGCGTCC 

GGCATCGCCATCAGGTACCGTCACGAGGTCACCCGGTTCCCGTGCTGGGGCA 

CGTGCGACCACGTCTGCGTCGAGGTGGGACTGCCCGAGAACGTCGTCGACGG 

TAAGTCCCAGGACGTGAAGTGGGTCCGCATGGACCCCACCAACCCCAACTCGC 

AGTGCGTCCGGCTGAAGGCCACGTACCCGAACCTCCCCTTCTAACCCACACCC 

GTTGAACCGAAACGGCGATAAACCCGGGTGACCCATCACCGGGCCCGCGAGA 

GCGGGTCGGCGTGGGCGATGTAGTTGACGTTCGTCACACCACGGGTCTCCCC 

GACGGAGTCGGACATCGAGGTCGGGTCGTGGAAGGAGATCGAGGAGATCGTA 

TCCTCCCTGAGCTCCGGACTAGTTCGTATCACCACCCGCGATCACGAGGACAT 

CTACGACTGTTTCTTCATCGTCGAAGGAGGCGCCGTGGTAGGGGCCTACCTGG 

GACGTATCCGCGCCGAGGAGCTCTCGGCCGAAGAGGCCGTTCGGGCCATCCG 

CGACGTGGTGGATTCCGTCGGCTTCGCGCTCCTCGACGTGTACGAGCTCGAGC 

CGGAGCTCCTGGAGCTAATCAAACGCGTGAACGACGAGTGCCTGCTCAAAGAA 

CCCTTCACACCTACCGAGGTCGAGGAAGCCGCACCCGAGGTTGAGGAGCCCG 

AGCGGGATGAGCTCCTGGAGAAGTTGGGTGTCGATCTCGACGCGATCTACGAA 

TCCGTGGAGGCCGTGCTCGAGGACTACTTCGAGGAGGAGGATCCCTTCGAGGA 

GTTCAAGCGCATGCTCCGGGCCCTCGGGACCCAGGACGCCCGCGTGTACCTG 

CGCGTGAAGGTACCCGAAGGTGTCGATGAGAGGATGCTCGAGGAAGTCCGAC 

GCGACCTCGAACACGCCCTGTCCGAGTTCTCGATCGACGGCGTCGAGATCACC 

CCATCACTTAAGGAGAAGGAGACGGTCACCCTCCGCATCCGCGACATCATGAA 

ACGCATCCGGGGCGGATAGCCCTTGGTGAGCGTGAACGAGAACGCCCTGCCC 

CTGGTGGAGCGGATGATCGAGCGCGCCGAGCTCCTGAACGTCGAGGTCCAGG 

AGCTCGAGAACGGAACCACCGTGATCGACTGCGGTGTCGAGGCCGCCGGAGG 

GTTCGAGGCCGGTCTCCTCTTCTCCGAAGTGTGCATGGGCGGCCTGGCCACCG 
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TCGAGCTGACGGAGTTCGAGCACGATGGTCTGTGCCTGCCCGCCGTGCAGGT 

GACCACGGACCACCCGGCGGTGTCCACGCTCGCCGCCCAGAAGGCAGGGTGG 

CAGGTCCAGGTAGGCGACTACTTCGCCATGGGCTCCGGACCCGCCCGAGCCC 

TGGCGCTCAAGCCGAAGGAGACCTACGAGGAGATCGACTACGAGGACGACGC 

CGACGTCGCCATCCTGTGCCTGGAGTCCTCCGAGCTGCCGGATGAGGACGTC 

GCCGAGCACGTGGCGGACGAGTGTGGAGTGGACCCCGAGAACCTCTACCTCC 

TCGTGGCTCCGACCGCGTCGATCGTGGGTTCCGTCCAGGTGTCCGCCCGCGT 

GGTCGAGACGGGACTGTACAAGCTCCTCGAGGTCCTCGAGTACGACGTGACCC 

GCGTGAAGTACGCGACCGGAACGGCGCCCATCGCGCCCGTCGCCGATGACGA 

CGGTGAGGCCATGGGACGTACTAACGACTGCATCCTCTACGGTGGAACCGTGT 

ACCTGTACGTCGAGGGTGACGACGAGCTACCGGAGGTCGTCGAGGAGCTCCC 

CTCCGAGGCCAGCGAGGACTACGGGAAGCCCTTCATGAAGATCTTCGAGGAGG 

CGGACTACGACTTCTACAAGATCGACCCCGGCGTGTTCGCACCCGCGCGGGTG 

GTCGTCAACGACCTGTCAACCGGCAAGACGTACACGGCGGGCGAGATCAACGT 

GGACGTGCTGAAGGAGTCGTTCGGCCTCTAATTCCCTCCCCACCGTCCCTAAC 

GTTACGTGGTCCATTACGTAAACGTTATAGTCGAGTACCGTCGGGAACGGCACA 

GGCGCGGGCCCGCAGTTCAGCCCGGCAGAACGCCGGCCTTACGAGCCGGTG 

GTCCCGGGTTCAAATCCCGGCGGGCCCACCACCACTAATTGTCACGTGTCTCA 

CAACGTTTTCCAAGAGTGTGGAGGGCCGGATCTCGCCTTAGCCCCTCTTTCAG 

GGGTGAGAAAATTTAATATATGACCCCCCCCGCACGGGGGAGTGGCCGCGGAG 

GATGGGACCCCGGGTAACCCCTGGGGGGAAGACCCCCAGGGGCCCGGGGTC 

GACACAAGCCCCCCGACGCCGACCCCGGGCGGGGGCCAACCGGCCCCGCCG 

GGTCGGCTAAGCCGTCGGGTGGATGCCTTGGCTCGGGCGCCGAGGAAGGCCG 

TGGCAAGCTGCGATAAGCCCGGGCGAGGCGCATGCAGCCGTGGAACCCGGGA 

TCGCCGAATGGGACCTCTCGCCGGGGCCGAAAGGTCCCGGCACTCCGGGGGG 

AAACCCCGGGCCCTCGTGGCCCGGGGGAGTACCCCCGGAGGGGGAACCCGC 

CGAACTGAAACATCTTAGTAGGCGGAGGAAAAGAAAGCAACACGCGATGCCGT 

GAGTAGGGGCGACCGAAAACGGCAGAGGGCAAACTGAACACCCGCCCGAAAG 

GGCGGGTGGATGTGGGGTTGCAGGCCCGGGCCGCCTATGTGGCCGTCTCCCC 

CGGAACGGCCGAAGTGCCCTGGAACGGGCCGCCGGAGAGGGTGACAGCCCC 

GTAGGCCGCCGGGGGACGGCCGCTGGCCCGGGCCTGAGTACCGTCGGTTGG 

ATATCCGGCGGGAATCTGGGGGACATCGGCCCCCAACCCTAAATACGTCCCGA 

GTCCGATAGCGAACAAGTACCGTGAGGGAAAGGTGAAAAGAACCCCGGAAGGG 

GAGTGAAAAGAGCCTGAAACCCGACGGCGATAGTCTGCCGGGGCCCGCAAGG 

GATGAAGCCCCCCGAAGGAAACCCCGGTGACGGGGGAGTACGAGGGGGGCC 

GACCGGGGTCCCGGCGTTCGTTTTGAAACACGAGGCGGGGAGTCCGCGGCCG 

CGGCGAGTCTAAGGGGTTCAAACCCCGAAGGCGTAGGGAAACCGACACGCCC 

GCAGCCCGGCCGTTAGGCCGGGCCAGGGGCGGGGTCCTAATAGGGCCCGCA 

GCCGCGGCCGCGGGACCCGAAACCGGCCGATCTAGCCCGGGGCAGGGTGAA 

GCGGCCCTAAAGGGCCGTGGAGGCCCGCTAGGGGTGCTGTAGTGCAAAACGC 

TCCCGTGACCCCGGGCTAGGGGTGAAAGGCCAATCGAGGCCGGAGACAGCTG 

GTTCCCCCCGAAACGGCCCGCAGGTCGGCCCGGCCGGAGGTAGGTGGCGGG 

GTAGAGCACTGATTCCCCGGTTAGGGGCCGAGAGGCCCCGCCGGGGAGTCAA 

ACTCCGAACCCGCCACCGCCGTAGAAGGCCGGAGTTGGGGCCGGCGGGTAAG 

CCGCCGGTCTGAGAGGGGAATAACCCAGACCGGGGTTAAGGCCCCAAAGTGC 

CGGCTAAGTGTTAAATAGAAAGGGAGTCCCCGGCCGAAGACAGCGGGGAGGTA 

GGCTTAGAAGCAGCCATCCTTTAAAGAGTGCGTAACAGCTCACCCGTCGAGGT 

CGGGGGCCCCGAAAATGGACGGGGCTGAAGCCGGCCGCCGAGACCCCGGGG 

CCGCGGGCCGATGGCCCGCGGGCCGGTAGGGGGGCGCCCCGGCGGCTCAGA 

AGCCGGGCCGTGAGGTCCGGTGGAGCCGTCGGGGACGAGAATCCCGCCGGTA 

GTAGCAGCAAAGCGGGGTGAGAATCCCCGCCGCCGGAGGGGCCAGGGTTCCT 

CGGCAATGTTCGTCAGCCGAGGGTAAGTCGGCCCTAAGGCCGGCGGTAACAC 



249 



WO 03/076575 



PCT7US03/06664 



CGACCGGCCGAAAGGGAAACGGGTTAATATTCCCGTACCGCGGGGGTACGCC 

CGGCAACGGGAAGCCCGGCGGCCGACGCCTCGGGGTAGGCCGGGCGGGGCT 

GTCGCCCCGTCCAACCGGTGAAGGCCGGGGAGTCCCGTAATGGGGAGAACCG 

GCCGAAGCCGGGAAGGGCCGCCCGTTATGGGCGGTCCGGCCGATCCCCGGG 

GCCCGTGAAAAGGCCGCCGGGAAGGATCCCCCGCGACCGTACCGAGAACCGA 

CACAGGTGCCCCTGGGTGAGAAGCCTAAGGCGCGGCGGGGTAACCCGGCCGA 

GGGAAATCGGCAAATTGGCCCCGTAACTTCGGGAGAAGGGGTGCCCGCGGCC 

CTGACCCCGAGGGTCGAACCTCGGGGGAGGGGCCGCGGGTCGCAGTGACTAG 

GGGGGGCCGACTGTTTAATAAAAACATAGGTCCCGGCTAGCCCGAAAGGGCTG 

GTACCGGGGCCGACGCCTGCCCAGTGCCGGTACGTGAAGCCCGGGTACAACC 

GGGTGAAGCGCCGGTAAACGGCGGGGGTAACTATAACCCTCTTAAGGTAGCGA 

AATGCCTTGCCGGTTAAGTACCGGCTTGCATGAATGGCGTAACGAGCCCCCCA 

CTGTCCCCGGCCGGGACCCGGTGAACCCGCCATCCCCGTGCAGAGGCGGGG 

GACCCCCGGCGGGAAGCGAAGACCCCGTGGAGCTTTACCGCAGCCTGCCGTT 

GGGGCACGGCTGCGGGTGTATAGCGTAGGTGGGAGCCGTTACTCAGGGGCGG 

CCGCCAGGCCGTCCCCGAGGCGCCCATGGAACACCACCCTCCCGCGGCTGTG 

CCCCTAACCCGGGCCGAGAAGGCCCGGGGACAGCGGTTGGTGGGCGGTTTGG 

CTGGGGCGGCACGCCCCCGAGAAGGCATCGGGGGCGCCCAAAGGTCGGCTC 

AGGCGGGTCAGAAATCCGCCGTAGAGTGCAAGGGCAAAAGCCGGCCTGACTG 

GGTCCCGCACAATAAGGGACCCAGGCGGGAAACCGTGGCCTAGCGAACCCCG 

GTGCCGCCCCGGTGGCGGCCCGGGATGACAGAAAAGCTACCCCGGGGATAAC 

AGGGTGGTCGCGGGCAAGAGCCCACATCGACCCCGCGGCTTGCTACCTCGAT 

GTCGGCTCTCCCCATCCTGGCGGTGCAGCAGCCGCCAAGGGTGGGGTTGTTC 

GCCCATTAAAGGGGAACGTGAGCTGGGTTTAGACCGTCGTGAGACAGGTCGGT 

CGCTATCTGCCGGGGGTGTTGGCCGCCTGAGGGGAAGGACCGCCTAGTACGA 

GAGGAACGGCGGTCCGCGGCCTCTGGTGGACCGGCTGTCCGGCAGGGCAAG 

CCGGGTAGCTACGCCGTATCCGATAAGGGCTGAAAGCATCCAGGCCCGAAGCG 

GTCCCCGAAAATAGGCGGCCGTTGAGGCCTCGGGTAAAAGACCCGGTTGATGG 

GGCGGGGGTGTAAGGCCCAAGGGGCCGTTGGGCCCCGAGGGCCTGAGCCCA 

CCGCTCCCAATCGGCCGATGGACCCGGCGGGGCCGGGCCAAACCCGTCCGG 

GGTCGGCTGGCCTAAGAAGGCGCTAGTCCAAGGAGGCTCTCGGAGATCGGCTT 

GTGGAGTCCTCGGTCGCTGTGGTCCGGATGGTCAGTCGCCTCGGTATCGAATG 

CTTAGGCCGGTCGCGTGAATCGTTATGAATTTCGTA ACATT Al I I l iCCAGATAT 

CGAGTTAACTGTTCAGTCCGAAACTAATGTTTTCCTATTTTCCAGACAGATGTGT 

TGGAAATGTGAACACATATAACTTATGAATTCGGACATGATTGCGGTTCCCACCT 

AAACGAGTTCCCCAGAGACCCGGGGGAATCACCCATGGCTCTTTGGCTGGATG 

TCCCCGTAGCTCCGACCGATTCGTTCTACCGGAAGTTGTTCGAGGCCGTGTGG 

CGAATCCTTGGGGACCGGGCCCGTGGGATAGCTTCGGAGCGGCTTCCAGCCC 

TCCGTCGCTGCTACACGGTGTCGCCCGACTCCAGCACGTTCCTCTCCGAGAAC 

GTGCCCGGCGTTCGACTGTTAGACGAGTTCAGGCCCGGTGAGCTCCTGGAGGA 

GATCCTTTCGGAGACTGTATCGGGTGAGCTCGGCCGCCGGTTCTGGGGCTCGC 

TGGTGGTCAGCGTGGTAGAGCGGGGTGACGTCGCCGGTCTGGAAGCTATGAA 

GAGGTCGATCGAGGCCCTGAGGGCGGTCGACGTGACGCCCTGGTTGGACGCG 

CTCGCGCTGGACGTGCTGGTGGCCCTGGCGGAGGACGTCGGTGAGGACATCC 

TCGGGGATTCGCTCCAGCTGGTCGCCGAGAGACTCGACGTCGACGAGGACGG 

GGTGCTTCGTGTCTCTCCGTTAGCGTTGGAGTTCGCGGGGTACTGCTTCGAGA 

TGATCCTGCTGGGCTACGTGGTGGCGTATCGGAAGCCCGAGGAAATCGAGGTG 

GTTTCCTGTGACGTCTTCGCGGTGGAGGACGTACGACGGGATATCGAGCGGAG 

GATCTCGGAGGTCAAGTCCGGGGACCTGGAGCTGGCGGCCGAGGTGATCGAG 

GAGGTCTTGGCGCCGTATCTACGGGTGGTCACCGACGTTAGGGGTTACCTGGA 

GGAGGCCCGGTCGATGGACCCCTCCATCGCGCTGGAGGTCGACGGGTTCTCG 

GTATCGATCGCTCCCAAGGAGCTCGATCCGGAGTGGGACAGGCACGTCCAGGA 
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ACCTCCGCCCCGAAGACCTCGGCGAACGCGCACAGGACCGACTCCAGGTCGT 

CTCCCCCTAGAATCCTGACTAGACGACGTCCCGCCTCGAAGAGGGCGGCGGTC 

CCGGTCTCCCTGGCGACCTCGATGAGAGCGATCCTCGTGAGCCGGTCGTAGGT 

GAGGAGCTCGTAAGGCGCGAACGCTTCGGCCGTCGCCTCGGCCCCTCGGAGC 

AGGGTTTCTTCGGTGAGGTCCACCTCGGTTCTCCGGAAATCGTGTTCCGGAATC 

CTTTACCTGGGTTTCGCCCGCCCCGATTTTTAAGTGACCGACGCGGCGCCGTC 

GTGGGGGAGTCCCGTGAACACGCTCGGCCGCCTGTTCCGCGTCACGACCTGG 

GGCGAGTCCCACGGTCCGGCACTGGGCGCGGTCGTGGACGGGTGTCCCGCG 

GGACTACCGCTTTCCGAGGACGATGTGCAGCGTGAGCTGGATCGGAGGCGCC 

CCGGACAGTCGGGGGTCTCGACACCGCGCTCGGAGCGGGACCGAGTGGAGAT 

ACTGTCGGGCGTCCACGAGGGACGCACTCTCGGGACTCCGATCAGTATGATCG 

TGTGGAACGAGGACGTGGATTCTTCGAAGTACGAGCCGATCCGAACCCGGCCG 

CGTCCGGGTCACGCCGACGTCACGTACCGGTGGAAGTACGGGCACGTGGATT 

ACCGGGGCGGTGGGAGGGCCTCGGGTCGCACGACCGTCGGTATCGTGATGGG 

TGGCGCGGTGGCCAAGAAGTTGCTCCGTGAGGCGCCCTCGAACGACCCGCTG 

GGTATCGAGATCGTGGGTCACGTGGTGAGGGTGGGCTCCGTCGAGGCGGATC 

CCGGCGACCTGTCCGCGGAGGAGATCATGCAGTACGCCGAGTCGAACCCGGT 

TAGATGCGCGGATCCTGACGCCGCCGAGGAGATGCTCGGGGAGATCGAGCGT 

GCGCGCGAGAACGGGGACTCCGTCGGCGGGACGATCGAGGTGATCGCGGAG 

AACGTGCCACCCGGCCTGGGTGACCCGGTCTTCGGGCGGCTGGACGGGGAGC 

TAGCGGGGGCGTTGATGAACATCCCCGCGGTGAAGGCGGTGGAGGTGGGGTC 

CGGTGTTCGATGCTCCGAGATGCACGGATCCGAGCACAACGACCCGATCTGGT 

GGGACGGACATCCCGTCGTGGACGGCGACAACTCGGGGGGAGTACTCGGGGG 

TATTTCCCACGGCGGTAGACTGGTCGTCCGGGTGCACGTGAAACCTACTCCGT 

CCGTGTCCGTTCCCCAGCGCACCGTCGACCTAGAGTCCGAAGAGGAAGTGGAG 

ATCGAGGTGGAGGGACGACACGACCCCTGCATATGCCCGAGGGCTGTACCCG 

TGGCGGAATCCGTTGTGGCGATCGTGCTGGCCGACGCCGTTCTCAGGGCCGG 

GTACGTGAACCCGGACAGTGTCGAGCTCCCGGCCGCGTCCGTGGAGGATCGA 

TGGAGGACGCTGAAACGACACCTATAGCCCCCTGAGCTCGAACCGGAACTCGC 

ACCGGCCGACGAGCTCACCGGTCACGGCCGCACACTCGGTTTCCTCCACGCGT 

TCGACCTCCTTGCCGAAGGTACCCAGGGTCTCGTGGAGCGCGCCCCTGACGC 

CGTGGCATACGGGTTCATGCTCCCTCGGGAACCCGGCGCACTCCGGGCACGG 

TTCGATCGACATTCGGTTCCCCTCGCCCAGGTGACACTCGGCTCCCGTGACGT 

CCTCCACTATCGACAGGAACGACGTCATCTCCAGCGGGTTGTAGAGGCGGAGT 

AAGGCCCTCGCATACAGCCTTCCCGCCCGGAAAAAGATCGGGGCGGCGGCGT 

CCGCGGGGTGGAACTTGAGCGTGTACTCCGACGCGAGTTTGAAGGCCGCCAC 

CTCCTCCGGCTCGCGCTCCGATGCCGCGTGAGCCATCCTCCGGAGTGCCCTCT 

CGTCCAGCCCGTCGAGCCGCGGAACCGTCGGCTCCCTGGGTTTCCTCCCGATC 

CGGAACTCGCAGACGTCATCACCGGCGGCGCGGCATCGGACCTCCTCTACCG 

GCGTCCTTTCCCCCGTCTCGAGCTCATGGGCGCCAGCGATCAGGCCTCTCATG 

AAGTGACAAACCGGCCCGCGGGCTCCCGGGTAACCGGCGCACTCCGGGTAGT 

TCCTCACGGTCACCACGTCCTCATCCGCGTCCACCTCGCACCCCGTGAGGTCC 

GCGAACGTCGTCAGCGTCGACTCCAGGTCGTCACCGAGCTCCCGCGCCAGCA 

GGCACCCCGCTTCCCGGTTACTTCCATCAGCGCCAACATGACGAGCCGGTTCG 

TCACGGCCAGACCGCTGGGTCGGATCGTCTCCGTGGCCGATTCCGCACCCCG 

GCATAGCTCCTTCGTCAGCAACTCCGACCACCCGGAAATAGGTTTCCGGTTAGG 

ATTTAACAGGATCGGGCCCGCCGGGAAAGCCCACAGACCTGGGCGCGGTGTG 

AACGGGGTGTAGATCTTGGAGAAGCTCGTCCTGCTACCGGGTCCGGTGATGGT 

GCACGAGGACGTCCTCCTCAGATCGGCGAAACAGGTCATGAACCACCGTAGCG 

AGGAGTTCGAGGAGATACTCACGGAGTGCGTGGAGCTGTCCAAGTACCTGTTT 

CAGACGGACGGCAACGTCGCCATCATCACCGGTTCGGGCACCGCGGCCATGG 

AGGCGGCGATCTACAGCCTCCTCGAGCCCGGTGAGGAGGTCGTCGCGGTGGT 
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CAACGGGAAGTTCGGCGAGCGGTTCGCGGACATCGCCGAGCGTCGGGGCGCC 

GAGGTGCGCCGGGTGGAGTTCGAGTGGGGCAAGGTCGCGGACCCCGAGCGC 

GTGGAGGAAGCCCTCGCGGACTCGGACGCGGAGGTCGTCACGCTCGTCCACA 

ACGAGACTTCGACGACCGTGCTCAACCCGGCCGAGGAGATCGCTAGGATCTGC 

CGTGAGTACGACGCGCTGTTCGTCGTGGACGCGATATCGTCGTTGGGTGGCGT 

CGAGTTCAGGATGGATGACTGGGGCGTCGACGTCTGCGTCACCGGTTCGCAGA 

AGGTCCTGGGCTGTCCGCCGGGTCTCGCACTCGTGGCCGTCAACGACAGGGC 

CTTGGAGGTCATGGAGGAGAAGGACGCGGGTAGCTACTACCTGGACATTCCCA 

AGTACCTCGAATACCTCGAGAAGGATCCGAAGCAGACGCCGTACACGCCCGCC 

GTGAACGCCTTCTACGCCCTGCACGAGGCACTGAAGAGGCTGAAGGAGGAAG 

GACTCGAGGCCCGCTGGGAGCGCTACCGTCTCATGCAACGGATCGTCCGCGA 

GGGGATCCGGGCACTCGGGCTCGAGTTGTTCGTCGAGGACGACGAGATAGCC 

TCGCCGACCGTGACCGGAGTCACCTACCCCGAGGGCGTGGACGACCGTGAGT 

TCAGGGGTGAGATCCTGCGGGACCGCTACGACGTGGTGGTCGCCGGCGGTCA 

GGACCACCTAGCGGGTGAGATCTTCCGGATCGGACACATGGGTGAGGTCCGG 

ATCCGCGATATGATCACGGCGGTGACCTGCATCGGTCTCGGTATGCGCGAGCT 

CGGCGTCGACGTGGACGTCGGTGCCGCCGCCGAGGCTATGGCCGACGTGCTG 

TCAGAGGTATCGTAACGGCCACCGCTCGGTGCCGGTGCCCTCCTCCAGCGCCC 

TCACACCGTCTATCACGTTCCCGTTCAACACGATCGCTACCGAGAATATCACCG 

TCCCCGGGAGTACCTCGGCCGGCGCGCCCCGACGTACGGGTCGCGCTCCCGC 

ACCCCTTCCGGCCCCTAAGATGGCCCCGGCCGTCGGCCCCACCTGATCCAACC 

GCTCGGTTGTGGCTATCAGGACGGGGTCGTCCGTCTCCGGCCCAACGTAGCCC 

ACGCCCGGGATCTCCATGGGCTCCTGAACGGGTCCCCCGCCGACGTCGTAACA 

CAGACCCTCCGCGGCCCTCCGACACACCTCCGCGACCTCGGCCACGCGGTTC 

TCCGCCGCGTACGTGTCGAACAGCGTCACGACCACGTCCTGGTACTCGGACTC 

CGGGCAGGCCGCCTCGGCGTAGGACGGCCCCTCGCCCGCGCCCTCCGGAGA 

CTCCGAAACCCCCATAACGTCCTCGCCACCATACTCCCTGAAGAGGTCGAAGA 

CGGCGGCGTTCACGTCCTCCAGTGCCCCCTCTTCGACGACGTACACTACCGCG 

AGATCGTCCCCGCACACCGGCCCCAGGACCACGTACATCAGCTCGTCCCGGAA 

CCCCCGCCGTAGTTCCTTCAGATCGCGCTCCACGCGCCGCAGTAGTCCTCGGG 

ACACGCGCACGTCGTCCTCGGAAAGGTCTGCGGAGAACGCGACAGCCCGGAG 

CCCCACGCACAGCACCCCCCGGGGGAGGCGCCTCATTGGTTACCGTGCTCGA 

GGAGGAGGATCCCCACGCGGTTAAACACGTCGTCCGCGCCCTCCGTGCGGGG 

AAACTCGTCGCCATCCCGTGCGACACTGTCTACTCCCTGAGCTGTGACGCTAC 

GAACTCCGAGGCCGTTCGCCGTCTCTACGCCGCGAAGGAGCGTCCCAAGGATA 

AGCCCGTCAGCGTCGCCGTCCACTCGCCCGAGAAGGCCCTGGAACTCCTGGA 

GCCCGTACCTAGACTCGAGGCGGCCTTGGAGACGCTGACCCCGGGTCCGGTC 

ACCATCGTCGCCCCCCGAAGACCCGGTGTGGTCGCGCCCGAGGTCGCGGCCG 

GTAGGCGCACCCTGGGGGTCAGGATCCCGGATCATCCGTTCTTCCTGCGCGTA 

GTTCGGAGGTTCGGGAAACCGATCGTCACCACGTCCGCTAACGTCTCCGGTCG 

GCCCGCCCCGACCGATCCCGACGAAGTCTTCGAGCAGCTCGGCGACCGCCTG 

GACATCCTGGTCGAGGGTGAGTGCCGCTTCGGCGAACCGTCCACCGTGATCGA 

ACTCACGCCCGAAGGTAACATCGACATACTCCGGGAGGGCGCCATGCCGAAGG 

AGGAAATACTGGAAACACTAAGGGGGACGACCTCAGGTGCCTGAGAAGGGCCT 

CAAACCCTTCCTCACCGGCTTCCGCGAGACCGTCCTCGATCTGACCGACGGTG 

AGGGCGTCCTCGTGTACTCCGGATGCGCCGGCACGTGCACGCCGTTCGCGGA 

ACTCCTCGCGTTCACGCTGCGGGGGACCGACCTCGAGCAGTACTACTCGATAG 

ACCTCCGCCGCGAGTACCTGCGGATGGAGCTGCGCGACCACGGCTACACGGT 

CACCGACGAGCGCGAGGAGCTCGAGAGCGCGGACGTCGTCGTCCTCCTCGGC 

GGTCTCGCCATGCCGATATCCGACGCCACACCCGACGACGCCCGGGAGTTCCT 

CGAGGAGCTCGGGAACCCACCCCTCGTCGGCGTATGCTTCATGAACATGTTCG 

AGCGCGCCGGCTGGACCGACGAGCTCGACTTCCACACAATCATCGACGGCTAC 



253 



WO 03/076575 PCT/US03/06664 

CTGGAGGTCACGGTCAAGTGATCGAGAAAGAACCGGTACCCCTGCAGGTCGGC 
GACTACCGTCTGTACTTCCGCCTCTGGGCCCTCGGCGACGCGGACGCCATCTC 
GGACGTGCTGTACAGGGAATTATATCCCCACGAGTGGCTCGAGGGGTCCCGCG 
AGGTCGTCGACGTGGGTGCCCACGTGGGCGCCTTCACGGTCCTCGCGGCCGC 
5 CCACGGTGCCCGCGAGATCCTCGCGATCGAACCCCACCCCGACAACGCCGAG 
CTCCTCCGGCGCAACGTCGAGGAGAACGACCTGAACGCCGAGGTCGTCGAAG 
CCGCCGCCTACGACCGCGAGGACGTCGTCAAGATGTACCTCAGCCCCTCCACC 
GTCGCCCACTCCGTCGAGCTCGTCCGCTCCCGGGAGACCATCGACGTCGAGA 
CCGTCGCCCTCGACGACCTGGGGACCTCGCCCGATCTGATCAAGATCGACGCC 

10 GAAGGGGCCGAGGAGCGCGTCCTCCGCGGGGCCGAGCGGACCCTCGAGGAA 
CACGCCCCCGTCCTCCTGATCTCCGCCTACCACTATCCAGGGCAGGAGGAGGA 
CCTCCGACGATGGCTCGAGGACAGGAACTACCGGGTCGAGGTGCTCGTCCGG 
GAGACGAGCCCGTACAGGAGCCCCGCCCTACGCGTACCGGTGATAGTGGCCG 
AACCCCGCGCCTGATCGTCCTCCACGCCCGCGACTGCGACCCGAAAGCCTGCA 

1 5 CGGCCCTACGGGCCCATCGTATGGGTCTCGTCGAGCTCACTAGGCATCCCGGG 
GACGTGCCCACCGGTGCCGTCGTCCTGGACCCGACCGTGGAGAAGGCCCTCT 
CCCGCGAGGATCGCGATGCCGCCCTGGAGCGCGGACTGGTCGCCGTGGACTG 
CTCCTGGGAGCACGTCCACCGGTACTTCGGGCCGCTCAGACGACGCTGCCGG 
CACAGGATCCTCCCCTACCTGATCGCGGCTAACCCCGTCAACTACGGCAAACC 

20 CTGCAAGCTGAGCACCGTGGAGGCGCTCGCCGCCGCCCTGTACATCCTCGGG 
TTCAGGCGGGAGGCCGAGGAGTTCATTTCGCGGTTCAAGTGGGGTCCCGCCTT 
CCTGGAGCTCAACCGCGAACGGCTCGAAGCGTACCGGCGGGCCGAGACGAGT 
GCCGAGGTCGTGCGCGTGCAGGAAGAGTTCCTTCCAGACGGTCTGTGATCAGC 
CGTCCGTGAATCGTTATGTAACTCGTAACGATAGGTGAGAAGAAAGGAGAGGG 

25 GGATTAGCGGCGCCGGAGGACCGCCAGCGCCGCCAGCAGCCCGGCCAGTACA 
ACCATCGGGCTTACCGGTACTCCCTTCTTCATCCCGTTCTTGATCTCCTGTATTT 
CTGCGTTGATGTTGTTGATATCGCTCTTAATATTGGCTATCTCCGAGCTCATGGA 
GCCTATCTGCGCACTGAGCGTGCTGACGGCGTGCTCGAGGTTACTCACACGCT 
GCTCCAGCGACGTCACGGGCGGGACGCCGGTTCCTAGCGCTACCGTGCGCAG 

30 ACCCTCTAGGTAGTCGTTGAGGTCGATCTTGACGAGTACCTTCGGTTCCTTGGC 
CCCGATTATGGTCACCAGTCCTGTCACCGGGTCGTAGGTGATCCCACCGACGG 
GCGTACCGTCCGGGTTGGTGGCCGACAGTCTACCCGTCAGATCGAGGGTCTTC 
TGGTGTGCCATTCCGAAGAGGTCCTCCCAGCTGGCCTTGACGGTAATCGCACC 
GACGATCTTGTACGTCGGGCTCTCCGGGGTCACCGAGATAGTCTCGGCACTGA 

35 GATCGATAGTCACGTTGTGGACCACGACCGCTAGGTAGCAGTCCATGTTGGCT 
ATGTCGATCACGAGTGCCGGGATCGCATTGGGCCAGGTGTTCAGGACGATCCC 
GTAGGCCGTGGGATAAACCTCCGAAACCATGTCACTGCTGACGCCGCCAGTCG 
CCTGAGCCACGATCTGACCGCTCGAGTACGTCACCTGCGCGGGTACCGTGGGT 
GTCTTCAG CTGG AACCCGTAGAACCCCGG CACCTCCTCGTCGATACCGATGTT 

40 GTCCTCACCCGATACCTCGGGTACCTCCAGCACCACTACGTTCGGTACCATTCC 
CATCCAGCCAGGCGGAATTGGAATCATCTGGCGGTGTGTTCGGATCGTCGGCA 
GTACCCAGTACACGTTGTACGCCATCCCTCCAGAACCGACGAAGACGAACTGC 
TTGGTCGCGAATATCGGTGTTGCACCCACGCTCAGTGTTCTGAGCAGTGGAAC 
CACACTGAGGCTTCCGTCCTTGACCAGGTAGCACTCACCGCTCGTGTCGGTAA 

45 CGAGCAGGTACATGGGGCTACCTCCGTAGTACATCGAGATCGTCGCCGGCTGG 
TTACCTGCGGTCACGCTGAACGTGAGGCTGTCCGTGACGCTACCGTCGGCGGC 
GATCTTGAACACCACCGCGCTGGCAGGGTTAGCTGAGTCGTGCGCGACTATGT 
ACGGACCGTCGGCATCGTCGATCACCACGTTGGTGAACCCTGCCGGCGGCGC 
GAGGGTCCTTACCACCGTCAAGCTCGGTGAGGACGGGTTGGTGATGTCGAGGA 

50 CGGCGTACGCGTTGGTACCCAGTATCGCCAGCAGCAGGTGCGTGGCGTCTATC 
TTCGTCAGCTTAACGCCGCTGATAGTACCCGCCATTGTCACTGGGACCGTCGG 
ATTCGGGGGAATCACCGTAATCACCGATGTGGTCGGGGCCGTCCAGATCTCCA 
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CGACGGGATTCAACGCAGCGTCGGTTCCGGTCACGGCGATGTACGCGTTACCG 
CCCACTTCGAGCGGGTGGAAGTCCGTCAGTGTGGTTATGGCGGTGGGCACACC 
GGGGTACGAAATCGGTGTGATCGGCAGGCCTGTCAATACCGTCAGTGTGTTCC 
CGCTGATGGTCGCGGTGCCGGTGTACCTGTAGATCGTACCGGTCGTGATGTCT 
5 ATGTCTACTTACGGTGAAGTCGATGTTGCCTCCCACCATCTCCGCTTTGGCTAC 
CTTAGGCTGTGTGTATACTGTCGCAACTATGGGTGCTGTAGTCCATGCCTGGGT 
GGGAGGGTTGCCTGCCTCCACGGCGCCGAGATTACCGCTGTTGTCTATGACCA 
ACGACGTGGGCTTGCTGGCTCCCTCTACGTTCAACCCTTGGACTGGCTGAGGG 
TTCAACGCCGCGTTGGTCTGCGTCAACCCGTGCGCCGGTCCTACGACGGCCAG 

1 0 CAGCACGGCGGTCAGGGCGGCCAGCCAGGCGGCCGGCCTGGGTAGGTTACC 
CAACTCCATTCCACCCCCTGCGAACCACATACACATGCGTTTCCTGAACACTTTA 
GTTTCCTGACTTCATGAGATGACACAACGCTCCTCTACAACCTAAATACGGGATT 
ATGCGTTTCGGAAACGTCGGAGGCCGAAAAGTCACCGGCGTCACTAAATTAGC 
TGACTAGCCGAGGAGTGCAGGGGGGTGTTCGGATGGCGAAGTTTCCGGAGGC 

1 5 GGAGGCCCGGATCTTCAACAAACTGATCTGCATGAAGTGTAACGCGAGGAACC 
CACCGGACGCCACGAAGTGCAGGAAGTGCGGGTACAAGGGACTACGACCCAA 
GGCCAGGGAGCCGAGAGGCGGTTAGACCATGGGCGTGTTCGGGTACTTGCGG 
GAGCGCACCCCCTGTCATCTCACCCTGCTCGACCCCGTGGACGTGGGTCCGGA 
GGAGGTCCCGGAGGTCCTGGAGTCGCTGGTGAAGGCGGGCACGGACGCGGT 

20 GATGGTCGGCGGTTCGACTGCGCACGCATCGCAGGTGGAAGCGGTGGTGGAG 
GCGATCCGGGAGGTCGCGGACGTCCCGGTGATCCTGTTCCCGAACGGCCCGG 
AAGGTCTCGCGCCGAACGCGGACGCGGTGCTGTTCATGAGCCTACTCAACTCG 
CGGAACACGTACTACCTGATCGAGGCGCAGGTGAAGGGCGCGCCGTTGGTGG 
AGCGGTTCGGGCTGGAATCGATCCCGACGGGCTACCTGATCGTGGGCGAGTG 

25 GGGTACGACCGTCTCGGTGGTCGGAGACGCGCGGGTGATCCCGTTCGATCGG 
GTCGAGGTGATCGTCGCGTACGCGCTGGCGGCGAAGCACCTGGGCATGAAGG 
CGGTGTACCTGGAGGCGGGGAGCGGTGCGCCGGAGCCGGTGCCGCCCGAGG 
TGGTGCGGCGAGTCTCGGGGATCGGGGTGTTCACGATCGTGGGCGGCGGTAT 
CCGGAGCCCGGAGACCGCACGGGAGCTCGCCGAGGCGGGCGCGGACGCGAT 

30 CGTCACCGGGACCGCCGTGGAGCGGGACCCAGACCTGGCCGCGGAGATCGTG 
GAGGCCATCAAGGACCTTTGAACCTGAGGAGCCCGACGAGGTCACGGAGAAAG 
CGGTCCGGATCGGCCACGCGGAGGCGATGTACTCGCCCGTCGGTCGTCCGAA 
TCTCGACGACGCTGACGGCCCCCGCCTCTACGACTCTCACGTCCTCAATGTCC 
CCGTACGGTATGCGCTCCCCGTCGAACTTCACGGCATCTCTGGTCAGGACTAC 

35 GCGCCGTCCGGTGATACGTTGGAGGGCCCGACCGAGTGCGGCGAGGAAAACT 
ACGGCGATCGCCAGAAACGAGTACGTCTGTTCGGGCGGCACGTTGAGGCGGG 
ACCTCGACAGGAGTATCGTGGCGATCACGCTGACGGCATTGATCCAATAGGCG 
GCCCACATTATCAACCTGAGCGTCCTCGGGATTGACGGGTACTCCACCCCCTC 
ACCCCCGAGGACCCCCGTTCATTCTCACGTAAACGACTTTTCGGAGGGATAACC 

40 TTGCGGGCCGTCGCGCTGCTGAGCGGTGGGAAGGACTCGACGCTGGCCGCGC 
ACCTGGCGGTCGAAGAGGGTTACGAGCTGACACACGGACTCACCGTGGTGCC 
CTCTGATCCGGAGAGCATGATGTTCCACGTGCCGAACGCGGACCTGGGGGCG 
CTAGTGGCCCAGGTGATGGGACTCGAACCCGTGAGGATACGGTCCGGACGGG 
ACGACGAGGCGGACATCGAGGAGATAGCTCGCGTCCTCGAGGGGCTCGACGT 

45 GGACGCGCTGGTCTCCGGAGCGATCGCGTCCAGATATCAGAAGGAGCGGCTG 
GACAGGCTGTGTGAGGAGCTTGGGATCGAGCACGTGCACCCGCTGTGGGGGA 
TGGACCCGTTCGAAGAGCTCGAGCTCCTAGTGGAGCGCGGTTTCGAGGTGATG 
ATCATCGGCGTGTCGGCGGCTGGCATGGACGAGTCCTGGCTGGGCCGCAGGA 
TCGACGAAGACTTCATCGAGGACATCCGACGGTTGTACGAGAAGTATCGCATCC 

50 ACCCCGCGGGTGAGGGGGGCGAGTACGAGACTCTCGTCCTGGACGCCC CCCT 
CTTCGAACGGAGGATCGTCCTCGAACGCGTCGAAAAGCGGTGGGACGGCTTTT 
CGGGCGAACTGATCGTGGAGGAGGCTCGACTCATGCCCAAGCGACGATGATC 
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GAACTGAGCTATGGCCGAGCGCCGCGGAGGCGCGATGAGCGGGGACACGGG 

GGTGAGTTCACACCCCCGAATCGAAAGCGGGTGAAACCGGAAACTGTTAACTTT 

A I 1 I I I I I I ACGTGGTGTAAGTGTCGGAGGGATGTCCCGGTGGGTCGCGACGA 

GGGTGAGGACAAGTTCGACGGTGGGGATGAAGGTACCTCCGACGAGCCGGAC 

GTACCCGAGATCCGGCTCGACGGAGAGTCGGACGGCCCCGATCACGATCACC 

CCGAAGGTCCCGACTCGGATTCGGAGCCTCAGTACCCTCAGAACATCCTCTCG 

CACGAGGGAGACCACACCGACATCGACGTGTCCAACACGAACATCAGTACAGC 

CGAGTCCGACTTGGAGGCCGATCTGGATTCGAACTCGTACAGCGAATCGAGCA 

GCGAATCGGACGCGACCCAGTACACCGCCCAGTACTCCGACCTGGATCAAGAC 

ACGGATCAAATACAGGATTCGAGGTCCGAATCGATCTCCGACGTGGAGAGCGT 

CCAGGAATCCAGCTCGGAGTCCAACCCCGACGTGGACGTAAACGTCGACAACG 

TCGTGGACGTTGACGATCCCGCCGATCCCGGCGTTATCTACGACGTCGACAGG 

GAGGTCAACGTCGACGATAGGGACACGTACGTCGAGGAGAACGTCTACTACGG 

GGACACCGACCGGACGATCTACGACCCGCGGACTGACTCGGACACGGGGTCC 

GTCGACCCGTCGTCCGATCCGACTACCGCCGGGGATCAGGTCGTGGTCGGTTC 

CGAGGACCCGTACATGGTCCTGGACACGCAGAAGGGTCAGGTGGACGTGCTC 

GTGGGTGAGGACCCCACCACCATAAACATGGGCCAATCGGAGCTCTCGCAGCT 

ACTGGACCTGGTGAACTGGCTCGACGGGAACGCACCGTCCGATGTGCTGGACT 

TGCTGTACCAGCTCCTGGCGTACCTCCTGGAGACGTTCTACGGTCTGATACCCT 

TGGACAACATCCTGAACATGATCCAGCAGATCGCAGAGTACGCGCTCAGCGGT 

GAACTCGGTCTCGACGTGCTCAACCAGCTGTTGGGCGTCCTTGAAACGGCCAC 

CAGCCCGCTGTACGCGGCCACCGAGATCCTGAAGTTCCTCGGGGACTTGGACC 

TGGGTTTGGACGCCCTACTGGACATCGATATCTGACTCTCCGCTTAACATCCCT 

CGGATCTTTGCGACACCTTATATTTAAATCTGGAAACGTAACCGTATTTTCAGGG 

TCATACGATTTACGTATCATTCGTGCATGAAAGTTGAATGATAGCACGTAAATAG 

TATGGTACCAATGCATAGATTACATGAGCGTTATCGCATGG TCCGT GCAAGTGT 

AACGTATTATCGTCGAAGAATCGTAATATTATTTACGTACGAl l l l iCGACAATCG 

TACATAGATCGTAATATCCAACATCGAGTTAACGCCCGCGGGAAGTTCAAGAGC 

TCGATTTATTTGCGGAAAAGACAGTTCGATCACGTGATGGCGTTGGCGTACTTC 

TCGACAATTTCGACACCTTTCTGTCGGGCCATCTCCGCCGCCATCTTGGCGGCC 

TCCTGAGCCGCACGACCCGCGTCTTTGGCCATTACCCACCAGAGGACCGATAT 

CTCCAAGAAGGCCCACACGCAGATCGCCGCGGCCAGCAGTAAGTACTCGACTC 

CTCCCTGGCCCCGGTTCCGGAGCACGTTTCGCGACAACCTAATTCGCCCCCAC 

GAGTTAAGGAAACTCAACCTGCGACGCTGAGCGTGCTGGGTATCCCGTCAACT 

GTACGCCAAAAAATATGGTGGGACCCACCCGAGCACTTTCATGCTATATGGAAC 

AGAAGGGTAGGCGGGAACCCGCTACGGTCGGTGTCTTCCGATCAGTTTAACCG 

CGGTTAAGGCGAGTGGGTTTACCCCGGGCGATGACCGGGCTGAACTCGACCG 

AGCGTGCCGGGCGCAATGAGGAAGGGACCACGGGGTGAGGCCCGCTCGGAG 

GCCTTCCGTAAGCCAGGGATGAGGAGCGCTCCCGATACGGTTTCCCGCGGATC 

GGTGACGAGTGCGGGACCCAACCGACCGCTCCCCCTTCTACTCCCTGTCCTAC 

TCCTCGAAGGTGGGTCCTTATTTGGAAACTAGCCGTCGCACAAATTGCATGTCG 

GGCACCAGACCGCGCCGCCTACTATTTGTGCGTCTGTAACGTAAGGAATTTAAG 

CCGGCCGTTTGGAGAGTGTCGACGGCACGCGGGGGAACGGCCGATGGCCGG 

ACTACCTACAGCCCGTCCCGACGCCACGCCCGTCCGGGCACCGGAACGCATC 

CGCGTCCCCGAACCACCGCGGGACCCCGTCGAACAAGCCCGGGTTCTACGCG 

TGCTCCTCGAAACCGTGAGACGCGGAGTGCTCCCGTTCCTGGGTGCGTCGTAT 

CGGTCGGTGAACGGGAAGGTGTATGGGCCGTACTACGAGGCTCGGTGGAAGC 

CGCGGAAGGGCGAGCGCGGCCGCACCATCTACCTGGGCAAGTCCGAGAATGA 

GAGCGTCCGGTTCCTGGAGGCGTGGCTATGGGAGGTACGCAGGGCCGCCCCA 

CGGCTGGCCGAACACCGGAAGGCCAAATGGTTCGTCGCACGGGCCGTCCGGA 

GGGCGCTCGCGGCGCTCCTGGCCCGGTTCGAGGGCGACCCAGAGGAAGCCCT 

CGAGCTGGCGGGTGAGGTCCTCCGCAAGGTCGGAGGGATACTGACGGGAATG 
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CCGTTCGACCCACTGCGGACGTACTCCAGGCCGAGGGGCGGTAGAAAGCTCC 
TCAGGATGCTTCTCGGGCGGACCCCTGGCGAGTTCCGCGACGTTCTCCTGGAG 
ATGCTCAGCCCGTGGCCACCCTGGTACTGTCTGACACTGCTCGAACGTCTTCAC 
GGGAGAACCGCGGCGCGCGAGTACCATCGGGCGAGGGTTCCGCGGCCCGGA 
5 TCGGCGGCATAAGTCGGGAGGAGCGCCGGAGAAACCGGGGAGAAATCACCGG 
AGTTCCAGGACCGCGGCCACGACCTGTCCCAGGGAAACGCCCCCGTCACCCG 
CGGGAACCTCATGGTGTTCCAGAAGGTCCGCCCCGTAGAGCTCCCGGAACCCT 
CGGGTGATCAGCTCGTTGTTGAACACCCCTCCCGTGATCGCGACGGGTTCCCC 
GTCCCGGTGCTCATCTATCACCTCGGCGAACCCCTCGATCAGGGCGTGGTGTG 

1 0 CGGTGAGGGCGTACCGTAGGTCCCCGGTCTCCGCGGCCCGGGCCACGACGCT 
CGAGACGCGCACCGACCCGTTTCGGACGTCGACGTCCGGTTCGGGCGCGTGA 
TCGACCCGAACCGCGACGGCCTCGAGCTTCATCGCGGGCTCTCCCTCGTAGGT 
CCGTTCGTGACAGACCCCCAGGGCCGCGCTGACGGCGTCGAGGAACCGACCG 
GCGCTCGTCGTCTCGATCGTCGGGTGCTCGATCTGGTGCAGGATCACCTCAAC 

1 5 CTCCCGCTCGCCGTGCTTTAGGGCGTGAGGCCACTCCTCGAGCCTCCGGAGCA 
GGAACTCGCGGATCTCTTCCTCCGACCACCCGGCCGCGTGTAGGTGCGCGGC 
CGTCATCCTGAGCGGTCGGTACGTGGCGGCGTCCCCACCGGGCATGGACACG 
GGTTCCAGGTGCCCTATCCGCTCGTACTCGTTCCCGTCTACGTACAGGATCTCA 
CCGCCCCAGGCGCTTCCGTCGTCACCGTACCCGTACCCGTCCATCGCGGCGG 

20 CGATCGCGGGTTCCTCGGCCGGGTCGAGCCCGTGCTCGGCGAGGCACGCGAG 
GGCGTGTGCGTGGTGATGCTGTACGCGGACTAGTTCCAGGTCGTGCTCCTCGG 
CCCATCGCCTGGCGAGTCCCGTGGTGGCGAACGATGGGTGCAGGTCGCAGGC 
CACCGCGTCGACGTCGTTCCAGTCCAATCGGAGCAGTCGCAGGAACCGCTCGA 
CAGTCTCCTGGAGGAAATCGAGGGTCTGAGCCCTGGACGTGTTCCCGATGTGC 

25 TGTGTGGGATACGCCTTCCCGCGGTGCAGCACGCAGGCGGTCACGTCGAGCT 
CGGGTCCGACGGCCACGACGGTGAGGTCATCAGGCGCCCACTCGAGCTCGAT 
CGGCTCGGGGACGTAGCCACGGGAGCGTCGCAGCGATCGTGGTCTCCCGTCG 
AGGACGCGCACTACGGAGTCGTCGCATCGGGCGGCGATACGTCGATCGTGGA 
CTAAGTAGTAATCCGCGATCCCACGGAGGTGCCTCAGGGCGTCGGAGTTGCGG 

30 ATCGCCATGGGTTCGCCCGGCGGGTTGGCGGAGGTCATGACGATCGCCGGCT 
CGTCCAGGAACCGCTCGAACATGATGTGGTGTAAACCCGTGTAGGGGAGCATG 
ACACCGACGGTGTGCAGACCTGGGGCCACCAGCTCGGAGAGGGGGAAGGGTT 
CCTTCTTGGGTAGGACGACGATGGGCCGGACCGGTCCGGTCAGGAGGTCCTC 
CGCGGTTCCGTCCACCTCGGCGAAGGTGCGGACGTCGTCGAGGGATCCGGAC 

35 ATGACGGCGAATGGCTGCTGAGGGCGGCCCAACCGCTCGCGTAGCTTGGCGA 
CGGGCTCGTCTTCGGTGGTCTTGCAGGCGAGGTGGAACCCGCCGATCCCCTTG 
ATAGCGACTATCTTCCCCTCTTCGATGAGCTCGCAAGCCTCGCGGATAGCCTCG 
AGCTCCTCTCCCTCGACGACCTCGCCGTCCGCGTCGAGAAGCCGGTATCTAGG 
ACCACAGCGGGGACAGCAGACCACCTGAGCGTGGTAACGTCGGTCCTCCGGG 

40 TCCTCGAACTCGCGGCGGCACTCCTCGCAGAGCGGGAAGTCCACCATCGTCGT 
GTTCTCGCGGTCGTACGGGATTCCCTCGATGATCGTGAACCGTGGGCCGCAGT 
TG GTG CACCCGGTGAACGGGTAG AGGTACCTG CGGCTTTTCGG GTCGAAAATC 
TCCTCCAGGCACTCCTCGCACACCGGCGCGTCCGGGGGGATCTGCAGCTCGA 
CGTCCTCGGATTCTTCGCTCTCGACGATCCGGAAGCCTGGGCCTACGTCCTCC 

45 TCCGTTTCCTCCGCGTGTACTTCGCGTACCCGGGCGAGCGGTGGGTGCTCCTC 
CTTCAGCCTGCGGATCAGTTCCTCGAGTTCGTCGCACGTCGCCTTGACTACGAT 
CTCCACCTCGGATCCCAAGTTGCGCACGTGGCCGTCGAGCTCCATCTCCGTGC 
AGAGACGGTACACGAAGGGGCGGAAGCCGACGCCCTGAACGATCCCGCGAAC 
TCGGATCTTCCAGGTTCTCATAGCCCGAACCGCTCTCCTTCCCAGTCCTGCTCC 

50 GGGAAGTGCTCGTAGAGAACCTCCGCCGCGACTCCGGTCGAGACCCCAGCCC 
TGGCCGCCAGGTGAACCGTCGAGAGCTCCTCGGCGTGTACGGCCAGGACCAC 
GGGGAGCTCGGCCTCGGCCCGATCGGTGTCGGAAGCGGCGTCCACGAGGAG 
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GCTGATGTCGACCTCGTCCTTCCACTTCATCTTCCGGTTCACGACGCTCCGCTT 

GGCCAGCTTCTCGGCCACGGAGCCACCGTTCGGGTGCTTGCTGAGGATCGCC 

CAGAAGCCACGCTTCAACACTATCTCCGCGAGCACCTCCTCGTCGTCCAACGC 

CCGCTCGCCCAGCTCGGTCGGCTCACAGATCTCGTGATCGGGATGCACCAACA 

GGTACCGGACCAGCGTCTTGTAGTAGCGTAGGAACGTGTTCTCCGAGACGTCC 

AGCTCGGACATCACGAGCTCCGGGTCTCGCAACTCATCCACGAGCTCCAACGT 

GCGCATCAGCGAGGGCGGGGACAACGGGTTCGTCACGTAGGGCTCGAGGGAG 

AGCCTCACGCGCCACTGATGGGACGGGAGCAGCCTCGCGTACGCGAACGCGT 

GGACGGAGTTCTCCACGAACTCGGCGTAGTCTCGCGGCGTGGTGTTCAGGGTG 

TAGCCGACCGTACGACCCAGCAGGTGATTAGAGATCGCCCCGTCCGTGGCTCG 

GAGGTACGACATGTCCGGACCGGGTTGGCGCCGCACCTCACCTTCACCTACTA 

GGTACTCGTCCAGTTTCTTCAGGGCTTCGTCGAACGAGCCCACACCGTTCACGA 

CCAGCTCGGCGGGTTCCACGGTGTGTTCTCCCAGGATCTCGTCCAGCAAGCTG 

GCCTCCCGCAGGGCGGCCATGGTGAGCATCGCACCTTCCCGCGGGTTCTTCA 

GACCCGAAAGCACCTCCCGCGCCTTCTCGTACTTGTCGTGCACCAGTAGCGCG 

GCCGCCGTCGAGATGATGTACTCGTAATCGTTCGTGAGGCCCGCCTGCCGAAT 

GATTCTGGCGAGTCGCTGGTACAGCGCCTTTACTTCCTTCAGATCCGCCCGCAC 

CTCCATAAGCATCGCTACTGCGTCGTGGTCCAAGTTTCACTCCCCCAGAATGTT 

GACCGTGTTGATGAGATCGCGGAACGCGTTCAACTCGAACTCCAACACCTCTTC 

CCTATCCACCTCACAGCTCGCCTCACCGTCGAGCGTGAGACGGTCGGGACCCC 

GCAGCACGACTCTCTCGAAACCGTCACGTTTTAACAATTCCTCCGCCCGTGCAT 

CGTGAACGAGCGCCCTTCCGGGGAGTACCACGGTTCGCTTCAACGAGGAGAC 

GTCCAACCGTTCCAGGTCCCTCTCCGTGATCAGGCACGCCACGTCCTTCTCGA 

CCGGGACCACGTCCACTTTTTCCCCACCCTCCACGTGTCGGAACACCTCGCGG 

ATCAGAGGGGCTGCGACCCTCCCGGTGATCAGCGAACACTCGACCTCGACCG 

GTGGGAGCAGCTCCCGGAGCTCCTCCCCCAGCGTCCTGAGCGCGAACGGGGC 

GCTCGTTTCGGGATCCCACAACGGCGTCCCCGTGACCCGGAACGGGAACTCCT 

CGTGCACTTCCGTTACGATCCGCTTGAACTCGTCCAAGGAGTGCGGTTTCACGT 

CCAGTACGAGAGAGTTTCCTAGGATGATTCCGTGTTCCTCCCGCGTCCCCAACC 

GCATCAGGAGGAGCGCGTCGATCCCGAGCTCTTCCAGTCGCTCGCACGTCTTC 

CACAGGACGTCTCCGTCGTTCACACCCGGGATCAGGACGGCCGCCACCATCAC 

CTCCTCGCACCGATCCGCGAACACCTCCAAGCACGCGAGCGAGGCCTCGGGA 

GACCGATCACCCATCCATTCCCGCCGGAGCTCCGGATCCCACGCGAACACGGT 

GTACGAGACGGACCGCACCCCGAGATCGCACAGCTCTTCGACTTCCTCCGGGT 

CCTCGAACCCCTTCCCGCTCGTGTACCCGAGCTGGACGCTCCGAATCCCGAGG 

TCCCTCAGGCTCGCCACGAGCTCCCGCAGCCACGGGTAGTTGCTAATGTCTCC 

ACCGCCGCTCACGGTCGCCTCCCGTTCCCGGCGGAACCCAAGGGACATCCCC 

ACCTCCTGTAGCACGACCCCGGGCGGGCGGAAGGGCCCGTTGTCTTCCCACA 

CGCTCCGACCACAGTAGTCACAGCCGGGGGATCCGGGTGGACAGTTCTTGCAA 

CCGAAAGGGCGTTTTTCTTCCCAGTCCACCCCACGGAAGTAACAGTACCGGCA 

GAACCCACCGCAGTCCACTCCCGGTCGTCCACCCACGTCCGCGAGGACGGGC 

GAGGTCTCACCCCCGATCGTGACCGCCCTACCGGCGGGTTAATTAGGTGGCCC 

CCGGGTACGCGCCCTGCGCTCCCACTTGATAACACGGTCGGCGGTCCGGTGA 

ATAAGGAAACCCTTTAAAGCTGCAGCCCTGCGAAGTTAGGGGGGCCCGCTTAT 

GGCACGCGAGGCCAAGGACACGGTCGATTTGTACGACGATCGCGGTAACTGTG 

TGGCGGAAGAAGTTCCCATCGAGGTGCTCTCTCCGATGCGCAACGAGGCCATT 

CAGAGTATCGTGAACGACATCAAGCGTACCGTCGCGATCGACCTCGAGGGTAT 

CGAGAACGCCCTGCAGAACGCGACCGTCGGCGGTAAGGGGATGAAGATCCCG 

GGCCGCGAGATGGACGTCGACATCGTGGACAACGCCGAGGCGATCGCGGACG 

AGATCGAGAAGATGATCCGCGTGTACGAGGACGACGACACGAACGTGGAGCCC 

ATGTACGACGGTAAGCGTCTCCTTGTGCAGCTCCCGTCCGAGCGTGTGAAGGT 

CATGGCCGACCCGTACTCCGGTACCCTGCAGGCCGGTATGGCGGTCGTGCAC 
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GCGATCATCGACGTCTGCGAGGTCGACATGTGGGACGCTAACATGGTCAAGGC 
GGCCGTCTTCGGTCGCTACCCGCAGACGATCGACTACTTCGGCGGTAACGTCG 
CCTCGATGCTGGACGTGCCGATGAAGCAGGAGGGTGTCGGCTACGCCCTGCG 
TAACATCATGGTGAACCACATCGTGGCCGCGACCAGGAAGAACACCATGCAGG 
5 CCGTGTGTCTGGCCGCGACCCTCGAGCAGACCGCGATGTTCGAGATGGGTGA 
CGCTCTCGGTCCGTTCGAGCGCCTGCACCTGCTGGGTTACGCTTACCAGGGTC 
TGAACGCGGACAACATGGTGTACGACATCGTGAAGAAGCACGGTAAGGAGGGT 
ACCGTGGGTACCGTCGTCCGCGAGGTCGTCGAGCGCGCCCTCGAGGACGGCG 
TGATCGAGGTCAAGGAGGAGCTCCCGTCCGGCTTCAAGGTGTACAAGGCCAAC 

1 0 GACATGGACCTCTGGAACGCCTACGCCGCCGCCGGACTCGTGGCCGCGGTCA 
TGGTCAACCAGGGTGCCGCCCGAGCGGCTCAGGGTGTCAGCGCGACGATCTT 
GTACTACAACGACCTGCTCGAGTACGAGACCGGACTACCCGGTGTCGACTTCG 
GACGAGCCGAGGGTACCGCGGTCGGATTCAGCTTCTTCAGCCACTCGATCTAC 
GGCGGAGGTGGTCCGGGTATCTTCCACGGTAACCACATCGTGACCAGGCACTC 

1 5 CAAGGGCTTCGCGATTCCGCCCGTGGCGGCGGCGATGGCCCTGGACGCCGGT 
ACCCAGATGTTCAGCCCGGAGGTCACCAGCAAGCTGATCGGTGACGTGTTCGG 
TGAGATCGACGAGTTCCGGGAGCCGATGAAGTACATCACAGAGGCCGCCGCC 
GAGGAGGCAAAGCGTTAAACTCCCCTCTCCCCCCGGAAGAACGCCCTCCCGCA 
CCCGTGGTATCGTTTCGTAACCCATAACGAAAGGGGGCGCGACCTTGCCGGAG 

20 GAGAAACTCGAGCGGCCCCGCATGTTGGAGCGCAAGATCCCCGAAGGAGCCA 
AGCCCGAGGTGCAGATCTTCCCGCAGCGCCTCCTCAGCGCGGACACCACGGA 
GAAGCTCCTGAACGAGCTGCTGGAGAGGGTTGAAGGTATCGGTCGTATCGTGA 
TCCACGGTCCGGGGCTCCCCAAGGCAGTCCCCTTCGGACCCGCCCGCGGTAA 
GCCGGTCAAGCACCCGGAAAGACGCCCGATCGAAGTCCACGGTGAGAAGATC 

25 CCCATGAAGGTCCAGACGGGCCAGATCATCGTCGAGATCGAGGACGAAGACCG 
ACTCGACGATATCGTCGAGGAGATCGAGAAGATCTGCCGTGAGATCCTGCCCT 
GCGACTTCGAGGTTCAGGTGGGAAGGTTCACCCGACACAAACCCACCGTCACC 
GACTACCTGAAGTTCGGCGAGGAGGGCGTTAAGAAGCTCGACAAGCGTCTCCT 
GGGACTCGTCGAGCCCCGAGCCCGGCTAGCCGACAGGGTCTCCGTCCTCAAG 

30 AAGAAGGGGGAGGACTAACCTCGCGAGTGGGCCGCGAGACCTACGCCGTCGA 
CTGCCGAGCCGCCATGGGGATGGGTAAAGGCGGTAGTCTGGCGCAACGGGGC 
ACCATCGCCGAGACCGAGATTACCGAGGTCGTCGCCGTCGCGATGTCGCCCG 
GTTCCCGCCATATCACCAAACCCGTGTGCGAGATCACCTACGCCCTCCGAGAG 
GCCGGGATCCACACGAGCGTCCTGGTACTCAACGCCGGATCCGGCGTCCCGG 

35 CCGAAGCCCCCGTTCAGACGGGAGCCACGATGGGGATAGAGCCCGAGGAGAT 
CGAGCGCATCAACCGGCACGAGGTCGCCGTGATCCACCTCGGTAACGTCAAAC 
AGCACATCGTGTGGAAGGCCCGGCTTATCCTCAAACACTGCGACGTCCCTGCG 
GTTATAGTGTGTCAGACCCCCGTGGACTTCGAGGATTTCGCCGAGGTAGGTTG 
CCGTACCCGCATCGTGGAACCACCGGAGCCCGAAACGGTAGGAGAGGTAGTC 

40 GAGATCGTCACCGGTGTGATCCGCGGAGAGACCGTCCCCTCGGACAAGATCAA 
CGAAATCGTCCGCAAGGTCAGACGCGCCTTACGTTACGCCCGTCGGAGGTCTC 
GGTGATCTATTACTTCTCACGGTTATCGTGTTACTGCGTCCTCTTCTGAGCACCG 
TTCGTGGGTAATCCGGCTTCGGTCGAAATCCCTTTAAAATGACCCGCCCCTCAC 
ACTTCAGGGGGCTGACCTTATGGGTCTGAAGGAGGAGATGGCCGAAAAGGCTC 

45 AGTTCTACCCAGGTGAGACCGACGTGGCCGAGAACCGTCGCAAGTACATGAAC 
CCGAATTACGAGCTGAAGAAGCTCCGTGAGATCCCAGACGAAGACATCGTCCG 
GCTGATGGGTCACCGCGAGCCAGGTGAGGAGTACCCGAGCGTGCACCCGCCG 
CTGGAGGAGATGGAAGAGCCCGAGTGTCCGATCCGCGAGCTCGTCGAGCCGA 
CGGAGGGCGCCAAGGCCGGCGACCGAATCCGCTACATCCAGTTCACGGACTC 

50 CGTGTACTTCGCGCCGATCCATCCGTACATCCGCGCCCGTATGTACATGTGGC 
GATACCGCGGGGTCGACACCGGATCCCTGTCCGGTCGACAGATTATCGAGGTC 
CGTGAGCGCGACCTCGAGAAGATCGCCAAGGAGCTCCTCGAGACCGAGATCTT 
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CGACCCGGCTAGGTCCGGTGTCCGAGGAGCGACCGTGCACGGACACGCCCTC 
CGACTGGACGAGAACGGCCTCATGTTCGACGCTCTGCGTCGTTACCGCCTGAA 
CGAGGAGACGGGCGAGGTTGAGTACGTCAAGGACCAGGTCGGTATCGAGCTC 
GACGAGCCGATCCCCGTAGGTGCGCCGGCCGACGAGGACGACCTGAAGGAGC 
5 GCACGACGATCTACCGCATCGACGGTACCCCGTACAGGGAAGACGAAGAACTC 
CTACAAGTCGTCCAGCGGATCCACGAGCTACGTACCCTAGCCGGTTACCGGCC 
CGAAGAGGCTGAGGGTAAGTAACTCCCCCTCACACATGCTCATACGAAACAATC 
TCGGAGTATTTTGGAAACGCTTATAACGCTCTCGACCTATCGCCCCATGGGGGA 
GAGGATCACGATGTCCTCGGCTGAGGAGAAGCTCTTCATGAAGGCGCTCAAGG 

1 0 AGAAGTTCGAGGAGAGCCCCGAGGAGAAGTACACCAAGTTCTACATCTTCGGT 
GGTTGGAAGCAGTCCGAGCGTAAGAAGGAGTTCAAGGAGTGGGCTGACAAGAT 
CGTCGAGGAGCGTGGAGTCCCGCACTACAACCCGGACATCGGTGTTCCACTCG 
GCCAGCGTAAGCTCATGTCCTACCAGGTCTCCGGTACGGACGTGTTCGTCGAG 
GGTGACGACCTGCACTTCGTGAACAACGCCGCGATGCAGCAGATGTGGGACGA 

1 5 CATCCGCCGCACCGTCATCGTCGGAATGGACACCGCCCACCGCGTGCTGGAG 
CGCCGACTGGGTAAGGAGGTCACCCCGGAGACCATCAACGAGTACATGGAGAC 
CCTGAACCACGCGCTACCGGGTGGTGCGGTCGTCCAGGAGCACATGGTGGAG 
ATCCACCCGGGTCTGACCTGGGACTGTTACGCCAAGATCATTACCGGTGACCT 
CGAGCTCGCCGACGAGATCGACGACAAGTTCCTGATCGACATCGAGAAGCTGT 

20 TCCCGGAGGAGCAGGCCGAGCAGCTGATCAAGGCGATCGGCAACAGGACGTA 
CCAGGTCTGCCGCATGCCGACGATCGTGGGCCACGTCTGTGACGGAGCGACC 
ATGTACCGATGGGCCGCGATGCAGATCGCGATGTCGTTCATCTGCGCGTACAA 
GATCGCGGCCGGAGAGGCGGCCGTGTCGGACTTCGCGTTCGCGAGCAAGCAC 
GCCGAGGTAATCAACATGGGTGAGATGCTGCCGGCGCGGCGAGCCCGAGGTG 

25 AGAACGAGCCCGGTGGCGTCCCGTTCGGCGTACTGGCAGACTGCGTGCAGAC 
GATGAGGAAGTACCCGGACGACCCGGCCAAGGTCGCGCTGGAGGTGATCGCC 
GCCGGAGCGATGCTCTACGACCAGATCTGGCTAGGATCCTACATGTCAGGAGG 
TGTCGGTTTCACGCAGTACGCGACGGCCGTGTACACTGATAACATCCTGGACG 
ACTACGTGTACTACGGTCTCGAGTACGTCGAGGACAAGTACGGAATCGCCGAG 

30 GCCGAGCCGAGCATGGACGTGGTGAAGGACGTCGCGACCGAGGTCACCCTGT 
ACGGTCTGGAGCAGTACGAGCGGTACCCGGCCGCCATGGAGACGCACTTCGG 
AGGTTCACAGCGAGCCGCCGTCTGTGCGGCCGCCGCGGGCTGCAGTACCGCC 
TTCGCGACCGGTCACGCGCAGGCAGGACTCAACGGTTGGTACCTGTCGCAGAT 
CCTGCACAAGGAGGGTCACGGTCGTCTAGGATTCTACGGGTACGCCCTACAGG 

35 ACCAGTGTGGTGCGGCCAACTCGCTGAGCGTGAGGAGCGACGAGGGACTGCC 
GCTCGAGCTGCGTGGTCCGAACTACCCGAACTACGCGATGAACGTGGGTCACC 
TGGGCGAGTACGCGGGTATCGTGCAGGCGGCGCACGCGGCGCGAGGCGACG 
CGTTCTGTGTGCACCCGGTGATCAAGGTGGCGTTCGCCGACGAGAACCTGGTC 
TTCGACTTCACGGAGCCGAGGAAGGAGTTCGCAAAGGGCGCGTTGCGAGAGTT 

40 CGAGCCCGCGGGCGAGCGAGACCTCATCGTGCCCGCGGAGTAACGCCTCCAC 
GCCCCGCCTTATTTCACAACACTTTTAAACCGAAGTTCGGGAACTTCCGCGAAA 
TCGTTTCAACACCCTTAACGTGAGTTCACTTTCGTAGCTCTCAACTCGAGTTTAG 
GGGGTACGCCCTTGGTAGGGTTCACCGAGATCGGTTTAGCGGCCGCGATGGG 
CGCGCTGGCCACCATAGCCGGAGCGTTCGAGGACGCCGAGTCGGACGTAGGA 

45 TCCCAGTCCAACCCGAACTCGCAGGTCCAGCTGGCGCCGCAAATGATGAACTT 
CCACAGGTACTTCAACAAGGCGATCTCGGGAGAGCCAGTTTCCTACATGCTGTA 
CGGAGCGATCGCCGGTACGGTAACCTGGGTGATGATGACCAAGTTCGGGCTTC 
CGTTCCTCGCCGCCGCGGCGGTAGGCGTCGGTGTGAACGCACTAATTCACATG 
GTGTTCGCGACCACGGCCCACCTGGGTAGAATGGCGAGCGCGGCCGAGTTCG 

50 GACACCCGATCTACCTGGACGTCGTACTCTCACACCTCGGGCCGATCGCGGGC 
TTCGGAGGGATCGCGACCTTCGCGATAGTATCGCTGGCCTACATCCAGTGGGC 
GCTCCTGAAGCACCCGTTCCCGCTGCCATTGCTGGCCGCACTATGGGGCGTAA 
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GCATCCGTCCAGGGCCTCCAGCGTACGGTCGATCTCCCGTTCGCACGCGAGTA 

ACCGACTCAACACACTCCGCACGAACTCCTTCGCCTCGTCGGGGACGTGTTTC 

CGGAGCTCCTCTTCGAGCTCCAACCTCGGCACCCCGGGCGTTGGTAGCACGAA 

AGCGATTCAAGGTAATACAGAATAAGTGTTCGGGGATCACCGTTGCGAGTCCTG 

TGCGTATGCTCCGGCACGATGTTGAAAGCCGCCCGAGACGTCGCGGAGCGGTT 

CTCCGAGCTGAAAATCGACGTAGCTTACCAGGACGATCCGATCGACCCGAATC 

GGTACGACCTCATCGTGCTACTGAAGGTAACGAACGTGAACCTTCCGACGGAT 

CACGACGCCGAGGTCGTCGCCGTGCCCCTCGACGGTTCCACCGGGATACAGC 

ATCTGAACACTGCCCCGTCGAGCGTCGTCGAGCGGGCCGCGGAGTACCTGGA 

GAAGGGCGGGAAGGAAAACCTCGAGAATGAGCGCGGGTTCGAGTCGTTCGAG 

AAGCTCGGTGTACCCGTCCTGAACGCCGTGGTGTCGTGGTACACCGACCGGGA 

CGGGTGGCGGGAGTCCGAGGGAGGGCTCTCACCGGCCGACGTGGCGTACGG 

AATATCCCTGGCGGAGCTCCAGGGTAGGATCGATCCGGTGCTGGTCGGGACCA 

AGCGCGATCGTGGAGAGTTCGAGCCCTTACCCGAGCGGTGCCGGCTCGCCGC 

ACGACGTGCCATCCGGTGGGCTCGACTCAGGCGCAAGGACCCCGCCGAGCGT 

CGCGTCGCCGTGGTGCTCAACAACGGGATATGCTCCGGAGGGGAGGCGAGGA 

TCGGTGCTGCTATGGGACTGGACACGTTCGAGAGTCTCGCTCGACTGCTGCAG 

CACATGGCCGAGGAGGGGTACCGGCTCGACTGGGTACCCAGGGACGGTCGGG 

AGCTGGAGCGCGAGTTCTTCCGGAGGAAGGCCTTCGACGAGTTCAAGCGCACG 

CGCGTGGAGGATATCGTCGCGTCCGGTGGGGCCGTGGACCTCGTTCCCCTCG 

ATAGGTACCTCGAGTGGTTCGAGGAGCTCCCGGAGGAGCTCCAGGAGCGTATG 

GTCGAGACCTGGGGTGAACCTCCGGGCGACTCCATGGTGCTCGACGACCACCT 

AGTCATCGCCGGGATCCGAACGGGGAACGTGTTCCTGACCGTTCAGCCGAAGC 

GCGGCTGCGCCGGTACCGAGTGCAACGGGGACGTCTGCAAGATCCTTCACGAT 

CCACACTGCCCGCCGACGCACCATTACTACGCGTTCTACCGGTGGATCAGGGA 

CGAGTTCCGGGCCGACGTGTTACTCCACGCCGGCACCCACGGGACCCTCGAG 

TGGTTGCCGGGGAAGTCCGTGGGACTGTCCCGAGAGTGTTGGCCCGAGGTGT 

GCTTGGGCGACCTGCCGGTAGTGTACTGGTACATCGTGAGCAATCCCTCGGAG 

GGAGTCCAGGCCAAACGCCGCGGGTACTCGACGCTAGTGGATCACTGCCCGC 

CCCCGATGGGGACTACCGAGGCCGGCCTAGAGGAGCTCGAGGAGCGGCTCGA 

AGAGGCGCTGCGCGACCCGGATCGCGAGGACCGGCGGCTCTTCGAGGAATGG 

GAGGTCCGCTCGGGGGCCTTCATCGAAAAGGGCTTACACGTGATCGGCGAACC 

CGCGTACGACCCGGAGCGTCTCTCGGAGTTCCTGTTCGCTCTCTGTAGGAACC 

GACTCCGAGAGCTGATCGCGGAGTCGGCTGGGCTGGATCTGGAGGAGCTGAC 

CGAGCGTCCCGAGGCGGAGAACGACCTGTTCGGCGCCACGAACGCCGAGGTG 

CTGAGAGCCCTCGATGCGGTGATCCGAGGACTGTGTGAGGAGACCGTCTCGGA 

GGCACACCACGGACCCGACCGAAAAGGATAACCTCCCCGGATCTCGGGACCC 

GCACGGGCTAACCTATGGGATTATTCTCCAAGCTCTTCCGTCGCGGACCGAAG 

CCTCAAATCGCGGAGAGCGAGCGGGTCACGGGCCCCCTAGCCGTCAGCCGGG 

ACTACTACATCGTGGCCTCCGTCGAGCTGGGTAACACGACCACTAAATGCATCC 

TCACAGCTACCGACCTGAAGGAAGGCGTCACGTACCTTATTCACAAGGAGGTAC 

GAATGACCAGGGACGTGCGCCCACCGCGGTCCGGAGAGGAGGTGTTCGGAAA 

GACCGTGTGGGGTGTCGAGCTCACGCGGGATTCCGTGGCCGAGATGGTGGCG 

GACACGCTCAAGTCGGCCGTCAAGAACGCCAACATCAAGATCGACGACGTCCA 

CTTCGTCGTGCGCTCCACCGGTGTGACCGCCGGGTTCGCGTCCCCGGAAGAA 

GTCGGCGAGATGATCAAGGCGCTCGCGGACGGATGCCTGAAGGCCGGAGTGC 

CTCCCAATAGGATGACGGCGGCTATGAGCAAAGAGCAGATCCCGGAGCCCTTC 

AGGGAGCACTCCCTCATCGACAAGGTGTATTTCGACGGTGCCGTCACCGGCGT 

GAAGCCGCCGGCCGGGAAGGAGGTCGTGGCCAACGAGATGGAAGGAGAGCTG 

GTGATGGCCGGCATCAAGGTCGGCGCCAAGTCCACGAAGGTGGACTTCCGTAA 

CCCCTGCATGGCCATAGACTACGGGACCACCCTCGCGGGCAGGATCACCAACG 

ACGAGCTCCCCTACGCGGATACGATCGGGAACCTTTGCGGTCTCGCCGGTGCG 
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ATCATGGACGCGATCGCCAGGGGATGCGGGGAGATCGACGAGGAGATCGGCT 

GCGCCTTGGACCTACCCTCCGACGTCGAGCCCGACGTAGGGGAGAAGGCCCG 

CGAGCTGGCGGAGGAGGCGCACGAGTACATCGACATCCGTGAGATACCCGCT 

AACCGAGAGCGCTTCGGTACGGTTCCGGTGAATCCCAAGGCCGCGAAGAAGG 

CGGGTCTCAAGCTCCTCGGCTGCGACGTCGGTGAGAACGGCAGTGATCTATCC 

CGACTCACCGAGATCGGCCGTGAGGCGTACGAAGAGGGAGGTTACGAGCTACT 

CTTCGGAGTCCTGGACTGGACCGCGACGCTGATCGCCAAACGTCTGATCGAGA 

CGGCCCTCGACCTGGATCTGATCGACGAGAACACCGCGATCGGGATCACCGGA 

CGTGCCGGCACGACGGGCAAGAAGCCGGAGCTGATCTGTCGGATGATCGCGG 

AAGAGTTCGGAGACTACTGGGACCCGGAGGAAGACCTCGTCTTCGTCGACGAC 

GGACTCGCCCGAGGCGCCGCTACGATGGCCCGATGCATGAACTGCCTCGGGA 

CCCCGGAGAACCCGCTGGGAGGGAACCGTGGCGGGGGTTGTATCCTCGGTCT 

CAGGATCAAACACCAACAGGAGGGTTCCTGACGTACCGCCCTCCGGCTTCCAG 

GAAGTACTCGAGAGCCTGGAGTCGGTGGAAACGTGTCGAGACCTCGCCTACTT 

ATGCCGCGAGGTCGCCCGCCGTGCCGATCCCAGGGTCCTAGCCTTGCTCCGC 

AGGGACGCGTGGCGGCAGGCCCGGTTCGTCCACCCCAGGAGCTACCGTGAGA 

AGATCCTACGTTCCCTGTTCTTCGCACTGACCGCGAGGATCAACCAGATGCGG 

CGACTGGACCCCGAGGAATACCCGGAGGACCCCATCGAGGGTTACGATAGGTT 

CTTGGAGATCGTACGCGAGTACGCCGAGGACCCGGACTACGACTCCCCACTAC 

TCCTCCTGTACGAGTCCCTCTCGGCCGCCTACGCCATCTTCCTACGCGGTGAG 

CCGGTTCACCCGCCCGGTACGGAGTTCCCCGGAGTAGGGAAGGTCCGTCGGA 

CGGACGACTGTTACTACTGCCCGATCAAGGAGCGACGTGAGGATCAGCCGGG 

GTCGTTCTGCACCTTATGTCCGGCGGAACAGGATCCGGAGGTGGTATCGTGAG 

GCCTGTGGTGACGGTCGTGGGCAGTCACCCGGTCGGTCACGAGCCCACGCTC 

AAGGATCGCCTCCTCGAGAAACTCAGGAGGAGGTCCGCCTACGCTCCCGCCAT 

ACATGAGGCCGTCCGCGACCAGACGGAGGCGGGTGTGGAGCTGGTCTCCGAC 

GGCCAGGTTCGGGGGGACATGATCGAGATCTTCGCCTCTCACATCCCCGGGAT 

GACCGTCGAGGACGGCCCCGCGGTGATAGGTCGGGTGGAGCCCCCCAGGTTC 

TCGCCCCTAGTGCTCGATTACCGCGAGGCTACTCGGGTCGCGGGGGAGGTCG 

AAGTCAAGGCGATCCTCACCGGCCCGGTCACGCTGTGTTATTCCCTCGAGGTG 

CGCACGGATCTTTACCCCTCCAACGACCATTCCAGCCTCTTGAAGGACGTGGC 

GCGAGCCCTGTCGGCGGAGGCCCGGCTACTCCGGCGCGAAGGGGCGAGCGT 

ACTGCAGGTGGACGAGCCGATACTGTCGGCCGGTGTGACCTCCGTTAAGAAGG 

TGGCTCGATACGTGAACACCGTCCTGAAGGCGTTCAAGGGCGGTACCAGGGTC 

CTACACGTCTGCGGAGACGTCACCGAGGTGTACCTCGATCTGGAGGAGAACAT 

CGACGCCGACGTGTTCGACCACGAGTTCGCCGGTCACCCGGAGAACCTCGAG 

GTCGTCGCCGAAGGAGATAGCCCGATCGGCGTCGGAGTGGTGCGCTCCGATA 

CCGACCGCGTCGAGAGTTTGGACGAGGTGGTAGGACTGCTGGAGAAGGCGCG 

GGAGGCGATGGGAGACCGTATCGAGTTCGTGGACCCCGACTGCGGTCTCCGG 

AAGCTACCCCGTGAGATCGCCAAGAAGAAGCTCGAGGTGGTCCGGAAGGCCA 

GGGACCGCGTGTTTCGTTAAGTCTTGTGAGGCTACGGCGACGAAAGACAATATT 

AATAATATTCGACCTTATGATGGTAATACGAGGTGCTAACGGTGACGGACATTG 

TTGAGAAAATAGCCGAAATCCTGGAGCGTGGTGACGGTAGGTATCTGATCATGG 

GGATGGTCCAGGCTCACGGGTTAGGTCTGCGCTCCCTGGCCGACTCGGTAGAC 

GTCCCGGTCGAGGTGCTGGCCACGATCGAGATCGAGGGGTTCGGGAAGGTCC 

CCCACAAATCGCTCGTCCGCAAGCTCGCGGAGTGGATCGAAGAAAGGGATCTG 

GACCCGGAGGATCTCGTCAAGGCCGGTTGGGCCCGCTTCGAGCTCGAGTACTT 

CGAGCCGGAGCTCTGGAGAAGATAGAAGACGACGAACTCCGAGCGGAAATCGA 

GCGTAAATCCCCCACGGAACTGGATCTGATCACCCTCCTTCGGGTCGCAGAAG 

CCCTTTCGTAACCCCCTCAGACCGTATGCCCCTCTTCACACTCTCCGCCACTTT 

ACGGTTCCTCATCGGGGGATTAAGGTAATCATCAGCACGTACGTGAGTAATGTC 

CCGCCCGCGACACCCACCGCCACTTGATAACCCGTGTGGGCGTTCAACTTCAG 
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CCTCGCCCAACAGACGACCGCCGTCACGATCGACCAGGGTATCCCCGCCCACC 
ATTCCCCCAACCACGCGATCGCGCCCATGACGGTGCCCATCGAGGCCGCGTGA 
ATGCTGATTTTCCAGAACCTGGTCACTCCGGCCACCGCCATCGCGGCTATCGC 
GTAAGTTAACATCAGGCAAACCATGGGGCGCGTGACTCCTACCTTGCACATCAC 
5 TAGGGCGCCGATGGCGTGGTAGATAGCACCGACCGTCAGGAGTGGTAGCCGG 
TCCCGTCTCTTGGAGACGAACACATCGGTGCCCTTCACCCGGATGTAAACTGCT 
GCCGTGAGTATCACTAACAGTACTCCGAAGAACAGCCCCAGCGCTGTACCCAC 
CACGTCCCCGTACTTCTTGCCTACGAGGATGACGGTGGCCGCCTCGGCGGTCG 
ACGGGTTCACGACCAGAGAGACCGCCTTGGCGACCCGCTCGATCGCGCCAAC 

1 0 , ACCCCCGTCACTCCCTGCTGACCAGGACCGCTCCTATCACTATCAGTATGCACC 
CGACCACCGTCTCGACGCTAGGCCGCTCCCTCAGGGCCAGGATGGAAAACAGT 
GTCGCGAACAGCGGATACGTGCTCGACAACGGCACGATCCTGGAGGCCTGCC 
CAGAGCTGAGGGCTAGGTAGTAAAGGTACAGCCCCAACCCTCCGGCCAGTATC 
CCGCCGACGATCATGTAGCCGACGTATTTCAGGCCACCCACCTGCGACCTACC 

1 5 GACGGCCAGACACACCACCGCGAGGAACGCCACCGCCGCCAGGCTCCGGATC 
AGGGTGGCCGTCATGGGGTCCATTCCACGTAGCCCGACTTTCTCGATCACCGG 
CGCTAGGCCCCACAGTAACGCCGCCAACAGTGCGTACGTCTCCGCCTTCATCC 
CACGAACTCCACCCTTTTCACCCGTAGTACCTTCAGCCGCTCGGTCGGGACAC 
CTTCCTCGGGCTCCTCGTAACCCGCCAGCACCTCGACCTCTTCGTGCGGCTCC 

20 AGCTCTCGACGCTCCTCGAGCACGAGGTCGCCTTCCCGGATCAGCATGGCGAG 
CTTCCGCTTCACATTCGCGCTCCCTATTCTGATCTCCAGCTCCTCACGCTCCCC 
CTCCAGCCTGACTCGGTTGAACTGCAATCACTCACCCTCCAACTCCCGCTCGAG 
CCTTTCGACGGCCGTTTTGACGTCCTCCTCTCGGACACCGATGGCAGCGTTGAT 
GGTGATGTAGTTCGAATGGTACCCCCGGAGCCGGCTGGTTCCGAACGGATCGT 

25 CCGCACGAACACCCCTCGGTCCCGTGACCCTCCTCACGTACAGCCTGGCCGCG 
AGGTCCACGGGGTCGTGCCCTTCCACGGCGACCGCCGAGGCTATCGGGTTAT 
CCACGTCGAGCACGCGGACGTCGTCTCGACGGGCCTCGAGATCCTCCAACAG 
CTCGTCCAAAAGCGCTTTGCACTCCTTCTGCCTCCGCATCAGGCGCCGGTATCC 
CTTCATCCCCAAGGAGAGCAGCGAGATTAACGCGTGGGCCACCGGTGCCGCG 

30 CTGGCGCGACCAGGATAAGCCCTGGAAACCTCCCGGAGCGTCTCCTCGTCCG 
GCGCGTACACGATCCCTCCACCCACGGGTGTTAGGAGGTTCTTGTCCGTCGAG 
CTTACGACCACGTCCACGCGCCCTCGCTTGATCGCTCGGTTCAGTAGATCTCG 
GTACTGCTCGTGCTGGATCCCGTAGGCGGCGTTCACGACGTGAGGGACCCCGT 
ACTCCTCGCAGAGTTCGGCGATCTCGGGCAGCGGATCGCTGCTTCGCGGTGG 

35 GAAGAACGTCAGCGTGCTCAGCACGGCAGCCGGGGACTCCGAGCGCTCCAAG 
GCCTCCTCCACATCCCCTGGGTCCACCACGATCCTGTCACCCTCGATCTCCGT 
GTCCACCACCCTCATCCCGAAGCCGGCCAGTCGCACGGCTTTAATCGGACTCT 
TGTGGGCGGCGTACGGATAGATCACCTCCTCGCCTTCACCCAACGCCGACAGG 
CACAGCGCTATCGACAGTCCCGTAGCACCGGGTACCACGAAGGCACCTTCGAT 

40 CCGGAACCCGAGCCTCCGGAGGAAGTCCGTGACCAGCCTGTTCGTTAACGCGT 
ACATTATCGAGGCGCCCGGAGCCTTCGGCTGTGGATCCACGAGCGTCCCGCTC 
CTACCCACACCGTGGCAGAACCCGAACACGGACTCCTCCGCAAGCCTTGAGGC 
TACCCGGGCTTCCCTCTCCCCGATACGTGCCGCCTTGGGGTCCTTGTCGGTGT 
CCATCCTCGACAGCTCCCACAGGAACGTCGCGATGACGTCGTCCGGCCAGCCC 

45 TCCTCCGGCATCCTACGCTCGCTGAGGAGTCGTTCCACGGGTTCCCTGTAGGA 
GTCGAGCACGGTACGCCCACGCTCCAGCATGTGGTCGGGGATGAGTCCCCGC 
ATGTCCTCCGGGTCCAGCAAGGTCGACACCCCGGTCGTCGAGCTACGTGGGAA 
GTCGAGAGCCGTCTCCCGTGAGGTACTCCTGGCGCTCGAGGAGCTCGAGGAG 
CTGAACGTTAAAGTCGTGAGCGCTGGGGTCGACCTCGGCGAGGAGGACCGGC 

50 CCACGTTCTACGCGGCTCGATTCCTGGACCTTCCCGAGCTCGAGGTCGACCGG 
AGAACGGCCGTCCGGTTGCTCCAGGGGGAGGAAATCCCGGTGGACGCGAGGC 
CGGGCCATTACCGGGTGATCGTCGGGAACGTGGTCCTGGGTGTGGGGAAAGT 
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TGCGGTTAAAATCGTCAGGGTGTGTCTGGAGGGGGAGAAACCATCGAAGAAAC 

CCAGAAACTCACGACGCTGAGGGACGTGGAGGAGTACGTCGGAATACGGGAG 

CGGGTGATCGATCGAGGTGTCGGAGGGTCGTGCAGGGACAGGGTGGAGGACT 

TCCTGGTCATGGAAAAGCCCTCGAGGAACACCTACATTCCCCTGACCATCGTCG 

GTGAGTGTCCCGAGTGCCGCGAGTACCACCGAGGGCGGGAGTGTCCCGAGTG 

CGGGCAGGATCTACGCCGACCGCGGCTTCGACCTCAGTTCGGGGGTCGCGGT 

CCACATACGCTGTTCTACCTGGAGAAGTACGACTGGGACACCATGAAGGCCGT 

ACGTAGGATCGCACAGGCCTTGAGGAAGCACCACCGTCACTTCGGAATCGCCG 

GCATGAAGGACAAGCGGGCCGTCACCTCCCAGCGGGTAACCGTGCGGGGGGT 

ACCTCCCGGAGTCCTGGCCCGGCTCAGGATCCGCGACCTCAAGATCGTACCGA 

TGGGCCGTGCTCGACGCAAGCTACGTCCCGGAGACCTGTGGGGAAACAGGTT 

CGTTATCACCGTGCGTGGCGCGAAGGTACGTCGACTCCCCGAAGCCCTGAGGA 

CGGTTCGGGAGCTCGGAGGCGTGCCCAACTACTACGGTCTCCAGCGGTTCGG 

CAGCCGACGCCCCGTCACCCACGTCGTCGGAAAGTACGTGGTACTCGAGGACT 

GGGAGAAAGCCGTCAAGACCTTCCTGACCCTCGAATACCCCCGCGAGTCACCT 

GAAGCCCTCGAGGCTCGACGGTGGTTGAAGGAACACTGGGGGGAGTTCAAGG 

AAGCACTACGGAGGTTCCCCAAGTTCCTCGACTACGAGCGTCACATCCTCGAG 

CACTTGGCCCGACATCCGCATGACTATATCAACGCCTTCCGTCGCCTACCGATG 

TGGATACGTAGAATGTTCGTGCACGCTTACCAGTCGTACCTGTTCAACCGCATC 

CTCTCGGAGAGGATCGCCCGGGGTCTCCCGGTCCACCGGCCCGTCGAGGGGG 

ACGTGACCCAGGACGGCCTGCCCACCGTCCCCCTCCCCGGGTTCCGCACGGA 

GCTCAGCGACGGCCCACAGGGCGAAATAGAGCGTGAGGTGTTGGAGGAGGAG 

GGCGTGAGGCTGGAGGATTTCGAAATAAAGAGCATGCCGGAGCTCTCGGCCG 

GCGGAGACCGGAAGCCGGCGTTGCTCCGAGTGTACGGGCTGCGTGCCGAGGC 

GATCGGTGACGATACCGTACGGTTCACGTTCTCGCTGCCTCGTGGCGGTTACG 

CGACCACCGTCCTGCGGGAGCTCTTAGGGTCGGAGGGAGTGTACGCCGACTA 

GTACTCGTAGAAGGCGGCGCTACCGCACTCCTCGCACAGCCCCGCGAACCGC 

AGCTTTCCACGCTCTCGCTTGGCCCTCTTGTACTCCTCCTTCGTGCAGTTCGGA 

CAGACCACCGCGGGGTCGTTGGGCGACACGATCGGTACGTGAGAGCTCTTCAC 

CATCCGGTATCACCCCCTACGTCGCCGTACCGGCCCACAACGCCGTAGGTAAG 

GTAAAAAGAAAACCGCCGCGGCTCGTGGTGGGGCGGCGCGGTTTGAGCGTCC 

TCGAGAGGATCATCCGCGGATCGGATCTGGATCGGGAAGAGGCCCGCGATTTG 

ATGTGTCGAATCGTCGGCGGTGAGCTTTCCGACGTTGAAGTAGCCGGTATCTTG 

GTGGCGCTACGCTGTAAGGGGTACACCTCGGAGGAACTCGTAGGTTTCGTCGA 

CGGGATGATGGAGCACGCGGTGAAGGTGGATCCGGACGTCGAGAGACTCGTG 

GATACGGCCGGCACCGGTGGGGACGAACTGGACACCTTCAACGCCAGCACGC 

TGGCGGGGCTCACCGCGGCGGCGGCCGGCGTGCCCGTCGCGAAGCACGGGA 

ACCGCAGCGTCACCAGCGAGTGCGGTAGTGCCGACATCCTGGAGGCCCTCGG 

TGTGAACATCGAGGCGGATCCAGACACGGTTAAGCGCTGCATCGAAGAGGTTG 

GATTCGGATTCATGTTCGCGCCGAAGTTCCATCCCGCCATGAAGAACGTCATGC 

CGGTACGCCGTAAGCTGGGGATCCGAACTGTCTTCAACGTCCTCGGACCACTC 

ACCAACCCCGCCCGGGAGCGCGTTACCGGGCAGGTCATCGGTGTGTACTCGG 

AAAACCTGCTGGACCTCGTGGCCGGTGCCCTCGCGGAACTCGGGGTTCGGAG 

GGGACTCGTGGTTTACGGTTTAGACGGTGTTGACGAGCTGAGCGTCACCTGCG 

AGAACGAGGTGGTGTACGTGGACGACGGGGAGGTGACGGATAGGGACACGGT 

GGCCCCCGAAGACGTCGGACTGGATCGAGCCGATCCGAAGGACGTCGCGGGT 

GCGGATCCGGAGACCTCGGCCGAGGAAGCTCGGAAGATCCTGGGCGGTGAGC 

TGCCCGTCGACCACCCGAAGGTCCAGATGACGGCGTTCAACGCGGGTGCCGC 

TCTCTACGTCGGGGAAGCCGTCGATTCGTTGGAGAAGGGAATTCAGCGCGCAC 

TGGACGTCCTGGAGGAGGGACGGGCTCTGGAAGTCCTGGAGAAGGTAGTCGA 

CCTCTCCTCCTAACACCTCGTACCCCGGACGATACGTTTCGGACTCTATAACGA 

TTGGTGCGGGCGGGGGCGTTTACCCGCCGTAGTCCTCGATGTAGTCCTCCGGC 
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GGGACGGTCTCCGGGAAGTCAATCCGCGCGGTCTTGCCCTCATACCTTCGGAC 

TCGGACCTCCAGACCCATGTCGCTCGCGATCCGCTTTACCTCCCCCTGAATGG 

CTTCGGACCCGTTGGTGAGCTGGTTCCAGCACCCGTCACCGAACATGAGACCC 

GCCAGGTAGAACAGATCCTCCGGCTCGGGCAGTCGGATGGGCTTCGTCGACTT 

GGTGTTCGACCGGTAGGAGACCTCGACGGCGTCGTAGAGGTCCGCCAGGTCC 

AGACCCAGCTCTTCCGCCAGGTCGACGAGGATATCGGCTCGAATCCGTCCCTT 

TCTCAGCTGGTAGTAGAACGAGTTTTCCTCGATGTCCACCTCCAGCGTCTCCCA 

TAGCGCCTTGATTCCGCGCTCCTTGGCCAGCTCGAGAACGCTCTCCGCCTCCT 

CTTCCGGCAGGTGGACGAAGAAGTCCCTGCCGAGCCTGCGGAACACCTCGCG 

CTTGAGCTCCTCCTCGCTCATCCCTTCGTGGACCAGCTTCTGGGTGCACACGAT 

GTAATCTCCGATCTCCAGCTCGTCGGCCCTCTTCTCGACGATCTCACCCGAGG 

GATCCAGGACGAGGAACTTGTGCTCCGGCGTCGTACGGATGCTCCTACCGTTC 

TTCACCTCGACCTCCACGAGCTTGTCCGCCTTCAGGCGCCACACGTGAGTTATC 

TTGCCTTCCACGATCTCTACGGCGTCCTTGTCCAGCGAGGATACTCCGACGGG 

CTCTCTTAGCTCGTAGACCTCTTCACTCTCATCGCACTTCACGAGTCTGCCGCG 

CTCTTTCAGCTCCTCGAACAACTCGTCCGCTCGGACGAACCGGCCGTCTGCTA 

GGCAGATCTTGGTCTCGGGAGCCACACACTTACCGTGGTCTATATGGGCGATG 

ATACCGATATTACGGATCTTCCCCGGCTCGGTCATTAGTTTGCGGCACTTCTCG 

GCCATCTTCTCCTTACGACCCAAAACCTACGACCCCCTTATCGGGCCGCCTCCG 

CGATGCGCTCGATCTCCTCCTTACGCCGGATGGAGTGGCACTCCGTATCGTAT 

CTCGCGGCTGCGATGATCTCCTCCGCCAAGCACTCCTCTATCGGTTTCGGGTT 

GCGGAACGCCCGCTGCTGAGCGCCCTCCGTAATTAGCCGGAGGGCGATGTCC 

AGCCGCCGCTGCGGCGAGGAATCGACGGCCTCGTGGTAAGAAATACCTCCGTA 

AATGATCGTGGTGGTCTCCTCCCTCGGAGCGGCGTTCTCCAGGGCCTGCACCA 

GAACCTGGATCGGGTTCTCACCGGTCCGCTCGTGGAT GATGT CGAACGCCCTC 

TTGACTATATTGTATGCGAGGTGCTTCTTGCCGGTGTTCTTTTCCGTCCGCATCA 

CACGGTTGATCAGCCTCTCCACGATCGGGACTTCCGCCTTCGCGAACCGCTTC 

TTGGCGTGACGACCGCCAGTGTGCGGTAGGTACATCGGCTTCAGACAGATGTA 

ATCCTTCAGACCCGGGTCTCGAACCTCGACCTCCGTGGGGTCCCACTTGCCGA 

ACACCTTCATCTCGTAGAGTCTGTCCAGGTACGGGTTGCCCTCCAGCTCGGAGT 

ACACCACTCGGCGCTCCTCCGTCTCAGCTTCCTCCTCGGTTACTTCCTCTTCCC 

TCTCCATCTCCTCGACTTCCTTGGCCAACTCGAACGTCCCCTTAACGCATCGGC 

TTCTCGATCTTACCCTTCAGCAGCTCGGACAGAGCCACGTCGTTCACCTTCACG 

ACCTTGTATCGGACGCCCGGAATGTCTCCCTTAGCGCGACCCTTGGGACCTCC 

GATACCCTCGATGACCACCTCATCGTGCTCGTCGATGTAGTCGATCGCACCGTC 

ACCGGGACAGAACGCGGTGACCTGCTTACCGTTCTTGATCAGCTGGACGCGTA 

CGCACTTACGGATCGCGGAGTTGGGCTGCTTCGCCTCGACTCCGA CCTTC TCG 

AGCACGATCCCACGCGCCTGAGGTGCGCCCTCCAGTGGGTCTGCCTTTTCGTC 

GAGTTTCAACATCCTACGCTTATACCTCTCGTCCTTCCACCGGAACTTCTTACGC 

TTCTCCCGCAGCTTACGGGCCGCGAACTCCCCAGCGGGACTCTTCTTGCCCGG 

CATGAGCGTGAGCCCCCTAGATCACGTGACGATGATATCATCGATACCATGGTG 

TCTCCTCGCGAGGATCCGCGCCTTCTTTATGTTCCTTCCCCCTTTACCGATAAC 

CCGGCCCCGCTCGGACTCCGGCACGTCCACTATCGCGACTTTCTTGTTCCCGC 

GCTCCGTCACTCGAACGCTCTTCACGCGCGCCGGAAACAGGGCGTTTCGGATG 

AACTTCTCCGGATCCTCGGAGTGCTCCACGACCTCCACGTCCATCCCGAGCTG 

CTCCTGAACGCGACGCACGTTCTGACCCTTCTTACCGATCGCTAGGCCTATCTG 

TCCCTCCTTCACCACGAAGATCGCCCTGTTGTGCTCGTCGTCGATCACGCAGTC 

CAGCACGTGTGCCCCGGTGAGGCTCTCGAAGAG CGCG ATCATGCGGATCTGCT 

CGGTTTCCAGTTTAACCGCCAAGGTTTTTCACCCCTTTTAGCTCGGTGCGGCCC 

CTTCCTCCATAGCCTTGCGGACCGTAGCGATGAGGTCAGACTCGCCGTCGTCC 

AGGACCGCCATCGAAGCTACCACGTGTGGTCTACCGCATACGTCACCCAGATC 

CATGCTCGTGCCCGGGTACACGAACACCGGTACGTCGGCTAGCTCCGCGTAGT 
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GCCGCCTGGTACTGCACCACGTCCCCGCTCGCCCTGGCACGCTTCGCCTGTGC 
GTCGAGCTCCTCGACCACGTCCTCGAGCGAGTACTTCTCGCCTGTCTCCCGGT 
ACCTGCGCTGCAGCTCTTTCACGACCTCCTCCAGCACCTGCGGCGCCGCCTTT 
CGCTTCGACAGCTCCGGGGCCAACACCTCGAAGTCGTCCACCTCGAGCTTGGT 
5 CGTGTCGATCGTGATCGGGTAATCCTTCACGCCCTCCGAGTGCGGGGGCGCGA 
AGACCTCGACGTCGTCCAGCCCCTCCGGCTCCAGCCCCCACCGCTCCAGTCGC 
TCCCGGTCGTGCGAGGGCTCGCGCAGGCTGGTGTACTCCCCGTGTGGATCGA 
TCACCACGACCGGGATGTCGTGTCGGGCCATCTCCTCGATCAACACGCCCACG 
GTGTAGCTCTTACCGCTACCCGTCATCCCGAGCACGGCGCAGTGGAGCGTGAT 

1 0 CAGCTCGTTCAGGCCCAGGAACACCCGCGCCCGGGAGTCCTTCAGGCGCCCA 
AGGAACACCTCGCCCTTCGAGAACAGCTCCTCCAGCTCGGACTCCGGCAGCCG 
GTAGACTGCGTCCGTGGGCCTCGCGGGCATCCTGGGATCACGGAGCCGCCCG 
TCCTCGAGCGCCCCCAGCACCTCGACACGGGCCACGACAGTCCAGTCCAGCTC 
GGGCACGGGCCGCCCGCTCACCATCGAGGCCTTGGCGATCTCGCCCTTGATC 

1 5 CCCTCGTGCACGTCCCGACGCACGTCCTCCACGCGGCCCAGGAGCTCCCGAC 
CGTCCGAGTCCGGCTCCCGCACGACCACGTAATCTCCCACACCGACGTCCTCC 
GCGTCCCGGCTCACCACGAACGTGAACTCACGCACGGACGGGCTCTCGTAGAC 
GTACCCGACGACCTTACGCTCCACCCTCCTCACCCCCGTGCCTCAGGTGGATC 
TCCCGCTCCGCCTCCGCGCTCGACCTGCGCTTGGGACGTGACTCCCGCCGAA 

20 GCCTGCGGAACACCGTGAAGATCACGTCGAACCGCCCGTCCGACGCCAGCTC 
CGTCAGAACCTCCTCCTCTATCCAGTCCACCAGCGACCTACCCACCTTCGCGAA 
CTCGTCGGCCATGACCAGGGGGAGCGGGATCCCGTACCCCCCGTACTCGATC 
GAGGTTCCCAGGACGATACCGGCCGCCTCGTCCGGGTCCACGAACTCCGGGA 
TCTCAACCCGAACGGGCGGGGAGTACCTCGTGGTCCGCACGTAGAACGTGAAG 

25 ATGGAGTAACCGGTGGCCTCCTCGAACTCGCGCACCACAGGGTAGTCCTCGTC 
CGGGAGCTCGAACGCGTGCGTGCGCTCGCCGACCTCCAGGACCGGGCCCCCG 
TCGAGCTCACGGGAGAGGGCCACGGGATCGTTCGGAAGGGCCTTAAGCGGGA 
GGTCCTCCCCCAACTCGTCCCGCACGTCCCTGAGCAGGTGCTTCGCCTTACAG 
TCCTCCACGATACCCATCACGACGGCGCCCTCCTCCTCACACACCTCCAGCATC 

30 GTCCGGCGAGCGTCCAGGATTCGACCCCAGTAATCCCGACGGTTCGGGCTGTC 
CTCGTTCGCACCCTTCAGATCGTGATGTGGCACGATCGGGCCGTCCAGCATCA 
CGACCTCTCCACCGCGCTCCACCGCCCTGGTCGCTACGTCGGACTCCAGCTTC 
ACGCGCCTCGCCGCCACCCTCATCTGCGGTGTCCTCGTCCTGGAGAGGACGC 
CGAAGTCCCACGAGGAGAGCACGTCCGCCTCCGACCAGGCCGCCGCCCGCGT 

35 CACGTAGAGCACGACGCCCTGGTACTCACGCATCCCCTCTCCGCCGTCCACAC 
CGAACGTGACCTCGGGATCCGGGTGTTCCGGCTCCACCTCCCGCTTACGCTCC 
GCCACGACCTCCAGCACGCGGCGTAACACCGGGTTCCTGCCGGGAGAGACCC 
GCCGGTACACGTTGATCACGTCCTCCGCCAGCTCCCGCCGACGCCGCGAGATA 
TCCTCCAGCAGCCGGCCGTAATCCCGGCCGCGCCTTACGCGACCACGCTCCA 

40 GAAACCGGTCGAGCTCCCCCGACAAGGGCGACGTTCTCCCCGTTCACTCCGAC 
GTTTCCCTCCGCCAGGTCGGT GTCG ATAACTACCTTGCGGGAGACAAAACGTTA 
TGGTTCTCGTAACAATTTACGATTTTGGCGCCCCGGCCGGGATTTGAACCCGGG 
TCCCGGGCTCGACAGGCCCGGATGATAGACCGGGCTACACCGCCGGGGCTCT 
CATCCCTCCATACCGTCCCACGTTCCACCCCAATTATAAACTTTACTCCTTAGTC 

45 CTCTCCACGACCACCTTGATCGACTCGCCTCCGCTGACTTCCACCTGATAGTTC 
GCCCACGACCCCTTCACGGGGTTCGAGATCTCGCTGACCGACTTCGGCCGCCC 
GTACAGCGCCACGTAAACCTGCAGCAACACGTTACGCCTCAGCAGATCCACGA 
CGCCCGCGGGATTATCTCCGGAGTACTTGAGCTCGTATTCGATCCTGTCATCGT 
TCACCTGGCACCTCACCACCGACAGGTTTCCCGAGATCTCTACCTCCTGATCTC 

50 CTACCCGATAGGTGACGCCCACAGCCACCTGCTCCCGGGTCTTCGCGACGGCA 
TCGCTCACAGCCTTCTTCACGCAGTACCACTCGTACTCGGGCCCCATGTACCG 
GCCCGCGATGAACGCCGCAGTCAGCACGATGATGGACAACAGTACGAACTCCA 
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ATCTGGATTAAGGCGCCCCACTGGCTCTACCAGTGGGCTCCGTGGGCCGACTC 
CGTGAGCGCATCGCTTGGATTCGCCAATACCAGGTTCAATAACGTCCCCGGTG 
ACGGCCGCAGCGACGAGCTCGATATGACCATCAACATCCAGAGGCCCCCCGAC 
ATGCCTTCGGTGATCAAGAACTGGGCAGTTCAGGACGTGTACATGTTCGGCAAC 
5 CTGGACGAGGATCCCGACAACTTCTGGATCTACATCGATGATGAGGAGGTCTG 
GCCCGACGATTGGGTTCCCCCGTCGATCGAGGACCTGAAGTCGCTCTCCGGTG 
GTAAGATCGCCACTCCGGGAACCCACACGATCAGGGTCAGGGAGTACGAGCAA 
CCGTCTCCTGAGGCCGTCGAAATCGGTCCGTTCAACGTCCTAGTCCTGTACAAG 
GGCACCATGTACCTGTACCTCCCCCGCCTCAAGAGGAGCAAGGAGGACGCCGT 

1 0 GAACGCTCTCAGGCAGGAGTTCGAGAGACTGGGGATCGACCCGGACGATCCC 
AGGGTCAGGATTACGGTCGCGCCGTCTCGGGGTTACGACAAGCCCCACAAGTT 
CAGACTCGTAGCCTGGCAGGAAGAACGCGTACTGTACACACCTGAGTATCTCC 
GACGGCTATCGACCGAAGCCCTCTCTCAGCTGCAGTCCTCGGGTGCCCTCAGC 
TACGTGGCCATGGAGTGGGAGTACTACCAGGACACGGGAGACGCAACGAAGCT 

1 5 GCGTCGGGCCCTGCAATCGTTACAGCCATTGCTGAGCTCCGTCCTGGGAGTGC 
ACTTCAAGCTGGAGGTCTGGGACGAGAAGAACAAGCAGTGGGTGACGCTGCTC 
ACGGATCAGGGTCCAGCGATTTAAAAGCCTGCGGACCATACCTCGTAACCGAG 
CGCCCCGACCCCGTGAATCCGAGCTCGGTAAGGAGATCACCGCCGCGTCGTG 
GCTTGCTCGTGGGAAACCTCGCGTCTTCGAGGTCAGCTAACAAAGGTGAAGGT 

20 GTGTGTTAGGGCCACACCCGGATGACTCTGCCGTTCTTCAGCACCATGTCCGT 
GTTGGTACCCGGCAGCAGGAACCACTTCAGTATGTCGGCACCCGGGAGCGCG 
AACCCCTTCCTCCGGTCCGCGTCCGTGGCCAGCTGGAGCCCGATCCCCGCCAA 
CAAGCTGTTGATTTGTCGAACCACGGGATCGTTCGAGTTGAAGCCGTACAGTCT 
GAAGAGTCGCACCGGCTCCCCCCGATCGTCGTAACGCTCAGGCGGTCCGAACT 

25 CACTGGCTCGAACTCCGTTTATCACTCCTCTGAGCTTACCGCTCCTCGACGCCA 
ACACCTCCATCCACGCCATCCAGTCGACGGTCCCGAAGGGACCGTGTGCCCAC 
ACGTCCACCTCCTCCGCCGGCAGCGCGGGGATCAGCGTCTCCATACCGGCCT 
CGCACCTTTGGATAACATCCACATCCGGGTCCTCGATGCCGTCGACCGAGACC 
ACCCGGTTACTCGGGAGCACGTACAGTATCCCCGCGGCCCTCTCGATGAAGTT 

30 CGGGGGCCGACCCACGTCGTCACCGAGCACGTTCTCCCTGGTCGGGAAGTAA 
GGAAGTATCACCCACTGGCTCTCCGTCTCACCGTCCACCTCGTTCTCGTTCAGG 
AGTTTCGTGTCGTCCCAGGGGAGCATCTTGCCCGGTATAGAGAGTACGTGGGC 
CAGCCTGAGCTTGTCCTCGTCGGCCTCACTGTTCCTCCCGTCACCGTTCACCTC 
GTTCAGGTACGCCGAGTAGAACCTTATCACGTCGGACTGCCCTACCCGTTCCC 

35 CTCCGATGGATCCGCCCTGCCCCACGGCCACCTGATAGTTGCCCATCACGATC 
ATCGGCTTGAACCTCAGCGGGCCGTCGCCCCACC GGTC CTTCGAGACGTAGTA 
CGCCCAGATCGGGAGCGGATCGAACACGGCCTTGTTTTCGTTCCCCGAAGGAG 
CGTATCCCTGAATCGAGGCCTGGACGGTCGTCTGTCCGAGGTGGAGGTTGAAT 
TGCTCCCATCCCGGTACCTGCGCGATGAGGTAGATGTCGAGGTGCACGTAAAT 

40 CGTGAACGGGTCGTGGGCGTCGGGCACGATGGGTGTCCTGCTGACGTCCTTG 
GGATCAGAGCGCCCATACCAAGAGAGCCTTACTTTCGGATGTTCGGGATCGCT 
CGTGTCCCAATACAAACTCCCATCACCAACGTAGCACCTGGGTACTATCCACAC 
CTCTGCCCCTTGGGTCTGCTTGATCGAGTCATGAACGTCCACCGCGAGCTTCG 
CGAGCTCGTAGTCGATGTAGTAGCGCAGCGACTCTATCACGGTGCGGTACGAG 

45 TCGTAGTCCCCTTTCAGCCGCCCGACGTCGACGATGTCGTAAGGTGCAAGCAG 
CCCGGTGGGCGACGCCACCCACTCGATGTTAGTACCTCCCGCGTGGACGGCG 
ATACGGCCGTATCGGTAACCGTTCTTCTCGCCGCCCGGCAGTTCGGTCCCGTT 
CAGGAAGTCCACGACGCCCAGGTACACGGCCCGGCTCAGCTGCTGATGCGTC 
ATGGAGAGTATGGCCTCGTTGATGACGGGCTTGATGTACTCGCATCGGATCAG 

50 GTACCCGGACTCCCTACCCCGGTACGACAGGTACGAAACGGACAGCAGCAACA 
AGGCCAACGCTAGTGCCACCGCCGGAGTGAACAGGAACCCCCTCTCCCCTCG 
GGGGATCATCCGGCGGTCACCCCTACCCGGAGTTTCACGGGGAACAGCCCGG 
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CCGTCCACTGGTTCCAGAAGATCTCGTTCTCCGACCCGCTCAGGGTGACGGTG 

AACGGCCTCCCTCCGATCGCGATGATAGTCAGGGACAGTCCCGAACCCTCACC 

CTCCGCCACGATCCTCCTGACGAGCTCCACGGGATCGTCGGTGGCCCAACCG 

GACGACGAGTAGAACACTATCCTGTTGCCTCCCGAGTTCATGGAGATGGCCTCT 

CGGGCTAGCTCCTTGTACGCTTCCTCCTCCGACAACCCCGACTGGATCAGCTG 

GTTGTAGCGCTTGTGCAGCCACCTCACCCAACCGTACAGCCCGTCCCCAGATA 

CGGTCACCCACACCACCTTAACCCCGGGGACGTTTCCGGAGTAGCTCACCGTG 

TTCCCCCAGACCTGCGGTAGGTTCTCGTCGTAGACCCACGTATCTCCACGCTTC 

ACCAACATGACGTCGTAGGACTTGACCACCGCCTCGCCCGAGACGTTCAGATC 

GTCGTTGGGAAAGACCAGGTCCGCCATCATCCGGCCGTCGTTCACCTTAATGG 

GAGAGTCCAGCGAGCCGCCCTCGGAGTAGCGCGTCCACTTGTACGCGTCGAC 

GGCCAGGTACATCCGGACCCCCGTCCTCAGCGGCGCGCCTCCCCAGGTCCAC 

TGCAAGGGCTCGCTCCACAGCCACACGATGTCGTACGACGTTAGATTGGCTCC 

CACCCAGGACGGTGAGGTCAACGAGGCCGCGAACCTGTCCACCGAAGCGTAC 

AGCTCGTAGGTTCTAAGGGAGGTGATCCCGTGGGCTGTCACCACCCGGGCTAC 

GTCGGTCACCAGGAGCAGGATGATGGCGGATATAAGTCCCGCGGCGAGCGCG 

TCGACGGTGATCTGGCCCCTCAAGGCGTGGCCGCCCTCCGTACTACCTCGCTA 

CCCAGCTCCTTCATCCCGGCGGCCCATCCCGAGCCCGTGGTCGACACGAACCC 

ACTGTTTGAAGCGTTAAGGGCGATACCTAAGGCGAACACGGCCGCTATGACGG 

TCATCAACAGTATCGTCCACTCGACCGACACCTGAC CGGA GCTACATCCATTTC 

GTAGCGAGCTCGTGACAAACGTTGGAAATCTTCTCGTTTTGGGCTCGGGCAAC 

GTCGCCCAGCCCCGAAGAGGATTTCTTGAGGGGCATATAATAGCCTATGACCG 

CCGCCATGATGGCGACGGCGGCCACGAGCACTCCCAACACCAGCAGTTCTATG 

TTGGCTTGACCGCTCACAGTTTCTTGGCGGACGAGGCGAACCTTTCGAACCCC 

CCTGAGACGGCCGATCCCACGTCCTTCAGACCCTGTTTCCCACCGCTGATCGG 

TAAATAGTACGCGATGACACCGACGGCTATGGCGCATCCCGCCACGATCGCTA 

TGATCAGGAGGTACTCGACACCTCCCTGCCCTCTCACCCCCAGAGCCATGACA 

GCGGGCTCCCCTGCAGCATGTAAGTGACCACGTACCCGGCGGCGATGGCCGG 

TGCGAAGGGAGTGGTGTGTCCCACCCTTATCCTATCTATCCCGAGTCGTTTCAA 

CTTTTCGAGCTCCTCCTCGGTGAACCCGTCCCCGGAGGGCACGACCACGGGTT 

CCGCCCTACCGGTAGCAACCAGAAGCGCGCCTTTTAACCTACCGACACGCTCG 

GTCCCCTCCTCCGTTCGAACCACGATCTCCAACGGGATCTCTCCTTCCCTCAGT 

TCCTCTACGTTCCGTTCCTTCCCAGCCCATCGGTACGTGGTGAAGGCCGTCGA 

GAGGGCCACGGCGATGCCCACCTCCCAGAGGACGGCGATCGGAGACGCCCTG 

AGGTTGAGTAAAACCGCGGGGACGACGAGGGCGGGTAGGACGATCTTCAGCTT 

GGACTCGTACGACCTGGCGACCTTCCAGACCGCCAGGATCAGGAGGATGCCTA 

CCACCGAGGAGATCACGGTCCCCAGGATCGTCGCCACGCCTCCGGCGATCAA 

GCTCGCCAGAACCAGGATCGTGGTGTTCAGGCACAACTCCTTGAGGAAGGGGC 

GCCCACGGTCCAGCGCCGTACTGACGGTCAGGTACAGGAGTGCGAACGGTGC 

GTACAGCAGGATCGAGTTGAAGAGGACGTCGATACCCGTCGTGATACGATCGC 

CTCGATGGAGGAAGAGGGTGAGGGACGGTAGGAGCTTGACGTCACCACCTCC 

CAGCACGCCCAGCACGTTGAGGACGAGGGTCACCCCGAACGCGACTCCGGCG 

TCCAACAGTGCGTAACCGAGGTGGGACGGATCGATGACCGCGGCGTAGATCG 

CCCCCGCGACGATCGCGGGATACGTAAGCCGGTTCGGTACGATCCCCCACTTG 

AGGTCGGTGATCGCGGCGACCGTGGCGACCGCCAGACCCGCCAAGAAGCCCA 

CGTCCATCGTCGCTACCCCGACAGGACCGATAGGATCTCGTTCCACCCCTCGA 

TCGGCCTGTCCTGAGCGAGCATCCTGATGCCCCTGTCGATGGCCTCGACCCGC 

CGCTTAAGCTCCTGTACCCTGAGCCGTTCGTCTTCCTCCTCCATCTCGATCTGG 

AAGCGACGACTCAGCTTCCGAAGGGCTCCGATCACGATCGGCCGCTTGGAGAC 

CCGGGCGAGCCTCTCCGTGTACTCGCTACCCAGCTCCTCGGCGAACCTCTTAC 

ACACGGTCAGAACCCGTTGCGGGTTCCTGAAGCTTTCGGACGCCAGATGCGCC 

AGGATCAGTTCCCTATCCCCGACCTCTTCGCTGAGCTCGGAGTGGAGCCTCCA 
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GTACGGGAACGCCAACGCTTGGAGTTTGTGTCCGTACTCCCTGTAACGTTGAC 
GTAGCTCGTGGGCGATCTCATCTGCGAGGGTCATCAATGTCTTCGCGATATTCG 
CGCCTGATTCCATGGCTTGGGTGATGAATCTGACCATAGTTCTTAGTCCATCTA 
CGTTCCATCGGTTGGCCATCCGCTGCAAGGCGACATTAATCGGGGTTCCGCTG 
5 TTGATCTCTCGGATTACCCTTTCGAACTCCTCGGAGAGCGCTCCGTAGTCGGAT 
TCCGAGATACTCTTCATGGATTCTATAAGCGACAGTCCAGCCGACACCTCGGTG 
GCCATTTGGCGGATGGCGTACGGGAGTTGCCGCGCGATCTCGCCTTCTCGTCG 
CCTGATGAGGATAGTGACCATCATCCTCGGTACCACCATGCCCAGGAGGAAGC 
TCATGATCGGGCCCAGCACCTTGAGCGGTAGCGGTAACGGGAAGAGCGCCGC 

1 0 CGGAACCGACGTCAAAACGACTCCCATCAAGCCGCTGATGATCATGAACGTCG 
CGAAGGCCGCGGGAGATATCCTGAGTCCGGCCTTCTGTAGGACCTCTCTGTCG 
GGTGCCAATCCCCTGAACCTGTTTCCGAGTGTTGGGCTGAGGGACTGCACCAT 
TTCGATCAACGTTTCCAGGACGTTAGCCCGCTCCCTGCACAGCCTGCGTAGCCT 
CTCGTTGATTTCCTCGGCGGTCCGGTCCCGCTCTCCTTCCTCCTCTATGCCCAG 

1 5 GACTATCCGCTTGATCTTCTCGACGTCCTCTCCCTGTTCCCCGCGTACCGCGTG 
CCGGGCTGCCCTGACCTTGGCCGTGAGACTAGACTCGAGACGTCCTCCTAACA 
TTCTGCTCGTACTCTCACGGAGCTTCTCAGCTAGTCCAGAGAACGACGGTAAGC 
TCAGCGGGAGTCCTCCACCCGCCCCGGACGGTGTCGACTCCTTTACCTTCTGT 
ACCTGTCTAGTTACCATGAACACGACGTACTCCGCGTACAGACCTACGCGTTCA 

20 GCCACTCCCGTCACGTAGAGGACTACCGCGCCGCCGACTCCCACGCCGATGAT 
CGTGAGTAGAGTCTCAGGGGACGGGAGCAACGTTTAGTACCCCGAGATGCCCA 
CCTTCTCCAGCACCGACTCTCTGTTCTTGTAGAACTCGTGTATGAACTCCCCGA 
CCTCCCTCACGTGCCTGATATTATTGTCGACCAAGTACTT CAAG ATTCGCTTACG 
TATCTCAATTTCATGGAGTATTTCGTCCATACTCATTCCGGTTTTCTCCTGAATCT 

25 TCTTGAAGACCATGCTAGGTACTTCGGTACTCGTAACCTCATCAGTTTCAGGCTT 
CCACTCGAACACCGTGTTCAGCTGGACGGTGTCACCCTCCATTCCGGCGATTTC 
CGAGATCTCCGTGATACGTCGAATTGATCCGGACCCACGCTGGAGGAACCTATT 
CTGCATCACTATAATGTCGAGCGCTGGGATCATAATCTTTGGGACGTTCATGGG 
TTCATTGGTGAGTCTGGTGATAGTTTCACGAGCTGTGTTAGCGTGTAAGGTACC 

30 CATACAACCGTCATGTCCCGTATTCATAGCGGTGAACAATGTACGTGCTTCGGG 
ACCTCGCACCTCTCCCACTATAATCCTATCAGGCCGCTGTCGGAGTGTGTTCTT 
TACGAGATCATCCATAGTAATTTCGCCACGACCTTCAACGTTAGGTGGTTTGGT 
CGTCAGTCGTACCCAGTGTTCGTGAGGAAGTTGGAGCTCGAGAGTGTCCTCAA 
TAGTGATCACTCTCTCCTCCGGAGGGATGAAAATACAGAGACAGTTTAAAGTCG 

35 TAGTTTTACCACTACCTGTACCTCCAGCAATTAGAATGTTCGCCCCATATTCAAC 
GGCTAGCCACAAATATGCCGCAGCTTCATAACTCATAGTTCCAAACTTGATTATG 
TCAGTTATCGTCAGTGGATCCTCTCTAAACTTACGAATTGTAAGCGTGGGACCG 
TCCGGACTCACCGGAGGGATAGTGGCATTCACTCGACTGCCATCCGGTAAATG 
CGCATCGAGAAGTGGGTTTTCCTGATCTATTCTTCGACCTGATTCTCGCGAAAT 

40 CCGCTCGATCACCGTGCGAATTGAACGTGAAGTGACTCGGAAATTGCATAGACA 
CATTCCATGATCACGGTCATATACGTAAATGAAGCAATGCTTGGCAGTACCACC 
GAGTACGACCTCAGGTACTACCATTATCTCCTCTAGATTGTCGTCTTTCAACAGC 
GGATGTATCTCCTTGTACCCAACCATTTCATACATAAGTAAATGGGCTAAATCAT 
CCTTAACAACTTCAAGTTCTGGGTACTCCTCTAACACTGCGTCGAAGTTCTCCTT 

45 CACTAGCTCGACAAACGCCTTTTCTCTCTCTTTAAGGGTCGCGTATTCCGTCGG 
ATCGAAGTCGATATTCATCGATAGAATATCCTTAATCTCGTCAAGAACTTTCCGA 
AACTCTTCGTCATCACGGGCGTACGGTGGAGCCTGTGATCCCAGGCGTTTTAG 
AACTTGTGTCCTAATACGTTCGAAGTTGTAGTACTGCTCGTACTCTTTCGATATG 
TATACTGGCACCGGTTGATCCGGGTACTCCACGATCCTGCGGATGTTGTCGTCA 

50 CACAGTATCTTCCCTTCCCATCCCTCCCTCTCCGCCAGTTCGTGCGCTTCCAGG 
ACCTCCGCGGCTTTCTCGGATGACAGTGGGGAGATCTTCGATTCCTCAGCCTC 
GTAGTGCTCTCCACTGGCTTCGGCGGTTTCCTCGACGGTCTCGGGGCTTTCCG 
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ACTTCGACTCTTCCTCCTTCTCCCCTAATATGTCGCGGAGGAGGTCGTCCTCCT 
CCAGGCCCCCGATCAGGTCTTTGATGTTCCTTTTCCGGGGCACCGTCCACACC 
ACCTTCGGTGTTATAGCTCCAGGTCCTTAAGTAGGTCGTCTACGTCTTCGATGT 
CCTCCGTTTCTTCCTCAATGATCTCTGTCTCTCGCTCTTCTTTCCCAGTTTCGGG 
5 TTCTACTCCCACGCCTTCGGTGGTCTCTTCCTCCTCGGCGCCTTCCATGAGCTC 
TTCCATCGTCGTTGCCTCCGCGAGGACCGAGGCCCGGAACGTACCCACTACTT 
CGACGTCGGTGAACTCTATGCCCCACTCACGCAGGAGACTGATGAACCGTGTC 
GGGGTCGTTCCCTCCAAGTCCACGTATACGTCGGTCCCCATGGGCGAAACCGT 
ACGGACACCCGGAATTTTCTCGATCTCGTTCACGTCCTCTTCAGTCACTCCTTTC 

1 0 ACCACTATCGTCGTCACCGGAACCTCCGTCTCCTCGGTGCCGAACTTGTCGAG 
GTCCGCACCTTTACGCTGCAGGGTCAATACGATGTGCTTTCTCAGCGCCTTCTC 
GACGATCTCGCCGTCTATGACGTCTTTACCCTCCTGAATGCGGATCGCCTGGG 
CGAGCTGTGCGATGTCTCGGGCGTAGGCGAAGGTAGGTTTCAAACCCCAGCCT 
CCCTCTTCTTCGGGCGTGAACGCCCGGCGGTAGGTCTCCAGTGCGTCCTCGGT 

1 5 GTATTCCTCGCCCATCTCATCAAGCCGCTTTCTG AACAGGTTCACGGCTTCTTC 
CAGGGGTGGGTGGGACAGATGCACGAACAAGGGGGCACGACGCAGGTGCGC 
CTCGTCGAACACCGTGATCGGTAGGTTCGTCGAGAACGCCGCGATGAAGTCGC 
AGAACACCTCGACCGCGGTGCCGCCGACGTGGACGATGTCCTTCTTGTTCTCC 
ATCGGTACGATCAACCTGTTCAGGATGG CG ATGTG AGAGTCCCTCTG ACG CCC 

20 CACGTCGTCCACGAGGAACACGCCACCGTGGGCTTTCACGTGTGGCGGTACCT 
CGTAGACGCCCTTCTCCGCGTCGTACCGACCTTGGAGGTCGTCGAGGGTGAGT 
TCCGCGCCAGTGAACACGAACGGGGCGTGGATCTTTACCCAGCGCTCGTCCCC 
GGGCTGCTCCCGTCGGGGCCTCGGCTCGTGGAAGTCCGGGTCGTAGAGCTGC 
AGCACGCTACCCGCCACGTACACGGCTTTCGGGATCACGATAGGGGGTAGTAA 

25 CTTCGCCATTCGGCTGAGCGTGAACGTCTTACCCGTACCCGGTGGTCCGAAGA 
CGACGAGACCCCTCCCGCTGGTCGCCGCGAGGTAGTACGTCCGCTTGGCTTCC 
TCCGCTCCGATTACGTCGTGGAAGGCGTACTCGTACACCTCCTCGGGGATCTC 
GATGGGGTATCGACCCTCCACTTGGTCCCCTACAACCTCTTGGTACATGTCGTA 
GGGGACGGGACACACGCCGATGTACGGGTCTTCGCTCATGATGTTCGCGGCCA 

30 GCTCGCGCCCCTTAGGAGTCACGTCGAAAGTGGTGTTCTGGAACATCGGCCCT 
CCACCGGTGTGACCCACCAACTTCCGATCCTGAAGCTCGTCGACGATCTCCTC 
CAGGATGGGGATCGGAATCCGTGTGACTTCGTAGATCTCCCTCCCTTCCACCG 
GTCCTCGGTCCGCGATGACCTTGAGCACGAGGTTCTCGATGTACTCCTCGGGT 
AAGCCCAGATCCTCTATCGATTTGGGTTTGGCCAACGACTCCACTACTTCGACT 

35 ATTTCCGGCCGGTTGTAATACTCCTCGACGGCCTTGAGGATCTCGGGGGGTAG 
GTCCTCGGCCAACCCGTTCACCCCGGCGCCCGAAGTACCCAGTAACCCCCTCC 
CCTCGCGGCGACCTCCGCCGACCCGAAAACAGTACGCATCTCAGACAAAATCC 
TTTTCGAGCCCATTTTACGGCGAACCACCAGCCAAAGCTCGCCGTCTTCGGTTA 
GATGGTTCGGAGCTTCTCTCACTATTCTCAGAACTAAGTCCAATCCCTCGCGAA 

40 TGGGTGGGTTGGACACGATCCTGTCGAACTCCTCATCCTCAACGGGATCGTAG 
AGGCTACCCTCCCGCACCTCGGTGATATCCTCCACGTCGTTCAGCCGACGGTT 
CTCATTCGCAAGCCATATAGCCCTCCGGTTCACGTCCGTCATCACCACGTGCCC 
TTCTCCCAGCTCTTTGGCCGCCACGATCCCTAAAACTCCGTATCCACAACCCAA 
GTCCAGGACGCTGTGTACTCCTTCGAGGTCCATGTTCTCCGCGAGAAGTTGCG 

45 TCCCTGGATCGATCCTCCTCCACGAGAACACGCCGGGGGCAGTGAGGAACCTG 
TACTCCCGCCCTCGAATACGCGCGATGATCATCCCTAGTTCTTCTCTGCTCGGC 
TTTCCACGCCCGGAATAGGGCGCTCGCAAAGTCTCCACCCTTTTCGTTACAATT 
ATCGTAACGATCTCCGGTGGTGCGGGGGCCGGGATTTGAACCCGGGACGGCC 
CTACGGCCACGGGATCCTAAGTCCCGCCCCTTTGACCAGGCTCGGGCGCCCC 

50 CGCGCCGGTCGAGCTCCTACCTCCTTCTAGCTCTTATTAACTTTATCCCCCGGC 
TGTTTCCCCAAGAAGTGGGAGTCCATGATCGGCCACCCGTAGCCGCTCCAGCC 
TGTGTTATATAATTGTGATTCGAGGAACATTAAGCCAATTTTATAGTGTATAATTA 
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GGATTAAAGAACAGCTTCTGTCCCCTAACGACTTATGTTTACAACGCTTGTTGAT 
TTCATGATCTCTTAACCTACTAGACACTTCTTTGACGGAAATATCATCACCAATAT 
GATGCATCATTACACTATAATGAAGATGTAACAATCGGATAGGCTAACTGGAAAC 
CCGTAATAAAACCGATCGCAAACTGGCGGTGGGCAAAGATAACTGGGGCACGT 
5 GGACGCGAGAAACATTACGGAGCCCGGGAGGAACAGCGCGAGTCTGAGACGG 
CAACCGTCGCGGATCACCGCACCCCACCTCACGGGTGCAGGCGTTTGCGGTC 
CCGCGGGAACAGGGTTACCTCACGGATGTTCTCGGCGCCCGTGATGGTCATCA 
GGGTGCGCTCCAGTCCGAGACCCCACCCGCCGTGCGGTGGCATACCGTACTT 
GAAGGCCTCCAGGTAGTGCCGGAAGTCCTCGGGGCTCAGCCCCTGCTCTTCGA 

1 0 TCTGCCGGACGAGCACGTCGTAACGGTGTTCCCGCTGGGCCCCGGAGGCGAG 
CTCCAATCCCTGATACATCAGGTCGAACGCCGTCGTCACCTCGTCGTCCTTGGC 
CATCGTGTAGAAGGGTCTGGTCTCCCTAGGCCATTCGGTGATGAAGAACGGCT 
CCTCAAAGATCTCCCCTAGCTTGCGCTCGGCCTCGGTAGGTAGGTCCTCGCCC 
CACTCGACCTCGATACCGTGCTCGGACAGCAGGTCTAGGGTCTCCTCGTACGT 

1 5 TATACGCTCGAACGGTGTCTCCAGCTCCGGTAGCTCCCGATCCAATGCCTCAAG 
CTCCTTCTCACATTCCTCCCGCACCTTCCGGAAGACGTGCGCCAGGAGCTCCT 
CGAGTACCCGCATCACGTCCTCCTCGCTCTCTATGAACGACATCTCGATGTCCA 
CGGAGATGGCCTCGTTGAGGTGTCGCCGCGTGTTGTGCTCCTCCGCGCGGAA 
GATGGGCCCGATCTCGTAAACGCGCTCGAAGCCCGCGGCCATGAGCATCTGCT 

20 TGTAAAGCTGTGGGCTCTGCGCCAGGTACGCATCCCTCTCGAAGTACACCACC 
GGGAACAGCTCGGTACCACCTTCCGTCGCCGAGGCGATTATCTTCGGCGTGTG 
AACTTCGATGAACCCGCGCTCCTCGAGGAACTCCCGGATCGCGGTGGTCACCA 
CGTTCCTGATCTTGAAGATCGCCTGGGGTTCCTCGCGACGGAGATCCAGTACC 
CGTGCGTCGAGTCTGGTATCGAGGTCCGCGTCTACCTTACCGGTCGGGTCCAG 

25 GGGCAGGTGCGTGTCCGACTCCGAGAGTACCTCGATACGTTGCGGGATGACCT 
CGACGCCTCCCGGAGCCTTCTCGTTCGCCTGGACCGTACCCTCGACACGGATT 
ACCGATTCCTTAGTGAGCTTCGGCACCTTCTCGAACGTTTCCTTCGGTACCTTCT 
GCTTGGGAAGCGTCAGCTGTACGATCCCCGTACGATCGCGCAGGAGGACGAAC 
TTGATCCCTCCTAGGTCCCTTACCTCGTGCACCCATCCCGCCAGTCTCACCTCC 

30 TCTCCGTCCCGCTCGGGAGTGACGTCGGCCGTGTACGCGTCCTTGAGCACCTT 
CCACACCCCCGTCCGCGCACGTGGCTGCCCTTAAGAACCCTCAGGACCTGCGC 
GCCCTCACCGCCTCCGCGTGGTTCGGTAGGCCCTCACGCTCGGCCAGCTCCTC 
GACGATCGGAGCCAGACGCTCCACGTCCCCCTCCCGTAACCGCTGGATCGGG 
ATGATCTTCACGAAGTCCCACGTACCTAGGGCCCCCCTGGCCCGTGCGAACCC 

35 GCCGGTCGGCAGCACGTGGTTGGGGCCCGTGGCGTAGTCCCCGAAGGGTACC 
GCGGTCAGGTGGCCCACGAAGACGGCGCCCGCGTTCTCCACGTCCTGTAACA 
GCTCTTCCGGGTTCTCCACGCACAGCTGTAGGTGTTCCGGGGCGTACCGATTG 
GCCAGTCGGACGCACTCCTCCAGCGAGTCGAGCACGACTATCCATCCGTTCCT 
GTCGAGCGCCTTCAGGACGATCTCCTCCCGCTCTATTCCCGCGTCCAGCAGCT 

40 CCTCG ACACG CTCCTTCACCGCACG GGCTATCTCCTCCGAGTCGGTGG CCAGT 
ACCGCCGCGGCGTGGGGATCGTGTTCCGCTTGGGCGATGAGGTCCCGCGCCA 
GCCAGTCCGGGTTGGCCGAGTCGTCCGCGATCACGAACACCTCGGAGGGACC 
CGCCGGCATGTCCACGTCGGTTAGCCCTCTGGAGTATGCCAGGAGCTTAGCCG 
CGGTCACGTAGACGTTCCCGGGACCCACGATCTTATCGACCCGGAGCACGGTC 

45 TCGGTTCCCGCGGCCAGCGCCGCGATGGCCTGCGCGCCGCCGACACGATAAA 
CGGCATCCGCGCCGGCTATCTCGACCGCCACCAGCACCTCCGGCGAGGCCCG 
CACGTCGTTATCCGCGGGAGGTGTACACACGACCACCTCGCGACATCCCGCGA 
CGCGTGCCGGTATCACGGTCATGAGGGCCGTTGACGGGTAGGCCGCGCGCCC 
ACCGGGCACGTAGCACCCTACCCTCGGGATGGGTCGGAGCGTGAGACCGCAC 

50 TCCGTCCCCTCCACGTCGAAGGTGATCCTGTCCACGCGGGGTAGGGTCTTCCT 
GTGGAACTCCTCGATGCGGTGGGCCGCCTCCTCGAGGGCCTCCACGGTACGC 
TCGTCCACGAGCTCGCGGGCGACCTCGAAATCGTCCTCGGATACCCGGAGGTC 
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CTCGGCTTCCAGCTTCACCCCGTCGAACCGTTCGGTGTACTCCAGTAGCGCCT 
CGTCACCGCGTTCGACTACGTCCTCGAAGATCCGCTCGACGTCGGGTAGGACC 
TCCGTCACGTCCATCTCCGACCTGCGTAGGACGCGTTCCAGCTCTTCCTCTTCA 
GGTCGCACCAGCAGCCTCATCGGCCAACACCCGCAGCCGCTCTCGGATGTGGT 
5 CCAGAACCCGGGCCAGCACGCGCCCGTTATCGTACTCCCGGAGCACACCCTTC 
GCACGATCCGGGTCCATCCGCTCGTACTCCCGCGTGATCTTTCGGACGCAGCG 
TACGACGTTGTCAACGATGGTGATATCGGCATCACGGGCCGTGCGGGAGAGCG 
GGTTCAGGTCGATGGCCACGACGGTCTTCCCGAGCTCCTTCAGGGCGCGGGT 
CCGGTCCCCGTCCTCCAGGGGTACCAGGACCACGTCCGCCCGATAGATCCCAC 

1 0 GATCGTCGACCACGGCCCGATGCGAGGACAGGTTCGGGAGCCTGACAAGGTG 
CTCCGGGTCGGCGCCTAACACCCTGTCGGCACCGGCTTCCCTCAGGGTCTCG 
GCTATCTTCTCCACGCGATCTTCCGTCCGGTGGAATAGGTTCACCTCCAGCGGA 
GCGCCCGTGACCTCGGAGAGCTCTACGAGGTCCTCCGGGCATAGGGCGGCGG 
TGTTCCCGTTCACCGATATCACTGGGTGTTCGGCGAGCTTGAACGCGGCTGCC 

1 5 GCCGCC7TGATCGCCTCCCGTGCGGGTGGAATCGTCTTCTCGCCGATCAGGTA 
GTCGAACACCTCGCCCCTGCCCTGGGCGATCAGTCCTTGAGGCACCACGTAGC 
CGTCCTCGAACCCCCGCACGAGGCGCTCACGGATCTTCAACGCCTCCGCCCTG 
GGGTGATCGGGTGGTATCTTCACCCGCGGTCACCCCGGAGCAGTTTCGAGAGA 
GCGTCTACCAACTTCCTGGCCAGCTCCCGCTTGTCCCCTTTCACCCGCTCGATG 

20 ACCTCGCCGTCTCCGTCCAATATCCACCACTCCGATCCCTCGGCACCGGCGGT 
CTCCGGAGGATTGGCGACGACGAGCTCACACGGGACTTCGTCCAGAAGCCGTC 
GGGCCCCTTCCACCGGCTCGGGATCTAGCTTGAATGCCACCCTAACTCCGTCG 
AAATCCGGAAACACTTCCCGTACTATCTTCTCGGTAGGGATCAGACGGATCTCG 
TGCTCACGTCGCGAGTCCAGCTTCCCGTCGGCACGCTCCGCCGGTCGGAAGTC 

25 CGACGGTGCCGCCGCCATCACGATAGCGTCCACGTCGTCGATCCTCTTCACGA 
CCTCCTCGAGCATTTCGCGGGTGGTTTCCACCTCCACACGCTCGTCCATCGGG 
GGCGGGTCCACTCGGAGCGGCCCATGGACGAACACGACCTCGGCCCCACGCG 
CACGGAGCTCGCGGCAGATCTCACACGCCGTCCGTCCCGAGCTCCGGTTGGT 
GATCACCCGGACATCGTCCAAGGGCTCCATCGTCGGCCCGCCGGTGACCAGG 

30 ACCCTAAAGCCCGACAGCTCTCCCTCCACGGCCTCTACTATTTCCTCTATCGAG 
GCCAGTTTGGCCTTCCCTTCCTCGATTACAGGTCCCACGACGGTGACGCCCATA 
TCCTCCAGCTGGCGTAGGATCTCCCGA GCCG GTGGCGACCGGTACATGTGCAG 
GGACATCGCGGGGGCGACGACTAATCGTTTTCCGGCCCCTAACGATGTCACGG 
CCGTGAGGGGGACGGGGGCGTCAGCTACCCCGCGCGCGATCTTGGCGAGGG 

35 TGTTCAGCGTGGCCGGTACTACCGCCACCACGTCGGCCCACTCGGCCAGCTCT 
ACGTGCTCCGCCCGTGATGTGAGCCGGAAGATGACCTCCTCGGCCGCGAACC 
CCAGTGCGTCCTTACCTACGAACCTCAGGGCCTCCTCCGATGCGACGACCCGG 
ACGCGATGACCCCGACGTACCAGTTCCCGGCAAACGTCCGGGGCGCGATACG 
CGGCTACGCTACCCGTCACGCATACGACCACGTTAACCAAAGGTTACCTCCACC 

40 TCCATCCCCGTGAGCTCCTTCACGGCCTTCTCGAGCTCCTCGGTGTCCGCGGG 
CACGCGGTGCCGGTCCCGGTGATGGATCACCGCCTTGTAACGCTCGCCGTCC 
GGCTCGTAGACTACGTTCACGCTGAGCAACCGAGCCGGTAGGATCAGATCCTG 
TATGAGTTTCCTCAATTGGCGTACGTCCTTGGGATCCTCTACTTCTTCCACGACG 
CGCACCTTCTTACCTAAGTGGTCCGACAGGGCCCTCGAGATCCTACCCCGGTT 

45 GCCGATGAGCTTCCCAGCCATCCCCTGTTTCGTCACCAGCACCACCAGGTTTCC 
CGTGTCTATGGTCCTCAGCAGCGCGACGTCTTCGAGCGACGGGTGGTCTTCCT 
TCAGTTCTACTAGCTTTTTGGACACTTCAACGTCGGTCTCCGTGATCTCTCCCTG 
TTCCAGTCTTTCCTCACAGCCCGGGCATAGAAGCCCGGTCTTCGCGCACACTTC 
ACAGATCGGTAACTCCAACTTCAAACCCCCGAGAATCAGGTTCGGGAGGCCGC 

50 CGTGGGAATCGTCCGTTAAAAAGTTGACCCGTAGGGCACCCGGTCCGTGTGGC 
GCGTTCCCGAAACTCATTTACCAGATCCACGGCACTGCGCACGGTCCAGCCCT 
ATAATCAGCGAGCTAGCGGGGGTACACACCATGGCAGAGGAGGAGAACGTGGT 
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ATACGTCGGCAGTAAGCCCGTCATGAACTACGTTCTGGCCTGTATTACGCAGTT 
TAATGAGGGCGCCAACGAGGTCCGGATCAAGGCGCGTGGCCGTGCGATCAGC 
CGTGCAGTCGACGTCGCGGAGATCGTCAGGAACCGCTTCATGCCCGAGGTCGA 
GGTCAAGGACATTAAGATCGGTACCGAGGAGCTAGAGACGGAGGAGGGCGAC 
5 ACCGTCAACGTGTCTACGATCGAGATCGTGCTCGAGAAGCCCGTGTAATCGGG 
CTTTTTAACCCTGTCATTCTCCTCTCAGTCCTTCTAATTCTCACGCGAACCGGGA 
CCGGTACCGGGAGCGCTACGCCCGGATGACTCTCAGATTCCCTCGATGGTGTC 
GCCACTCCGAGTCCGGGAGGAATGTACTCGGTGGGCCCCGATGACGGTGCCT 
GAGACGGTGTTCGGACTCTCCTCACCGTGGTCGTAGTCACGGCTTCTTCTCCCA 

1 0 TCAACCAACCTAGAGCATCGGCGAAGAATACCTCGACGGTGTAGAAGCCGGAG 
CCCCCGGTTTTCACCCACACGTCTATCACCGGGGATATATCCCCCGATTTGACT 
TCCACTCCCTCCAAGTCGCCCTCTACGACAGGGTGGTCGGGTTCCGATAACTTC 
ACCAGTGCTGCTCCGACTACCTGGTTACGCCGGCTCACTACTATCACTACGGAG 
AGTCCCTCTCTGATAGTTGGAAGGTTAGAGAGTTGTACTCGGTAGTGGACTTCC 

1 5 TCGCTGCTCGTGATAGTTGGTCCAGAGATGTTCACAGCGATCTTCAGCATCCTG 
TACCTCAGGGGGATGACCGGTAGGTATCCGCCGATTAATGTCAAGGACCGTAA 
GCACGCGATAGGAACCGACGGCAGCGCGAACACACGTTGTTCGGTCCCTTGTT 
CAGTCTGGTATATCATTACCACCATCTTGCCGATGACGTACCCCTCGCCCGTGG 
GTACCCCGGGCGGTGTCATGGTTTTGCCTGTCGGTATCACTACGACTGATTTCA 

20 CTCCCTCTGCGGTTATGGTTAATGTCGATGCCCACGGCTCCCATAGTCTGATAT 
CGTTGAACTCGTCTGTGGGTAACACCACGTTGGGCACGAACTTCGGATCTCTAG 
CCCTAGTGTCGGATGTCCCGAGCACCCACAGGAGTTCCTCGCCGGATTTCCCT 
TCGGATTC I \ I I I CCTCGGTCGTCCGGACTGCCACCGCGAGCACGCACGGTGT 
CGCGTATACAGTATCTCCTTCCCGTTCTACCGCTACGGGAATTGGGAACGATCG 

25 GATGCCGTCACTCTCGACGACGTCCAACCAGAACATGGCCGAATCTTCCAGCC 
CCTTGATCCCTATCAGGGACACCGGCTTAGAGCCCTTCGGAACGATGGCTGCC 
GGCTTGTTCCTGATGCTCGCCAAGATCCTCGGGTTGGCGCATATCTCTAGGAC 
GGCGGGTTGGCACCAGATCACATCGCCATCGAAGATTACCTCATCCGTCGGCG 
AGGGGTTCAGGAGGTCCTTCAGATAAGAGATCGGGTCCCTTCCGTCCGTCCAA 

30 GCGGTCAGGAACACCACCGTGCCGTCACTCAAGGTAGTGTGGGCCAGTAGCAG 
ATCTCCGATCGGAAGTGAGCAAGCTTCGTCGGACAACCTCGTGTGTGCGATGG 
GTAGGTATGTGTCGTCGACCGGCGAGTACCCGAGGAGGGTGAGATAAACGCC 
GCATTCCTTCCATTGCTTGGCGTACGCGACGGCTACCCAATTCGCCAGGATCCT 
CCGGTCCTTGAGTCGATACTCACAGTATCCAGGCACTTTCACGACGTCGGCGTC 

35 GAACGTGGTCACGTACTGGAAATCGCTGATGACGGACCCTGGGACGACTTCGA 
GGCTGAGGTTACTCGGATCCACTCGGACGAGTGCGGAGTACAGGTCCGCACC 
GTACTGCTCGACTGGTTTCCCTTGCACGCTCACGGTGTACAACACCAGGAACAG 
GGGCCTCTCCACGTTGCCGGAATATTCGTAGCCCACGTGCAAGACACGGATTC 
GGCCGACTTTTCCTGGGGCTCGGATTGCATACTTATTATCGGCTTCCAGCTCGG 

40 GCACGTACAGGGCTTCACTTCCGGGTAGGTTCAAGTAAGTCACGAACGACAGA 
CGGAACGCGTGCAGGAGGACGCCGTCGCTGCTCGGGCTTACGAAGAGGACGA 
TGCCGCCGTCATTAGAGGGGGCGTAAGCGGCGTCGGTGGGAGTTTCCCCCTG 
TACGGATTTCAGCTTACGAGCCCAACCGTTCCAGTTCACGAACCATATGTCCGC 
GCCTGACTTGGTACTCGTCGCGACCAGGACGCCTTCCGCTTCCACCCCAGGTT 

45 GTACCTCCACGTGTTGTCTCGTCGTGACCTCACACGCGCAACACACCTTGGCG 
CCGGTCAGCTTCACGTCTCCAGGGGTCGAGGTATCGAAGTGTGGGAAGTAGTC 
GGAGAACATCGTTCGTAGTTCTTCTCTCCACTGCTCGTACGGATCGCTCGGAGG 
TTCCAACGAGGCCACGGGCGCCGTCACGGCAAAAAACATTATAAGTACAGCGG 
GGACGAGGTGGTGCACGGTTCGGGTTCCCCCGAAACTGGTTTCGGGAAAGCC 

50 GTAAGGTCGGGTGGTTAGGGAATGTCCCCGTTCGAGCTCGAGTTCGAGGGGTT 
GAAAGTCCAGATAGGCTCCATCGAGGGCTTCGAGCCCAGGGGAGAGGGGCCG 
CTACCCTGCCCGACCGTCTCAGATCTCGCGGACTGGGATAGAAAGCTTTTCGC 
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CCGGTATCGGGTGATCGCGTTTCCCATCTGTGACATGTGTTGTATGTGCACCTA 
CGGCCGTTGTAATCTGGCCGAGGGCAGGCGAGGAGCTTGTGGAATAGATATCC 
GCTCCAACACGGCCCGGTTCACCGCGCTCAAGACCTGCATCGGTGCGGCCTG 
CCACGCGGCCCACGCACGCCACCTCGTCGAGTACATCTTGGAAAAGCTCGGTG 
5 ACGTTGAGATCGATCTGGGCTCCGAGGTCGACGTGATGACTCCGATATTCGAG 
ACGCTCGTGGGATTCAAGCCGAAGACGGTTTCGGACCTCGAGAAGGGGCTTGA 
GTACATCGAGCGCGAGCTCACGAAGGTCCTATCGTCCGTGCATGTGGGTCAGG 
AGATGGATCCCCACGATTACGAGTCCAAGGCCCTCCACGCAGGCATGATCGAC 
AACCTCGCGCTCGAGATCGCCGACGTGGCGCAGATCGCGGCCTTCGATATGCC 

1 0 GAAGGGTGAGGCACCCCTCGTGGAGTTCGGACCGTTCGCGGCGGACGACTCC 
AAGCCGTGTATACTGCTCGTAGGTCACAACGTGGCTCCCGGCACCGAAGTTCT 
CGATTACCTGGAAGAGCGCGGTCTCGACGAGGAGGTCGAGGTTCTCGGGATCT 
GCTGCACGGCCTGGGACGTCAGCCGTGTGGACGACCGTTCGAAGGTGATCGG 
GCCCCTATCGAGGCAGCTCCACTACGTGAGGATGGGTATCGCGGACGTGGTAG 

1 5 TGCTCGACGAGCAGTGCATCCGCGCGGACATCGTGGAGGAAGCCAACGAGGT 
GGGATCTAGAGTCATCGCCACGCGCGATCTAGTGATGGCCGGACTGCCGGAC 
GTCACGGACGAGCCCACGGAGAAGATCATCGAGAAGATGGTATCCGGGGAGT 
GGATGGGGGTCTTCATCGAGGACCTGGAGAAGGCCGCCGAAGTCGCGGTCGA 
GGTCGCGATAAGGGTTCACGAGCGGCGGAAGAAAGAGATCCCACAACCTGACC 

20 CGAAGAAACTCCAGAAGGAGGCCAAGCGCTGTTTGGGATGTGGCGACTGTGAA 
CGGGTATGCCCCAACGACTTACCGATCGTCGAGGCTATGGAGAGGGCGGCGA 
ACGGCGACTTCGAGGGACTGGCCGACTTGTTCGACCGGTGCGTGGGTTGTGC 
CCGGTGCGAGTCCGAGTGTCCGACGAAGCTCCGTGTTATGAACATGATCGAGG 
ACGCCTGGAGACTGAGGACTAAAGAGGAAAAGTACAAAGTGCGTACCGGCCGC 

25 GGTCCGATTAAGGATGTCGAGATACGGCAGGTAGGAGGTCCTATCGTGATGGG 
GGATATTCCGGGTGTAGTTGCCTTCGTAGCGTGTCCGAACTATCCTGATGATGT 
GAAGCAAGTGGGTAAAATGGTGGAAGAACTTCTGGAACGAAATTACATCGTACT 
GACTTCGGGTTGCACTGCGATGGCACTCGGTATGTACACGGATGAGGATGGTA 
AGACCTTGTATGAAAAGTACGAAGATAGGTTCGATGCAGGTTGTCTCGTGAACA 

30 CTGGCTCCTGTGTCTCGAACGCTCACATACTCGGCGCATGTATTAAAATTGCCG 
CCATCTTCGCGAAGAAGCCACTTAAAGGGAACTTCAAGGAGATTGCTGATTACA 
TCCTCAACAGGATCGGAGCTTGTGGTGTACTGTGGGGTACGATGAGTCAGAAG 
GCCCTCGCGATATCCACGGGCTTCACGCGGTGGGGTATTCCGATAGTTTACGG 
TCCGGCTGGTCTCAAATATCAAACCTTATACATCGGCGACCTCGACGGGGATTG 

35 GACGGTGTACGACGCACGCACGGGTAAGGAGTGCAAAGAGTACTGTCCCATTC 
ACCTGAAGTACGCAGCGGAGGACTGGAGGGAGGCGCTCGTTCAGGCGGTGAA 
GCTCTGCATCCGCCCCAACGATACACCGCAGGGACGACAGACGAAGCTTCAGA 
ACTACATCGAGCTGTACAAGGAGTTCTACAACGAGCTCCCACCGGACCTGCCA 
CTGTACGTCCGTGACAAGAACGACGTTCCGATCACCCTGCGCGACGAGGTGAT 

40 GGAGTACCTGGAGGAGGTCGGTTGGAAGCCCCGGAAGGGTATCACCGAGCCG 
ACCTTACTGGAGGAGAACGTGCGGGGTTAAGCCCGTTGCCGCTACCGAGGGAC 
CCCACACTGATTTACACGGACAAGGCCGAGGTGGCCCGAGCGCCGGTGCTCAA 
GATGGTGTTCCGTCGCGCTAACGATTCGCTGATGATCGTCGGCCCGAGGGCCG 
TGGAGGACGAGGAGTGGCGAGAACTCCTGATGAAGCTGCGCGAGGAGTTCAG 

45 GATGAGCGCCGTCTGCACGGCCCCGTACAAGGGCAATGACCTGGGTCGCAAG 
ATGGGCATCGTCGAGGCGGCGACCCTGCTCCAGCGGGACGCCCCGGTGCTCG 
GAGTTCACCCGGATCTTGTCGTGTTCACGGGCTCCCGCACCGACGTAACCGAC 
CGCGTGCTTCAAGGACTTCGTCATGCGCGGCCGGACCTGGTGAAAGTATCATT 
GAACCCCGAGTACTGTCCCAGCGCAGATTACTCGCTACCTACAGTGAAGAGGG 

50 ATCAGTTCCTCCAAGAGTTGAAGGCTTTAGTGGGAATCTAGGGGTGAGAAGTTG 
GGCATAGAATGGGAGGGAGTCAAAGTCGAGATAGGAGAGCTCGTGGTGGAAG 
GAGACTCCGAAAGTGAGATGGAGGGGCCGACCCGCCGCGAGTTGCTCCCGTG 
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GGATCGGACGTTGGCGTCGGTCTACGACCTGGCCGTGGTTCCCGGTGATTCGG 

AAGAGGAGCGACGAGAGGTAGCTCGTACGATAGTAACGCTCTGTTGCGAGGGG 

ACGGCAGGGCTCATCTCCACGGCCCGACTCGTGGTGGAACTGCTGCGTCAAAC 

GGGGGAGAACCTGGACCCTGGATTCGACGCGGAGACGCCGCTCCCCCTCTAC 

GAGACGCTACTGGGGAGTTCCCCCGAGTGTGCAGATGACCTCGAGGCCGGATT 

ATCCTACGCGGAGCGGGAACTAACGTCCTCGGTTTCGGAGCTCCTGCGGTCGC 

ATTCCCTAAAGGGTTACGAGTCCGTGGCCATGCACGCCGGTGCGATCGGTCTC 

CTCGCGATGGAGATAGCCGATGCGACCCCCTCCACGCTGATGGAGGTCACGGA 

GTCGGAGGAAGTGTTTGAGATCGGGACGGATGATCTGCCGAGACGTCCCACGG 

TGTTACTGGTCGGTCATCTACCGCTCTTGGGGCACATCATCACCGAAGAGCTAG 

GAACGCTCGCGAGACAGGTGGAGCTCGTCGGACTAACACACACCGCGTGGCC 

TAACCGAGAGGACCACGTCAGGGTCGTAGGTCCCCTGTCTATGTACCATGAATA 

CCTCTCTTCCGGGTTCGCGGATGTGGTAGTGGTCGACGGGGCGTGTCCGGGA 

GAAGACGTGATCGAAGCGGCACGTGAGGGCGGATCCAAGCTCGTCGCCACCG 

TCGGGGCCCGCGTGGCGGACCTACTCGACGTCACCGACTACCCGGTTGAGGA 

GGCGGTCGAAGTCCTCGTCACCGAGGAGGACGCCGTTTACGTGGAGGAACCC 

ATCAAGGCCGTGGAAATCGCCGCGTGGGCGGCGCTTCGAGTCGAGGGATCGC 

GCGACCGAAGAGAACCTCCTCGGAGGGCTTTCCGGGTCGGCCCGCCGACTCG 

CCTCACGGACGTAGTGATCCGAAACGTAGGTGTTCCGGTAGTAGCCGGCAACA 

TTCCGGGAATCGTCGTCTTGGTATCCTGCCCCGAGAAATCCGCGGACGTCGAA 

GAGCCCGCCAAGATCGCCGAAGTCCTCCTGGAGCGCGGGTACCTCGTGCTGG 

TTCCGGGTTGTCTAGCCGTCGCGCTAGGTTCGTACCTGGACGACGATGGTAAA 

ACTCTGTACGAACGGTACCCCGACACGCTTCTCAACACCGGTCCCTGTACCTCC 

GCCGCGCACTTAGTCGGGGCTTGCATCCGTGTGGGGGTCATCTTCGGTAAGCT 

CCCTATCAGAGGGGAGTTCGTGCGGGTCGCCGATTACGTACTCAACCGGGTCG 

GGGCTTGCGTAATAGCCTGGGGTGGCGAGTACTCGGAACACCTGGTTTCGGCC 

GCCTACGGGGTCACTCGATGGGGTATTCCGGTGGTACTGGGTCCCGACCCGG 

AGGCTGGTTCGTTGTTGGTCGAGAAGAACCCGAAGGTTATCGACGCTTGCTCG 

GGAGAGGAGGTGGAGGATCCCACCCCGGAGCACCTGAGGTGCGTGGTTTCGG 

ATTGGAAGGAGGCGGCGATCACAGCCGCGCGGCTTTGTATGCGTCCCAACGAT 

ACCCCGGAAGGCCGCCAGAACAAGGTCGAGTCGTACGTCGAGCTGTACCGGG 

AGTTGTACGGAGAATTACCCCCCGATCTTGACCTGCTCATCCGGGATGAGAGC 

GATATCCCGGTGACGCTCAGGTCCGAGATACGGGAGCTGCTGGAGGAGACCG 

GGTGGACACCTAGATCGCGCGCATCCGATCCTACCCTACTACCCGAGGGGTGA 

ATGTAACATTGACGAGTCTTGCGGATCTACCCGTGGACGTGAGCCCGAGGCAC 

GAGGGCGAGCGGATACGAAGCGGCGACATGTACGTCGAGCTAGCGGGCCCAA 

AGAGCTTCGGTGCCGAACTGTTCAAGGTGGTGGATCCGGACGAGATCGAGCCG 

GACAAAGTGGAAGTCATCGGCCCGGATATCGATGAGATGGAGGAGGGAGGGA 

GATACCCGTTCGCCATCTACGTGAAGGCGGCGGGCGAGGAACTCGAGGAGGA 

CGTGGAAGGTGTGCTAGAGCGACGTATCCACGAGTTCTGCAACTACGTCGAGG 

GTTTCATGCACCTGAACCAGCGAGATCAGATCTGGTGTAGGGTCTCCAAGAACG 

TCACGGAGAAGGGCTTCCGGCTGGAACACCTCGGCATCGCGCTCCGAGAGCT 

GTACAAGGAGGAGTTCGGCAACGTCATCGACTCCGTGGAAGTCACGATAATGA 

CGGACGAGGAGAAAGTGGAGGAGTTTTTGGAGTACGCCAGGAGAGTCTACAAA 

AAGCGTGATGAGCGTGCGAAGGGACTCTCGGAGGAGGACGTCAACGAGTTCTA 

CGTGTGCCTGATGTGCCAGTCCTTCGCGCCCACTCACGTGTGCGTAATCACAC 

CGGACCGGCCGAGCCTCTGTGGATCGATCACCTGGCACGACGCCAAGGCGGC 

CTACAAGATCGATCCAGAAGGCCCCATATTCCCGATCGAGAAGGGAGAGTGCC 

TCGATCCCGAGGCCGGCGAGTACGAGGGTGTGAACGAGGCGGTCAAAGAACA 

CTCACAGGGCACTGTGGAGCGGGTTTACCTGCACTCCTGTCTCGAGTACCCGC 

ATACGAGCTGCGGCTGCTTCCAGGCCGTCGTGTTCTACATCCCCGAGGTAGAC 

GGATTCGGAATCGTCGACCGCGAGTACCCGGGTGAGACCCCGATCGGGCTCC 
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CGTTCTCGACCATGGCGGGTGAAGCCAGTGGCGGTGAGCAGCAGCCGGGCTT 
CGTCGGCGTAAGCTACGGTTACATGGAGTCCGATAAGTTCCTACAGTACGACG 
GCGGCTGGGAGCGCGTGGTTTGGATGCCTAAGGCGCTGAAAGAACGCATGAA 
GCACGCCATCCCCGACGAGCTGTACGACAAGATAGCCACCGAGGAGGATGCG 
5 ACCACCGTGGAAGAGCTCCGGGAGTTCCTCGAGAAAGTCGAGCACCCGGTCGT 
CGAGCGCTGGGCCGAAGAGGAGGAAGAAGAGGAGGAGAAGGCTCCGGAAGA 
GGAAGCGCCGGCCGAAGAGCCGACGATGGAGGTGAAGGAGCTCCCGATCGCG 
CCCGGTGGTGGTCTGAACGTGAAAATCGTGCTGAAAAACGCGAAGATCTACGC 
TGAGAAGGTCATCATCAAGCGCGCCGACCGGGAAGATAAGAGTTGATCATAGC 

1 0 CTTCACTGGGAAGGGAGGCACGGGGAAGACTCTCCTCGCCGCACTCACAGTAC 
TCGAGCTCCTCGACCGACACCCCGACGCCGACCTGCTGGTGGTCGACGCCGA 
CCCGGATGCTAACATGCCCGACGTGCTAGGGGTAGAGGTCGACACCACGCTCG 
GTGAGGTCAGGGAGCACTTCAAGCGCGAGATCGAGGGAGGAGAGCTCCCACC 
CGGCTTCGATAAACAGGCCTACATGGAATACTTGGTGATGACCGCGCTTCAGGA 

1 5 GTCCGACGACTACGATTTGCTAGTGATGGGTAGATCTGAGGGTAAGGGCTGCT 
ACTGCGCCGTGAATCACTGGCTCCGTCGGGTTATGCGGGAGCTCCTCCCCAAC 
TACGATTACGTGGTGATGGACTGCGAGGCAGGGCTCGAACACATCAGTCGTGG 
TATCATCGAGGGTGTCGACACGGTATTGACCGTCGTGGATCACTCCTACAAGGC 
GCTCCGGACCGCGGTCAGGATATCCCGGCTGATCGACGAACTCGAATCCGACG 

20 TCGGTGAGATGTGGGTCGTGGCGAACCGCGTGACCGAGGGGGAATACGCGGT 
CATACGCGAGAAGGGTGAGGAGCTTGGTCTTAGGTTCGCGGGATTCGTGAGAC 
CCGACGACGAGGTAGTTCGACTCGAGCTTCATGGTCGCCCTCTGACCGAACTC 
CCACCGGACGCCAAGGTCCGCCGTGATATGCGCGCCGTGCTTACGCGGGTGG 
GGGTGCTCCTATCCGATGGCTGAGGATAAGGGCGTGAAGAACATGCTTGAGCA 

25 CCTCGTGAAGAACCTATTAGTGGAAGATGTTGAGGAGATCGAGCTGCGGAACG 
TGACGATCGAGTTAGACGAGCTGGAGCTGGACCTCAAAACCGTGGCCCAAACT 
CTGCCGGTTGAGATCTGGGAACGCATACTCAAGCCTGAGGTTGAAGAGAAGGA 
GAGAGAGGTCGAGGTCCCGGAATACGAACCACCGGTTGAGGAGTACGAAGGC 
TGTGTGGCCGAGGTGCAGATCGGGGCGACGCGGTCCGACGGCGGTTCTCGGG 

30 ATCGGGTCGTCGTCCTGGGTGGTGAGCGCGCCTACTTCCCGTTCGAAGAACCA 
CGACCGAACCCTCCCGTGGTCACGTTCGACGTGTTCGACACCCCGGATGTGGG 
TATCCCCGGACCTATTCGGGAGGAGCTGGGCGACGTCATCGAAGACCCCGTGG 
ACTGGGCAAGAACTGTCGTCAAGCGCTACGGCGTCGATATCGTCACCGTCCAT 
CTGGTCAGTACGTCCCCCAAGCTCCATGATGCTCCTGTCGAGGAGGCTATGGA 

35 GACACTGGAGGACATCCTCGATGCCGTGAAGGTCCCGATCATCGTGGGCGGAT 
CCGGCGACCCCGAGAAGGATGTGGAGGTGTTCGTGAAGGCGGCCGAAGTCTG 
CGAGGGAGAGCGGGTGATGCTATCCTCGATCAACGAGGACATGGACTTCGAGC 
GGGTGGTTGAGGCGGCCAAAGAACACGGTCACGTGGTACTGACCTTCGCCCC 
GGTCGATGTGAACCTCATGAAGTCCCTGAATAAGAAAGTACTGAATAGAGGCCT 

40 CTCGAAGGAAGACGTCGTCATGGACCCGACGACCTGCGCTCTGGGTTACGGTA 
TCGAGTACACGATCGACGTTATGACCAGGATCAGGCTCGCCGCGCTGAAGGGT 
GATGAACACCTGCAGATGCCGATCTCCAGCGGTTCCACCAACGCGTGGGCCGC 
GCGGGAGGCTTGGATGAAGGAGGAATCTTGGGGACCGCGTGAGTACCGCGGA 
CCGCTGTGGGAGGCGGTAACGGCGACCACGGTGGCACTCTGCGGTGCCGACC 

45 TGTTGATGATGTTCCACCCGTGGGCCGTGCAAGTGGTTATGGAGGCTATGGAG 
TACATGGCCGAAGGACGCGTCACCGGAGACGCGTACGTGACCGACGTGATCG 
CCTGAGGGGGAGACGCTCGTGGCCCAGCTCAGCGCGATGGACGTGTACAACC 
TGCTACCCAAGGCCAACTGCGGGGCGTGTGGCTGCAAGACCTGCATGGAATTC 
GCTACGAAGCTCGTCAATCGGGAGGCGAAGCCCGAGGATTGCCCGAAGCTCG 

50 ACGATGAGAGCCTAGAGAAGCTTCAGGAGCTGCTAGCGCCGCCAGTCAAGGAG 
CTGACGATAGGGGAAGGGGACCGCGAAGTCACCGTCGGCGGCGATGAGGTGA 
TGTTCCGACACGAGCTCTCGTTCTTCAACCCACCGCCGGTGTTCGTCACCGTTT 
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ACGACGACATGGAGGAGGACGAAATCGCCGGAAAGACGGAGGAAATTCAGGA 
GTTTCAAGTCGAACGCGTTGGAGAGGTCCTGAAGCTTGACGGCGTCGCGGTGG 
TATCCCGAACGGGGGACCCCGAGAAGTACGCTCGGGCGGTTGAGATCGCGGT 
GGAGCGCTCTGAGGACCTCGCCGTGGCGTTGATCACCACTGATCCTAAGGTGA 
5 TGGAAGCTGGTCTCGACGTTTTCGACGAACGTCCGCTGCTTTATCCGGCGACC 
GAGGAGAACGTCGAGGACCTAGCGAAGCTAGCGGCCGATGGGGACTGTCCCC 
TGGGACTTCACGCCCGTGACGTCGAAGACCTCGTACCCCTGGTCGTCGAGGCG 
CAGCAGTACACGGACGATCTGCTCCTGGACCCGGGTACGGAGTTCGGTCCCCA 
CGACGTGGTTTCTACCACGGACAAGCTGGCGGAGATCCGCAAGGCGGCTATCG 

1 0 AGGAGTTCGAGAGCTTCGGTTACCCGACCCTCGTTACGACGTTTCCCTACGCGT 
TCCTCGAAGATGATCCCGTAAAAGCCGCTAGACGGGAATCGTACCTAGCGTCC 
GCCTGTGTGCTAAGGTACGCCGACATCCTTATCATGGACACCGTAGAACCTTGG 
GCGCTCCTTCCGGTGCTAACCCAGCGTCAGTGCGTGTACACCGACCCACGGGA 
GCCTCAGGAAGTAGAACCCGGCCTGTACAGGATCGGTGACCCGGACGAGAATT 

1 5 CTCCTGTGTTAGTCACGACGAACTTCACGCTGACGTACCACTGTGTGGCCGGC 
GACCTCGAGAGCGCCGACATCGACTGTTGGCTGCTGGTCATCGATACCGGCGG 
ACTAGCCGTAGACGTCAGCGTTGCCGGCGGTCAGTTCACGGGGGAGGCCGTG 
AAGGAAGTCATCGAGGAGACGGACATCGAGGACAAGGTCGAACATCGTGTCCT 
TGTGATCCCGGGCAAGGCCGCCGCCGTGAAAGGGGACGTGGAGGACGCCACC 

20 GGCTGGGACGTGATGATCGGTACTCAGGACTCGTCCGAGCTGCCTGAGTTTCT 
GGAGAAAGAAGGTCTACTGAGGATTGAGGAATGACCGGCGACTTTATCCTTCCC 
CAACCCTGGCGCTAGGGACCTCGGGGATGAGCTGTTGATCCTGGTGACCGGA 
GGAGCCGGGTT CATAG GTTCGCACGTCGTGGAGGAGCTCGTCGATCGAGGCC 
ACGACGTGGTGGTTTTGGACAACTTCAGCGTGGGTTGTGAGGAGAACCTCCGT 

25 GAGGTCCGGGACGATATCGAGATCGTACGTGCCGACGTGACGGATCCTAGGG 
CCGTGGAGCGAACGTTTCGGGAGTACCGACCGGAGGCCGTGATTCACCTGGC 
CGCCCAGGTCAACGTACGCTACTCCATGGAGTCGCCCTTCGTCGACGCCAGGA 
TCAACGCATTGGGTACCCTGAACCTCGTCTCGTTGGCCGCCGAGCACGACGTC 
GAGAGATTCGTATACGCGTCCTCGGGTGGGGCGGTGTACGGGGAACCGGAGT 

30 ACTTACCCGTGGATGAGGAACATCCCACGCGACCGATATCGAACTACGGCGTC 
TCGAAGCTCGCAGGTGAGTACTACGTCCGTGTGTACGCCGAGCGGGACGGGTT 
CGAGTACGTCATCCTACGATACGCTAACGTTTACGGTCCTCGGCAGGATCCCAG 
GGGCGAGGCAGGGGTTATCCCTATCTTCCTATTACGGGCCGCCCGAGGTGAGC 
CGCTCACGATCTTCGGGGACGGTGAGCAAACCCGTGACTTCGTTTTCGTCGAG 

35 GACGTAGCTCGGGTCACGGCCGAGGCGGTGGAGCGTGGTGATGGTGTGTACA 
ACATAGGTACCGGCCGTGAGACCTCCGTGAACGACATCGTGAACGCCGTGAAG 
GCGGTCACAGGGGTCGACGTGGAAGTAGTGTACGAGGATCCGCGGCCGGGCG 
AGGTTCGTCGGATATACCTCGACCCGAGCCGCGCCCGGGAGGAGCTGGGGTT 
CGAGCCACGCGTCGACCTAGAGGAGGGGATCGAGCGAACCTGGGAGTGGATC 

40 CGTCGGAAAATCGC GTAG CCCTTTAATCCCCACCTCGGAGGTCCTGGGGGTGC 
CGAGTTGCCGGACGTTTTCGTCCTGGTCGTCGCCCCGGACAGGTGCACGGACT 
GCCGTAAGTGCGTCAACGCGTGCGAGCGCACCCACGGTCACGCCCGGATTTAC 
AAGATCTCCGAGGATGCGCCCCCCGTCACGTGTCTTCAGTGTGACGACGCACC 
CTGCGCGAACGTCTGCCCGGTGAACGCGATCGTGGAGGAGGGCGACTCGTGG 

45 ATCGTCACCGAGGACTGCGTCGGCTGCGGTTTGTGCGCCGTCGCGTGCCCCTT 
CGGCGCCATCGAAATGGTGAACGGCCGGGCCGACAAGTGCACCCTCTGCGTG 
GACGCCCCCAAGAAAGTGCCCGCGTGCGTGGAGGCGTGTGATCGGGGCGCGC 
TGAAGTTGGTCTCGAAGTCGCAGGTCGCGGAGGAGAAACGCGAACGGTTCGCC 
ATCGAGATGGAACGGATATACCGGACGCTCGCGAAGCTCGAATCGGAGGAGG 

50 GGTCCCTTCGGGGTGAAAGTGGGAGTCGTGGGTAAAGGGGGCGTCGGCAAGA 
CCACCGTAGCCGCCGCTCTCGCCAAGGCTCTCACGGACGTAGGGTACGAGGT 
GCTGGCCGTAGACGCCGATCCCGACCCCGACCTGGCTTACTCCTTGGGCCTCC 
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CTGAATCACCCACTCCGATCGTCGAACGGCGCGAGCTCGTCCGGGAACGTACG 
GGTGCGGAACCGGGCACGACCTACGGCCCTGTGTTCAAGGTCAATCCGCGGG 
TCTCTGATCTCCCCGACGAGCTCGCCGTGAGGGTCGCGCCCGGTCTCCGACTC 
CTGGTGGTCGGAAGCGTTGAGAACCCCGGTGAGGGTTGCTTCTGCCCGGCCG 
5 CCGCGTTGGCACGCAGGTTAATCCGTTACGTCATCGCCGACAGGGACGAGTCC 
GTAGTGGTGGACACCGACGCGGGTCTGGAGCACTTCGGAAGGAGGGTACTGG 
AGTCCGTCGACTGGGTAGTGGTGGTGTGCGAACCCTCTGTTAAGTCCATGAAAA 
ATGCCCGAGAGTCGGTGCGCCTCGCCCGTGAGATGGGGATCGAGAGGGTAGC 
CCTCGTCAAGAACAAGTGGCGGGAGGACGCTCCGGAGCCCGATCTCGACGTC 

1 0 GACTTCGAGCTGACGGTCCCGTACTCCGACAAGCTCGTGGAGCTGGAGATGGA 
GGGGAGACCGGTATGGGAGGATCCGGTGGTGAGGAAGGCGGGAGAGGAGCT 
GGCAAGACGTCTTACGAGGTAGTAATCCGCGAGGAGCACTGCAAGGGATGCTT 
CCTCTGCTCCTGGGTCTGCCCGATCGACGCGCTGAAGAGGTCGAACCGGAGG 
AACGAGCGCGGTTACCTGCTCCCGGAATGGAACGGCGAGTGCACCGGATGTC 

1 5 GACAGTGCGAGCTCATTTGCCCCGACCTCGCGATCGAGGTGAGGGAGGTGGA 
GGGAGATGGGTAAGGTCGACTTCCTGCAAGGTAACGAGGCCTGCGCGGAAGG 
AGCGATCGCCGCGGGTTGCCGGTTCTTCGCCGGCTACCCGATCACACCATCCA 
CCGAGATCGCGGAGCGGATGAGCGCACGACTTCCCGAGGTCGGCGGCGTGTA 
CGTGCAGATGGAGGACGAGATCGCCTCGCTCGCAGCGGTGATCGGTGCTTCTT 

20 GGGCCGGCGTCAAGGCCATGACCGCGACCGCGGGACCGGGTTTCTCGTTGAT 
GCAGGAGCACATGGGCTACGCGGTGATGGCGGAGACGCCCTGCGTGATCGTG 
AACGTGCAGCGCGGTGGACCCAGTACAGGGCAACCTACTAAGGCATCGCAGTC 
GGACGTCATGCAGGCACGCTGGGGCTCCCACGGAGATTACGAGATCGTCGCG 
CTATCCCCCTCCACGGTGCAGGAGATGTACGACCTCACGATCGAGTGCTTCAA 

25 CTGGTCGGAGCGTCTCCGCGTGCCCGCAGTCCTCCTCACGGATGAAGTCGTCG 
GACACATGCGGGAGCGTGTGGTACTGCGGGACGACGTCGAAACGGTCGAGCG 
GGAGCTACCGCCCGAGGGTGAGGAGATCGAGAAGCCATTTCCGATGGAGCCC 
GACGATCTCGTTCCCCCGATGCCGGTGTTCGGCAGAGGGCACCGAGTCCACGT 
GACCGGGCTCACCCACGACGAGCGAGGATATCCGGCTACGGACGACCCCGAG 

30 GTTCATCGCAAGCTCGTCATGAGGCTGTGCAACAAGGTCAGGAAGCGGGCTCG 
AGAGATCCACGAGGAGGTAGGGTACGACTTCGAGGAGCGCGAGTCCGACGTC 
GCCCTAGTGGCCTACGGAGGCTGCGCCAGGACCGTGATCGAGGCGGCCGAGG 
AGCTCGGGGTCACCGTCTTCCGCCCCAAGGTTGTCCACCCGTTCGACCCCGAT 
ATGATCCGTGACTTACTCGACGGCTACGAGGTCCTAGTCGTCGAGATGAACTTG 

35 GGTCAGTACGTCGAGATGGTCGAGCGTGCCCTGGATCGCGAGTGCGTGCACCT 
GCTCGGCTATCCGGGTGGCTATCCACCGACCCCAGAGCGCGTAATCCGTGAGG 
TGAAGAAGCTCTCGGGGTGACCGTCGTGGATTGGAAGGAGCTCGTACGCTGGG 
ACCGCATGCCGCACATCCTCTGCCCCGGTTGTGGGAACGGCACCATCCTGAAC 
GCGCTGGTTCGCGTCCTGGCGGAGAAGTTCGAGGAAGGGGAGCTCGATCCGG 

40 ATAAGACGGTGCTGGTCTCCGGCATCGGTTGCTCGTCCAGATTACCGGGCTAC 
GTGAAACTGGACTCCCTTCACACTACCCACGGTCGTCCACTGGCCTTCGCGACT 
GGAATCAAGCTGGCGAACCCCGACCTCGAGGTCATCGTGATCACCGGTGACGG 
TGACGCGGCCGCCATCGGTGGGAACCACCTGATCCACGCCGCCCGCAGGAAC 
TTGGACGTCACGGTGATCTGTGCCAACAACTACATTTACGGAATGACGGGCGG 

45 CCAGGTCAGCCCCACGACGCCCAGAGGTGCCAAGTCGACCACGACTCCCTAC 
GGGAACCCGGAGCCACCGTTCGACCTTTGTGAGCTCGTTATGGGGGCCGGAG 
CCCCTCACGTGGAGCGGTGGACCACGGCTCATCCCGCCCAGTTGAAGGCCGC 
GATCGCCCGTGCCCTCGAGCGCGAAGGTTTCTCCTTCATCGACGTGCTCTGTC 
AGTGTCCCACGAACTACGGCCGGAGGAACGACATGAGGGACCCTCGAGAGAT 

50 GGTCGAGTGGCTCCGGGAGAACACCTCCACGCGGGAGGAGGAAGGCAAGATC 
CGGATCGGAATCCTCCGCGATGAGGAGCGCGAGCCTTTCCACAAGCGCATGTA 
CGACATGATCGAGGAGGTGAGAACGGGTGAGGAAGGAGATTAGGATCAGCGG 
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GTTCGGCGGTCAAGGGATAGTACTCGCCGGCGTGGTTCTGGGCCGGGCCGCC 
GCGGTTTACGAGGGGTACAACGCCGTGCAGACGCAATCCTACGGGCCGGAGG 
CCCGGGGCGGTGCCTCGCGCTCGGACGTGATAGTATCCGACGAGGAGGTCAT 
GTACCCGTACGTACGCCGACCCGACTTCCTCGTGACTATGTCGCAAGAAGCCT 
5 ACGAGAAGTACGTGGGGAGCGTTCCCGAGGACGGTCTCGTCGTCTACGACTCG 
ACGCTCGTCGAACCCTCCCGCGAGGACGTCGAGCACGTGGGCGTCCCCGCGA 
CCGAGCTCGCCGAGGAAGAGCTCGGGCTCAGGATCGTCGCTAACATGGTCATC 
TTAGGCGCGTTGCGTGAGCTCACCGGGATCGTCTCGTTCGACTCACTACGAAA 
GGCCGTCGAGGATTCCGTACCGCCCGGGACGGAGGACGTCAACGTCCGGGCC 

1 0 CTCAAGCTCGGAGCCCGGGAGGTGAGGGAATGATCAGGCTGTTGGAGTACCA 
GGCTAAGCATCTGCTCAAGGAGGCCGGGGTGCCGATTCCAGAAGGCGACGTC 
GCCCGCACCTCGGCGGACGCGGCCCGGATCGCCGCCGAACTCGGGGGACCG 
GTGGCCGTCAAGGCGCAGGTGCCCGTCGGGGCCCGTGGTAAAGCCGGGGGTA 
TCCTGTTCGCGGACGACCCGGAAGGGGCCAGAAAGGCCGCCCGGAAGCTGCT 

1 5 CGGCTCGCGGATCCGGGGTGAGACCGTCAGGAAGGTGCTCGTGGAAGAGAAA 
CTGGACATAGCCGAGGAATGGTACGTGTCCATAACGCTCGACCGTGCGAAGCG 
TAGGCCCGTACTCCTCGTCTCCCGCGAAGGTGGAGTAGATATCGAAGAGGTTC 
CGGACGAGAAGATCGCCCGCAGGTACCTCGACCCGATCCTAGGATTACGCCCC 
TTCGAAGCTCGAGAGGCGATCCTCGAGGCGGGTATCCCGAAGGAGCACCTGC 

20 GGGACGTCGAGGAAGTGATCACATCCATGTACGAGGTGTTCGAGAGCTACGAC 
GCTCACCTCGTGGAGATCAACCCGCTAGTTCTTACGGAGAACGGGGAGGTAGT 
GGCCGCGGACGCTGTCGTGAACCTGGACGAAGACGCCGCCAATATCCGGCAC 
CCGGAGTTCGCCGAAGAGACCCGCGATTTCCCCTTCGTCGAGCTCGACGGTGA 
CATCGGTATCATCGCCAACGGTGCGGGTCTCACCATGGCCACCATAGATCTCG 

25 TTAAGGATCTCGGTGGTAAGCCCGCCAACTTCTTGGACGTAGGTGGTGGGGCT 
TACCCGACGCTCATCCGTAGAGCCATCCTCACCGTGGCCGAGCTGGACGTGAA 
AGTGATCCTCCTCAACATCTTCGGTGGCATCACTCGGTGTGACGAGGTGGCGG 
AAGGTATCGTTCAAGCCCTCGACGACGTGGACGTCCCGCTCGTGGTGAGGCTC 
GTGGGGACGAACGAGGAGGAAGGTCATCGCATACTCCGCGAGCACGGGGTCG 

30 ACGTCTACACCGAGCTTAAGGAGGCGGTCGAACGCGCGGTCGAGTTAGCGGG 
GGCTTAGCCCTTGTTAGACTCAGACACGCGCGTCCTCGTGCAGGGTATCACGG 
GCCGGCACGGAAGTTTCCATACGAAGCTAATGCTGGAGTACGGGACCGAAATC 
GTCGCCGGCGTAACCCCCGGCCGGGGCGGCCAGGAGGTTCACGGGGTCCCG 
GTCTACGACACCGTCGAAGAAGCCGTCGAAGAGACCGACGCCGAGGCTTCCGT 

35 CATATTCGTTCCAGCTCCGCAGGCACCCGACGCGGTCATGGAAGCCATCGAGG 
CGGGGCTCGATCCCATCGTCGTGATCACCGAGCACATACCGGCTCACGACACC 
ATGCGGTTCGTCGAGCTAGCCCGGTGGGAAGGTATCCGCATTATCGGCCCTAA 
CACTCCCGGAATCATCGTACCGCCGGAGCGGGTGAAGCTGGGGATCATGCCTC 
ATCAAGTGTTCACCGAGGGTGAAGTGGCCGTAGCGTCGAGGAGCGGTACCCTC 

40 ACGTACGAGATCGTTCAGGCGATGACCGAGGCCGGACTCGGTCAGTCCCTCTG 
CGTGGGACTCGGGGGCGACCAAATCGTCGGAACTACCTTCATAGACTTCTTGG 
AGTACGTCCGGGAAGATGATCGCACCGAGGCCGTGGTTCTCATCGGGGAGATA 
GGTGGAAATGCGGAAGAGCTCGCCGCCGAGTACATCGCGGAAACCGACTTCCC 
GAAGCCCGTCGTCGCCTACATCGCCGGCCGTCACGCCCCACCCGGCAAACGT 

45 ATGGGCCACGCCGGGGCCATCATCGAGAGAGGTCGTGGAACCGCGGAGTCCA 
AGATCGAAGCTTTCCGAAAGGCAGGAGTCGATGTAGCCGAGAAGCCGTGGGAA 
GTGCCGGAG CTGCTTC GGGAGTACCTCTAGTTGAAACTCTCCGTCCCCGGTGC 
CCTGACGGGCTTTTTTCACCCGCAGCCCGGTAAGACGCCGAAAGACACAGGAT 
CGCCCGGCTTCGGCCTAGCCGTCGATTCCGTTGTGATCGTACGTGTCCGACGC 

50 CTTCGGGCTGAGCGTCTCAGAGTTCGCGCAGATCATCCAATCGACTCTCGAATA 
GCCCGGAAGTGCTACGAAGTGCTCGATCCCGATGGGGGCCTCAGCGTTCGTTA 
CGAATTCTCCGTACCCCCTGGTTGCGGCTTAGGGACCAGTGCGGCCTCCGCCC 
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TGGGAACGTTGGCGGCCGGGGCCGCCGAGATAGGTCTCGAGGTGAGCCCCGA 
GTGGATCGCACGTCGCGCTTACGAGATAGAGCTAGAGCTAGGTACGGGCATCG 
GTGACGTGGTAACGATCTGGCACGGCGGAGCCGTCCTCCGGGTCGGACCCGG 
GTACCCGGACGAGGTTCTCATCCACCGAATACCAGTCGAACCGGACCTCCGTG 
5 TCCTGATCTATGAGCCCCGACCTATCGAGACTCGCGAGGCACTCGATGGACTTT 
CGGGCACCGAGGTAGCCCTCAGGTACCTGAAGGAACTCGAGAGGCACCCGGA 
TCTCGAACTCGCGCTCCGTAGGTCGTTGGAATTCGCCGAACGGCTCGGATTCT 
CCGAGGAAGTTAAGCTCGCCAAGGAGCTCTCCCACAAGCACCTGGGAGCTTCG 
ATCGCCATGCTCAGTCGAACGGTTTTCGCGGTATCGTGGGAACAGGATCCACA 

1 0 AGCCGACGTCGAGCTCCCTGTATCCTGCAGCTCCTTCCCGGAAATCATTTCAGG 
AATTTCCGAAATTCAGTGTGAACGGGGACTGAGAGATGTGTGAGTTCACTGTCA 
AACTAGGTGGTGAGGTGATCGCGGAGGACGTCCTGTACCTGGAAGTGACGGAG 
GAGGGTGTCGTACTGCGCGACGTGATGGGGGAGGAACAGGTGATCGAAGGTG 
CCCAAGTCAAGCGCATCGACATGGACGAGCACGTGGTGGAGCTCGAGCGCTG 

1 5 ACCCCCAGTTCAGGTCCCGACCCCGGGCACCGAGGATCGTTATGGACACCATA 
ACGGTCATGAGTGGGGCTCGGCGCTCATGGGACTCGTCACCGTTCGGCCGGC 
CTGGAAGTCCTCATCGCCCGAGTCAAATCCTTCGCCGCTTCCACGGGGTCGTG 
CGCTTCCGTGATCGCCCGACCGACTATCTCGAAATCCGCACCAGCTCGCACCG 
CGTCACCGGGCGCCGCTCCCTGAGCTCCTACACCGGGGCTGGCGATGAGCTT 

20 GTCGGTGATCTTCCGGACCTCCCGGACTCTCTCGGGTCTCGTCGCCGGGGCCA 
CGTACCCGACAACACCGTCGATGTCGTCGCATGCTTTAACGATGTCCCGGCAA 
GCTCGATCGTAGAACTCCCGCGCCCCCGGGTGACTCATCGTAGCTACCACGAA 
CACCGGTAGCACCTCAGCGCATTCCTCGACGACGTCCGGACCTACGAACCCGT 
GAACTATGGCGGCGTTGGCGCCGGCCTCGCTCACACGCTCGACGATCGACCG 

25 CGATATCTCCGGAATGTCCGCCGTTTTCAAATCCACGAGCAGGAACGATTCTTC 
TAGCACTTCGGCGACCCGCTCTATCCCCGCCGCCCCTTCGGCCAGCACCACTT 
CGTACCCTACTTTGAACCCGTCGACGTATCCGTCAAGTGTTTCCGCGATCTCCA 
CCGCGCGATCCGGTGACACGTCCAGCGCAACGATCAGGCGCGTATCGGGTTC 
GAGCACCTGATCGCCCCCGTCAACAGTTCCGCAGCGTGGTACCCGAGGTCGAA 

30 GGTTATGACGGCGAGTGCCGTGATACCGTCCAGGACCCCAAATGCCCAGCCCA 
CCACGGCTCCGATCTTGAGTACGGGTCGTAATCCCGTGGGTTCGACGGGGTGA 
ATGATCTCGTCGAGGGTCGCTAAGACCGTGATGACCAGCAAGGTGAGCGGGGT 
TACCTCGGGGCGCGTGATCAGGACGCCGAGCGCTACGATAGCGGCGGCCGCG 
AGGTGGGGAATCTCGTCGATCTTACCGGCGACGGCGTTGCCGAGGATCAGTCC 

35 CAGGTATAAGTCCGGCCTTACCCCGGTGGCCACGGAAGCTAGGGCCGCGGCC 
GCCGCCACGAGCCCGCACGGTAACGCCCACTGCGGCCGGCTCAACTCATCTA 
CCAAGTCGTCCGCGATCTTCAGCGCGAACCCGGACACCGCCGCCAGCTCAGG 
CCCCAATCATACGATCCCCAGCCGCTGCATGACGCCGGATGCGAGCAGTGGGA 
AGATTATCAGGTAGTCCCCCACGATGGTGGCCACCTCGGCGTCTTCTCGCACC 

40 TTCTCCCACGATTTACCTTCCTCCAGAGGCGCACCACTGAGGCTTCCCGTTTCG 
GGCCTATCCATCGTGATCTGAACGGCGTAGTCCAGACCACCTCGAAGCATCGC 
GGCCCCCATCGCGAAGTGCTTCGGCACGCTCCCGCCTAAGATGATGGCTCCTA 
ACTCCTCGGCTTCGAAAACGAGGTCCGCGAGATGGTGCATATCGTCCACAAGG 
TCCAGGTGAAAGTCGTGATCCTGTGAGTGTATCCACACGTGCAGGCCGACCAT 

45 CGAGTCCAGTATTCCCGGCGAGTATATCGGCACTCCTTCGTCGGCTGCGGCCC 
TGAGGAAGCCGCTCTCGAGCCTCTTCCCCATTTCCCACAGCAGCTCTCGGCAG 
GATACGCGCCCCGAGAGATCGGAGAGGACTTCCCGCATGAAGTGCTCGAACTT 
CTCGAACGCTTCCGTCGGTATGTGCGTATCATGAACCCGACCGTACCCATCGAC 
GTTGCGCTCTCCCAAGCACACGTGGATACCGCCGAGGGCGTCCAGGGCGTCG 

50 TGAACTACGTTAGCGCCGGACGTGATCACGGCGTCGACGAGGCCTTCACGGAT 
GAGCCGCTCGAAGAGCTCGCCGAGTCCACCCGCTACCGCAGGGCCGGCTACG 
GTGAGGAGGACCGTGACGTCGTCCGAAGACCACATCTTCTCCAAGATCCGTGC 
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CGCTCTACCCAATCTTCCGGCGCCTAACGCGCCGACGCGTTCCATCTCTCGCA 
GGAACCCGTCGAGGTCCATGTCGCCTCGATACCTGAACGTTTCACGCTTCACCT 
TTCAGCCACTCCCTTGAGGTATTCGCCCACCAAGCGGGCGGCCGTCACCGGCG 
ACACGTGGCTTTCGACCGTGGGACAGAGCTCGACTACATCTAGGTGAGCACGC 
5 TTCCGACCGGCCCATCTCAAGATGTCGGCGCAGAGGCGGTACGGGAGTCCCC 
CCGGTTCTGGAGTGGTTACACCCGGGACTACGGACGGATCCAGGACGTCGAG 
GTCTAGCGACACGTAGTCCACGTCGTCGATTACCTCGGTTATATCTCCGTGATC 
GACGGAGACCACGTGCTCGTGCTCGCGGAACACGTCGTACTCTTCCCGGGACC 
AACACCTGACGCCTACCAAGAACACCTCGTCGACGATCTCCAGGCAGCCCCGT 

1 0 AGGGCCCCGTCGTGACGTTCGGATCTACGGAGGTCCGGGTGCGCGTCCAGCC 
AGAGCAAACGCCGTGGGGTGAGTTCTTGAACGATTTCGGGCGTGATAGAGTGA 
TCGCCGCCGAGCACCACGAATATCTCGGGCTCGCTTTCAGGCTCGAACGTCCT 
GAGGTTCCCCTCATCTACCAGGGTCAGGATTTCCAGCGGGTCACCGACCTCCG 
GGTCGTAAAAGTCCAGGGTGGAAGCCGCCGACCTCACGGCGTTCGGAGCCTC 

1 5 GGCTTGTCCGGTCGGGTACTCTGGGAGCACACGCTCCCTGGGAAGTCCGACTA 
CGGCTACATCCGGGGATTTCACGTCGTCGGATGAAAACGAGAGTGGGAAGCGG 
GGTTCACTCTTCCTCCTTGATTCCCACAATTTTACGCTTGCCCGCTGCCTCCATG 
TACTCCACCATGGTTCCCGGTTCAAGCTGCGAGGCGAGTTCCTCGTCCTCCGG 
CTTCTGAACTTCGAATGTCTCGTAGGTTTCCATATCCATCAGCTGCACCGTATCA 

20 CCCATATCGGAGACTACCTGGGCTGTCTTCCGCTCGATCACCGGTACATCCACC 
TTCGCGTCCACCGGTTTAGTAAGCGTGCGCTTCTTACCGTCGAACAGCCCTACC 
GCTACGATCCGCGCCTTCGCCGAACCGTGCTTACCCGGTGAGGACGTGGTGTA 
CTCCACAATCTTACACGGCTCGTCGTCGATCATGATGTACTTGCCCTTCTTAAGC 
TGCCGCACCTCGACTTTCTTCACGGCCACGTCCAGAACCCCCTTCCCGGAGTG 

25 TCACGGCGCGAGCGAGATCCCTCCTAATAAGCTTCGCGAGGGGGATAGGATTG 
CTGGGAGTACCTAAGAAGTACGCCCTAGTATCCGGAACCGGCGAGGCAGATAC 
GTCCCTAGCGGCCTTCGACGCCGCGCTGATCGATGCGGGGATAGGTGACTGC 
AACCTCGTGGAGCTGTCCAGCATACTTCCCCCGAACGCTGAGGAGGACGACCT 
TCCGGAGTTCCCACCCGGGTCCATAGTGCCGGCCGTAGTAGCGAAGGCCGTG 

30 GGACGCGGCCTGGTGTCGAGCTGCATCTGCGTAGGAAGGCTGGAGTCCGGTC 
TCGGGATCGTTTCGGAACGGGCCGCCACCGATAGCGTAGAAACGGTTCGGAG 
GCTCGCTAAAAGGGACGTCGAGGAGATGGCTAGACTCCGCGGTGAGAAGCTC 
GTGGAAGTGCGCACGGTCACGGCTTCTACCGAGCCCGAGGACGCGGAATGGG 
CGGCGGCGGTAGCGGCGGTGGTCTTCTGGGGGTGATCTCGAGTGAGAGAGAC 

35 CGTCGAGAAGATCGTCAAGGAGCGGGTTTTACCGGAGGTATCCAAGGTACGTC 
GTGGTTGGGTCGAAGTCGGTAGGGGTGCGGACGGAACTCCGACGATGCGGGT 
GGACGAGGTAGCGGAGCGGGAGTTCCTCCGCGGGTTAGAAGAGGAGGGCGTG 
GACGCGAGGGTAATCAGCGAGGAATCCGGTGAGATGCGTGTGGGTGAGGCCC 
CCGAGGTAACGCTGGTCTTAGACCCGCTCGACGGCTCACACAATGCCAGTCGC 

40 GGTCTTCCGTTCTACTGCGTTTCAGTCGGTATCGCCGATCCGGAGGCCGAGAC 
TCTGGATGACGTGGAAGAGGGTTTGGTGGTTTCGGAACTGCTGACCTTCGGTC 
CCGGTGACGTCGAAGAGAAGCCGGTGGTGGAACGCCCGCTGGTTTCGGCGTA 
CTACTACGGATCGGACCGGATGCCGGTTGAGTTCTCCCGGGGTCGTTTCAAGC 
TCCGTTGCTTGGGGTCAGTGGCCTTGGAACTGGCTTTAGTGGGGAAGGGAGCT 

45 CTGGACGGGTTCGTAGACGTTCGGGGCAGTCTGCGCCCTACGGACGTAGCGG 
GGGCATTCGGAGCTGCGCGAGGTGAGCTAGCCTTCATATTCGCGCGGAACGGT 
CGGGAGCTGGATCCTTCTGAGATACCACTGCGACCGGACTTCCGCTTCGAACT 
GGCAACGGCCCGGAGCGAAGATGAGGCTCGGGAGCTCTTCGAGGCCCTGAAG 
GAGGACGTGGGTATCCGTGTGGCGCAGCGTCTGTTCGGTAAGCATCCCGAAGG 

50 ACTCTCGGAACACGCTCTGTGCGGTAAGTTAGGTGAGGAATGCTGCGAACTGG 
CTCACGCCGTGGGTAAGGAAGAGGGGTACGGGGAGGAGCTCGCGGACGTGTT 
CGCTCTCGTCATGAACCTAGCGAACGAGCTCGACGTGGACGTTTTGACGGAAC 
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TGCGGCGTAAGTTTCGGAGGGTGTTCGGATGTTCCGACCGCAGGTCGTCGGTG 

TGACCGGCAGAACGGACCTGGGTAGAGCAGTGCGGGTCGCGGAGAGAGTGTG 

TCGTCTTTGCGACCGGGAAGGGTTCGAAGTCCTAGTGGACGATTCGCTGGGGA 

TCGGCGAATACCCCCGGGTTAACTTGAAAGACATGGGCAAAGAGGTCGATATG 

ATCATCACGATCGGCGGTGATGGGACCATACTCCGCGTCTCGAGGATTACGTC 

AGAGTATGAGGTGCCGATCTTGGGTGTGAACCTAGGAAAGTTCGGATTCCTAAC 

CGAGGTGAGTGAGAGTGGCCTGAAGGAAGCCGTATCTCGGCTCGCTCGGGGA 

GATTTCAACCTAGAAGAACACCGAAAGCTCAGGATAAAGATAGGGGGATCCGAC 

GAAGGAGACGCTCTCAACGAGGTCACCGTGATCACGAGTCGACCTGCTAAAAT 

GATCAGGTACCGGCTGTCCATCGACGGGTTCGAGTTGGAGACCACGTGGGCG 

GACGGTGTACTAGTGGCGACCCCGACGGGTTCCACCGCCTACTCCCTCTCAGC 

CGGAGGTCCAATCGTGGAGCCACAGGTGGAGTGTTCCATTATTACTCCTCTGAA 

CCCGTTCAAGCTGGAGGCACGGCCTATGGTGGTTTCCATGGACCGACGCGTGG 

AGATCGACGTGGACGACCCTGAGCGTGCCGAGGTCGTCGTCGACGGGCAGGA 

GTACATGAATCTCGACGGCACGGTGTCCGTTACGCGATCCCCGAACGTGGCGC 

GGTTTATACGGTTCGGGTCGACGTACTTCGAGCGGTTGAAGGAAAAGTTCCTGA 

GGTGGGATTGATGTCGCTACGCGACACGATCAAGGAAATCGGTGAGGCGATCT 

TCCGGGCGTTTCTAGTGGGACCACTGCCTAGGCTCCTAGCGTGCGTGTGTTTC 

ACCCTCTGGATCCACCTCTACCGCGAGGGTCGCGAATGGAAGAGATCACATCG 

AGAGTAGCTGCCGCTAGCTCGACGTCTTCCGCCTTTACGGTCTTCCTGCCCGC 

GTGACGGGCCGCGAGAACCGACAACTCCGCCAGTGCTAGGCTGAGGGACTCG 

ATCACCCGATAGTACTCCTTCTTGGCACTCATCCTGACGCCGAGGACTCCGTCG 

GCGGATCGGGCCGACTTCTTGAGTATCTCTTCCAGAACGTTCGTCGGGAGATC 

GGGGTCCAAGCTTTCCCCTCCCCTGGGGTGCTCGGGGGGACTCAGTTGACCAC 

CTACGTCCTCGATACATCAGCATTAATCAAGGGTGTGCCTCCGGAGCTCCTGGA 

CGGTCCCGCTTACACGGTTCCGGAGGTTATCGAGGAGCTTAAGGATGATCTTTC 

CCGCGTGAGGTATGAGGTTGCGTCGGTAAGGGTCAAGGAACCCGAAGACTGG 

GCGGTTCGCCGCGCGCGCAGGCGCGCTAAGGTCACGGGTGACCTACCTCGGT 

TGTCGAAGACGGACCTGAAGGTTCTCGCGCTCGCCATCGAGTTGATGGAAGAG 

CAGGACGTAGTCCTAGTCAGCTCCGATTACAGCGTCCAGAACGTGGCGCTTAC 

ACTGGGTATTCGGGTGTACGGGCCCGTCCACGGCGAGGTGGACGAGGTAATC 

GGGCCGGGGGGACGACGTTGGAGACCGTCGGTGTAACGACAGTCGTGACGGT 

GTCGGGGTTGACGGGGTCGAAGCGTGTAGCAGCCCGTGTGGATACCGGTGCC 

GAGAACGACTCGATCGACCTGAAGCTGGCGTCGGAAATAGGCGCCGGCCCCG 

TCATCGGGGTGAAGAAGGTCCGCTCCGCTTCCGCTTCGCGGTTACGCTCCGAG 

CGTCGGCCCGTGGTTCACGTCACTTTGGAGCTGGCCGGAAGATGTCTACCCTC 

GGAGGCCACGCTGGCGGATCGCCGGGATATGCGGTACCCGATGATCGTTGGG 

CGTAAGACGCTACGCCGGGCGGGGGTCACGGTCGACCCGTCCCGTGAGGAGG 

AACCGGAGGGGGACGAAGTCGATCCACGTCGCGTAGTCGGTACCTTAAAGCTT 

CACAAAAGACTCCTGAGGACCGTCGGAGAGAAGCGCGCGGTGACCCCTGCCG 

TCCTGGCACTTCAGCACGGGGGAGCGTGGTCGTACCGCGACGGTGATGTATCG 

TCGGTGGCCGTTCCTATTCGGAAATTGTCGAACGGTGTAGTGCGTGAAGATCTC 

TACCTGCTTCTCAACCCCGAGATCGAGCGCGCCGAGGGTACGTTAACTAGACT 

CGAGAAGTGTGGTCGCGAGAGAGTTCGGCGCGTCGCGAAGCGTCCACGGCGG 

CTTGAAGTACGACATGATGGTGGCGCCATCATCCGCGTCGATCCGGGGCGTAG 

ACGCATCCGTGTTCGGGAGCTCGACCCGGGAACGCTCCGACTTGAAGGCATTC 

CCGCCGCCAACCTTCACCACGAGCTCTCTCACCTCATGGGGGACGACCTGGGC 

CCCAGCGTGCTGGAGTTCGAGGTCGAGTGAAGGGGGACACCATTACCGTGTCG 

GAGACGATCCGAGTCGCCACTCGATCCAGCCGTCTGGCGATTATCCAGACCCG 

GGAGGTAATCGAGCTGCTGGAGCGGGAATCCCCGCGTGACGTCGAGGTTGAG 

ATCGTGAAGACGAAGTCACGTGGGGACGTCGTTCGGGATCGACCCCTCCACAA 

GCTGGGTGAGAAGGGTGTGTTCGTGAAAGAGGTTGACAGGCTGGTACTCGAAG 
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GTAAGGCCGATATCGCCGTTCACAGCGCCAAAGACGTTCCTTCCGTCGTAGATT 
ATCCCGTGGATGTGGCGGCTGTGCCTCCCCGGAGGGACCCCCGAGAATGTCT 
GGTGTCGCGACACGGCGGACTCAAAGAACTTCCGCGGGGAGCTACCGTGGGG 
ACCAGCAGTCCTAGACGGCGCGCGCAGATCCTCCTAGAAAGACCTGACTTGAA 
5 GGTGGAGCCGATGCGCGGGAACGTAGACACCAGGGTCTCCAAGGTGAGGCGG 
AGGGAGTACGACGCCGCCGTTCTCGCCAAAGTCGGGTTGGACCGGCTCGGGA 
TGACATCCGAGGTTTCCGAGGTGTACGACCCGGAAGAGTTCGTGCCGCCGGCG 
GGCCAAGGGGCCCTGATGATCACCTGCCGCAAGGACGACGATCGCGTTAAACG 
CCTTCTGGAAGTCGTGGACGACGAGAAGAGTCGGGTGGAAGTCGAGACGGAG 

1 0 AAGGCCGTCGTGAGGGAGCTCGGAGTGGGTTGCTCGGAGCCTGTAGGAGTCC 
ACGTGCGAGCTCGCGACGGTGATCACGTGAGGTTGGTGCTGGGACTGTTCGAA 
GAAGACGGCTCTTGCGGCCACGTACTCAAGATGCGGGGCTCGCCTGAGGACG 
TCGTCCGTGAGGCGGTGTCTCAGGCTAGGGAGGTGTTATCGGATGGGTGAGCT 
GTACCTGGTCGGAGGGGGTCTCTCCGACGTTCGAGATCTCACGCTGCGGGCC 

1 5 CTTGAAGTGCTAGCTAGCGTGGAGTTGGTGCTGGTCGACACCTACACCAGCGT 
GTACGACGTAAGCGAGGGCGACCTGAAACGGTTGCTCAACGGGTTCGGAGGT 
GATCCTGAAGTACGTATGTGCTCGCGGCGGGACCTGGAGGAGCGCTTCTTCGA 
CCTGTGTGAGGGGTACGATCGCGTCGCCCTGCTCTCCCCGGGCGACCCGATG 
GCAGCGACCACTCACGTGGCGCTGGTGGTCGAGGCCGCCGACCGTGGGTGGG 

20 ACGTCGAGATAATCAACGGCGTATCGGTGTTCACCGCGGCACCATCCAAGTCG 
GGGCTGGAAATGTACCGGTTCGGACGTACCGCCACGATTCCGTTGAACGTGCG 
CTCCGTGTATCCCTACGATGTGCTCGAATCGAACCGGCAGGCCGGTTTACACA 
CCCTCTTCCTGCTGGAAGTTGCTGAAGACGGGGAGTTCGTCTCTGTCGCTGAC 
GCCGCCCGCTACCTATTGGAAATTGAGAGGGAAGAAGGTCGCGGAGTACTCGA 

25 CCCCTCGGATCTCGCGATCGCCGTAGTGAGGCTGGGGTTCGAGGACGAGTTG 
GTGGCTTGGGGAACCCTCGAAGAACTCTCCGACTGGGAGCCCGGTGAACCTCC 
GCAAGCTCTAATACTGCCCGCCTCCCGACTCCGTGAAGCGGAGCGCGAATACA 
TCCGCCGCGTCCTCCCACACATCCGAGATGTGCGTGGGGTCTAGCCTTTGGGT 
GAGGAGACTGGCGGTGACTATCACGTCGTGCTCGAGGCCGCGTGGATCGTGTA 

30 CAACGTCGACGACGAGGACGACGCTATCAACATCGCCATTGCCGAGGCGGGTA 
AGCGCTTGAACCGACACGGCCTCGATTACGTGGATATCGATGTCGGGTTTTACG 
AGTGTCCTGAATGTGGTAATGAAATCGAAGGTGTGTGGATAGTAGCAGGTACAG 
CCCTCGTCCGACTGATTCTATCGATGCGAGTGTTCAACGCGGAAAGCGAGGAA 
CACGCCATTCGCATCGCTAAGTACGAGATCGGTCAAGCGCTGGAGGATGTACC 

35 CTTAGGTGTCGTTGAAGTAACTCCGCTCTGACCATTTACTTACCCCTTACGAGAT 
GCGCCCATATTAGCGCCGAGAGCAACGTGAACGTAGCCAAGGCGAAGGAGTTC 
ATCGCCCTAGAGAACAGGAATACTCCTATCAGTGATTGGACTGAGAACGCGATC 
AGACAACCGAAGAGCATGGCCTCTCTCGCCAGGAATCTCGCCGTCATCCTACG 
CCTTCGTAGTTTTATGTACTCCGAGAGGCACCTCGATCCCACGTATAGTGTGGC 

40 CGCGACCCATATGGACAGTAATACCGCCCCGATGTACCCGAAGTCGAAGGCCC 
AGGTGAACAAGCCAGGCAGCATGTAATCGAGAAGGTCCTTTTTAACGACGAGTG 
CTCCATGTAGTGTAGGTACGTCGAGCCGGAACATCATGAGATATCCGACAGGC 
AGTGTGACGAACCCGTCACCGAAGCCCCGCCACTCGTATCCGGCGGGAAGCG 
CCTTCGTGGAGTGACCGATGATGTGCGTGTTCTTCGCCACGAACTCGAGTCCC 

45 GGTACGGTGTATTCCGCGAATCGCTTGATACGGAGTGTCGGGCTGAACACGGG 
CTTATTCAGGACGTAAGCGAGCAGTTCCAGGAGACCGAGGAAACCTATGGCCA 
TCAGCGTGGCCATCACGATCGACCTTTTGCTCATCTTAGCTGCTCGGGCGGCAA 
AAGCGCGGAATCTCGACTCCACTTTCAAGTACTTCGCTATGAAATGCTCCGTAA 
GCGCCCAGCATAGGAACCAGGAGAGTAGGAAGTCACGATGCATAATTCCTCCG 

50 ACCATTCCCACGTACACCCATAGGAGATTGAAGTATGGCCGAGTACGTCGGGC 
CGCCGTGATACCACGGGTTTCGAGCAGTTGCAGGAGGTACCTCGAGGTCGCCC 
AAGCGGCGAGTGCCAGTGGGCCGAACGGGTGCGTAAACTCGTGGCGTGATAC 
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GGGGAGGAACAGCGAGAAAGCGTCCACGGTGAATAGAAGGGCCAGCACTCCC 
AGTGTGAAGAGGGACAGTGAGAGGACCCTCTGTACCGTTACCGAGGAATAGCT 
CAGGGCGAACGGTATCGTCAGGTGGGTGATCACGAAGAAGTCCAGGAGGGCTT 
CACCCGTGTTATAGGGGACCACGTACAAGTTACCACGCCCGCAGCCTCCGATT 
5 TACGAGCTCTCTGATTCCTCCGAGCACGATCAGCGCAACTCCTACGGCGGAGC 
TGATTAGACCGAGGGAGTGTAGTGTCTCAGGGGAGATCGGGGTCTTCAACGGC 
GGCTTTTTGTACCCCTCCGGTAGCGGACGCATGTAGATAGTGATCAGGTTGGC 
CTCGGGTTCCACTTTGACATCACCCGGTAGTATGTAGTCGTACCCCAACAGTGT 
GTTGTTGTCTATGTCGGAGTCGATCGCGCGGGCGATGTCCTCCGGCTGCTTCT 

1 0 TCCCGGCTTGGACCAGCGTCTGGACGGTCTCGACTATCGACACTTTATCGTACA 
CGCTCTTGATCCCGTAGACCCGGACGATCGGCTGGTCCTTCCTTACCGTGATCA 
TGTCTCGGGCAACCTGCCAGGCGTACTCCGTTCGGAGGGAGGACCCACAGAC 
GGGACACCGCGAGTACTTGGAGGCCGCCGGGTAGGCGACGCTCCATCCACAT 
TTGGGGCAGACTTTACGGTAGGCTGTGTCCATCGGGATGCCGCGCGCGTTGAG 

1 5 CTTGGGCGGGACGAAAGTGTCACCCGTCGACAGACCGGCGGTGATGTTGACTA 
CACCACCTCCGTACTTCTCTCCGGACTTCTTGGCCACGTAACCCATGATCCTCG 
TCACTATCTCCGTCGCGGGTAGACCGTCCCTGATCATCCTGCCGGCCATGATG 
GCGGCCTCTATTCGGACCTTCGTAGCGGTGCCGTACATAGGGTTGCCCGGCGT 
GTTACGCAGGTGGATTACGGCGCACTTGACGTTCTTGGGTATACGGACGATGTT 

20 AGGGCCTCCGCTGCTGTGGTACTGCTTGATGATGATCTTGTTCCCTTTCACGAT 
CACCACGGCGATATCGTAGCTTCCGCCCACCGCAACGCCCTTCCCGGGGCCTC 
CGACCAGAAGTCGGTCCGTGGGTGACCGGCTGATACCGGCCCTCACGGCACTT 
TCTATGTCCTCACCCAGCTCTAACGCCCGTATACACGCCAGGATAGCCTCCAGG 
CGTGCCGTACCCTTGCTCAGACCTCCCGCTAGGACGGCTACGTGTAGCTTCTT 

25 GGACACTAGGAACGTCGACTGGAACATGTTAGGAGCGAAGGACATCGAGGCTG 
CGGCTGCACCGTTGGGATCCTTGCCGCTGGGGTCCGTGATCACGATCATGTTG 
AAGGTAGCGGACGCCCCGGAGACCAGTGCCAGGAGCGCGATCAGCGGGATCA 
GCACACGGATCGCGGGGTCCCCCCTACCTCGGCAGTCCGTAGTCTTCGATCAC 
CCGGACCACGACGACCCCTGATCGTTTGATCGTGATCTGGACGGATCGAATGG 

30 GTTTGATCTTCGTTCCCGGGATCACGCTCCTCATCGCGTATATCCTCGCCCTCC 
TGATCGCCTCGTGCAGCGGGATTTTCTTGCCTTCCGGGGTGATGAGGGTTCCG 
CCCTTGATAACCGAACCGGGACGCAGGCCCGACGCCATCACGTTGCTACGTAT 
GACCTCTTCCGGCAGGAAATCGCAGCCGACTACGTCGATACCTATGATCCTGA 
GTCCCTCTTGCTTGGGTACCGGACGTGCCGCCCACGCTGTGTACTCCGCGATT 

35 CTTCCGATGCTGAGGAGTAGAGCACCCATCAGCATGATCGCCAGGTTACGCCG 
GGAAACGGGCCACGGTTTGATCCACTTCCTCTTCCTTTCCTCTTCCACCGCTAG 
ATCGCCCCCATATCGCGCAGGACCTCTCGAGCAGGTTCCATTCCTTGGGCTCC 
TCCCAGTAGAATCACGGTGTCGTCGTCCGCCAAGTCCAGTGCGCGCTCCAAAG 
CGTCTTCTAACCGATCGTAGTGCTCGTAGTCGATGCCGGAGCGCTCCAGTTCCT 

40 CCAGGAACGCCCTCCGCTCCTCAGGCCGCACTACGTTAGCATCGTCCACGAGG 
CCCTCTGATGAGGTCGCGATCACGTGGACGTGGATTCCCTCGTCCTGTAGATC 
CTTCGCGCCTTCAGCCAGCGCCCGAGCGATTTGACGGTTAATGTCGACGCCAC 
GCGACCCGCGGATCGCGAACACAACAATCACCTTGGAGCGACCCAACCGTCGC 
AGGGCGCGAACAGTGGCGAGTACTCCGTCGGGATTGTGGCAGAAATCGTCGTA 

45 AATCAGCGGGTCGTCGCACAGGCGTTCGAACCTCCGCTTCAAGGGTTGGTACG 
TCCTCAAGCCTTCGGCGATATCCTCCCGATCTATTCCTAGAGCTCCCGCGGCG 
GCTACGGCGGCCAACGCGTTGTACAGGAAGTGGTCCACCGGTAGGGGGAACT 
CCCGGACGGGTATTAGGGGTTCTTCGTCCAGTACTATCCACTCCTCCCCGTCG 
CGTTCCTCAATGTGGGAGTATCCTTCGTCCCATCCGTACCATACCGTCTCCACA 
' 50 CCTTCCCTGGTCATCCGCCGTACGTACCGATCGTCACGGTTGAGCACCGCGAT 
ACCTCCCTTTCGTAGGGCCCGCACGACACCGTATACAGCGTCAACCATCTCTTC 
CAGAGAGGAAACCAG GTTCGTGTGGTCCACCCCGACGTTCGTCACGACCG CCA 
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GCTCGCATTTGAGGGCCTTCGCCATCCGGTAGGCGTGGTCCTCCATTATTCGA 
CCCGTAGGTAAGCCTTGTACCTCAGATACCTCCACGCACAGGTAATCTTCCGGC 
CGTTCCTCGCGCAACTCCATCGCGACCACGGGGTCTATGAGGGTGTTCTTCTC 
GGAACGGAAATCCGTGTTGCAGTAAGCATCGAAGCCGGCGGTATCGAGGATGT 
5 GGTGAAGCAAGTGATTCGTAGTCGACTTACCGTTAGTTCCCGTCACGCAGATCG 
CGGTAGCGTCAGGGGCGCACTTCTCACGGGCTACGCGCAGAGCGTACTCGTTC 
GCCCGATCCACCTCCGTCAGGATCAAGGGGATTCCGAGCTCGTCGCATCTCTC 
GATCAGCTTGCCGCGCGGGTGTTCAGTCACCAGACATGCCACGCCTCTCTCCG 
ACGCGATCTCGGCACCTTTATCGTCCAACCACCATCGGATCACTACATCTCCTT 

1 0 CTTTCGCCCTTCCTAACGTGGAGAACCATCCGGCGATCATACTATCCGGGTCGC 
CTGAGCGTATTTCCCCTTCCACATTCTCAGCCAGCTCCCTCACCGTGAGCTTCA 
GCAGCGCCCCTCACCCCACGGAGATCCAGAGTGCCACGGCGGCGAACACCGC 
TCCGGCGGTCCAATGGAGCGCCACAACCACGGGTTCGGGTAGGTCGTACTTGT 
ACTGGATATGGTGGTGGAGAGGTTCCACAGCCAACCGGATCACGCCGGCTCGG 

1 5 TGAAGCAAGCTGATGAGCGTGGACAGTACTGGGACTCCTAAGGCGATCATAGC 
AGGTATCTCGATCTTGTAATATAGTGCTCCTGCCGCGTAAGCCGCCCCTAAGAA 
GCAACTCCCCGTGTCTCCCATGAAGATCTTAGCCGGGTATCTGTTATGGAACAG 
GAAACCCAGGGACGCTCCGGCAAGTGATGCGAAGAAGGCAGCACCCGGAAGC 
TGGCCCTGTCCCAGGCATACGCCGGAGCAAGCCAGTGAGGCCAGGAACAGCA 

20 GCCCGGCGGCCAGACCGTCCATCCCGTCGATGAGGTTCACGGCGTTGGTAGC 
GCCGACAATTCCGAACACCGCGACCGGATAGAAAAGGTACGAGAGGTTCCAAA 
CGCCGACCTTGGGTATCCAGAGCCATGTGGCGGGGACGATAGGAAGAACGAA 
GAGGGCGGCGCCAGTCTGTAGTGCGAGTTTCTCACGTTCACTCAATTCTTTCTT 
GATAGGCACCTCACCGACGATCTCGATGGCATCCGGGTCCTCTTCGAGTATCCT 

25 CTTCAGATCACGTTTCGCTTTCTCCGTGGCTACACGTGCCTCCTCGCCCGGTTG 
TAGTATGAGTCTTCCCAGCTCGATCGGTCGATTCGAGACGTTCCGTACGACCTT 
CTGGAACTCTTCCACCTGCAATCCGAGCAGGTCGTCCACTATTCCTAGCACCAT 
CATGGGGAGCGCTGAAGCTATAGGAGGGAGCGCCTGGATGGAAGCTAGGAGG 
GGGCCGGACGCCGTTCCCAGTAAGATCCCCAGACCTCCCATGATGGGCATGCC 

30 GGACTTATGCGCGTGTTCCGTTACGATCGGGCGGTCTACCACGTTAGCTTCCC 
GCATGTACTTGCGGAGTAATCCAACCGTTACGGCCGAGGTTACTGTGGAGAGT 
GTAAACGTCTCGATGATCATCGTCCGCTCCCCACGGTCATAAGTACTCCTCGAT 
TTCCCTCAGCCTCCGTCGATACTCACGTTCGGCCCGCTTCACGTCCGCTCCTGC 
AGCCTTGAGCGCTGAGCGGAGCCTCGTGAGGGCTTCTTTAAAAGAGTCCCCCC 

35 TCACGGTGACACGACCACCTACGTCGAAGCGTCCATAGTACTCGTAGAACACGT 
GGTACACTCCGCCGTCGAACATCTCACGCAGGGGATCCTTGTCCGTAGGGCGC 
CAAACGGGACACTCGATGGCGCACCATAATTTCCTTATCTTCGGTGGCCTCCAT 
CGATCGGCCGCCATATCGACCAGCTCACGGAGCGGCCATATTCCCGTGCATCC 
GGACGTCATGTACCTGGTGCCGCTGGGTCTCGGGTTGAACTCGAGGAACCAGA 

40 ACTCGTTCTCCCGGACTACCACGTCGAAGTCCACGTTGCCCTCCAGTCCCAGAT 
GTTCCACGACTCTTACCGCGCACCTTCTTATCTTGCGCTCCACGGACGGGTCGA 
TCGGGGCCGGGCTCATCCGCATACGATCGATCGGATGACGACGGTCCGCCGT 
GGATCCTTTGAACACCGGAACCAGCGGCACCACCTCACCGTCCCAGGATAGAA 
CTTCGATCGAAACTTCCGCACCTTCGATGAACTCCTCTACCAGCTTACGTCCCG 

45 ATACTCTCGGCTTGTGCGTCTCGTGGACCGTGACTCCGAGCCCCGCCTGTGAC 
CGTGGATCCTTCACGACTACCGGTGGACTGATCGATGGCCTTTCGTTCTCGACG 
ACTTCCCATTCAGGCGTCGGTACGTTCAGTTCTTCGAAGGCGCGTTTCGTTCTC 
ACTTTATCGATCCCGATTTCAACGCTCTCGCGATCAGACGCCACAACCCGGATA 
CCTTCGGCTTCCAGCTCTTCTTTCATCTCCCCCACTGCCGGTAGCGGATCGTCT 

50 ACACCGATGAGTGGTACTACACCGTCTACGTGCCGCTCGCGGGCGATTCTCGT 
GGGATGTTCCATACCGCGCGGTACGAAGTGCACCTCATCCGCCAGCTCCCAGT 
CCCTGCTCCTCGGGTTCGACTCGGTGAGTATACGGTACACTCCCGTGGAGCCG 
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GCGTACTCCGCCACGTCCCGGAGTAGCCTCGCGCCGACGAAGAGTACCTTCAC 

CTTTCGTCCCCCAGCACTCGCTCGACTTCTTCAGAGATCTCTTCCCGGTACTTC 

AGCGGAGCCTCTCCGAACAACACTACCACTTCGCAGTCCGAGCGGAGCGCCTC 

CTTGAGACCGTCCAACACCTGCTCCCGAGAGGCACCCAGTGTACCCTTCTTCTC 

GAACGGCTTGGTGGCGCTCTCCGCTGCGATCACGTTGTCGGCGTCGACGCGG 

TCCATGACTTCGTACGCCGCGTACGATGCCACCACCACTAGGTCGGCGAGATC 

CGCAGCTCTTCTGAGTATCTCTTCGTCTCCTTCCGGTCCCAGCTCCGAAGCTAC 

G G CG ATTACCGCGCAG ACGCGCCG CTCCCGGTAAGCCTCCTTCACGCATCTCA 

ACGTCGCGTCCACGCCGGCGGGATTATGGCCGTAGTCTAAGATCACGACTCGC 

TCGCCGTCGTCCCAGAGTACTTCTAACCTGCCCTCGACTCCTTCGAAGGACTGT 

AGCGCCTCTACCACGTCCTCCACATCAAGTCCCAAGAACTCGGAGCAGACGGC 

TATCGCCGCGAGGGCGTTGTAAGCGTTGTGGAGCCCCATCACGGGTAGTCGAA 

CCTCGTACTCCCCATCGGGACAGATCAGTCGGAACCCGGACAAGTCAACGTCC 

GTAGCTAGGTAGTCCGGCTCGGGAGATCGCAGGCCACACTCCCGGCACTTGAA 

GGGACCGACCCAAGGGAGGATCTCATGGACTTCAACGTGTCCGCCGCACCAGC 

ACTCTTTTTCCGAGGTATCGAACGGTTCCACGTCCAACCCGTAGTACACGATAT 

CGCCGTTGAAATCCACCACCTCGGGGGCACCAACTACCAACGGGTCTTGAGCG 

TTCAGCACGGCTAGCTCGATGGTGTCCGGCTCCAACAGTTCGGCCTCACATCT 

GGCGTACGTCAGGAAATCGCCCGCCTCGTTCAGATGGTCCGGGGTGATGTTGG 

TAACGCAGACGCACTCCACCTGGGATAACTCCGCGGCTTCCAGGATCTCCCCT 

CTCTTCCCGAAAGTTGCTATCTCTAAGACGCTGACGTCCCCTGGGAGACGCGC 

CTGAAGTGGGGGGAGTAATCCGACGTTCCCTTGCATGCCCGGCAAACCGTGGT 

GCGGGGCCTCGAGCCCGAGTTGCTCGCACACGTGCCTGATCATCGCCACAGTC 

GTGGTCTTCCCGTTGGTCCCACCGACTCCGATCACCGGTCGTGTGGGCGGTAA 

CATGTCGAGGAGCTCCTTCACTTCCACGATTTCGCAGCCGTGATCCTCGGCCA 

GTCGGTACGGCTTAGCATCGCGTGATAGGCTCGGAGGAGGTACCACAACTTCG 

GCTCGTTCGAAGATCTCGGGTGGGTGGCCTCCCAATACGAGCTCCACGTTACT 

GTATTCGAGAAGCGTCTCGGCGAACTCGCACTCATCCCGGAGATCCGACGCGA 

TCACATCGTATCCGCGCTCCGCGAGGACCCGGGCCGCTAGATTGCATACGGGC 

CCACAGACCCCGATCACGAGAACGGTCGACCAGGGAAGTTCGGCCAACCGCG 

CACCCCGCCGAGGGGCTGGGGACGCGGTGAGTTGAACCTGTCGGGGATCACG 

GCCGCGCTCCCGGTATCGTTCGGCCGTACTCGGCCAGTATCGACCTCATGAGC 

TTTTTAACGTCGCGAAGAAGGCGTTCGGCTTCCTCCCTGTCACCGGTCGCTAAC 

CGTACGAACGCTTCGATATCGAGGTGTTCCACCCGGTCGTCGATCTTTCCGTAC 

TCCGACATTACGAAGTACAGTTGCGTGAACCTCTCCCTCCGCTCGACCCTGTTG 

AGGGTTCCGCGTACCAGCGACCTCAGGGCTTGACGTGCGTACATGAGCAGCCG 

GTACGTGAGGTCTCGGATGATTTCATCCTCATCTCTCGGTCCGTCCGGGATACC 

GTTTGGGAACGCTGCTTTCTCTTCCAACCCCAAGATATCCAGCACGCGTTCCGG 

ATCCTCCTCTGGGGTCTCCGTCTCCCGGAGGTACGCTAGGGCCTCTTGAGGTG 

TTGCCACACCTTCCAGCATGATGGTACATGCGCGACCTGTCAGAGGGTTGTACC 

CGACCTCCTCTATGAACCTGTGCACGCCGTACGGACGGATCGGACACGTGTAC 

TCGGGATTGAACCAGCCCAGACTGCTCACGATATCGCGGATGTCTTCCCACGT 

CCACCGACGGAGTGCCGGGTACCGGACCACGGTGACTCCTGGAGGGTAGGGG 

TGGGTAGTGCGTCTCCCGAACTTCCCGCGGAGCTCGTGACCGGTGAGGACTGT 

TGCGCATCCTAGTTCACGGGCGCGAAGGCACGCGGCGGTTAGGACGCTTCTAC 

CACACTTCGTACATATCGGGCGTCCTTCCTTCAGAGCCCGCGCGAACCATTCTC 

GAAGTCGTAGCTTGACCACCTCGTGATCCACGCCGACGTGTTCCGCGGCTTTC 

CGGGCGTTCTCTAAACATGTCTTATCGGTGAACTCGTGGACTACTGTTACGGCT 

ACCTTAACATTCCACCTATCGGCGGCGTCTATCAGCGTGGCTACACTGTCCTTA 

CCGCCGGAAAGTGCTATGCTGGAGGGAGGGCTAGTCATGCGCGTACACAGCC 

CTTACCCCACCGCTGGAGACCTCTTCGAGTCGCACGAAGTACAGCCGTTCGAA 

CTGGACGGTGCTGCCGGCCTGTTCGCGCTCGACGTTAATTTCGGCGTATCCAC 
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TCTCAACGCTACCGTCCGGGCGGACGACCTCGCACCGTACTGCCTGGTCGGG 
CGGTACCCAGTGGACGATTTGAGCACCTTCCTCTTTCGCGATTCGGTAGTCGTC 
GCTGTGATACCTGCCTCGCAACCATCCGTCTCCGACTTCCTCGATCTCGACGTT 
GACGGCGTTCATCAGCCGAACTACGTCGCCCTCCCACAGGTCTTCTGCGTCTT 
5 CACCGTCCAACAGTGCTCGGGCCACGCCGTTCTCAGGATGTAGAATTAAGACC 
CTCTCTCCCTCATCCCGATCGGGGTGTAGAGGCAGTCGGGCCAGGACCGACTC 
CTTCATCCCTTCGATCCGTAATTCGACAGGATCACGGACGAAGAAGTACCGGTG 
AGACTCAGGGTCGATCATCTTACGGTTCCGAGCGTAAAGATGCTCCCAGCTGAA 
CGTCGCGTCCACGTCGGTCAGGCCGATCTCGAGGATAGTCTCACGTATTGCTT 

1 0 CCGGCTTAATACCCCGGCGTCGGAGGGCGCGTAAGGTAGCCACTCGGACGTC 
GTCCCACCCTGTGTACTCTCCTGAATCGATTCCACGGCGGATCTCGGAAGTGCT 
TAGCACGGCACCTTCAACCTTCAGAATCCCGTAGTGAACGTATTCCGGAGTGTC 
CCACCCCAGATGCTCGAACACGTACTTCTGACGCCGTGTGTTGGACTCATGATC 
CTTCCCACGAAGTACGTGCGTGATGTTCATGAGATGGTCGTCCACAGCGACGG 

1 5 CGAAGTTCATCGTCGGCCACACAAGGTACCGAGAACCCGTCATCGGGTGCTCT 
TCTTCGACGATCCTGAACGCTATCCACTCCCTCACCGCGGGATCCGGGTGATC 
AACTTCGGTCTTGACACGTACGACGGCTTCTCCTTCTGAGAAAGTACCGTCCAA 
CATCTCCTCCCAGAGCTCGAGGTTCTCCTCCTTATCCCGAGAGCGGCACGGGC 
AGGCTCGCCCCACGTCGCGGAGTCTCCGGAACTCGTCTGGATCACAGGTACAA 

20 ACGTACGCCCCTTCCCGCTCCAGCAGCTCCTCGCAAACCATGTAATACAGTTCT 
ATCCTGTTAGACTGCACGTACCGTTCGTCGATGTTGACTCCGAGCCACTCCAGA 
TCCTCTTCGATCATGTCGTAGGCCTCAGGGTCCACGCGACGCGGGTCGGTGTC 
TTCAATGCGGAGGACTAAGGTGCCGTCGTACCTTCTAGCGTATTCGTCGTTAAG 
TACTGCGGCACGGGCGTGACCTATGTGGAGGGGACCCGAAGGGTTCGGTGCG 

25 AACCGAAGGCGAACGTTCCCCGGTTCAGCTCCGGGAAGGGGTTTGAGCCCTTC 
TTTGTCCCGGGCTACGTCTTCGCGCGGTCCTCCGAGTTCTTCCAGCTCGCGTCT 
GATTTCCTCTCCGGACATCTTGTTAACTTCGCGGACCACCTCTCTGACGGTCTT 
CAGGACTTCTTTCGCCCTAGGACGTAGCTCTTCGTGTTCCTTCATGATCTTCTTC 
ATCACCGCGTTGGGATTCGCCCTCCCACCGTATCGGGCCGCGTTCTCCAGAGC 

30 GTACCTGCGGACGAGATCTCGAAGTTCCTTCTCCTCCACGGTCCATTCTCCCCG 
AGATAATCAGTGAGGGGGTGTCCCCCGTCCTCCGGCCCCGG GATC ATCGACAG 
GCGACGGCCTTCTCCCCCGGGGGACCCAGACGGGAGTCATCTTTTGCGAAGTC 
TGGCCCCGGACGCCGCCGACTCATTAGCCCCTTAATTACGTTCTCCCCGCTAC 
GGAGAGGCGCAGTACCGGGCCCGACCCAGACCCGAAATTTCTATATAGATCCT 

35 CGAGGGTAGTTCGGTTCGGGTCGGGCCGGCAGCTCAGTCTGGCTAGAGCGCG 
GGACTTTTAATCCCGTGGTCCCGGGTTCAAATCCCGGCCGGCCCACCAAAATG 
CTCAATTGTTATGAAGATCATAACATTCGAACGGTTCGGGGTAAACCTTGTGTG 
GGTCGAGTTCAATCGTTACGATTTCCATAACAATTGGGTTGGAGGAAGGAGTTG 
ACACATTACATCCGCTCCAGCGTCGGAATTCCGAGGAGATTCATCAGGTTCTCC 

40 GCCACGATCGTGAATGCCTCTACGAGCTTCAGTCGCGCCTCCCGTACTTCATCG 
TCCTCAACGTGCAGCACGGGAACCTCCTCGTAGAACGTGTGGAACGTCTTCGC 
CAGGTCGTACGCGTACTCGGCGAGGATGTCCGGGCGCCGCTTGCGCACGCAC 
TGGGCTACGTGGCGTGGGAACTTCGACATCTTGAGGATCAACTCGAACGAGTG 
ATCGTCGTTCAAGTATGCCGCATCGAAGCGGTTCACCTCCTCGTCTGCCTTCCG 

45 GAGGATCGACTTGGCCCTCGCGTAAGCGTACTGGATGAACGGTCCACCACGAC 
GGAAGTCGAGGGCTTCGTCCCAGTCGAACTCTATCGGTTTGTTGGGACTCACTC 
TGGCGATAGCGAAGCGTACGGCCCCTATGGCGATCTCCTCCGCGATCTTCTCT 
CGCTCCTCGTCGCTCAGTTCCTCCGCTACGCCCGCTGCCTTCATCTTCTCGAGT 
GCGCGCTTCTTGGCTTCCTCCAGGAACTCGTCGAGCGTCACGTATCTACCCTTC 

50 CTAGTAGACATCGATCCTTCCGGCAGATGGATGAACTCGTAGAACACCACGTCG 
ATACGGTCGGGGTTCTCCTCGAGCATGTCCAGTACGGCCCGTAGCTGTTCGAC 
CGCTAACTTGTGATCCGCTCCTAGCACGTCTACCACGAACGTGGCTCGTCCGA 
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GCTTCCAGAGGTGATAGGCGATGTCACGGGTGGTGTACAGCGTAGTGCCGTCG 
CTGCGCGTGAGTACGAGCTCCTTGTCGATTCCGTAGTCTTCCAGGTCGACTACC 
ACGGCTCCATCCTCGCGCTCCTCCGCGACTCCCATGTCCAGCAGCTTCTCCAC 
GATCTCCAGTGCATCGCGCGCGAACTCGCTCTCGTACACGAATCGGTCATGCG 
5 CCACCCGGAGGCGCTCCAGCGTTTGGATGTGCCCTCTCAGACACTCCTCCACT 
ACGGTCTGGAACGCGTCGGCGATGCGCTCCGCTCGAGATTCTTCCTCCACTAG 
GTAACGTTCGTACGATCTCAGGAACCTCTCGACTACTTCCTCCAGCTCGGGATC 
TTCCT CGATCTCACGCGCGGCTTCAGTGTACAGCTTACCGAAGAACTCGTCCGG 
TTTTTCGCCCTCGGGTACTTCGGGCCGCCCCTCCTTTATGTACTTCCACGCGAG 

1 0 CATCGCGATCTGCTTACCCATATCGTTCACGTAATACTGCACTTCCACCCCGTA 
GTTCGTGAAGACCATGCACCTCGCGAGAATGTCCCCGATGACAGCGTTTCTACC 
GTGGCCGATGTGTAAAGGACCGTTGGGGTTCGCGCTAGTGTGCTCCAAGATTA 
CGGGGCGACCCATACCGAGGTCGAGCGAGCCGTACTCTTCGCCGTAGTAGAAT 
ATCGACCTGAGCGTCAGCGCCGCGT ACTG GGACCTGTCGAGCTTCAAGTTGAT 

1 5 GAAGCCCGGGCCTTCCACCCAAGCCTTTTCCACGAACACCACGTCGTCGAGGT 
CAGACTCCTCGACGATCGTTTCAGCCAGCTCTCTGGGGTTCTCGTCCAGCTCTT 
TAGCTAGGGAGAGTGCCACCGGCGTGGCCAGATCGGCACCTTCGACGGGTGG 
GTTCTCGTCGATAGGAACCTCTATCAGCTCGTCTACTTCGTACACGGACGAGAT 
CGCGTCCCGGATCGATGTTCTTATGGTGCGAATCGTAACCGAAAACGGGTCGC 

20 GAGGTGTGGTTTCCTCGGCCAACGTGGGCGAACCCCTTCACTTGGGTCGGAAC 
CTGAGCAGGGCTCCGAGTCCCCGAAACGCGTTATAAAACTGAGCGCCCTCTTC 
GGTCTCGGTTGAGATGATCTCGACGTTGGATCCCATCTGCTCGGCCAGTTCCAC 
GTAGTAATCCACTATGTCTTTGATTTCTTCCACGTTGAGCTCTGCTTCCCCGCAT 
TCCGGGCACTCTTCCACGTATTTCTTCGCCTCGTCTTTCTCCTTCACCGTAACGA 

25 TGTTCTCGTACCCGCACTCCGGACATCGTAGGATTACCTTGTATCCCTCGAGGT 
CCTCGGAAACTAGCAGTACCTCCACGGCACCCATCTTGAGGAGTTCGTCGACTT 
CCTCTCCATACGCCGCGAGTTCACCGTTCACGGCCTCCTCCATGAACTTTCGCA 
CGAGGCGCTTCTCCCGGACTAGCTCGGCTTCCTTCAGCGCTTCTTCGGCTTTGT 
TCAGGG CCTCC CGGAGCCCGGACTCGTCCGTGTTGCCGACGTCCACCACGGT 

30 GAGTACCTTTTCCTTTAGATCCTTGGGGAGGTAGTCGCCGTCCAGGAACTCCTC 
CTTCGTGGGACCTGGACCTCCGACGATGATTCCCTTCAGATCCTTCACGTCTTC 
GAAAGCCTCGCGGGCGGCTTCTCCCACCTTCTGGTAAAACTCGTGGGCGGCGT 
GCTCGATCAACCGGTCGAACCTACGCTGAGATTGACCTCCGGCCTTATGCTTAC 
CCGGCACGTCGGACGTCAGCCTCTTCACGGGTTCGATTCGCTTACCTTTCACGA 

35 GACCTATCGTGGCCTCCCGGCGGTCCATTACCAGGATTCCGTAGACGTCCTTCT 
CTTCGAGGTATTCCTTGAGGGGTTCTAGATAGAATTTCGAATCACATCGGTAGAT 
GAACCGGTCCACGGGCTCGGGCGGTTCGATCAGCTCCGCGACCATCTTCTCCT 
TGGTACCGTC CTGG ACGGTGCCGACGAGAACTACGAGTCCGTTTTCCGGAGTC 
TCTCCGACCATTTTGAGACGCTGCATCACGACCTCGATAGCTGATTGGACGTTC 

40 TTCCGGGTGCGCTTACTCTTGATGTTGCTGGCTTGGGAGTACTCCTCCCGCATC 
TGAGCGATGACGTCGCTCAGACGATTCTCCGGCGGGATGTAAATCGTGATGAG 
CTCGGTGCCTTGTCCGCGCAGGTTTTCCAGTCTCTCTATCATCTTCCTGAACCT 
ATATCTCTCGACCGTAGACGATTCGGCCATCGTGAACACCCCCTAGGGGTGAG 
ACAGCATGTATTCGGTCGTGGCACTGGGTGGCTCGGTCGTAAACGTGGATAAA 

45 CCCGAACGCATCAAGGAAACCGCCGAAATCTTGCGAAATGGGCTCGATTCCGG 
GCTGAAGATATGCGTCGTCGTCGGTGGTGGGCCGACCGCCCGTCGGTACATAA 
ACGTAGCGCGAAACCTCGGGACACCGGAAACTCTACTCGACGAGATGGGTATC 
GCCGTTACCCGGCTGAACGCGATGCTTCTAGGGGCGGCGTTGGGTCTGCACG 
ATCTGCACGTGCCTGAGACCCCAGTAGAAGCCGCGAGAATAGTCCGGCGGAAC 

50 GGTGTGGCAGTCTGCGGTGGTACACATCCCGGCCACACAACCGACGCCGTAG 
CGGCCATGATCGCGGAACTGCTCGAGGGTCCACTCGTCATAGTTACCAATGTC 
GACGGGGTGTACGACAAGGACCCCAGTGAACCAGGCGCGCGCAAACTCCGGG 
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AACTGAGGCCCGAAGAGCTGGAAGAACTGGCAGTCCGCGCTGAGCTTAAGGC 
GGGGGGAAGCTTCGTAGTGGACCCCCTCGCCGCCAAGATGATAAGCAGGGGT 
CAAATCGTCACGCACGTGGTTTCGTGGGAAGACTTCCGGTCCCGTGGGTTGGA 
AAACGTGGTTCGAGGCCGTCATAATGGGACGATAATCGAGGGGTGAAAGGGTT 
5 TGACGGAGCGCGTAC CTCC CCACTCCCACTGTATCGTTTGTGGGGCCGCAATC 
CCGGAAGGGGAGCGATTTTGCAGCGAGAAGTGCCGGATGGAATACGAACGTAG 
GAGGAAGAAGGCGGCGACACTCCAGTGGATGCTGGCCGGAGCTCTCATAGCC 
CTAGGTGTGGTCCTGATGCTCCGGGGTGTATGAGCGGAGTGAGGGCAATCCG 
GCTCCGCGAACGCCGATCAACACGTCACCGGGTGTTGGGAGCTCGAGGACGG 

1 0 GACAGAACACATCGCTGCCACCCGCGATCGTCCCTTCGTACTCCACCCAAGTAA 
AGAACGCGTATCCCGGCTCCGGAGTTTCGTACTCGAACTTTTTGGGGATGGGTT 
TGTCGGTCCGGATTACCTCAAGTGGTTCGATGTCTTCTGGGAGACCCGGCCGA 
TATCTCGGCGTCCTAGGTGGTCGGCGGATAGGGTTGGCCCCAATCCGCACTTC 
CTGTGGCACGATCGTCGGTTCATACCTCTCGAGAACGGCGTTGATGACGGGTA 

1 5 CGAACTTCTCTTCTAGGAGTAGTGTGTCGATCATCTCACATGCTACCACATCGG 
CGTTCACATCCACATCCCGCGCGTCCCCTACTACTACCTCCCACTCCACGTCGT 
GCGGGACGTGTTTCCTGAGGTTCTTCTCGAGAAGTCGGGCTCGTTTGGGATTCT 
TTTCTACGGCGATCACGCGCTCGGCGCCGGCGTGGGCTGCAACCACCGATAAA 
GGTCCTGTGCCGGCTCCAAGGTCCGCGAAAGTGTCCTCTGCGACTTCCGCTAC 

20 CATCGAGGTGAAGACGAAAACGCGCCTTACGTCACGGAGCAGGTCGAGCTGGT 
AGGAGTCTACCAACAGCTTGAACTCACCTACTGGAGTTCTTATGGTTTTAATCAT 
TCGTCACTCACCACATCCTTAGCTTCTTCGGGTTTCTCTTCTTTCCCCTCTGATT 
CCCGCTCCTTGCGCGGTTTAAGCTTGATTACATAGTCTGCCGCATTTTGTAGTG 
CTGTACTAAATCCTGGATCTGCTCCTATTACAATGGTGACCTTACCCTGCTCCTT 

25 CGCCTTAGCTATAATTGGAAGAAAGTCAGTGTCACGCGTCATTAGTGCGATTGC 
GTCGACGTTATCACTGTAAATAAGTTCCATTGCCTCAACCGCTAAGTACACATCA 
ACGTCTCCCGGAATCACTCTAGGAACAAAACCCTGATTGGCTACAGCTTCAATA 
AGTTTGTCCGAAGCGTATTGGTTCAGGAACGCTAATCCTACTCTAATATTACCCA 
ATTCTTCAACTAATTCTCTAACCTCCTTCAAACTGACATCGAACTCTTTACGGAG 

30 CATATTCGGTCCGTCAATCAACATTGCAATGTCAAGATTGCCCCGCTTAGCTTTT 
CTCTTGATTACACCACTCATATAATCTTTGACCGTATCGAGCAACTCATCACCAC 
CTCCAGTCGGTTAACGTGCTGGGCGCTCGGGTTCATAGACTCTCAACTTACACT 
CTCCACCGGGAGAGAAGTGGTAAGGGAACTCTTCCACGACGGCCGCGTCTACG 
ACCCCCTGTCGCGTCAACACGGCTGTAAGGTGAGGGCACGACTGAGAGTAGAG 

35 CACTACAGGGCCCTTATGAGAAGCTAGGAACCTGCGCACCGAACCGTTGGATA 
GTACCATTCCCGTAGAGAGCAATACGGATTCACCGAACTTTATATTCCTCTCGAC 
CCGGAGACGTGGATCCTCGTCTACGATCTGAAGGAGTATTCCGCGATCCCGTA 
GTTC TCGCGCTATGTGGGCGGAGTATCCCACCAGTATCACCTCATCGCCGAGC 
TTTTCGGCGGTGTCGGCGACGATCTTCGCTCGGAGGGTAACGGCTCTGCCGTA 

40 GTCCCTGGGCAAGCTGATCTCCTCCTCAGGCTCCACGTTCTCCGCGCTCGCCA 
CCGCATCGAGGGCTGCGCTCCGGGCCTGAGGCTCCTGAAACCTGCGCCACAC 
TTCCTTCAGCTTCAGTCCCAGTATCTCCCGGAGTCGGAGGCATTTCTCGGGGTG 
GAGTGACGCTCCTTCCAGCCCTCTTTCCGTTTTGATTAGCGTAACGATATCGTC 
GTGGACGCGGTCTCCGCCGGGTGGCCTCCTGTATCCCTCCAGGGCGAGTGCC 

45 GCCGCTACTCGGTCGTTCTTACCCTCCGCTATCAGCTCCCTTACTACCCTCGAA 
TAGAGCTTCCAGCGCCTCTTCATCGCACTCCCCCGATCCGGACCTGCTTCCGA 
CCTGTACCTCGACGCGACCGTAGTCCCGGAGGGCTCTCTTGACTGGACCCTCC 
GGATCCCCTTCACCTCGGACGTCCACTAGGATCACGTACTCCACGGCGCGGAA 
GGCCCCGACGATGTCGGATCCTCGGGTTGCTCGCACCGACAACACGTCGAAGC 

50 CGGCGCGCCTCAGGGCTTCGGATACTTCTTTCTCGAGCCTCCGCTCAGGAACT 
GGTTTGTGGGAAAGGAGGTGCACGTCGACCATCAGCTCGCTCAAGCCTGCTCG 
ACCTCCAGTCCCATCCCCAGTAGCTCCTGTAGCACCTCCTCGACGTACCGCGC 
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GTACCTGCCCCGCTGTCCCATGAACGGTCCGAAGTCCTTCTGGTCGATCCATAC 

CTTCAGGTTCGGACCGGCTATGTCCACGTCCACGATACGTTCTCCTATCCACGG 

CACCGGGTGGATGTCCGCGATGAAGTCGACGAAGTCCAGTGTGAGGTGCGTCA 

CGACGATCCTCATGTTCGTCTCCGCCTCTATCCTCTCGATACGCTCACCTCCCG 

TTCCTACGACGCGACCTACGTGGCCTTCCTTGGTAACGATCACCGCCTGCGGA 

ACGTTCTCGGTCTTGATCTCGAGGTCTTCCGCGATCGGCTCCACGTAGAGCAC 

CGTGAGCACGTCGGCGTCCGGTGCCTCGACTTGGACCACGTCCATGATCTCCC 

GCTCCACGTCGTTCATCTCCCTGTTACGGACGCGGATTTCCAGCTGTAGGTGCA 

CGCCCCGCTCAGCACCGGGGCGTACGATGTCCCTCGTGCCCAGGTCCACGAC 

TTCCGCCTTGGGTTCCTCTGCCAAGACCTCACGCATCACGGTGGCTCCGCACC 

GGTCGATGTCGACGTCCTTCTGAAGTACCGGGTCGCCGGTGATCAGCAGTCGG 

GAGTTGTGACCCATTCGCGCCAGCACCTCACCCGCGTTCTCGGGCAGCATGTT 

CTGGACTTCATCCAGCAGTATCACGGCGTCGTCGAACGTGCGTCCACGGACGA 

AGTGCGTATCCACGATCATGATCTTGCCCTCGTCCACTAACTGCTGGAGCTCGT 

CCCGCCCGGTGAACCGTGAGAGCACGTCCATGACCGGGGTAACCACCATCTCT 

TCGAACTTCTCGGGCAGGTCCGCGGAGCTCATCTCTTGCTTGGTGGCCACGTC 

GACGAGTGGACGGGTCACTATGAACCGGTCGTACTCACCTTCCATCACGGCCT 

GCACGCCGTACGCCGCACAGAACAGGGTCTTACCGGTGCCCGTGGGGCCGAA 

CACGGCCACTATTTCATTCTCCTCGTTTAGCAGCGCTTCGACCAGTCGCTCCTG 

TCCTTCGGTCTGCGGCTCTACACCCATCAACTCCTTCATTCCTCTCCCCCCTTAC 

CGCCCGAATCTTCTTTCACGCTTCTGGAATTCACGGATCGCGCGCAGCAAGTCA 

ATCTTCCGAAACTCAGGCCAGTACACGTCCACAAAGTACAGCTCGGAGTACGC 

GGAGTACCAGAGCAGGAAGTTGCTGAGTCTTTCCTCACCACTGGTTCTTATGAT 

CAGCTCCGGATCCGGGAGATCTCCCACGTATACGTACTTTCTGAACGTTCCTTC 

ATCGATCTCATCGGGGTCGAGCCGGCCGACTTTCACGTCGTGCGCTATCTCGC 

GAACAGCGTCGATAATCTCCTGCCTCCCACCGTAG GCTACG GCGACGTTCAGG 

AACCTGTCCTTGTACTCCTTAGTGGCGCGTTCGGCCTTTTTGATAGCTCTGCGG 

ACACGGGTCGGGAGCAGATGGAGCCTCCCGACGGCACGGACGGCGACCTTTC 

GTCGATGGATCCGCTCGCTCTCCGCGAGTGCCTTGAACCGCTCTTCCATGAGG 

TCGAAGAGCCGCTTGAGCTCCTCCTTCGGTCGGTTCAGGTTCTCGGTAGACAG 

CGCGTACACAGTAACAGCCTTAACACCTAAGTCGAGACACCACTCCAGCACGTC 

CTCGAGTTTGTCAGCTCCGTACCGATGACCTTCCCACGGTTCCAATCCCAGCTC 

TCGGGCGAACCTTCTGTTTCCGTCCATAATGATGCCTACATGCTCAGGGACTCT 

GCCTTCCTTCACCTTCTCCTCAAGTATCCTCTCGTACATCTTATATACCGGCTTA 

AGCGAGACGCGAACGGCCTGCCGCAGCACGCGGCGAGAGTTCACCCCGGTGA 

CGCGTTTCAAAACTTCGGGTAACCTTCCTCACCCCCTCAAGGGGGATTCATGAT 

GATCGGGATCTTGTCGGACACCCACGACAACCTGAAGGCCATCGAACGGCTTG 

CTAGCGAGCTGAACGAGGCGGACGTTGAGGTCGTACTCCATGCGGGTGACTAC 

GTGGCTCCCTTCACCCTCCCGGTGCTCGCGAAGGTGGAGTGTGACGAGTTTAT 

AGGGGTTTTTGGAAACAACGACGGCGAGCGTGACTATTTGCGCGAAAAGGCGG 

AGGAAGTGGGCTTCGAGCTGGTCGGCGAGATCTTCACGGGCGAGGTCTTGGG 

TCTCCGAGTGGCCATGATTCACGGCACCGAAGAGGCCGTAGTCGAGGCCCTCG 

CCCGCTGTGGCGAGTACGATCTGGTGGTTTACGGCCACACCCACGAACCGGAG 

GAGCGCGTGGTCGGAGACACGCTCGTGGTTAATCCCGGAGAGGTATGTGGGTA 

CGTCACCGGGCGCCGAACGGCCGCGCTGCTCGACCCCGATGAGAAGAAGGTA 

GAGTTCGTCGAGTTTTGACCCGACATGCCCGATGAAGATCACGGCCTTCGCCT 

GAGACGTGACGAGATCCACCCGAGCTGAGGGGACACTCCCATCCTCCGAAAGA 

CGGAGCTCGATGACCCGCGACTCGCGCACGTACTCCGTGAGCGCGTAGCCGA 

CTATCCCTCACTGCTGGCCGCCCTCCGAACTCCGGTTCGGCGCTACACGCTCC 

GGGTTAACACTCTGAAAGCGGACCTGGAGGATGTCGTCGAATGTCTCGCCTCG 

GATTTTCCCGATCGGGAGGTTAGAGAGTCTCCTTACTCCGAGTACGCGGTCGA 

GATCGAGGTGAAAGGACCGTACCCCGTGGAGGGGAACCACCACGTCGTAGTC 



301 



WO 03/076575 



PCT/US03/06664 



GCCGACAAGTTCGCGGCCGAGAGCGTCTACGTGGGGGCGGATCTCTACGCTC 
CCGGGGTGGTGCAAGCGGACCCCGACATCCGTAGAGGCGACCGCGTGACCGT 
AGTCTCGGAACGCGGGCACCCGGTCGCATCCGGTGAGGCGGCGCTCCAGGGG 
CGTGAGATGGAAAAGCGGGACCGAGGTACTGCCGTCCGCGTGGATCGCCCCA 
5 CCTTTAGTGCCCCAAAAGTCCGTGAGACCGAAGCGTACCGGCGAGGTTGGGTG 
TACTCCCAGGGTCTGCCCTCCATCTTGGCCGTAGAGGCCCTGTCTCCGGAGCC 
CGGCGAAACCGTGGTCGACCTCTGTGCGGCTCCGGGTGGGAAGTGTTCCCAC 
GTGGCTCAGATCACCGGTCCGGAGTCCAAGATAGTAGCTATCGACCGCTCCGC 
ACCACGACTCGAACGGATGGAGGCTCGACTACGTCGCCTGGGTATCGACTGGG 

1 0 TCGAGACCGTGCACGGGGACGCCAGGAAGGTCGTCAGGAGGCTGCGGGGAAC 
GGCAGACGTTGTCCTCGTTGACCCGCCTTGCACCGCCTTAGGTGTCAGGCCGA 
AACTCTGGGTCGAGGCGACTTACGAGGAGGCGCTCGGGCTACCGTCTTACCAG 
TATTCGTTGCTCAGAGCCGGATACGAAGTCCTTAAGGAGGGCGGAAGACTCCT 
ATACTCCACGTGCACTCTCACGCCCACCGAAAACGAACTCGTGGTCGAACGTG 

1 5 CGATACGGGAGCTAAACCTTGAGCCCGAGACGCCGGTGCTTCGACCCGCCAGA 
CGCTCAGGTCCGGGCGTTGTCTTCCTCCCCCATCGTGCGGATGTCCCTGGATT 
CTTCTACGCAGTACTCGTTAAGGAAGGATGAGGGAGTAGACGTCGTGTCCGAC 
GG CGTCGTGAAACGACG GGCAATACCGGCGATGGCGG CGGGTGTAGCCGTTG 
TCCTCATCATGATTTGGTCGTTCGATCCTCGTAAGGTCCTCACCGTAATCGCGA 

20 GAACGGAGCCGCGGCTGTTCGCGCTCGCCGTCTGTATCCAACTGGTTGACTTA 
CTACTGTGGGCGCTGCGATGGCACCTGGTGTTGGTACGAGGCGGGGTAAAGG 
CACCGTTCCGCCTGGTCTTCGCGGTCAATAACGTCTCGATGCTCGTGAACAACA 
TCACCCCGAGCGCCAGGAGCGGCGGTGAGCCACTCCGTGTGTACCTACTGGC 
TCGTATGACCAGGTACCGGGCGCGTGATATCGCCTCCTCCGTCGTTATCGATA 

25 GGGTTCTCGACTACTTTCCCCTGACGTTACTACTACTGTTGAGCGCCTTCCTGA 
TCGCGGGAAGTGGAGGAAGAGGCGGGATTCTCGTCATCCTACTCGGTGGCGT 
GTCTTTTCTTACAGCCGCTTTGATACTGTCGCTTTGGTTCTTAGCGAGTGAGCGA 
TACGTGCACAGGGTCGCTCGAGGGGTTCTCCGGCTCCTGTCCCGTGTATCTCG 
TCGCGTACGCGCACGCCGCCTGTGGGAGGAGCTTGATGAGTGGGTGGAAAGG 

30 TTCGTGAAGCAGCTTCGAGAGCTCCTCCAGGATCGTCTCACGCTGATTCAGGG 
CACCCTGTTATCGGCTGCAGTGTGGGGGTGCGAGATCCTCAGGACATACGTCG 
TGTTTTTATCGTTGGGACGCGAGGTGCCCCTACCCGTTATCGTGGTGTCGTTTA 
CGGTCTCGATGTTCGCGGGTGTTCTGCCGTTACTTCCCGGTGGACTCGGACTG 
GTGGAGATATCCACTGCATCGGTTTACAGGCTGTGGGGGATCGACCCGGGAAC 

35 CAGCGCTGCGGTTGCACTATTAGACCGGCTGATCTCGTACTGGATGGTGAACG 
CGATCGGTGTGATCAGTCTTTTACGCATCTCACGGCGAGAAAGATAAGGAGGTG 
TGATGTCCTTGCCATACGAGCTCGGGAAAGTCGAGACGATTATAAAGCCGGATG 
ACGGTGGGGTGATCTCCGCCGATATAAAAGTGTTGGCTACAGTGAGCTTGCAC 
CGCGGCCCTACGATCATCGCCGAAGTCGATCCCAGGATAGCCGGAGAGATCGA 

40 GGAAGACGACCACGTCATCGTCGACTTACCCTTGATACCTTCTCCGAATGAGTC 
CAGACCACAACCCAGGATAGTGAAGATTATTAAGGATGAGAAGCTCGTGAACCG 
CGTGAAGGCGGAAATCGAGAAGGAACCCGAGACCATGGTTCCACCCGTGATTC 
CCGGGCAGCCGGCCACACCTCCACCCGAGGACATGTTCGGCTGATAGCCGCC 
TGGGGAGGCAGATGATTGATTTTTAAAAAGAGAAAAGGTGGTAAGCGTGAACGG 

45 CCCGAGATAGATCTCAAGCTTAAACCTCCGGAGGAAGGTGAGGGAGCTCCGAA 
GCTCAAGCTCCCCAAGCCGGAGGGGAGGCCCGGCGAGTCGAAAGGCGCAGAG 
GCCGTCCCCAAATTAAAGCTTAAACCCCCGAAACCTAGTGAAAAACCTCCTAGT 
GGAGAAGAGGAGGAAAAGAAGAAAGAAGAGCGCCCACCGGCTGAAATTAAGCC 
TCCTAAGCCACCGGAAGAGCGTACCGCTCCCTCGAATTTGGAAGCTGAACTAG 

50 AGCGGCTGAAAGCCGAGAATAAAAAGCTTAGAGAAGAATTAGACGAATGGCGC 
AACAAAGCCAAGAGTGCGATGGGAGAGAGGGATAGACTAAGGTCCGAAATTAA 
AAGACTTAAG G AAG AACTTG AGAAG CAAGAG AAG G AACTTG ATAAGTACATC AA 
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AATTTCGAAGCAACTGAAAGAAAAGTTAGAAAAAGCTAAAAGAGAATCGGAGGA 
ACTTAAAGAAAAAGCGGAAGAGTACCGTGAACGGTACGAAAAGATTGCTGGGAA 
ATACAATGAGCTTAAGTCGAAGCTGGAGGATCTCTCGGACCAAAATCGTCGTCT 
CGCAGAGAATCTAAAGAAACTCAAAGAGAAGTATAATGAAATTAAGGAGGAGAG 
5 AGATAGGCTAAAGGAAGAAACGAAAGAAGTGGGGAAACTCAAGGACCAGTTAG 
CTAAGCTTCAAAGTAAACTTAAGGAGGTTAAAAGCGAAAGAGACGACCTCGCCA 
ACGAAGTCGAAGCCCTGAGGAATGAGAACGAAAAACTTAGGAAGAAAATAGACA 
AACTGAAGTCTGAGCTGAGTAATCTCCAGAAGAAGCTCAAAGATAGGGAGAAGA 
AATTGGAAAAGGCTCGCCAGCATATCGGGAAGCTCAGGGAGGAAATTAAGAGA 

1 0 AGGGATGAGGAGATTAGGAAGCTTAGGAAGGCACAAAGTAAGTTGAAGGATGA 
AATTAAAAGGTATGAGGAAGGGAAGCGACTTCTGGTTCCACCCGAGACTGAAAT 
GGCGATAGCAAAGGTGAAGGGTAGTATTGTAATAGGAAAGAATTCAATGGTTAA 
GGCACTCCAAGAGGATGAGCCCATAGTAGTTAAGGAGGAAATTAATGTCAAAGA 
TAATTCGCGAATTTACGGGACGATTGTGGCTAAAAACATCTCAATTGGGAGTAAT 

1 5 GTAAAGATTTACGGGAATGTAATTTGTGAAAACAAGTTGGAAATCGGAGAAGGC 
TCTACGGTAAAAGGCCATGTAATTTCTATTAATTCACTGAAGACGAGTGCGGATG 
TGATAATAGAAGGGAGTATGGTCAGCGGAGACGACATCTCGCTCGCTAACAAC 
GTGGAGGTCAAGGAGGTTCTGATCACGCCAGGGTCGGTCAAGGCCAGTCAAG 
GCCTCAGCGTTGCGGCGGTGCTGTGTAATGACTTCGAATCAGCCGGTTCCATA 

20 GAGGCGGATTATATTCTAGCGGATGAGAGGGTCAAGCTGGGTGACGACAGCTT 
CGTCAAGACGGTGATCGTTCGAGAGGGACCGGTGGAGCAAGGAGTGAACTCAT 
GCGTCTACTACGGCTCGTTGTCCATCAAGGGTCGGAACCCGAAGCTCTACATAA 
ACACCGAACCGTTCGACGATCCCGTCGCTAACAGGGTATTCCGCAAGACGATTT 
CCAACGTGGAGCGCCTCGGGCCGTTTCATCTAGCGAAGTCGGAGAAAGACGCT 

25 AAGTTCGTGTTGAACAGGGTCACCAAGATGGACATCGCGGAGATCGTGAAGGA 
ACTGCGAGAATCTCTGAAGGTCTAACCCAGTAGCCCTCGCTCATGTCCCACGTA 
CCAGTGTAGCGACGACCCTCGGACCGTGCGAACGAACCCTTCCCCTCTCACCT 
CCCATTTATCGTTGGCTTTCCGAACTTCGCACAGAACCCTCTCCGTGGGTTCAG 
GACGGACTGTGATTCTATTGTCTTCAGGCAGGTAACAGACGTAGTACTTCTCAC 

30 CTTGCCCTGACCATATTTCGCCACCGTTCAGTTCCAGTTTGAGTCGCTTGCCAA 
CCACTAGAGTGTAAACGTCGAGACGGTCTACAATGCTGTTGCCGACAACTAGAC 
TACGCTCAGGAACGCGCGAGTCGCTGATGTGAGCTCCCGCACCTACTACGGAC 
CATCTCCCGATTTCACAGCGCGAGAGGCGTGCATTCATGCCCACGAAACACCG 
CTCCTCGATTTTACACCCATGGATCTCTGCTCCATCTCCGACGAAAGTCACCGG 

35 GCCGAGTTCCGAGCGTTCGATTTCACAGTGTGAGGACACGGAAACCCGTTTGT 
GTAACACTGAGCGACGGATCGAAGAGAAGTTCGAGATCATGGCGCCTCCGTGG 
ACTGTGACGTGCTCCAGCTCCACGAACGCCGCCACTCGGGCGTTGCCGCGTAT 
TCTGGATTCCCTCACGGACACGAGGTGAGGGTGTTTGAAGGCGGGGCACAACC 
AGGCTTCCGAAGAGTCTCGTACCTTGAACCACCGGTTAGTGGGTGACCTCTTCG 

40 GGTCGACTACGACGGTTAGATCTAGGTAGAAAGGCTTTCCGACGCGTTCCTCCA 
GGAGTTCACGGGCCCGCTTGCCGATCTCTCGGATGGTGCTGCCCTCGCGACC 
GATGAGGGTAGCCTTCAGCGATTCCTTATGGACCACGAGTTCTGCTCGGGCGT 
AGACGAGTTCAGGACGTCCGCGGCCGGGCCGGATCTCCTTTACCTCGATTCCC 
ACTTCCCGTGGGAGTGATCCGTGGAGTACTTCGCGTAAGGCCGAGCGCAGGG 

45 CTCTCTCGACGGTGCGTTCACTCGGTAGGTGCGATGTAGTACTCGTAGTTCGGT 
CGTCTCTGGGTTCGGATTGCGGGCTGCTCACAGACGTACACCACCAGACAGTC 
CTGAGGTGCCTCGACGTACCGAACGTTCCCACTGCGAGTCGTCACGGCGGCCA 
GTGGATCACCTTTCCTGAGCCGATCTCCTACGTCGGCTATCGGTGTGACTACGT 
AACCTTCAACCGGTATCTGGTACACCCGGTCCCCGGGCTTCAAGAAGACGAGT 

50 GATCGCCGATCTACCGGTTCTATGACGACGTGTCGGGTGACCTTGGCCTCCGG 
TACGTCGAAGACTGACCTGGCCTCCTCGTACACCACCTGTTCGTAGAATATCGG 
CTCGTCTAACTCTTCGGCGATCTTCTCCGCTAGCTCACGCGAGCGTACGATCAC 
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CTCGAACTCGGGGTCCGTGAGCAAGATCTTGCCGCTCTCTGGAACTTCGTCGG 
TCTCCACGTATATCCTGGGAAGTGCCAACTTCAGAACTCCCTCTCTACAACGAA 
ATCCGCCAACTTTTCTAGGAACTCCCGATGCTCGTTCTC GGGGA GCTCGCGCA 
GCGCAGCCTTAGCGCGATCGGCGTACTCTCGGGCCCGCTTTTTAGCGTAATCT 
5 ATCGCACCGAGATCTTCGAGTATCTGAATAACCTCGCGAACGTCCTCGCGTGAA 
GCATCCTCGTTCCCGAGGACCGAAAGTATGCGCTCCCGCTGCTCCTCATCGGC 
GAGCTCCAGGCCCTTGATCACGATCAGCGTCTTCTTCCCCTCGACGATGTCGCT 
GCCCACGGGCTTACCGAGTTCGGACTCGTCTCCGACAAGGTCGAGGACGTCGT 
CCTGTATCTGGAACGCGATCCCCAAGTTCTCGCCGTACTCCCGAAGCGCTTCCA 

1 0 GTTGCTCGCGGTTCGCCCCGGCTTTAAGCCCGCCTACGACGCACGATGTCCGT 
ATGAGCGCTGCCGTTTTCTTCCGGATCATTTCGAGGAACTCATCCTCGGTGACT 
TCAGTCCTGTTCTCGAACCCGATGTCCATGGCTTGGCCCTCACAGATCTCCGTG 
CAGGCGCGGGCGAGTTCTTTCACTGCCTCTACGTCTCCGCCTTCCGCCGCCAC 
TTCGAAGGCTTTGGAGAACAGGGTGTCTCCCGCCAGTATGGCTACCGGTACTC 

1 5 CCCACTTCACGTGTACCGCCGGGACTCCGCGTCGTTCGTCGTCTTCGTCCATG 
ATGTCGTCGTGAATTAGAGTGAACGTATGAATCAGCTCGACCGCGACCGCTTCA 
GGGAGTACGTCCTCTTCCGATCCACCTAACATGAGACACGATTTGATGGCGAG 
GAGGGGTCGGATTCGCTTACCTCCCGCTTCGATTAGGTGCCAACACGCATCGT 
AGAGGTCCTCTGGGCCTCCTCTGGGTAGTACCTCCTCAATCTTGGCGTCGACG 

20 AGCTCGCGTGCACGGTTCAGCTCTTTCAGTATCTCACTCCGCATGGAATCGTCC 
CCTTATAACGGCAGACTTAGCTTCGTGCCGTCGAACATTATGAATACGTCTCGG 
TTCACCTCGTAACCCTCCTGAGTGGCCAGTTCGGCGTACGCGGCCAGCATATC 
CGGGTCACCGTGTGCCGGGACGATGAACTCCGGCTGGAGCATTCTGAGCATTA 
GGCGATGGTCTTCACGACCCGCGTGCCCTGACACGTGCACGTCCTTGAACATT 

25 TTCACACCCTTCAGCCGGAGCTTGGTGTCCAACACGTAGCGGTTGGCTCGATTT 
ATAGGGGACGGAATTGTGGACGACGAGAACACTACGCTATCTTCTTCGGTCAGT 
CGGTACGGGAGCTCGCCGTCAACGATCCGCGGTAACACGGCGCCCGGCTCTC 
CCTGGTGTCCCGTGACGATCAGTAGGTAATCCTCCTTCTCCTTGTTCGCCCGTT 
CGAGTCCCCGCCGAATAGTCTCGGGGCGATCGTAAATCCTGGCACCCGCGGG 

30 GAGGTTCAGGAGACCGAGCTCTTCGGCGATCCTCCCGTATTTGCCCATGGATC 
TTCCGGCGAGGATCACTTTCCTGCCTAATCTGTCCGCAGTGTCTGCGATCGCCT 
GTATCCGTTCTATGTGTGACGAGAACGTTGTAACGATAATCCCCTCACTTTCCTC 
GTCGGCGAATCTGAGCACGTCGTTTACCATTTCCCTAGCTACAGATTCGGAAGG 
TGTCTTAATTTCTTCAGCGACCCTCAAACTCTCAGTAATGAGCAGTAACACACCT 

35 TCTTTGCCCAGCTGTTTGAGCCTTTTATAATCCGGTTTGTATCCTATTATTTGATT 
ATCATCGAACTTAAAATCGCACGCATATACTATTGCTCCGTAGGGAGTATGCAAC 
ACTGGTAGGACACAGCACGGTATGCTGTGGCTTATAGGGATAAATTCAAGTCGG 
AGTTTCGAGGAGATCTGCACTTCGTCTCCAGGCTCGACTGTGTACAAGTTAATC 
ATGATATCTTCGGCTTCATCTGCGTACCTTATCTCATTCCTGAGGTCGGCTTTCA 

40 CGAGTTCTATTGTGAACTCAGTTCCGAATACCGGGCACTTGTACTTAAAGAGCA 
GCTTAGGTACCGCTCCGATGTGGTCTAAGTGAGCGTGGGACAGGACCGCGGC 
GACCGTCTTGGAACGATGGGGGCGTAAGATAGGGTC GTTCG GTATCGCTTTCA 
CTCTACGGAGTTCCCTGGCTGAGGCTTTCTGAAAATCTTTTTCGAAAACTAGTGA 
TTTGTCCAGGGACATACCACAGTCGAAGATCACTATCTCCTCGTCCACGCGGAC 

45 CGCGGTCATGTTTCGTCCACCGGCCTCGCCGTATCCCCCTACTGCGAACACCT 
CGACGGTCAACGGTTCCACCCCGTTCGGCGATCACCGGTGCAGACGAGATCGA 
GTGGGACTCCCCGGCACTCCAACCACTCACGCAGCTTCCCGTACACTACTATG 
GGGACGCTGCTCATTTCCTCCACGGACGAACACCCCGCCATCAACATCGCGAT 
CTTGACCTCGCGAGCGATCGACTTCAGGAAGCGGACGCAGCCTCTGACGCCCT 

50 CGGCCAGCACTTTACGGAGCACTGGTAAGGCCATTCCGGCGCAGTCCGCACCT 
AGAGCCAGAACCTTCGCGACGTCCATTCCCGTGCGCACGCCTCCGGTTCCAAT 
TATCGCGAGATCGTTACCGACGACGCTTCTGACTTCGAGTATTGAAGCCGCTGT 
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GGGGACTCCCCAATCGGAGAACGCGTAGCCGAGTGGTATCTCACCGTGGGCCT 
TCGACCGGACGGCTTCGACCACCGCCCAGTTGGTTCCACCGGCTCCACCGACG 
TCGATACCGTCCACGATATCCCGGACCAACTTGGCGTCTTCGGCTGACACGCC 
GGCTCCGGTCTCCTTCAAGACCACCGGCACGTCCACCGTTTCGCAGACTTCGG 
5 CGAGTACGTCCACGAACCCGGCGGCGTCCGCCTCACCTTCCAACTGAACCGCT 
TCCTGCAGCACGTTCACGTGAACGGCCAGCGCGTCTGCGTCCACCATATCGAC 
GACTTCGAGCGCGAGGTCTGGGCCGTTCTCGCGCAGCTGCGGGAGCCCGATG 
TTGGCCAGCACCAGGCCGTCGGGGTACTCCTCCCGTACCACCTCGAACGTCCA 
CCGCACCTCCGGATCCTTCACGCCGGCTCGCTGGCTTCCGACCCCTATACCTA 

1 0 TCTCAAGCTCGCGGGCTACTCGGGCGAGCTTCCGGTTGATCTCGCCGGTTTTA 
GGATGGCCTCCCGTCATTCCGGCGATTATCAGCGGGAAGGAGAGCCGCTTCCC 
GAAGAGTTCGATTTCCATGTCCACGTCGTCGAAGTCGAGCTCCGGGAGCGCCC 
GATGTACTATCTTCACGCAGTCGAACAGCGGGCTTTCCTCCGATTCGACGTCCT 
CCCAAATACACGCTAGCACGTGTTCCCACTTCCGTTCTCTCATCCCTTCAGCGC 

1 5 GTGATCCTCGTACCAACGTGCTCACCCCGAAGGAATCGGTCGACGTTTTCCGG 
ATCCCGAGCATCGAACATGTACACTTCCGCGCCGCGCTCCGCTATGCGTGCGG 
CCCTTCGCAGTTTCTCCGCGATGCCCCCCGTCACATCTACGCCGGCAGAACCC 
TCCAGCTGCCGTGCCAAGTCTCGCGCTTCATCCGGAGAGAGCTCCCTTAAGGG 
CTCCCCCTCCTCCGGTGTTCTCGGGTAAACTCCGTCGACGCTCATCCCGAAAC 

20 CGACCCGGTCCGGGCCCAGCCAGGAGACCCGCTCGGCGATTTCGTCGCCCGA 
CATGATCCTAAACCCGTCCCCGTCGTGGTCCGGGACGACGTCACCGTAGAGTA 
GGGGAACGCAACCACGTTCCAACAGGTCCACTAACACGTTGAGCGAGTACAGT 
ACCGTCGCGGGTGTCACCGGGTACACGCGCACTCCCGAGTCCACTGCCACCTT 
CTCGACGATAGAAAGTAGCTCGTGCATCGCCCGTCGAACCTCCGAAACACCCTT 

25 TTGCAGGTCGCTTACTCTCGACGCCGCGTAGTGCCCGAACGACCCGCCGCCGT 
GGATGAGTACTAAATCTCCCCTCCAGTCTGAGATGACTTTCATAAGTCTTCGAAT 
ACGGTCTTCCCTGGCCGTTTTCGGTTTCGATTTGTCGGTGATCACACTCCCTCC 
GAGCTTCAGAACCGTGAACACAGGAGCCCTCGACGGGACCTCGACCCGCCCG 
TAAAACGGCCTTCGGGGGCGATGAGGACACCCGAGGCCTCGGGGAACGATGA 

30 CCGGAGCGGTGGGCGGCCGAGCTTGTAGGGGGTAGTTCCATGAAGCCGGTGA 
CCTTGATTAGGCCCTCAGGTGAGGTGACGGCTAAGAGCGCGCCCGTCCGAAAG 
ACGTTACTGGGTGAACTGGCGCGGCGGTTAGAGCGGAGGCTCGGCGAGGTGG 
TCCGGGTACGCGGGCCGAGGCTAATAGTCCCGGGCCACCATCCGAACGCCGC 
TTCGGAGTTCGGTGTCGAAGGTGCGCTACCGGGATACAAGGTGAGACCGAAAC 

35 CGGCCACAATACTCAAAGCCACGCGACGCGCGTTGCGGGAGTGCCCAGAGGA 
GATCAGGGTGGACGTCCGGTCACACCACGACGGCGTTTCGGGACATGCGCTGT 
TCGAGTCCGTGAGGGAGATCGTCGAGTCTACCGGCCGTAAGACTAGCAAGCGT 
GGGTCCCGACTGCTGGTGGAGGTCTATCCCGACGTCGCTTACGTCTGCGGACC 
CGAGAAAGCCGGTCCCGGTGGTCTTCCTGTGGGCACGCAGGGGCGTGCGCTG 

40 TGCTTACTTTCTGGAGGCTTCGACAGTCCCGTGGCCACGTGGATGGTTATGCGT 
AGAGGACTCGAGTGCAAAGGGTTGCAC I I I I I AGTCACGGAGTCGGAGCTTGA 
AGCGGCCCGTGAGAACGAGCGAGTCCTCCGACGCTGGTGCCCGGACTTCGAT 
CTCCTAGTGGACGAGTCGCACCGTGAGTTCCTGGAGACCGCCGAGGAGCGACT 
GACCGGACGACTCAAACGATACCTGTGCGTTGTTTGCAAGATGAGGATGCTCG 

45 AGCGTGCCTCTCAATGGGCCGATCGGCTCGGGTGTGATTGTATTGTCACCGGT 
GACTCATTGGGTCAAGTGGCGAGTCAAACCGTATGGAACCTCAAGCTGGAGGA 
GTCTCAAGTGAATGGTATCGTACTACGTCCGTTGGTCGGTCTGAACAAACCCGA 
GATAGTCCGATACGGACGTAGGATAGGGGTCCCTGAACGCGATCCGGGACGAT 
GTCCGTTCGTTCCGGAGAGACTTATCGTTAAACCCAGGAAACGGGAGGCGTTG 

50 CGCGCGTATCGGGAGGTGATTAAGGGATGATCATTAACTCCGTCGGTAGAAAG 
GTGCTCTAACGTCTGAGAATTTGAGGGGTGGTGTCCATAGGCTTTGAGAGAAGA 
AGTCGCGTCCAGCCCTCAAGGGCTCGGACTCGAGATATTGGCTAAACACAAAG 
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TGTCTGACTTCGTTCGTCACGGTGCCATTGCGGTGAAACCCGATGAACCGCTAT 
GGAACGCGTTGAAGGCTATGGTCACTCACGGCATTCACGGTGCGGCGGTGATG 
GAGGACTCCAAAATAGTCGGAGCGTTCGAGGAGGATGATTTGCTCCGTGCCCT 
CCGTGCGCTCGAGGAGGACGCTCTCGCGGCCGAAGTTAAGCGGTTCATGAAAC 
5 CGGCCGTGGTGGTGAAGTCGAGCGATACTTTCCAAAACGCCATGGTTGAAATG 
CTGAAAGGCAACACGACCCGGGCATTCGTACGTTCTTCCGGTCTCCTAAGGAG 
CGGCGTGTACGGTGTGATCTCCGCTTCTGATATTGTACGAGTACTTACGGGGGA 
TTACAGGGGGTTCAGGGCTCCCGGCAACACGGATCGACCGGTTTCGCCTCCGA 
AAGTCGGTGACATATTCTGGCCCGGAAGTGTAGCCATCAAGCAAGTGATTCGGA 

1 0 ACTCTCCTTTGACCCTGGACGCTTCCAGCTCCGTTGCCGATGTCGCGAGGTGTA 
TAAGCGAGAAGGGTCGACACTACGCGGTCCTCCTGGAGGGGGAGTCCCCGAT 
CGGCCGCGCCGGTGACAAGGACGTGATGGGTGCCGCTCTCGACGCGATTCTA 
AACCGAAGAGATTTACACGACCTCACGGCCAGAAATTATCTGCAAGAAATGGTG 
GTGGTGCCTCCCGAGACGCCTCTACATGAGGCTCTTTGGGAAGTTATCGACAAA 

1 5 ATGTCAGATAGAATATACGTGATGGATGGCAGGAAGTTAACCGGGGTCGTGCC 
ATTAATAGATGCCGTCTACACACTGGCGAAAGTAGCTAGT GATT GACTTCTGAC 
AAGGTATACAATCGCTCTGGCGATCATCGGGGGTGGGGCTTTTGGTCGACCTG 
GACTGCTGCGTAGTGTGTGGTGACAGTCCGGAAAGT ATCGTCG ATGAAGTCGT 
CGAAAGGCTTGGTGACCGTGCCGATTTCGGAATCGTGTTTTTTCACGATATAGA 

20 TCCCGAGGACGTAGTCTCCGAGCTCAGTTATGGAGTTGAGCGTTTCGTCGGCT 
GTGTGGCTGGAGAGGGTCACTATCCGGGGTCGGTTAAGGGGCATAAGATCAGC 
TTACTGGCGTTGAAGACGGAATGGATGGCCAAGTTCGGTACCGGCGGATCGGC 
GCGTCAAGATCCTGGCGAGGCTTCTCGTGGTGCACTGGAGGAGGCTTTCGAGG 
ACCTGGATTTCGATCCCTACGACGTCTCCTACTCAGCGCTCAATCTTAAAGATC 

25 CAAAACGTATCGTCATGTACAGGCCGGTTATCGGCATAACGTTCATTGAGGGGG 
CCACGTTTCACAACCTCGGTGGTACGGGTCTCGAAGTGCTCTCCGGCTTCAGAT 
TCGGGAGTGGTCCTGCGGCCGAAAGTATCCGCACCTTCGGAGCGCTGTCCAGC 
GATCCTGAGTTGGAGAGTGCTCCGGTGGTGTGCGATAAAGGGGTGTTCGAAAG 
CGGTGCTGTTTACGCTACTATTTCCACGTTCTTGAAGGTCAGTTGGTCGTTCGC 

30 ATCCTCACTGAAACCCGTGACGAAGCTCGGAACGGTAACGAAAAGTAGGGAGA 
ACGTGATCGTTGAGATCGACGGGCGTCCCGCCGGCGAGGTTTACATCGAGAAA 
CTCGAAGAGGTGACCGACTACGTCAAGGCATGCCCGAACGAGTACGTCTACAA 
GGAGCTTCCACCGCTCGGTGTGGTTCGTGTGTTCCCCTCCGTCGGACACAGGA 
TCATCCCACGCACCCCGCTAGAGGTTACCGACGACTACATCCGAACGGCGGGT 

35 TACGTCGTGGAGGGCGAGCAGCTGCTGCTTCTCGGCTTCGATGATAGGCCGAA 
CGCTCCCGTTAGGGCCTACCAGGGATCCTTGAGCTCAGGTGAGGAGCCGCTAG 
CATCCATTCTGGTCACGTTCGCGGGACGCAAGCCGCTCAAGGAGGAGATCCCC 
GACAAGCATTGCGTGGGGATGTACTCCTTCGGAGAGATCATCCCGATTACCGG 
GTATAACGAGTTTCACAACCACGTATCCGCGTGCCTGACGATCTTCAGAGAGCC 

40 GGTGTTCGACTGATCGGTCGACAAAGGTGATAACTCGCCGGTCACGGGGGCG 
GCCCGGGGCGTCCGCTTGAGAGACGTTATCCGGGGAAGGGCCTGGGTCTTCG 
GGGACGATATCGACACCGACCAGATCATCCCGGGTCGATACCTCACTACCCAG 
GACCCCGAGGAGCTGGCCAAGCACGTGATGGAAGGGGCCGATCCGGAGTTCC 
CCGAGAAGGTCCGCGAGGGCGACGTGATCGTGGCCGGGAAGAACTTCGGCTG 

45 CGGTTCCTCCCGTGAGCACGCGCCGATCGCGCTCAAAGCTGCCGGAATCGCCT 
GCGTGGTCACGAGGTCCTTCGCCCGTATCTTCTACCGGAACGCGATCAACCTG 
GGGTTACCCCTAGTGGTTTGCCCCGGCGTGGACGACGCGTTCGAGGATGGCC 
AGGGGATCGAGGTGAATCTCCGAGAGGGGTATGTCAGGAACCTCGACACCGGT 
GAGGAGCTGGAGGCGAAACCACTCCCGGACTTCATGATGAGGATACTCGAGGC 

50 CGGCGGCCTGGTGGAATTGATCAAGCGGGAAGGGCCACGGGCTTTCGAGGGG 
TGACCTCCGTGGCGTACAAGATCGCTGTGATCCCGGGAGACGGCATCGGACCG 
GAAGTCATCGAGGCAGCCCTCCACGTGATCGAGCCGCTGATCGACGCGGAGTT 
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CGTCGAGGGTGAGGCCGGCGACGAATGCGCTGAGAAGCACGGCGATCCGCTG 

CCGGAGGATACCTTGGAGCTATGCCACGAAGCCGATGCGATCCTATTCGGGGC 

CGCGGGTGAGACGGCGGCCGACGTGATCGTCCGGCTGAGACAGGAGCTCGAC 

CTGTACGCGAACATCAGACCGGTACGTGGGTTTCCGGGACTCCGTGAGCTCAC 

CGGTGAGCCGTACGTGCGGGACGACGTGGACTTCGTGATAGTGCGCGAGAATA 

CCGAGGGGCTGTACTCAGGGATCGAGGGGAGATTCCGAGACACCGCGTACAC 

CTTGAGGATCATCACAGAAGAAGGGACGCGGCGTATCGCCGAAGTAGCTTGCG 

ATTTAGCGGAGGAGCGCGGTTCGAATACCGTTACGTGTGTGCACAAGGCGAAC 

GTCATGCGTGAGACGTGTGGGCTCTTCCGCGAAGTGTGCAAGGAGGTGGTCGA 

ATCCCGTGGACTGGAGTTCGAGGAGTACTACGTGGACGCTGCGGCTATGTTCA 

TGATTACCGAGCCGGAGCGCTTCGACGTCGTCGTGACACCGAACATGTTCGGC 

GACATACTATCTGACGAGGCGGCAGCACTCGTTGGTGGGCTGGGGTTGGCGC 

CCAGCGGGAACGTCGGCGACCGCCATGGGCTGTTCGAACCGGTGCACGGATC 

GGCGCCGGACATCGCGGGTAAAGGAATCGCGAACCCGTTCGCGACGATCCTTT 

CCGCGGTCATGATGCTAGAGTGGTTGGGTGAGGACGAAGCCGCGGAAGCCGT 

AAGAGAGGCCGTGGGTGAGGCGATCCGAGAAGGTGTCGTCACGCCGGATCTA 

GGAGGTGATAAAAAGACGATGGAGGTGGCGGAGTTCGTCAGGGAAGCTGCCCT 

CAACCGGGTCCAGTAGTGGGTCCAGTGGTGGACGATCCAGTAGTGGATTCTTC 

CTTCCCCGCACCCTGCTCCTCTCCGGATCGGCCTCCCACGTCCTTAACTTTCGT 

CTTGGCGGCGATCTCCGACGGCGACAGTGGGTGAGGTTTACGGTTCTTGAGCT 

CCGGCGGTAGTACCACCTTAGACATCTTCTCCTGTTCCTCGATCTCCTGTTTGAT 

AGGCGAGATACTGACGAACCCCGCGGCCATACCGATGACGAACCCTAGAATCG 

CGGAAGCCTTCAGGACGGTTTCGGTCTTCAAGTCCGTCAACCCCGGAGGGAAA 

TGTCATGATGTCGATCAAAATGACGATCGGAGCCACCGGAGCCGCTGAGGCGG 

CTTCGCACGGGGACGTGATCGTGGTAGTGGACGTCGTGAACACTTCCTCTGCG 

GCTGAGGTCGCCTTACGCGAAGGGGCTGTCGCCGTAGTAGGGGCGGCTCCCG 

ATAGTGCTTATCGGGTCCTCTCGGGTGAGCACGCGGCTAAATACCCGTTCGCG 

GAGACACCCGAAGGCGTTGACCCGGTAGAGCGAGGCCGGGAAGCTGGTAAGA 

TAGCCGTGGAAGAGGGCTGCGATGTAGTACTCGTGGTAGACGGCGGCGAAGAT 

AACGCGAGTTTGGCTAGGAAAGGCGTTGAGGACGTCGGGGCGGAAATCCGGG 

AGGTCGTACCTAACGCGGGCCCTAGGATTAAGGACGTGGTGGATCCGGCGGG 

TAAGGTCTTCTTGTTCGCCACGGCTACGGGCGGAACGCTCTACGATGTCGCTAA 

GACTCACGGGGCTCCGGCGGTAACGTTCGGAACCGTCGTGCGTCGCTCTTTCA 

CCAGGGCGTGTGTGGAGAGAGCACTGAGGTTAGCCGGCAGGTATGGGGCGGG 

CGTCACGATAGTGGTTTCATCGATCTTCGCCCCGGAAGACTTAGACGCCGGCG 

CGAGGATTTTCGAGGAGGCCTGTAAGGTCATCACGGAAAGCGTCTGTGAAGAA 

CGGTTCGAGGACGTCGTTTCGAGACTGTAGGGGAGGCTTCGGTTGGGACGGTA 

CGTGGATAGGTACCCGGACGAGAACGGGTATTTCGGTGAGTACGGAGGGCGTT 

TCGTGCCGGAGACGCTCATGCCCGCGCTGGAGGAACTAGAGGATGCGTTCAAA 

GAAGCACGTGAAGACCCAGAGTTCTGGGAAGAACTCGAAGAACTGTGGCGGAA 

GTACGCCGGGCGCCCGACTCCACTGTACTACGCACGGAACCTGTCGCGGAAAC 

TCGGCGTCAAGGTGTACCTCAAGCGCGAGGACTTGGTCCACGGCGGGGCACA 

CAAGCTGAACAACACACTCGGTCAGGCCCTGCTCGCCGATCGTATGGGTAAAG 

ATCGCATCATCGCGGAGACCGGTGCCGGACAACACGGACTCGCCACCGCCAT 

GGCCGGGGCCGCACTGGGCAAGAAAGTCGAGATCTACATGGGGGCCATCGAC 

GTAGAGCGCCAGAAACACAACGTCTTCAGGATGGAGCTGATGGGGGCCAAAGT 

CCACCCCGTGAAAGCCGGAACGCAGACGCTCAAGGACGCGATCAACGAGGCG 

CTGCGCGACTGGATAACGAACCTCGAGACTACTCATTACCTCTTGGGTTCCGTC 

GTCGGGCCGCACCCTTACCCGTGGATCGTCCGCGAGTTTCAGCGGGTGATCG 

GCAGGGAGACGAAGGAGCAGATCACGGAGCTAGAGGGAGGTCTTCCGGACGC 

GATCGTGGCGTGTACGGGGGGAGGCAGTAACTCCATCGGGATATTCTACGACT 

TCCTGGACGATGAGGAAGTAGCGCTATACGCCGTCGAGGCCGGTGGCAAGGG 
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GCTGGATACTGACGAACATTCGGCCTCGCTGTGCGCCGGGGAGGTGGGGGTC 

CTCCACGGTTGTCGGACCAAAGTCCTTCAGGATGAGCACGGCCAGATCCGACC 

GACACACAGCATCGCACCTGGTCTCGACTATCCTGGAGTGGGTCCGGAGCTCG 

CGTTCCTAGTGGACGAAGGTAGAGTCACCGCCGACGCCGTGACGGACGAGGA 

AGCACTGCGTGGTTTCGTCATGCTGAACGAAACCGAAGGGATACTCCCAGCGC 

TCGAATCCGCACACGCGGTCTATTACGTGAAAAAGCTGGTGGAAAGAGGTGAA 

CTGGACCGTGGGGACGTTGTCGTCGTGAACCTGTCGGGGAGAGGCGACAAGG 

ACGTAAGGATAGCGGCGGAGGAATTGGGGGTGGAGATCTAGCTACTCCTTCGG 

TACTATACGGAACTTACAGATATCGTCGCCCGCCAGCTGGCACTTCGTCTCCTC 

TATCTCCATGCTCTTATCGTACTTCAGCTCCGCTAGCTTGCGGAATAAGGCCTG 

CTCCAACTCACAAGCGGGCTCGGTGAATCCCATTTCCTCCTTAACCTCGGGGTT 

CTCCTCGTAGAATTCCACCGTAACCGTCGTTTCTACGGTGATGACTATTTCTTCC 

GGGTCCTCCTTATCACCCACGAAGTCAACCTTTATCCCCTCCATGCCCATATCC 

TCGAGCAACTCCAGCATCTCTTCGAGGGAGTCCGCGCGCTC GTAGA CGATTTC 

CGCGAGGAGCTCTCCCTTCTCTCCCGCTCCCTCCTCAAGGTCTTTTATCAGCTC 

ATCCAAGGGGGAGACCCCGACTTGAAGTATTTCAAGAGGTTGTCCGATCGGGA 

GCGCGCGATATTCGAGGCTGGAATCACGCTGGGCGCTATATATCATCAGTTCTG 

CGGCACGCCTGTATCACCCGGCACCGCGGAGGAGGTGGCCAAGTGTATCGAA 

CGTGCTGCCCTACTTCAGCCCTGCGTAATCGATGCTCGGGTGGAGGTGGACGT 

ATCATCCGAGGATACCGACAACTACGGTGGGTACACGGAGGTTTCAGGCCGGA 

ACCTACGAGTTACGATTGTAACTAGGTGCGGGGAGTGGGAGGCCGTAGGGAAG 

CTCGAGTTCATCGAGGAGCTGAACTACCCACTTATGTGGGTTGAGGAGATCCG 

GCGGGTGGAACAGTGACCGTTATCGGGATAGCCGCCGACTTCGATCCACCCCA 

CCGGGGACACGCTTACCTATTAGACCGTGCCCGAGACCTCGGTGACGAAGTCG 

TGGTGTTCCTCAACGCTGATTACACCGCGCACCATACCCCACCTCTCCTACCGT 

ACCGCTTACGTCGCGAGATAGTGTTAGAGCTCGGCGCAGACGAGGTGATACCA 

GTCCGGGGGTACCACCAGCGATTTCCACTTGCCTACACGGTCCCCGTGCGAGT 

CAGACTCATGGCGGAGGAGGGCGTGGATGTTATCCTCGACGCTGGACCGTCG 

CGAAACCTCGATCGGCTCCGTGAGCACGTCGAGAGGGTGTTGGAGGTAAGTGA 

CCTCTTCTCCATTCCTCCGAACGTTCCGGCCCGTAATGTGGTCCGATGGTTGGC 

GGCCGTCGAGTACGTGAACCGAGAGCTGGGAACGGACGTCGAGCTACTCCTTA 

TTCCGGAGCTCGAAGGGTATTCCGGTCGCAAGATCAGAGCCGCGCTCCGGCG 

CTCCGGCTATTCACCCGATTCGCTCAGAAAAGTCAGGCGTCACTTGCCCCGGG 

AAACGTTCAAAAAACTTGAACGATACCTCAAGGCGCGGACACCACCGATAGCCC 

GGCGAAAGGAGCTCCTCGACGTCTTGAACCGCGCGTCGAGCTACGAGCTCTGT 

AGCATCGCACACCTCAACACCATCGCCGTTCGGGAGATCCTCAGAGGGCGTCC 

ATTCAGATCGGAGCGTCAGGTTTGGGGGGCACTCCGCAGAGCCGACTACGGTT 

CGGTGCTCACGCGGCTCGCATTGGCGAACACCGAGTGTCGCGTAACCTCGGAC 

GAGATCGCTCGGATCGCTCTAAGCTGGTGTGTCGAGCGTCTTGTCCCGGAGAA 

CCAATCTCCCGACTCGATGTACCGGCGCGATTGGTTCGTGGCGGCTCTTTCCA 

GCCATGGGGTTAAGGCCCGCGATGCGGATCGACTGTACAAGCGAGCCGATTCC 

TACGAAGAGGCTCGTCGACTGGCTCGTAGACGTTACGGCGTCGATCCCGGAGT 

CCCGCGGTTCGAGACCCTCATAGGTGAAGCTAGGGTTTCGGACGGAGAATATC 

GTCCGGCTATATCGGCCAACGGCCGACTGGGGGTTGTCGAGGACGGGTTTCA 

GGAACTGCGCGCGACGGCATTCGGAGCCACGTTGCTCAGGTACGTCCTGGAC 

GACCCCTTCGTGGACGCCGTGATTCGGGTGGAAGACGAGGAGGCCAGACTGA 

TCGTTTTCCCGGGGGACTCGCCGTGAGGAGGATTTGGTTCCACTTGGACTCAA 

AGAATAGGTACAGCCTGGCACACGTGCTCGGGGCCGTAGAGGCCCGTGCCCC 

CGAGCTAATACCGTACATCGAGGTCTCCAGGAACCCGGATCCGGAGCCCGGG 

GACATCGTGGTGTTCTCGTTCAACACGTTCATGGCTCCCGAGGTCTTCGAGGTG 

GTGGAACGTCTCCATGATGACGTGGTGAAACTGGCGGGTGGTCCCCACCCATC 

GGCCCGACCGGACCAGTGCCTCGAGCACGGGTTCGACATCGTCCTGATCGGG 
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GAGGGGGAGGAAGTAGTCCCGGAGGTACTCCGTGAACTCATTCGTGGTAAGGA 
ACCTGAAGAACGCCCCGGCGTTTACTTGGGTGAGGGGAATCCTCAACCAGCCC 
CGCGGGTGGAGGATCTCGACCGCTTTCCGCCGTACTCCGAGGGTTTTCGCATA 
TTCTGTTCCGTCGAAATCACCCGAGGATGCCCTTGGGGTTGTGCCTTCTGTCAA 
5 GTCACCAGACTCTTCGGGCCGAAGCTGCGGCATCGGTCCGTGGAGGACGTGG 
TCCGATGGGTCAGGAGAGGGGTCGAGCGGTACGGTCACACCTTCGCTCGCTTC 
GTCGCTCCGGATGCTCTGGCATACGGGTCACCCGACGGTATCCGGCTGAAGCC 
GGACCGAGTGAAGCGTCTCCTCCGATCACTCCGCTCGATTGAGGGGTTAGAAA 
AGGTG I I I I I CGGTAGCTTTCCGGCGGAACTCAGACCCGACTCCATCGCCAAAG 

1 0 GGGATGCCATTGAACTGATCGCTCACTATGCGGACAACGAGCGTGTCAACATC 
GGAGCACAGTCCGGGAGCGAACGCGTACTCAAGAGGATTGAGCGAGGGCATA 
CCGTGGAGGACGTCGAAGTGGCCGTAGAGAAGGCGCTGGAAGTAGGTCTGAA 
ACCTGTGGTCGATTTCATCTTCGGGTTGCCCGGGGAGACGGAGGAGGACCAGT 
TAGCGTCAGTAGAACTCGCCCGGTGGATAATCAAGCGGGGTGGTGAGGTCAGA 

1 5 CTCCACTACTTCATGCCACTGCCCGGAACACCGCTGGAGAACGAGGAGCCAGC 
ACCGCTCTCGTCCAAGATCCGGCGTATACTCGGACGGTGGACTCAAGAAGGTA 
AGGCGGAAGGCGCGTGGGGACACCAGATGAGGCTCTCCAAGACCGCGATGAA 
AGTCCTGAGCGGGTAATGGAATTGGAGGTCCTCGTGCTAAGCCCGGCCGCATT 
GTACAGACGTACTGTGAAAGCACTTCGAGATCTGACCGGCTTCGCCCGGGAGG 

20 TGGTGGGACTCGAGGAGTTCGGTGTAGGTATAGTAGAAAACCCGCGTGAATAC 
GTTCGGTGGTTAGCCAAACGAGTTGATGAGGGGACGGCTGAGGACGCTCTTCT 
CACGCTGGTCGGAGGGTCGGGAGCGCTCGTCGTACGCGTTGGCGGTGATACG 
TATCACGTGCTGATAGGTCCCGCTTACCGGTCTGAGGAATCCGTGAAAGCCGC 
ACTGGCGCACGAGCTGGCCCACCTACTGCAGCATCGATTGAAGCTGTTCCCCA 

25 AGGATGTACCCAGACCGGCAGGAGCTGTCAGGTCCGTGCTGCTACCACTCGAA 
GTGGGTGCCGAAGAGCTCGTGCTCAGAGAGCTCCCGGAAATAGGTGAGGTGA 
GGATCAGGATGGCCCAGGAGGAGGCGCGGGAGTGGCGTCGGACGGGCGACC 
CGATACTGGACCTCGAGAACGCGCTCGTCGCCGTCCCGATAAGGCTAGCCGCT 
CGACGTCTCGGACTCGACACCTCCGTGCAGGAACCCTCGATCGAGGATCCGGA 

30 GCTGAGGGAGGTGAAAGAAGAGCTGGTGAAACTGGCCCGAGGTGTCGACCCG 
TGGGACCAGTCGGACGTGGAACGTTATACCCGCAAGTCCGTGTCGATACTCCT 
GGATTGGCTGCTGGATCAGGATCGGCACCACTCGACGAGCGACTCGAACAACC 
GTAAACCGTCATCGGAGTTCAGGAGACGGTGAGCCGCGCGCTCAGGGTGAGG 
CATCATTCCGAGGACGTTCCCATCGTCGTTCACAACTCCCGTAATACCGCCGAC 

35 GGAGCCGTTGAGGTTGTACTCCTCTGAGACGTCGCCGTCGGGTCCGCAGAACC 
TGAACACCACGTTGTCCTCGATCTCCTCCGGGTTTTCGTAGTAGTACCGTCCCT 
CCGCGTGGGCGATCGGAACTCGAATGACTTCGTCCTCCTGGTACTTGGTCGTG 
AACGGGGTGTCAGTACGTTCCACGCGTAAGTAGACCCAATCGCAGATGAACCT 
GTTCCCGACGTTGACCGTGAGAGTACCCGGGATGAGCTCCGCTTCGGCTAGTA 

40 TCTGCATTCCGTTACACACTCCCAGCACGGGGCGCCCGTCCTCTGCACACTCT 
CGAATCTCCTCCAAAATCGGGGATAGCGCGGCGATGGCGCCCGCCCGGATGTA 
ATCCCCGTAAGTGAATCCGCCCGGGATGATCACGGCGTCGAAGTCGTCTAACC 
CACCATCTTCGTGCCAGACGAACTCCGGATCTCCACCAGCGAGCTTCACGGCC 
CATGCCATCTCGAGGTCGCAGTTCGTGCCGGGAAACCTGATGACAGCCACACG 

45 GACCAAACTCAGGCCCCCGATGATGACCTACCCCGGGACCGAGGTGATGGGG 
AGTCCCAAGTACGCCGAGGGGGTTCACTCGACGACCTCGATCTCGTAGTCTTC 
GACGACTGGATTTGCAAGAAGTCTCCGACACATCTCATCGACGAGCTCTACGGC 
CTCTTCTTCGTCGTTGATGTCGAGCTCGATCCTGTAGATCTTGGCCGTCCGAAC 
GTCTTCCACCTCCTCGTATCCCAGTCGGTGTAACGCCCTCTTCACAGTCTCACC 

50 TTCGGGGTCCAATGCCTTCGGTTTCAAGCTCACGCGAACCTCGACGGTGACCA 
ACTGTGTCACCCCGGTAGCATGGCCAGCTTCTCCTCATCACCTCGCAGGATTCT 
CTCGGCGGCTTCCCTGTAACCCGCCAGAACGTCTCCTTCGTCTTTTCTGAAGAT 
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GTCCTTGTCCAGGCTCTCTTCGGTCTCCGCGTCCCAGAACCGGCACGTGTCGG 
GGCTGATCTCGTCTCCCACTACGACTTCTCCGTCCGGGTTCACTCCGAACTCGA 
GCTTGAAGTCCACCAGGATGATGTCGCAATCCTTCAGGAACTCGGAGAGCACTT 
CGTTCACCTGCAGGGTCAGCTCCCGCATGCGTTCTACTTCTTCTTCCGTAGCCA 
5 AACCTAGCGCTCGGATGTGGTCCATATTCACCATCGGGTCTCCGTATTCGTCGC 
TCTTGTAGTCGAATTCGACGATCGGTGGATCCAGCTTCTCACCCTCCTCGAATG 
GTAGTCGCTCCACCAAACTGCCCGTCGCCATGTTGCGACAGATGACCTCCAAAT 
TAAACATGTCTAAGCGCTCCACTACCATGCGACGCTCGTCGGCGAGTTCCACGT 
AGTGGGTGGGTATTCCGGCGTCTTCGAGTACTTCGAACAATCGCGCCGAAATC 

1 0 AGGCAGTTGTAAACTCCCTTGCCTTCGACGGTATCCATTTTCTCCATGTTAAACG 
CCGTGATGTCGTCTCGGAATTCCATCACGAGCAGGTTCTCATCCTCCGGATGTT 
CGTAGAGACTCTTCGCCTTGCCCTCGTAGACGAGTCTACCGCGCTCCATAGCG 
GTGCCCGCTCCCTTAGCCGGCCGAACCTGTATATAAACACTAAACGCGTCAACA 
AACGGAGTGGAAAGTTAACTTATGCCGTTCTTGCTGGAGGG GG CACGTCAGTT 

1 5 GAAGACTATAGAGGTCGGTGTGGCTTACGGGAAGGATCCGCACGCGGTCGTG 
GAGGACGCGATAGATCAGCTAACGGAGGATCCCAACTTAGGGCTGGTATTCTT 
CTCACCCAAGCACATCGAGGAAATCGAGAGTGCCGTGGGCAGCCTCCCAGAAG 
GATGCAAGGTGATAGGGTGTTCGACGGCCGGTGAGCTCACTCCGGATGGGTAC 
ACCTATGGCACAGTTATCGTGGCGTTAATCTCCAGCCCGTACCTCGCCGTGGAA 

20 ACGCACCGCATTACCTTCGAGCGTGAAGACCCGAAGCACGCTAGGGAGATAGG 
CCGCAACCTCGTGCTCGGAGCGATGGAGAAGCTACGTAACCCGGGCCCCTGTC 
TCGACATCAACTTCAACGCCATGCTCACGAGTCTCAGTGAGGGAAGACCCATCA 
GGGCGCTTCCCTACTTCATAATCGAGCTCGTCGAGGGCCTGGTTCCCGCCATT 
GATTACTACATGGACGGTATCAACGAGGTGGTCCAGAAGTACAAGTTCCTCGAG 

25 GTGTACGGTGGGGCGGCCGGTGACGACCTACGTCTCGAGCGTACGTACGTGC 
TCGAGGGGCGTACCTTGTGTCCTGAAGGGTCGGCCGTGGTAGCGTTCGGCTCT 
ACGGCTCTCAAGATCGGCGGGGCCCTAGAGTGCGGATTCGAGCCGGTGTATGA 
GGATAGGTTCCCGGTCACCAAGGCCGTACCCGAGGAGCGACGGATCGTGGAG 
TTCGACGGCGAACCGGCCGCCGATTATTACGCCGATGTGGTGGGGAAACCCGT 

30 CGAGGAACTCGATGACTCCGTGTTCATGTGGAACCCGCTTGGATGGGAGATCT 
TCGGCCGGGAGATCATCGTGCGCGAGCCGGCGTTCGTGGAAGACGACGGGTC 
GATGATCTTCCATTCGAGGTCACCGGCGGCGGGAGCGTTGATCCGGCTTGAAC 
CGACTGAGGAGAACATGCGTGAAACCGCGCGGCGTGTCACGGAGCGGGCGAT 
GAGGAGGGCGGACATCCGAGATCCCGAGGAGATCGCGCTGGTGCTCGTGTTC 

35 GACTGTGCTCACCGGGACTGTGACGCCCAATACGATGCCATTCGGGAAGTGGT 
GGGCGACGATGTGCCGATCGTTGGGTTCAAAACCTACGGAGAGCACGGGCAG 
CTTGAGTCGGGCCCCGTCGGTCACTTCAACCAGACCATCGAGGTCGTCGATCG 
GTAGAATCCCGGTCTCTCGCTGACTTCCACCTCCGTCGTCATCGTTTCGCGTGA 
GATAACGAAGGGGGTCTCCGAGATCCGAGTAGGGCTCGTGATCCACGGTCCTA 

40 CGGTGATCGACACGGGTTGGGCCGAGCGTATCCTTCGCTCCCTGAAAAGGCTG 
GGCGAGGTCCGTGCTAAGCTCGGAGGCACCACCGGTTACGTGGCGCTCTTAGA 
CGCGGGACTAGACTCCGTGGTGGAGTTCGACCGGAAGCTACCGAGCGAGTGC 
TTGTCCGAGCTGAACGAGTGGGCCGACGTTCTAGTCCTCACGAACCACGGTAA 
AAGCCGAGAAAGCGGTCTCGCTTTCGCGGAACAGGTACTCTCCAGGGCCGAAG 

45 GTGTCGACTCGCTAGTACAGGCAGAGCGCCCGGGCGAACCCGACGGTGGTAT 
CGTCCTGTGGAACCCCGGCGACGCGGAGCGGACGGTGGCTGAGCACCTCCGG 
GAGGATTTGGGGTTGAAGATTACCGAGGTTCGGACTGTTCGGACCGAGAAAGG 
CGGCGGAATTGGGAAGTCCCGGAGGGTCGCCTGTGTCGAGCCGGGTGATCGC 
ATTCTAGTGAACGGAATCACGGTAGGTGTCGCCGAATCCCGGAACGTGGAGCT 

50 GGTGTTCGATGACAGCGGGTACTTGGTGGAGATTCGCGGCGGCAGGATCAAGC 
CGGAAGGTGTAGAGCGCCTCGGCCGGGTGGATCCTGAGCGCGTGGTGGTGAA 
AACGGACCGCAGACTTAGGAGAACTGAGCCGGAGCGTAAGAGGGTGAAGAGT 
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GGGCCCGAAAGGATCCATCGGGTTCTACTCGTCGACCACGACGCGGAGCGTAA 

AGTCGAAGATATGCGTCGATCGGACGCTGTCGTCTCCGTCGGGGACGACACAA 

CTTGCGTGTGCGCGGAGCTAGGTGATCGGCTGGGAGTTTGGGTGATAGGGCTC 

GTCGATCTCGATCCGGACGGATGGGTTCGTGACGATACGCGCGAGTCCCTGCG 

CAGCTCCGAGAACCTAGCGGCCCTACTAGTGTGTGAGCGGGACGACGATGCC 

GGGAAATTGGTTCGAGGGCGGTTCTTTCGCGACCGAGAGATGAGGGTGCTCGA 

TCCCCCCGTGACAGTTGGGGAGCTCGTCGAAGAGGTGAAAGAGTGCGTAAAGG 

AGGTTCTCAAGTGCGTGTACCACAAGGCGAAAGAGACCTCAGCGTGAGCTGGG 

TTCCTCACCACTCGGACCCGCGACTTCTCGTCATCGGTGGGGGTTCGGCTTTG 

AACCTCCGGGAACTCGCCCGCGAGCTCCG GTCC TTTGAGGGTGTTACCAGGAA 

GCATCCCGTGAAAACCGTGGTGGAGGGTCTTTTAGAGCCGCTCGATGTGACGT 

TCGAAGGAGAGGTCATCGCGGACGTGGGCGAGGATGCCGCGGCGGTAAAGGT 

GGGGGACGACATACTACTGATCGCGGCAGACGGCATCTGGGGCAAACTGATCG 

ATCGGGACCCATGGTGGGCTGGGTACTGTGCGGTTCTCGTGAACGTGAACGAC 

GTGCTGGCGATGGGCGGCCGGCCAGTCGGCCTCGTTAACGTGCTTTCGACGT 

CCGACGTCGATGTGTGTCGTGAAATCCTCGAAGGAATGCGTGAGGGCGCGTGG 

AAGTTTTCCACGCCGGTCCTCGGAGGACACACACATCCGGACACTCCTTACACC 

GCAGTAGATGCGGCGATAGTGGGGGTCACCGACGAAGAGCAT.CTCGTGCTCAG 

TTCTACTGCTGAGGAGGGGGACTTGATAGTCTTCGTCATCGACCTCAACGGTCG 

ACCTTATCCGGAGTATCCTCTTAACTGGGATACAACAACGATGAAGGATCCTGA 

CTACCTCAGGAGGCAAATGGAAGCCGTAGTGGAAGCTTCTAAGCTCGTGAAAG 

CTGGTAAAGATGTGAGTAACCCGGGCCTCGTCGGAACTCTCGCCATGATGCTC 

GAAGCCAGTGGTTGTCTCGGTGCTGAGGTGTGGTTAGACAGCATCCCAAAGCC 

TGAAGACGTAGACATGGTCACGTGGCTGAAAATGTATCCTGGAATGGGTTTCGT 

GTACGCGGTGGACAGTGAGCGCGATGTCCGTGCGATCAGGCGCGTGTTGTCC 

GATGCCAGGCTGGAAGTGTCGGTGATCGGCGAGGTGACGGAGGACGGTGTTG 

TTAAGGTGTCCGAAGGTGACGAAAGTGCTCGAGTGTTCGACTTTCGAGAGGAC 

AGAATCCTCGGGGTGTCTCCACGTTGAGAGTATACGTCGACGGGGAGCCTGTT 

GACGTACCCGAGGAGGCGACTGTTCGCGATGCGCTCGAGGCAGCGGGAGTCA 

GTGTGCCCGAAGACGTCACGATCGCCGTATTCAAAGGTGAACAGAAGGTCGAG 

CGCGAGACCGATAGGCTTCGGATAATGCTCGAGACAGGCGACGAAGAACTTTC 

GCTAACGGTGGCCGTCGAAGACGAGCGAATGAGTGAGGTTTGTGAGGAATTGC 

CCGGAGCCTCCGTCTCCTGGACGACCCGTGACGAGGTGGGATTGGGTCCGGT 

GGACGTTTCTGATCTCGAGTTCCACACACGTCGGGGTGTCGAAGTCCCTCCGT 

ACACGGCGATCCTGATCCTGCCCACCAACGATCCCTCCGAGGCCTACTTCCTG 

ATCACCAAGCGCCGGATGGCCGTCGAGTACATCTGTACCGACATTCATGGCCG 

TGTAACGGCTGGTCGGGAGCTGGTCGACGAGCTCCGTGGTGGAGAGCGCGTG 

ACACACGTGGAGCCCGTGGTTGAGCGCGCCACCGAACGTGTCGTCTCAAGGGT 

CACCCTTGACGACGGACTCGAGGCCGGTGACCGGATCATTACCAGGGTGGAGA 

TAGAACTCGAGAAGAACGCGCCGGTCAGTGCCGAGCACCTGCTCAACACGCTG 

GAGATGGAAGAGGGTCGGTTGCGGATTAAGTTCAGGACGGACACGTTCACATC 

GATCGAGCCACGTCCGTTCTACGATTTGCCCGAGGAGAACGTCGACATGCGTG 

AACGTGGCGTCGTGACCGTACGCAATCGAGGCGTCGACGAAGGCGTCGTATAC 

GTGTACCGCCGTGACCGGACTCCCGTCGAGAGCCACAACGTCGTAGGTAGGGT 

TCGCCGGGGGATGGAGCTCCTCGACGTGGTGGCCGAGGGCGATCGAGTCCTG 

GTGGAAACCGATCCTCCCCGGGTGAACTTCGTCGGGCTGACCGTCGACGAAGC 

CAGGGAGCTGGCGGAAGAGTTCGACGTCGAGCTCGAAGTGAACGGTGATGGC 

GACGTTGTGGTCGATCAGGAGCCTAGGGAGACTCTGAACGTACTCAAGGAGAG 

GAAAGTCCGGGTCGAAGTAGTTCCTGAGGACGAAGTTATCGAAATAGAGCTCTA 

CGAGGACGACGCTCCGCGCTCCGTCGAGTACTTCAGGCGAGTCACGAAGATGT 

TGGACAGACCGGTAGGCCGTCTCAAAGTTCACTTCGCTTACGCAGACTTGGGA 

ATGATCGTGTTCGAAGGGAACGAGAAGCTCGGAAAGAAGCTTCCACCCGAGAA 
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CAACCCGAAGGATCGAGTTGAGGCCGGTGTCCTGGGGGTCACGAATCAAGCCA 

AACCTCACGCGGGTCTCATCGGAGTTCGGCTCGAGGACAGCGAGGAATACGGT 

CCTACGGGCGAGACCTTCGAAGGTACGAACGTCATCGGCCGCGTTGTGGAAGG 

ACTCGGCCGCCTCCGCGAGATGGACCAGTCCGACATGGGTCGTACCGTCTACG 

TTCGGGAGGTGAGGGGCGAGCGATGAAGGTCCTGGTCATCTCCCCAGAGTATT 

ACACCTACGGAGCCATAGTAGTCGCGGGAGTTTGCGAGGAACACGGTCATAGC 

ACTATCCTCCGACGTTCACCCGATCCGGAGGCCCTCAAGCGGGCGGACGTGCT 

GATACTATCCCTCCACACCACCCTACACCTCCTCGATGAGGATATCCTCGAGAT 

AGCTCGCCAGGCCCACGAGTTCGGTAAACCTGTGATCGTCGGCGGACCAGTTT 

CTCAAGTTCCGGAGCTCGTTTTAGAGAGGTTTCCCAACGCGATCGTGGCTAAAG 

GTGAGGCGGAGACGGGGCTTCCTCCGCTCCTCCAGACCTTGGAGGACGAAGG 

AGACTTCGAAGACGTCGAGGGAATCGCGCTCCTGAGGGACGGTGAAATCGTCG 

ACACCGGCTGGCCTCCACCCGCCGATCTAGATGGACCCAGCCCACTCAAGGTT 

CCGCGCGACCTCGGTCGGCAAGACGTCCGCGGAGCGAACGTGTACATAGAGA 

CGCATCGCGGCTGCCCGGGTGCGTGTACCTTCTGCCAGGTTCCGGAGTTCTTC 

GGACGCCGTGTCCGCTGGAAGCCCGTAGAGGCGGTTCTCGAGGAAGTCAGGG 

AGCTTACGCGAGGTGGTGCCCGTCGCTTCGCGATCTCCGGGGGGACCGTCAC 

GACCTACGGCGACGACGAGGAAGATTTCGTCGAGCTCCTCAAACGCCTCGCGG 

ACCTCCTCGGTCGCGAGAACGTTTCCGCTCCCGACGTTCGTGCCGATCTCCTG 

AACGAGCGCCTCCTCGAGGCTATCCGCGATTACACGATCGGTTGGATCTTCCTC 

GGGATCGAGAGCGGTAGTGATAGGATCCTCCGTGCCATGCGCAAGGGCATCAC 

CGTCGACGACGTCTGCGAAGCCGTCGAACTGGCCCGGACAGTCGGCGTCCGT 

GTCGCCGGCTCGTTCATCGTCGGTTATCCGGGCGAGACCGAGGACGATCTTGA 

AGCTACCGAGGAGTTACTCACCGAGCTGAACCTCGACGACGTGTTCATCAACCT 

CGCCGAGCCCATCCCCGGTACCGAGCTCGGCCGCCTCGTTACCGAGCTTCCC 

GAGGAGGAGATTCCCGTCCTCCGGCCGGGCGAGCAGCTCGAGACCGAGGCTG 

GCGACCGCGCCCTCCAGCTTCAGCTCACAGCCTTCACGACCCTTAGTCGCCCA 

GTTCCTCTCACGGACGACGTGTTTCACGAGGCCCTCCACAACATTCGCGAGGA 

CGAGCGCAAGGTTCTCCGGATAACCCGGTTCCTACGCGGTGCCCAGGGGTGTA 

CCGGATGAGGATCGCGATACTCGGCGGTACCGGCGCCATGGGCCGTCTTATC 

GCCCGCGAGCTCCGTGACGACGGTCATGAGGTAGTTATCACTGGTTCTAACCC 

TCACACCGCCGAACGCGTCGCCCGCGAGCTCGACGTCGAGGCTGCTCCGACC 

AACGTCGATGCCGCCAAAGATGCCGACGTTGTGGTGGTTTCCGTCCCCATCTC 

CGTGACTGAAGACGTCATCCGTGAGGTCGCACCACACGTTCCTGAGGGTTCCC 

TCCTCACCGACGTGACCTCCGTCAAGGTTCGTCCCGTTCGCGCTATGCTCGAG 

CACGCTCCCGAGGATGTGTACGTCCTCGGAACTCACCCCCTCTTCGGCCCCAC 

GGTCCCCAGTCTCCGCGGTCAGACCGTCATCCTCACGCCCACGGAGCGTAGTG 

GTCCCTGGACTCGCCGCGTTCGTCGTTATCTCGAGCGGAAAGGCGCTCGAGTC 

GTTGAGACCACCCCGGAGGAACACGATCGCACTATGGCCGTCGTTCAGTGCCT 

CACCCATGCTGTCCTCCTCGCTGCAGGCGCCGCCATAGGCCGTTTCCTCCCAA 

GTCTCGAGCTCGACATCGAAGAGGTCGCCAGCCCCGTGTATCGCCTACTCATG 

GACGTCGTGGGTCGTATCGCCGGGCAGGATCCACGTCTTTACGCCGAGATCCA 

AGCCTTCAACCCCTACGGTGACGAAGCCCGTGAAGAGCTCCTCCGCGCCCTCA 

GACGCTTCCACGAGCACGCCCACGACCATAACGCCCTTACCGAGTACATAGCG 

GAGAGCCGGGAGAGACTCGGCCGAGAGCTCGATCTCGAAGCCTGTCAGCGTC 

GTACCGACAAACTCCTGTCGTACCTGGCCGACGAACTCAGGATCCTACAGGAG 

GGAATCGAGGCCATCCTCCTCGACGTGTACACGAACGAGGCCCTTGAGGGTGA 

GGTTACGGGTGATCGGGATACAATCCGATTAGACGGCCGTGAACTACCCCGAG 

ACCGTTACAAGATCCTCCCAAGGTGTCCCAAAGAGCTTGCACACTTCGACGGTG 

AAGTTACAGTTCTAGAGTTGCGTACAGGTGCGGATCCCGGGGACGTCGCGGCC 

GTAGTGGACGCTCTCGGCCGTAACTTGCGTGCACTACGGGCCGAGCGTCGGG 

GCGAACGTGTACGCGTTGAAGTCGAATACACCGGCAAGGAATCGCTCGAGGGA 
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TTACTCCGAAAGCTACGCGCCCTGGGACTGGAAGTGCGGGTTGCTCG^GATA 
GGCACACGTCGGACTCCGGGTTTCAACTGGACTTTAAAAAAGTGTTTATTCGGA 

GAGGACCCGCCGGATCGCCTCTGTGAACTC^^ 

TGTCGGCCAACCGCTCTTTCTGCGGTTCTTCCGCCAGTTCCCGATACGTTTCGA 

TCACGGTGTGAGCGATCGTAGGTATGCTGTCAGGGTCGGCGAAAACC^CCAAG 

CTGGCTCCTTCGACGGGTTCTCGCCCTCCTTTACCCCCGATCCAGACGATGATG 

CCCTCCTTCTCGGCGTACCTGGCTTCCTCCGGACAGACGTTGATACACTTGCCA 

CAGTAGACGCAACGCTTGTAATCGGTGTCCGCCACCGCCGCCTGTCCTCCCAC 

AGTGCACTTCTCCGGGTCCACTCCGGGCCTCACGGCGCCGGCGAAACCGAGG 

TCATGGTGTTGAGGTCGAACGCAGCTGTTCGTGCATCCGGATAGC^GCGATCTT 

GAACTTATACGGGGTGGGCTCTTCCGCTAGTTCTTCCTCTAGCTTTCTGGCGAG 

CTCTTCGGTGTTCAAAATGCCCGAAGAGCAGTTGTCCTTCCCCGGGCATGCCAT 

GATCGTTCGGACGAGGGGACCCTCGGACCCCGTGTTCAGTCCGGTCTCTCGGA 

GCCGTTCCACGACTTCGGGTATCTCTGTAGCTGGGATACCATGGATCTCGAGCT 

GCTGCCGGTCGGTGAACTTGGCCCTGTAACCTTCTTCGAGGAACCCCGAAATC 

GCCCGGAAGATGTCGGGATCGTCGACCCAGCCACCTGGACCGACCTTTAGCCT 

GACCGCAAAGGTACCGTCCGCCCGGGTGATGACTCCTCCGTAGTCTCCGACCC 

AAAACGGTGGAACTTTCCGCCCCTCTTTCAGCCGATTCTTCGCCTCJTTCATGG 

CCCAGTCGCACTTGAGCTTTGCGAGCCTTCGCACATCCGACCCGTTAACGGCA 

TCTCGAAGCCGTAGATACCCGGCCTCGACAGCACCTTCAACGAGTTCTTCACCG 

GTCTCGCTGCGGATGAGGAGGGTGGTAACTCCTTCGGGAGTTCCTACGGAGCC 

GACGGAGACGTCGGCTAGTCTGGCGGTGAAGTCGTTACAGATACGGCAGCCTT 

CGGGGATCGCCTCTTCAAACTCCTTCACATCGTACTCCTTAGTTTCACCGCCTG 

ATATCTCGACGCGGAGCTTTCCTGAAGTGATATCGAATCGCTCCACGTCCTCGA 

TATCGACACCTTTCTCTCTCAGGAGCTTCACAAGGCCTTCGTACTCGAAGTTTTT 

GGTACAGAATAGTCCGATAGTGGCTACGACTTCCGGGAGCTTCTCGGCCGGAC 

TCCCGTCGATGTTGCGCAAGGCCCGTGCGCCTTTAGCTACTATCTCGAAGTGCT 

GAATCTTTGCGAGCCCATTCACCTGGCAGGGGAGACCTATCGCGAGCACACGC 

TCAATACCACGATCCGCGGCTTCAGCCAGAGCCTCAACCAGTCCAACGCGTGT 

GTACTTGGATCCGGCCAGGTCCTTCACCTTTTCGGGATCTTCTACGACGGTAAC 

ACACGGCTTCCAAGCGGAGCCGGCGGTCACTCCGACGACGGCATCGGCGAGA 

CCTTCTTCGAGGGCGTATCGGGCTAGTGCCGTAACGGCGCCTCCATCTTGACC 

GAGTTCTCGGAGGTCGGAATCGGCGGCGACAGCCCCTACTGCACGCCGGTAA 

CCGCCTGTGAGAGGTTCGTAGTCGCGGCCTGCGATACGTAGCCCGAGATGGTA 

GGCTGCGGTGTCGACACGCGGGCACACAGTGTGACAGTTACCTGTTCCCTTCC 

GGGCGCACTCCTCAGTGAGTCGCGGGCCCTCGTCCGTGAGCTCGATTATCCCG 

CCCGGGCAGATCGCGACACAAGTGCCGCATAGTGCACAGGCCCCGGGCTCGA 

CGACTTCCTCGGTAAGTTTCCACTCGAATTCTTCTGTCAAGTAGTGTCCCCCGT 

GCTCTGATGTGACGATACTCCGCACACATCCACGAGGCTGGATCTATATATACA 

TTCCGATTAGGCTTAGACCGGTGGGGGTGCCGATGCTCGCAGACGTTCCCTTC 

GTCACCGTCCGAAGGCTCAACGTTACGGTCCGGGACGTACTTAGATGCGTGCT 

CGGGCTTCGGGACGTCGAGGTAGACACGTACTTTGCATTGCTCGAGCGCGGTG 

AAGCCACGGTATACGATCTGGCGGAGGAACTAGATCGCGACCGTACGACGGTC 

CAAAAAGCGCTGAAAAGCCTGGTATACGCGGGTTTAGTCACGCGTCGCAAGGA 

AACCCGGCCGCGCGGTGGGTTCGTGTACGTGTACAAGGCGGTACCCTTTGAGG 

AGGCGCGGAAAATAGTCCTTAGGGCGCTCGACGAATGGTACGAGGCAGTAAAG 

GATGCTTTGGAGCGTGCGGATGTTCCGAGGTCCGGCCCGGAGTGATTCAATCC 

CCTGACGGCACGTACGTGGTGAGGCTGGCACTTCCGCCGGGATTCGTCAAGG 

CTGAGATACTGAGGACCGTGGCGGAGCTCGCGGAACGGTACGCGAGCGGTGA 

AGTGCATATCACGGTGCGACAAGGTCTGGAGATCCCCGAGGTACCGCCGTCGA 

AGTTAGATGATCTCCTGCGTAAGCTCAGGGAGCTCGGCTTGGAGCCCGGATCG 



313 



WO 03/076575 



PCTYUS03/06664 



ACGGGTCCTCGCGTTCGTCAGGTGACCTGCTGTCCGGGCACCAGGACGTGTG 

CCAACGCACTCACGGACCCCGTACCATTGGCTCGGAAGTTGCACGAAGAGTTC 

TTGGACGTGTGGGTGCCGGCCAAAGTCAAGATCGCCGTCTCGGGTTGCCCTCG 

GGGCTGCACGCGGCCGAGTGAGAATGACCTGGGCCTGGTAGCAGTAGGTGGG 

GATGAATGGGAACTCCTGGTCGGGGGTTATAGAGTCGCTAGACTACCGGAACA 

GGACGTCATCGATGCCGTCGAGTTGACGCTCGAATGGTACGCCTCGGAAGCCC 

CACCAGGGACGAGGTTGCACCGGTTCGTTACGGATCGTGTTTCGGAACTTCGC 

GACGTGCTCGAGAGATTATGAGCCATAGGAACTGCCCGTACACCGGGAGCTTG 

AGGCCTATGTAGGCTCCTATCGATGCCGCGAGAAGCAACGGGACGATCCAAAC 

GGGCCTGCGTCGGTGCTGTGTAGGAAGTTCGCCTAGCCCTTCGGAGTATTCGA 

CGTGGACCGTAGGTTCACCGTCTCTCGCGTAGAAGGCGAGTATGACCCCGjGCG 

ACCTCTAGAGAACGCTCCGTAGTCCTCACCACTCCGATTCCGGTCGGCGAGTA 

ACCTGGCTCCTTTATCAACGTACCTTCCCTCACGACCCCCAGTCTCGTTCCTTC 

AATCCTCACCTCGGCGGCCCGCAGCTCGGACCCTCCGTACACGATCAGGTATC 

GATCGACACCGTACGAGACGATCGCGGGCCGAACATCGGTAGCGTCAGCTACC 

TOACGTCGGACGCTATTTTCCACGCCGTCCCCTTAACCAGTAGCGCTGCGTGT 

ACACCGTCGGCGCCGACGTACGCTAAAACGTTGTCCAAGAGAACGGGTCTCGT 

CCCCGGGACGGGGATTGGAGCACCGTCGATCGTCGGGTGGGCGGGATCGGTT 

AAGTTAACAGCCACGACTTCGGTTCCCGCCGGAGTCTCGTACGCCACGAGGAG 

ATACGTAGTCACAGGACGTCCGGCTACCGAAACGGAGAACCTCTCGACAGGAC 

CTGGAGCGGATAACTTGAGCTCCACGGGCTGACCTTGCTCGTCCGTGATCCAT 

CTCCAGACGCCGTCGACGTTTCCGAACACCCTCACCCGCAGCTTCCCCTCGCA 

CCGGTACACGAGTGCGAAGGTGGAATCGTCCACCCGGACCGGCACAGCCGCG 

TCGCCTCGGACACTCAATCCCGTCCACAGTACGGCGCAAACGTTGTCACTGTAC 

TCGACGAGATCGACGTCGATCCTGGGCCCTTCCGGCGTCATGAGCGGTACAGT 

CAGCACGAACGTTGCCAGATCACGCTCCCCGCGCCATGGGGCCGCAGCCGGA 

TAACTGGCCACGGGTGTCCTGATCCCGGTCTTGACTAGTACCCTCCCGTCGGC 

CTTCGCCACCGCTATGCCGAGTCCCTCAGGGGATTTCCAAGCTATCAACGCATG 

ATCCGACTGGAGGGCGAGGGCCGGTGGATTGGATGCAGTCCCGGGACCCGGG 

ACGTCCGCCGGGCCCAGCTCCGCCGCCTGAGAAGGACCCGCGAGCAGCAGTA 

ACGTGAACAGCATCGGCAGCATCCGAGGCCCCGGAAGCGAGTGGTGATGGCG 

GTGAATAAATTTCGCAAGGGGCTGAGAGGTTGGAACTTGAGCCGAGGACGGTA 

GTTCTCAGGCTGGGACATCGGCGCGAGCGGGACAAGCGGATCACGACGCACG 

TATGTCTGACGGCTCGAGCGTTCGGAGCCGCCGGTGTGCTGATCTCGGGTGAC 

CATGATGAATCGGTGATCGAGTCCGTCGAGGACGTCGTCGAGCGATGGGGCG 

GCCCCTTCACCGTGCAGTGGGTGGGGAATTGGAGACGTGTGATCAAAGATTGG 

AAACGTTCGGGTGGATCCGTAGTTCACCTCACGATGTACGGTTTGCATATAGAC 

GACGTGATCGGAGAGTTGCGAGGGGAGAATGAACTGCTCGTGATCGTAGGCGC 

CGGCAAGGTCCCTGCCGAGGTCTTCGAGCTTTCGGACTACAACGTCGCCATAG 

GCCATCAACCCCACTCCGAGGTGGCCGCGCTCGCCGTCTTTCTCGACCGACTC 

TACGAGGGCAAGGAACTTCATCGGGAGTTCGAGCGGGCTAGGTTGAGGGTCGT 

ACCCTCGGAGAAAGGGAAGAAGGTGGAGCGACTATGACGGTGGAGATCGCCG 

TGATATCGGACGTTCATTCGAACCTCGAGGCGCTGAAGCGGGTGCTGCGGGAA 

GTACGATCGGCCGACATGTTGGTGTGCTGCGGCGATATCGTGGGCTACGGTCC 

CCGACCCGTCGAGTGCGTGGACATCGTCCGCGAGTGGTGTGACCGGTGCGTG 

ATGGGTAACCACGACTACGGCGTCGTCACCGGAGATGTCGCTTACTTCAACATC 

GCCGCGCGGATAGCCGTAGAGTGGACTCGGCGCCAGCTAGACGAGGACAGGC 

GGGAGTTTCTGGCGAAGTTGCCGAAGACCGAGCGGTTCGAGGTGGAAGGGGT 

TTCGATCTTCCTGGTACACGGGAGTCCCAGGGATCCGATATGGGAGTACGTGTT 

TCCACACACTCCCAGGCAGCTGCTGGAGAAACTGGTCGATAAGGCGGGTACGG 

ACGTTCTCATCATGGGTCACACACACGTGCCCATGTACGACGAGGTTAACGGTT 

CTTACGTCCTCAACCCCGGTAGCGTAGGTCAGCCCAGGGACGGTGACCCGAG 
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GGCGGCATTCGGTATCCTCGAAGTCTCTAACGGCAGGATAGTCTCATGGGACG 
TACACAGGGTAGCCTACAACGTCGATCGGACCGCCCGCGAGATCGAAGAGCGC 
GGTCTGCCGGAGGAGCTGGGAGCGCGGCTGTACCGTGGAGTTTAGACATCTC 
GGAGTAGCTCTAACCCGTACTCGAGCGCTTCTAGGTTTCGTTCCGCGATGGATC 
GCCTGGGCCAGCTCTCCGGGCGCTCACACCAAGATCGCTGCGTCCGGTACAC 
CCACTCCACACGATCCGGGGACGCGTATCCCTCACGACATAGCGTGTAGAGGA 
CCTCGACGGCGGGCTTAGTGAACACGACCCCATACCCTCGTGCGGTCAGCTCC 
GCGAGGACCCATTCTACGCGCTCCGGTGGCACCTCCTGGTAAGGCCGGTGGG 
TCTTCTCGCCGTCGTCTATGAACGCGGGTTCCTCGCCGAGTAGTTCCGAAACTA 
TGTGCGCCCCTAACCCTCGGGTTACCAGCGTAGGTACGTCGCCGGATCCCAGC 
CCCACGGTCGGACCGAAGAAGCGTACGCTGAGCCACTCGGATCCCAACAGTCT 
GTGCAGTTCCGGGTGGACTTTGGCGTACACTACCCGGTCTACCTCCTCCTTGTC 
CGCTTCTACTCCGTACATGTCTTCCAGTGGTTTCAGGTTCGCGTCCACAAGGAT 
GTCGCGGCCCTTTTCCCGGTGTTCCACCGCTAGAGCCGTTTCGATAACGTCGA 
CGCTCTCATCACGAAAAGCTACCAGTTCGACTATCGCCCCATCGTCTCGACGTG 
CTACGAAAGCCGTCACGATAGGGTAGCGTAAGTATGGTCCGACAGAGTCGACA 
ACGAGCCGGCGACCGGGTTCCGACATCCGAACGCGATGGACGCCCCCTTCCC 
GAAGCGCCCGTCGCATCGTCTCGTGCGGATCCAAAATGCCGACCCCGTTCGGT 
CGGACCGTGGCCCCCTCCTCACGAGCTCGGAGCCGGGGTGGTAGGCTCGTCA 
TCCCGACACGGACCCGTGTTCCAGGGGGAGTGTGTCCGGCCCGTCGGACGGC 
CGTTCATCCGCTGCGAGACGGCCGGTCGCGGCCGCCGGGCGTGATTGTGCCG 
GACCGCAGCACGCCCGCCCTCATCTGTTTCAGGCGGGCCCGTTCCTTCGGAGG 
CGACTCCCTTCCATAATAATTATCCCTTTAGAGTCCTCTAAAAACGGATGACACT 
GGAGAAGCGACACTAATAGGAACACTATGAACGGCACCTTCAGACGACCGAGG 
TAGCTGCCCAGAGACGGGTACCCCGGATCCAAGTCCGCGGTCGCATCGATCAG 
CTTCAAGATGATGGCGTAAAGTTTCCAAGGCATGTCGAGCCACGGGATTACCAG 
CGTCCACCCGAGCGCGTCGAGTAACGCGAATAACCACTTCCGATGGTCCGGAC 
CTAGCAATGAAAGGTTCCATCCGACCCAGATGCCCGGGACGAAGAACGGCTCT 
CGCAACTTAACGGCCAAGCCTAGCAGGTTGCCGAGTACGGCTTTGCTCAAATC 
GTCTAACAGAGCGATCGGCGCCAGCTCGAGCGTGAGTACGAAATCGGACTCGA 
TGGTTTCTAGCGCGTAGCGCGGACATTGGGCGGCCGTGACCAACACCGACAGC 
GTTACGAGCCCGAGCTCGATGAGATACCGCTCTACCGGGTACCGGCCCCGTAT 
CAAAGCCTCCCACGCGATCTTACCATCCGTCAGCGCACCGTGGATCTCGACCG 
GCATCAGGTTGAGGAGGTTATCCCAGGCGGAGTCGAACGCCCCTTGGGGATCC 
AGCGGACTCAGCGCGGCCGATATCAGAGCTCCGACCACCGGTCCCGCCATAGT 
GACCTCCGCGTCTTCTCGCGAGACGTTATCGAAGAACCTCGCGGGATCCTCGA 
TGTAGAGCAGCATAGCCTCCTTATGCCGCTTCCTGAGCTCCTCCTCCGGAGTAC 
CCGGGTCGTAAGGCCCCCTGGTGACGAATCCTATCGGAGGTTCCGCGTGGATG 
TCGATGCACTTCCCGTCCCTACAGTGGAAGAGTATCTTCGGTGGAAACACGTCG 
' AGCTGAACCTCGTCAATGCCCCCGTAGTACTCCGCCTCCACTAAGGCGTGACC 
TAGCTCGTGTGCCAGCGTTCCCGTCAAGTATACTGGGTTCATGAGGTCCGCGG 
ACCCTGGAACCGCTGCGATCGATAGAATAAGTGCGACGATTGTGATCCGTTGCA 
AGGGGAGCTCCCCTTGCGTCTGATCACGTTGACCACGGACTTCGGGCTCGGTT 
CTCCGTATCCGGCCCAGGTTAAAGCTGTGATTCTCAGAATCGCGGCCCCAGGC 
GTCGATATCGTCGACGTAACCCACGAAGTCCCGGCACAGGACGTGGTGGCTGG 
TTCCTACGTGATGTCAGTCGCGTGTCCGTGGTTTCCACCGGGGTCCGTCCACG 
TGGGTGTGGTGGATCCCGGAGTGGGGACCGAGCGTAGGGCCGTCCTACTGGA 
GGCGGAGCGCGGGGACTTCTTGGTGGGACCGGACAACGGCCTCCTGATACCT 
CTCGCCGAAGAGCTCGGTGGAATCGTCCGGGCCTTTCGTATCCTCGAGGACGA 
AGTCTCGGACTGGGAAGTCTCCGCTACCTTCCACGGACGCGACGTATTCGCCC 
CAGCCGCCGCGCGAGTGGCGTCAGGTGAGAGTCCGGAGAGGTTCTGTGAACC 
CCTAGACCCAGAGGAACTAGTCGAGCCACCGATCGCCGAACCTGAAGTGGACG 
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ACGGCCACGTGCGTGCCCAGGTGTGGTTCGTGGATGACTTCGGGAACATCATC 

ACGAACGTCCTGTACGACGAGGTGGACCTGCCCGAGACCGTGACGATCCGCGT 

CTCCGGGGAATCCTTCGAGGCTAGGCACGTCCACACGTATGGGGAGGCGGAC 

TCCGGTGATCTGGTTGTCCTACGGTCTTCCTCCGACCACCTGGAAATCGCGGTC 

GTAGAGGGGAGCGCTGCCGAACTGCTCGGCGTCTCGACGGCCGACCGGCTCG 

AGATTCTCTACTGACCGTGCGGAAGCGGACCGCGCGGGGTTCCCCGGTGCGG 

ATTAATCCCGTCGCACCTCTGTTACGGCCTCGGGCTCAGCCGCCCACGGGTTT 

CTGAGGACCTTCGGAACATACTCAGCGACGTCTTCCGCCGTGAGTCCCTGGGA 

TAACCTCCGCTCCGCCAAGCATCCGGCGCTACCCACTACGAACGCCCCGATAC 

ACGCGGCTTCGAACCCTTCCCTACACCGGGCTGCGACTCCGGCGACGACCCC 

GGCGAGTACGTCACCCGTGCCTCCTACGGTCATCGCCGGGGTTCCCGTGACGT 

TCCATCTGATCTCGCCGTCGGGGGACCCGATGACGTCAACTCTACCTTTCAGTA 

GGATGGTGCATCCGAGTTCCTCCGAAACCCGCCGGACGGCTTCCGAACGATCC 

TCGAGAGATCTCCCCAGCTCCTCCCCGAACTCCCTCCTGAACTCCCCCGCATGT 

GGCGTTAGAACGAACCTATCGTCCACGTTTACCCCCGAGATTCCTCGCAGTCCG 

TCGGCGTCGACGATAATCATCCCGTCGAAGGACTCCGCCAGCTCTCTCAGGAT 

TCCGACGGAGTCCGCGTCTGCGCCGAGTCCGGGCCCGACTACTACAGTGTCCA 

CGCCCTCGAGGTCAACTTCATCCAGGTGCTCTGGCTCGAGCCGCTCCGCGGG 

GACCGCTCTGTAGATAACGTTCGGGTCGTTCTTGGGCACCGCGTCGACGGTTA 

GCAGGAAGACGAGGTCCACACCGGCCCTGAGCGCGCCTCGTGCGGCCAGCTG 

TGGCGCTCCAACGTACTTCCGCGAGCCGCCTATGATCAGTACGCGGCCGTGCT 

GGCCCTTATGCGACCAGGGATCGCGCCGCCAGATATCCGAGGTGATGAGGTC 

GCCCGGACCGCAGATCCGCTCGGCTATCTCGGGGATCCCCGCGTTCACCCTCC 

GGAGGAACACGTCTCGTAGCTTCCGAACGCCACGTTTATGTCGATGTATCGACA 

CTACCAGGTCCGCTTCGACGGCGACGTCCGGTGTCTCTCCGCTGTCGGGATCG 

AGCCCTGTAGGAATGTCGATGGAGACCACTCGCGTCCCCGCACGTGAGGCCTC 

GTTGATCCGAAGGACCGCCGATCTCACGGGTTCGCGCAGCCGTCCTCGGATCC 

CGAACCCGAGGAGCGCGTCGACGACTACGTCCCGCTCGAAATCGACGCTCTCG 

AGATCTTCCGAATCTCGGACCTCCTGGACGGGGATCCCCGCGCGGTCCAGCCT 

CCTGAGGTTCAACTCGGCCGCCTCGTTCTTGATGGCCTCACGCCGTCCCACGA 

GGAGCACATCGACGTCCACTCCCTCGGAGTCCAGGTGGCGGGCGGTGACGAA 

CCCGTCCCCACCGTTTCCACCTGTACCACAGACGACCAAGACGTCGTTTGGGG 

AGTATTCCCCGATCACTACCCTAGCCACGCCGGCTCCGGCGTTCTCCATCATGA 

AGTCCTCTTCAAAGCCCAGCCACCGCGAGTTGAGCTCGATCCTCCTCATTTCCT 

TCGAGGTGATGAACACGGATCCACCCCCAAGTGTGCGGAGAACGGGAACGGG 

AGCGTACTCGTTCCACCGGAAGCGTCAACCGGGGGGAAACACGGATTAAGGAC 

CGTGGGATTTCGTGGCAGGGGAAGTCGGCCGTGGAGGTCCACGAGCTTACGA 

TTCTAGGCGGTACCGATAAAGATGGTCGGCCCGAACCCGTCTGAGAACTTACTC 

TGGAACGTGGAACGATAGCCGCGGTCGTAGGTCTCACCGGCTCAGGTAAATCC 

GCGCTACTGCGTGACGTCGAAATCCTAGCGCAGGGTGACACCGAGACAGGCC 

GCAGAATCCTGCTCGACGGTGAGGAACCATCCGATGATCTCCGGTTCGATCCG 

GAGCACCGTCTTGTTGCCCACGTGACCCAAACCATGGGATTCCTCGCCGACTG 

TACCGTCCGCGAGTTCGTCGAGATACACGCCGAGAGCCGTGGCGTCGACGTC 

GATCCAGAGGAGGTCGTCGATGTCGCCAATCGTTTCACGGGTGAACCGATAGA 

TCCGGACATGAAGATGACCGAACTCAGCGGTGGTCAGTCACGGTCACTCATGA 

TAGCCGACGTGGCTTTGATCAGCGACTCACCCGTCGTCCTCATCGACGAAATC 

GAGAACGCAGGAATCTGCAAACACGAAGCTCTCGACGAGCTCACGGCGCGAGA 

TAAGATCGTCCTCTTGGTCACTCACGACCCCGTCGTGGCCTTACGATCCGATTT 

CCGGATCGTCATGCGGAACGGAGCGATGACCGAGATAGTGGAGACGACGCAG 

CGAGAACGGGAAGTCGCCGAGCTCCTCGAGCGCGTGGACACGTGGCTCCTCG 

ACCTCCGAAACCGCGTCCGCTGTGGTGAGCGCCTGGACGATGTCGAACCACCT 

GCGGGGATCGAGACGTGAAGCTGGTAATAGTCTCGGGCACGCCCGGATCCGG 
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TAAGACCGCCGTCATCCTCCACGCACTGGAACGACTACTCGACCAGTACAACC 

CCGCTGTCGTCAAAGTCGACTGTCTCCGCACCGACGACCATGAGGTGTACCGT 

GAGCGCTTAGGGATTCCCGCCACCGACGCCCTAGCTAAGGACATGTGTCCCGA 

CCACTTCGCAGCTTATAACCTCGAACACATGGTTCGCTGGGCCGAAGAACACG 

GTGCGGACCTGCTCGTCGTGGAAACCGCGGGTCTCTGCCTCCGCTGCGCACC 

CTACGTCGATGCCTGTCTTGGAGTCTGCGTCGCCGACGTCACCTTAGGTCCGA 

ACTCCCCAGCCAAGGTCGGTCCCTTCCTGCAGACAGCCGACGTTGTCTGCGTC 

AACAAGGGCGACCTGGTCTCCCAGGCCGAACGTGAGGTCTACGTTCGGAAGGT 

GGCCGAGGTGAATCCAGACTGTCGGGTCATCGAAACCAACGGACTCACCGGAG 

CCGGCTGTGAACTACTAGCTCGACTGATCGAAGAGGAAGCCCCCGAGCTGCCC 

GATACCCTCGACGAAGTCAGACTCCGTGAGAAGGCTCCGCTCGCCGTCTGCAC 

GCTCTGCGTGGGCGAGACACGGGTTGCCGAGCGTTACCACCGTGGGGTGCTC 

AGGCGCATTGACGGATTCACGGAGTACCGAGGTGAGTAAGCTCGTCGAACTGC 

TTCCTGGGTTCCACTGTGGAGCCTGCGGGTACGACCGATGCGATGACTTCGCC 

GAGGCACTGGTCCGCGGGGAGGCCAAGCTTGACGACTGCCCTTACCTTCAAAC 

CGAGCGGTTCGCCGAGGAGCGCCGACGGCTCGAGAAACTCCTGGAGGAGATC 

GGAGAAGCCGAAGGAGCGCGCCCCAGCATCACTGGAGTCCTGGACGGCTACG 

AGGCCGACTTAGTGCTTTCACCCCTCCCGGACGAGCCCGCCTGCCGTGAGATC 

CTCCATCCTTTCTGGTCCGAGGCCGATATCGAGGAGGGTGACGTCATCCGCTA 

CAGGCCGTGGGGTTGTCCTACCACGCATTTCGCGCGCGTTCTCGATGCGGAGA 

AGGGTCTCCTGACAGTCCATATCGTAGGACCTAGGCACCGACTCGGCGAAACT 

GACTTCGAGTATAAGGACGTTGGCCTGTGCCTCGTAGTCGGGTTCGAGGGGAT 

CGTATCGGAAGGTAGAGTGCCCAATGTCGGGGAGACGGTCCGGTTCGTCCCG 

GAGCACTGCATGATGCAGAAAGTTCACTCTGGGGTGGTTATCGAGGCAGTCGG 

TGACCGGTTGCGCATAGAGTGTATCGACCTGAAGGTTTGGGCTCCGCCGAAGT 

AATCCTCGGCTCAACGACGTACCATGGAGTTCGTTCCGGTATCCCTCGCTTAAG 

AGGAAACGCGGCGGTTTCCGCTATGTCGGAGCCCTGGGGATGAGGAGCGAGG 

AACCCTGCGGAGTGGTGGAGTGAAGAGGGGTCGACTTACCGACCCTCTCACCT 

CACGATTTCCCTCCATCGTCGGACGTTCTCGTCCTCGGGTTCCCAGCGCAGTG 

CCACGTTGCTCCCTACTTCGACCCCTAGCTCCTCGGCGACGGGCTCGCACTTA 

GCCCTCAGCAGGAAGTACACGGGCACGTCGGGGAACGGCTCCTCCGGGATGG 

ACTCGAAGTTACCTTGCCCTTTGGATATCACCACGTCGGCGGAGGATAACTCCT 

CGGCGAACTCCTCGCTGACTTCGGTCGCGAGCAGTCCGAGCATCTCGGCCCCC 

GTGTCGATCACGTCGCAGATCTCGGTAATACCGACTTGCTCGGCGTCCTCCCG 

CGTGGCGTCGTTCACTATCGGACCACCGCGGACGGCCACTACCACGTCGCACT 

CCAACTCTTCCACCAACACCTCGATCAGCAGCTTATCCAGGGCGATCTCTCCCG 

CGTTATCGCACAGGTAGAGCACGCGTGCGCCTCTGAGATCCTCAGGTTTCAGG 

TCGAAGACTGCGAACTCCGCGCTGCTGATCTCCTCACGGAGTTCGTCGAGGTC 

GAACTCATGGCCTGCTACCGCGAAGTCGATAGTGTTACCGACGATCGCCGCGG 

CCGCGGCCCGCTTCAGGAGTTCCTCAGGGTCCTCGATATTCTCGAGATCGCTC 

TCGAGCTCCCGTGCGACCGCCGCCGCGCGCTCGTTGGCCCGCCGCTTCTCCT 

CTCGGTAGGGGTCCGGATCCTCCGAGTACTTCATGACGGTCCGTTGTGCTTCG 

GTACCCAGTCTCGGAGGTTGGGGTGTGGGTTCCATCCGGTACAACTCGCTCAC 

ACGCTCGGTTGCGGCTAGGATGGCCTCCTTCTGACGATCCTCCGGAACAGCTC 

GTTCGACGGTGTTTACCGCGATTTCAAGCACGCACGGTACGCACCGTGGTACT 

GCCCTCATTACCGACGCCCCCGTCACCTCAGGAACAGCCACTGCAGGTTGTGT 

GGTACCTTCGAGTGTTCTAAGGGCCACAGCCCGAACGGTGCCGGTGATATCAG 

CAGGACGAACAGGGCCACCAGCAGCAAGGCGGGTAGCCAGCTCTTGCTCTCG 

TCATCGTCCAAGAACGAGCGGTCGGACGGTAGTTTCGCCGTTATCTTAACCAGC 

ACGATCACGGTCGCCACCGCTATGTGGTACCAGTGCAGCCAGCCTTGGATGAA 

CGCCGACGCCACAGAGAACCACTTGACGGTGCGGGTATCGTAGTAATATCGCA 

GGATGTATCCTCCTTCGAGCGGGTACACCGGCAGGGCCGAGAGCCAGGTGAT 



317 



WO 03/076575 PCT/US03/06664 



GACG AGTCCCG CCCATCCAGCCAACGTG ATCG GGTTCGCGACGATTCCG AGTT 
CGCGCGATAGGAGCAACGTCCACGGGTTGTGCCACACGAGCATTCGGACGGG 
CGTATGGTCGAACGCGGAACCTAGGAGGAACATCGCGGTGGATAGTAGAAACC 
CGGCCACCAGACCGGCTACGCCCACCCGGCACAACGATTCAACCAGCATAGGT 
5 CGAACTTCCGAGCGAATCACCGAGGAGAATGCCCCTGGGAAGGGAGGGACCG 
CGAGGAAAAACGGCAGGCGCGGTCTGAGGCCTTCCACCTTCGCTACCCAGAGC 
TTCGCGATCTCCTTGCCGAAGTAAATCGCCGAGAACGCGAGTGCGAACTCCAC 
CGCGGCCCAGGTCGAGCCGAACGCCAACCATCCGCCCAAGTACGCGAATACC 
GGAACCGAAAGCCCCAGCAGAGCCAACCAGCCCGGCTCCTGTTCGGGAACTTC 

1 0 GAAACGCTGTACGACCAGCCTACCGGCCTTCCCCTCCGGTTCCGCTGTGAATTT 
CATCTCAGCAAGCTTCCTAGCCAGGCGATGCGCGTCTCCCTTCCGCTCGTAGT 
GGAAAACGACCGAACCGTCCTCCCGGACACGGAACTCCTTCACCTCGTATCCC 
GCACTTTCGAGGGCCCTTTCAACACTCTTAACGTCTTTATACGATGGAAACATCG 
ACGGGTCGGCATCCGTACGGAACACGCCCTCGACTAGTAACGTCCCACCACAT 

1 5 TTAGGGCACTTACCCTTCCGCTCGTATACTACCTCACGGTCGTGGGGTTTGAAT 
TCGAAGTAATCGCAATTGTCACACACGAGCAAGGTTACCAGCTCATACTCCTCC 
TCTACCTTCTCGGCTGCCACGGGTTCCAGGGGTAACTGTCGTCTCATTTCACTC 
CCCCACCACGGTCACGAGCAGACGACGAGATCGTGGGCCGTCTAACTCCACGA 
ACAGCACGGATTGCCAGGTTCCCAGTACGAGATCACCGTCGGATACGGGGATG 

20 GTGACGGAACTCCCTAGGAGTAGAGCGCGCAGGTGTGCATCGGCGTTGTTGTC 
GATTCTATCGTGTTCGTACCCCGCACCTTGGGGCACTAGCTCTTCAAGCTTATT 
AACGATATCACGGAGGAGACCCGACTCGGGCTCGTTCACGACCACGGCCGCG 
GTGGTGTGCCGTGAGTACACGTGAGCGATCCCTTTCTCCACTCCGCTCTCCCTA 
ACTTTCTCTCTGACCTGGTCGGTGACGTCGATCACCTGAACCCTGCGTTCCGAC 

25 TTGATCCTCAGCTCGGCCTGGTACACTGACAACGCCCGCACCCCGGGGGACAT . 
CCTGTGGAACTGCCGTCGATGAAGCTCCCGTCGGCACACGTGGAGCCGCTGAA 
GCTGGCCACGGCGATCGTAATAGCCTTGCTCCTCGTGAAGATCATGGGTCGAG 
CGGCTCGGGCCGTTCGGGGTAAGCTCGAAGAGGAGGACTTACAGGATTTGGG 
GTGGTGGGTGGAGAAGACGCTCCTGTATGGTTCTTACCTCCTGGCGTTCTCGAT 

30 AGTCCTCGAGTCCCTAGGGGTGAGCCTCTGGGCTCTCGTCACTGGATTAGGGC 
TGGCCGGAGCCGGTATCGCGGTAGCCGCCCGTGATCTTATTGCGAACCTACTA 
GCGGGGTTGTACCTGGCACTGGAGCGCCCCTTCGAAGTGGGTGACAGAATCC 
GAGTCGGTGAGTACTCAGGGGAGGTGGTTGACCTCCGAATCCGGTGCACGGT 
GTTGAAGTCCAGAGGTCGGAGGATAGTCATTCCCAACTCCGTTCTAGTCAACGA 

35 GACCGTGGAGAAGCTGGACGACTCCGACGAATGCGAGTTCGAGGTCGTAGTAG 
AGGGATCCCCGGGTGAAATCGGGCGCCGGTTGGCCGCGCTCGAAAAAGAGTT 
GGACTCCCTAAAGCTGAAGTATTACGAGATCTCGGTGGAACGTGTGGAGTCGG 
GCAGGACGCTGGTCCGGGTGCGGACGGCTGGGAAGGAAGTGGATAGTGTGCA 
TGGGGCGGTTCGACGCGCGCTCGTGAAGAGGCCTGGCGGGACAGACCGCTGA 

40 GGGATGACGATTAACCGGGAGCCGGGAGCGGATTCCGCCCCGATCCCTTATTG 
TTACACAGTCCGCAACGAACCGGGGATCCGGTTTATAGTTACTTTCACTCTACT 
CCTCGGGGGGAGTTTGGTGGAGATCAACGGAGTACCTGTAGAGGACACGTTCT 
GTGAGGCTTTCAAAGGCTTGTACGCACGGTTCATCGTGACGGCTGCCGACGAG 
CGTCCCTTGCGTGAGGCTGCTGAGAACGTCGCCGCTCTGCCGGCTACCGTCTT 

45 CGGCGAATCTGAGGCAGGCGTGGAACGCTGGTTGGACCCGGAGGAGACCCCG 
GACGGTCGCCCGGGGTTCGTCGCTCAGATGTGGGTGGAGTACGGTGATGACG 
CCGTGAAGAAACTGGAGCACGAGCTCGGGAAGCGCATACGTCAGGGTGTGCT 
GGTACGACCGACCACCAGGGTATTCGACGCTTGCGAGGATCCGGACGGCTACA 
TCGACACGGAACGCCCCATCGGCCGTTGCGCCGACGGGTACGAATACACCGA 

50 CGTACGTTTCGACCGGGAGATGGTCCACGTTCCGATCATGATGGGCGAGTTCC 
TGATCGAGCGTCGGCTGGGGTACGCGGAAGGTGTCGCAGGGGGCTTAGTATG 
GCTGTTCTGCGAAGACGTCGATGCCGCGCTCGAAGCCGGTTACCGGGCCGTTG 
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AGGCCCTGCGAGACGTAGAAGGCGTCATCACTCCCTTCAACGTCTGTGCCGCC 

GGTTCGAAGCCCGAAACTATCTACCCGGACATCGGTCCGACGACCAACCACCC 

ATACTGTCCGACCCTCCGCGATAGGATCCTCGACTCGAAGGTCCCGGAAGGTG 

TCGAGGCGATCCCCGAGATCGTGATCAACGGGGTCTCGCTCGACGTGGTGAAG 

CGAGCGATCGGAATCGCTATCGAGGCCGCCACGGAGGTTGACGGCGTCGTCA 

AGGTGTCCGCCGGGAACTTCGGAGGTAAACTCGGCGACTACAGGATTCCGCTG 

CGGGAGTGCATTCGGGAGTGAGGAGTGTTGGACGTAGTGGGTCTCGGCGCCC 

TCAACGTGGACGAGCTTCTGTACATCCCTCGAATGCCCGAACGCGACGATTCG 

GTACCTGTCGAACGGAGAGTACGGCGGGGAGGGGGATCCGCGGCGAACACTA 

TCTGTTGGCTCGCCCACCTCGGGAGAGAAGTGGGGTTCGTCGGGAAAGTCGG 

CAGCGATGATGCTGGGGATCTCCTACTCCGGGAGTTCGAAGAGTACGGCGTCG 

ATACCTCCAGAGTCGTCAGGGGTGACGGACACAGCGGTACGGCGTTCTGTCTG 

GTCTCCGGAGACGATAGGAGAATCCTCGTCGATCCCGGGGTCAACGACGAGCT 

TCGACCGGATGAGGTCGATCTCGATTACATCCGTAAGGCCCGCGTACTCCACA 

CCAGCTCGTTCATCGGATTACGATCGGAGACGTCCCTAGAGACCCTGAAGCGG 

ACCATGAAGGCGGTAGCGGACGAGCTGATGGTGACTTTCTCTCCCGCCACGAT 

GGTCTTGCGTGGCTGGTCCTACTTGGAACCGTACTTCGAAGCCGCCGACGTCG 

TGTTCCTCAACGAGACGGAGGCGGTTCACTTGACGGGCGATATCGAGGAGACC 

CTCAATAGGCTGGCCGAACTCGTGGAAGTAACGATCGTCACCCGCGGGTCCGA 

CCCCGCGATCGTCCAAGAAGGGACCGAGATCTCGGAAGTGGCCCCGGAGCCC 

GTTCCGGAGGAGGACATCGTAGATCCTACGGGGGCGGGGGATGCCTTCGCGG 

CCGGATTCATCGAAGGTATTCTACGGGGTGAACCGGCCGACCGGTGCTGCGAG 

CGCGGTCACGCGGTAGCCGCCGAGTGTCTGAGAATCGAGGGGTGCCGCCCTC 

CCACGGAAGGACGCTCCGAATAGTGGCTCCGAGGATAATCACCTCGGGATGAA 

GTCCACGAGCTTGTGCACTTGCGGCAACACCCGCACGTCGGCGTTCACCAGCC 

CGGCTAACTCCCAAAGATCCTCGAGGTCGTGCTCAGAGCCCGTCGCCGGTTGT 

AGGTATATCGGTTCTACACCCAGCCGATGAAGCCCCTTCAGTGCGCTCTCAGC 

GTGCTGGTAACATTCCTCGTCCACCAGTACTACCTTAGCGTAAACCTCCGCGCT 

GATCCTCTCGAGGAACCTCAGACAACGGTCGGGAAAATCGTCCATGTTGGGTC 

CGTGTGACGGCAGTTTCACGTCCGCGGAAACTACATCCGCCAATTCGTCGATCA 

ACGGAGCTCGGTCAGGTAGTGAGGCATTGGTCTCGAGCAGTACCCGGAACCCG 

CGTTCACGGAGCCTCTCGATCAACTCCTTCAGTGCGCCCCACGGCTGGACGAG 

AGGTTCTCCCCCGGTCAACGAGACGGTTCCGAACGTGTCCTCCAGGTCCTCTA 

ATTCCACCAGCACTTCGACGACGTCCTCCGGTCCGCATGGGACCGGGAGCTCG 

AGCTCCACCTCTCCGCTCACACGTCGAATCAGGGCCCTCCGGCGGCTGCTTCG 

GGAGGCTGGCTCGTCACAGTATGCACATCTCAGGTTACACCCTGAGAATCGGA 

CGAACGCCTGCGGCTCCCCCACGAACTTGCCCTCTCCCTGCAGTGAGAGGAAC 

ACCTCGTACACGTTCAATCCAGGCGTCGGACGACCTCTGCCCCCTGTCCCCAT 

CCTTCGTCCACCCGGACGCGTAGTTCCTTCAGATTGTCACCCGCCAGCCTGCG 

TTCCAACTCGTCCGCTAGGTACTCCGCCAAGTCTTCGGCCGATAGTGAACGGG 

TAGGGATCAATACAACATCCTCCCTGGGAAACACGTAGCGCTTGCCGTCCGACA 

GCCGAACCGTGATCTCGTTCCCAGATTCCTCGATCTCGAAAAGTTCGGACTCGG 

TCGGTAACAACACCCGATGATCCAAGGGCTTTATCAGCTCTCGCACCGTGCTTT 

TGAGCTCGTCGAAGTCGTACACGAAGCCGTGTGGTTCCGTGCGCTCTCCGAGT 

AGCTCAACCGACACATGGTACGTGTGACCGTGCAAGCGACCGCACTTACCATG 

TCCTGGAATCACGTGGCACGCCGAAAACCTCAGCCCTAACTCCCTACCGTCCAA 

ATACACGCGCGGCAAGCACGCACCCCCGGCCGATGACGAGCAGCCGGAACAC 

CGAGTGGTGACGAGCCCTGGCTTTACCGAGGCCTCGGGTCGGCGGTTAAGGC 

CCTCCTCATCGGCTCGGCCACCGCCGTAGGTCCTCATCCCCGACTCGACCGGC 

GAGCTAACAGTATTAACGGTGTACCCGGGACGTTCGGGGGTGTCGGAGGTTGC 

CCGTGGTCACGATCCACTACGATAAGCTCGTGAAAATACTCGGAAGGGAAGTCT 

CGTTCGAGGAGCTAGCTCATAATCTCATCCCGATGCTCGGTAGCGATGTGGAG 
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CGAATCGACGAGCGTGAAATGGTTATCGAGACAGAGTTCTTTCCGAACCGTCCC 
GACCTGTACAGCGTGGAGGGTGTTGCGCGGGCACTCAAGGGATTTCTGGGGAT 
AGAGACGGGCATACCTGAGTACAACGTTCGTCGCTCGGACGTGGAGGCACGG 
GTCGAAGAGAGCGTACTCGACGCGCGCCCCTGCCTTGCGGTCGCCGTCGTCC 
5 GCGGCGTCGAGTTCGAGGACGAGCGTGACTTGGAGCACCTCATGGAGTTCCAG 
GAGCACCTCCACTGGGTGATAGGGAGGGACAGGAAAAAGGCTGCGATCGGTAT 
CCACGACTTCGAAGCGGTAGAGCCACCTCTCAGGTACTTCCTCGCGGATCCGA 
ACGACAGGTCATGGGCGTTCGAGCCACTCGACCACCCGGGCGAAGAGATGAC 
GCCTGCCGAGGTCCTCAGACGGCACGAAAAGGGCCGGCAGTACGCTCACCTG 

1 0 GTGTCCGACGGGGCCCCGATCCTCGCGGACGAGGAGGGAGTGATCTCGTTCC 
CTCCGGTGATAAACTCGGAGCGCACCAGGGTCACGCAGGACACGACGGACCT 
GCTCATCGACGTGACCGGTACAGATTGGCGATCCGTGTTGGACGCGCTTCACG 
TGATCGTGTGCAACCTGGCCGAACGCGGCGCGGAAATCCTTACCGTTGAGATA 
CTGGGGGCCTACGAGCGGACGACTCCAACGATGGAACTCGATGTATGGGACGT 

1 5 TCCCGTGAGCGAGGCTCGGAAACTGTTGGGGATCGATCTCTCCGGCGAGCAGC 
TGGAGGAGCTGCTGGAACGCGCTCGGCACGGGGCGATCTTCGTTCCCGAGGG 
TGAGCGTGAGCTCCGGGAGTACCCGCTCCCGGATGTGTACCACATCGAGGCTG 
ATTGGCGTGAGATCCCTCCGATACTCTACGAGGAGGACGTGGTACGGGTCTTC 
GTAGGGCCCCGGCGGACGAACATCCTTCACGAGTGGGACCTGATCGAAGACG 

20 CGGGGATCATGTACAATTACGACCGGTTCGAGCCCACGGTACCCGACTTCTAC 
ACGCCATCACGTGCCGATAGGGAGCGCGAATTCATCAACGTCGTGCGTGATAC 
CCTCGCGAGGATGAAGTTCGTCGAGGTGAACTCCCTGACTCTCATCAGTCCAG 
AAGAGAACTATCGGAAAATGCGCCTCGAACCGGACGGCCGCGCGGTGAAGTTA 
GCTAATCCGATTCAGAAGGAGTACACGATCGTACGAACGTGGATCCTCCCGTCT 

25 CTGATGCGTTTCCTCGCGGACAACAAGCACCGTCCGTATCCGCAACGGGTGTT 
CGAGCTCGGGGAGGTGATCGAACGGGACGAGGACGCGGAGACCGGTGCCAA 
GGACCGGTGGAAACTGGCGCTGGCGATCGCCGGCCCCGGTGTGGGCTTCTCC 
GAGATTAAGTCCGTGGTGGAGGCACTACTGCGCGAACTGGACGTCACCGGGTG 
GGAGATTACCGAGAGAAAACACCGATCATTTATTAATGGAAGGTGCGCCGCCGT 

30 ACTCGCCGACGGGCGGGAGCTGGGTTTCTTCGGTGAAATTCATCCCGAAGTAC 
TGACTGAGTTCGACCTCGAGGTGCCCGTAGTGGGTGGGGAGTTCGACGTCGC 
GGCCCTTAGAACGGCCGCCGGGTGGTGACACTTGGAGCAGATAGTGAAGAAC 
GCGCTGGAGCGCGTCGAACGAGAGCAGGGGGGCGACGACCCGCCGTCGTCC 
CGGGGGACCGACGACGATCAGGAGTTGATGGAAGTCCTTGAGCGGGCCCGGG 

35 CCAGGATACTCGTAGTCGGTGTGGGGGGAGCCGGCAACAACACCGCTACTAG 
GCTCAAAGAGGAAGGTATCGGAGGCGCCGAGGTAATAGCGATTAACACCGACG 
CTCAGGACCTCGTTTCGTGTAAGGCCGACCGGAAAGTGCTCATCGGGTACGAG 
CTGACCCGAGGATTGGGTGCCGGTGGTGACCCGCGCGTCGGCGAAGAGGCGG 
CTAAGGAGGACATGGAGAAGATCAAAGAGGTCGTCGAGGGCGCTGACATGGTG 

40 TTCGTCACCTGCGGTCTCGGCGGTGGCACCGGCACGGGAGCGGCACCGATCA 
TCGCCGAAGTCGCCCGCAAGGAGGGAGCGCTCACGATCGGCGTTGTCACGCT 
CCCGTTCTCGGTCGAAGGTAGGAGGAGGATAGAGAACGCCCTTGAGGGTTTGG 
AACGGTTGAGGCAGGTGGCCGATACGTGCATAGTCATCCCTAACGACCGCTTG 
TTAGAGATAGTCCCGGACCTCCCCATCGCGGCAGCTTTCAAGGTGGCGGATGA 

45 AGTCCTCATCAACGCCGTGAAAGGAATCACCGAGATGATCACACAGCCCGGTC 
TCATGAATCTCGACTTCGCCGACGTGAGAGCCGTGATGGAGAACGGAGGTTTC 
GCCCTGATAGGCATAGGCGAAGCCGAGAACGATTCCGAGTCCGGTAGCCGGG 
CCGTCCAAGCCGTGGAGAACGCACTTAACAACCCGCTGGTTGACGTCGAAGTG 
AGCGGTGCCACCGGTGCCTTAGTCAACATCGTCGGTGGGAAAGATCTCACGCT 

50 TAAAGAGGCCGAAGAGGTCGTGGAGTTGGTAGCTTCGGAACTGTCGGAGGATG 
CCACAGTCATCTGGGGAGCTCAGATCGACGAGGACCTGAACGACGTGCTCCGC 
GTCACCGTAATAGTTACTGGAATCGAAGACGCCGACCTCGAGGCCATGTTCAC 
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GGGTCCAAGACAGCCGAAACGTACCGAGGTGAAGGAGGTGGCCGCCGAGTCT 
TCTCGGCCCGAAAAAGTCCCCGAGGTGTCGAAAGGAGGTGCGGAATCATCCGA 
AGATGAGAGACCGTCCTCACTCGAGGATCTGGAGAAGATCCTCTAAGGGGGCC 
AAGATTCCGTGAGTACCTACGAAGAACTGATCTCCCTGTTACGGGACTGTAAGC 
5 GCGTCCTTCGAGCCGCCCGGAAGCCTACCTGGGACGAGTACATAGAGTCGGCT 
AAGATCGCCGGACTCGGCATTCTCATCGTGGGCGGAGTAGGGTTCCTGATCAG 
AGTGATCGTGCAGTTGATCGAGCTCTACACGTGAGTGGGGTAGGTTGGATTGG 
CCGAGACCGACTCGACGAAGCTCTACGCCGTCCGCGTGCAGGCGGGTCGAGA 
GGAGGCCACCGCTGACATGCTCGTGATGCGCGCTCGGAGGAAGGTCAAAGAG 

1 0 GAAGGTATCGAAACGGGTCTAAAGGCTGTGATAGCACCCGAGGAGCTCCGAGG 
ATACGTAATCATCGAAGTTGAGGAGTTAACCGACGAGCTCAG GGAT CTAATTCA 
CGATCTTCCGGATACGCGCGGTATCGTTGAGAAACCTATGGATTTTGAGGAGAT 
TGAACACTACTTCGCGCCTAAGCCCGAGGCCGTGGAAATCAGCGAAGGAGACG 
TCGTCGAGATACTCTCCGGACCCTTCAAGGGGGAGAAGGCACGGGTCGTCAGC 

15 GTGGACGAGTCACGTCGTGAGATAACGGTCGAGCTGCTGGAGGCCCCCGTAC 
CCATCCCCGTAACGGTAAAAATGGACGCCCTGCGGCTCCTGCGGGAGGAGGA 
GTACGAAGGGTAAAACTAACGAATTAGGGGTGCGGTAACAATGCCGAAGGAAG 
AGGTTGAAGTTCTCATCGAAGGAGGTAAAGCTGACCCTGGACCACCGCTCGGA 
CCCGCTCTAGGTCCGCTCGGTGTTAACATACAGGAAGTTGTTGAAGAGATTAAC 

20 CGTAAGACGAAGGACTTCAAAGGTATGGAAGTCCCAGTCAAGATCATAGTTGAC 
ACGGAGACCAGAGAGTTCGAAGTGAAAGTTGGATCACCTCCGACTTCTGCGATA 
ATCAAGTCAGAACTTGGTATTGATAAGGGAGCGCATGAACCTAGACACGAAACA 
GTGGGCGATCTCTCGATGGAACAGGTGATCAAAATCGCGAAAATGAAGTTCGAC 
GATTTACTGTCATATGATTTGAAGACGGCGGCTAAAGAGATCCTAGGAACATGT 

25 GGAAGTATGGGAGTTACGGTTGAAGGGAAGGATCCAAAGGAGGTTCAGAAAGA 
AATCGACGAAGGAAAGTGGGATGACCTGTTCGAGAAGTACGAGGAGGAAGAGG 
AGTAAGGGGTGAGCGGAAGTGACGATTACCGAGGAGGACTTGATCGAACCGCT 
CCGGAAGGTAGTGGAGTACTCCCCACCCCGTCGGTTCCTCGAGACCGTAGACA 
TGATCGTCAACGTGAAGGGAGTCGATCTCTCCGATCCCTCTCAGCGTATCGACA 

30 AAGAGGTCGTACTCCCTCACGGTCGCGGCAAGCCCGTGAACGTTTGTGTCATC 
GCGGAAGGTGAGATGGCCCGAGAAGCTGAGGAGGCCGGGGCGACGGTCATTA 
ACCGCGAAAAGCTCGAGGAACTCGCGGAGAACGTACGCGAAGCCAAGAAGATC 
GCCCGACGCCACGAGTTCTTCTACGCTCAGGTGGATCTAATGCCGGACGTGGG 
TAGGGTTTTAGGACCCGTCCTCGGTCCCCGCGGCAAGATGGCCAAGCCGGTGC 

35 CACCCAATGCCGACATCCGTGCACTCATCGAGCGGGCCCACCGGACCGCCAG 
AGTACGGATGCGCGACCAGCCGGTCATTCACACTGTCATCGGCGCCAGGAACA 
TGGAGCCGGAGCAACTCGCCGAGAACGCGATGGCGGTCCTCCGGGAGATAAC 
CTCCGAGCTCGAGAAGAGCTGGGCCCAGATAGACTCCGTGTACGTTAAAACCA 
CGATGGGCCCGGCGGAGCGGGTGTACTGATGGGGGACTGTGCGATGGCCGTC 

40 AAAGCGAAGGGACAGCCGCCCTCCGGCTACGAGCCTAAGGTCGCGGAGTGGA 
AGAGGAGAGAGGTTAAGGAACTCAAAGAGCTGATGGACGAGTACGAGAACGTG 
GGTCTCGTCGACCTCGAGGGGATCCCGGCACCACAACTGCAAGAGATCAGGG 
CGAAGCTCCGCGAGCGTGACACCATCATCAGGATGTCCAGGAACACCCTGATG 
CGAATCGCACTGGAGGAGAAGCTGGACGAGCGACCCGAACTGGAGCCGCTAC 

45 TGGACTACATCGAGGGTCCTGTGGCGTTTATATTCACGAACCTCGACCCGTTCA 
AGCTGTACAAGCTTCTGGAGGAGAGCAAAGCCTCAGCGCCCGCTAAGCCAGGC 
GACATCGCTCCAGAGGACATCGTCGTACCGGAAGGTCCCACACCGTTCGAACC 
CGGACCGATCGTAAGCGAGCTCCAGCAGGCCGGTCTACCGGCTCAGATCCAG 
GACGGAAAGGTAGTCATCACTAAGGACACCGTGTTGGTTAAGGAAGGGGAGGA 

50 GATAGACGAAAAGACCGCCGAGATCCTCAAGAAGCTCGAAATCGAGCCGATGG 
AGGTAGGAGTCGATATCGTAGCGATCGTAGCCGAAGGGACGCTATTCGAGCGC 
GATGATCTTGCGATCGACTTCGACGAGTACGAGGACATGGCCAAGGAGGCCGC 
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GCAGCACGCGTTCAACCTGTCGATCAACGCGGCCATACCGACGGCGGAGACC 

GCGGACGTTATCGTCGCGAAGGCGCACACGGAGGCGCTCAACCTGGCAGTCA 

ACGCGGGAGTGCCAGTACCGGACGAGACGGTTATGGGATGCATCCTGGCCAA 

GGCTCACGGAGAGATGCTGGCACTGGCGGGAGCTATCGCCGAGGTGGACGAG 

GAAGCTCTCGACGAAGAGCTATTAGAGATGGTGAGCCGGTCGGCCGAGGCGG 

CCGAACGGAAGGAAAAGGAGGAAGAGGAAGAAGAGGAAGCCGAGGAGGAAGA 

GGCGGAGGAAGAAGAGGAAGAGGAGGAAGAAGAGGCGGCGGCAGGTCTCGG 

AGCTCTATTCGGTTAACCGACCACGGGGGCCCTATTCCCTGCCTCATAACGTCG 

TTCTTACCGGTCGTCCCGGTATCGGTAAGACCACAGTTTGTCTCAAAGTTCGTA 

ACGTTCTAGAGGAGGAGGGCTACACCGTCGGCGGAATCTATTGCCCCGAGATC 

AGGGAGGGTGGTCGACGGATAGGCTTCGAGATCGTCGACCTCACCGAGGGTG 

ACCGGTACCTACTGGCAAGGGAAGGAGCTTCGGGGCCCAGAGTCGGTCGTTAC 

GGGGTTTTCGTCGATAACCTCGAGCGGGCCGCCGAATCCATCGAACGTGCCGT 

GAAAAGGACCGACGTCGTGATCGTCGACGAGGTCGGCCCCATGGAGCTCAAGT 

CGAACGCGTTCGTAGACGCCGTGAGACGGGCGGCCGACGCGCACACACCCGC 

GATCTTCGTAGTGCACGAGCGATCGCGACATCCAGTCGTAGTGGATCTTAGGG 

AGGAACGCCCCGACGTCGTGCGTTTCCGGGTCACACTTTCCAATAGGGATGAG 

TTGTCCGACAGAATCCTCGAGCACGTGCTTGAGTGGTTGGAGGAGAGGTGATC 

GTTTTGGAGCATCTGGAATGTGACGTGCTCGTGATCGGAGGTGGTGGTGCGGC 

CGCCCGTGCGGCGATCGAGGCCGCTAGGAGGAATCTGAACGTGGTGATCGTC 

TCCAAAGGTGCCGTGGGTAGAAGTGGATGCACCGTCATGGCGGAAGGGGGCT 

ACAACGCGGTCTTACGCACGGCCGATCCGGATGACTCCTTCGACGCTCACTTC 

CGCGACACCGTCGAGGGAGGCGCCTACCTCAACGATCAGGACATGGTAGAAAT 

CCTCGTACGAGAAGCACCTAAGCGCTTACTCGACCTAGAGAACTTCGGAGCCG 

TGTTCGACCGTAACGAGGACGGTACCCTAGCCCAGCGTCCTTTCGGTGGTCAA 

TCTAAGCCCCGTACTTGCTACGCCGGTGACCGTACGGGACACGAGATAATGAT 

GGCGTTGCTGGACGAAGTTCGCCGCCTCGACGGTATCACCGTTCTGGAACGCA 

CAATGGGATACGGACTGGTTCGAGATCACGACGGAAGGGTAGTGGGCGCGGT 

ATGCGTGGACCTTCAAACCGAGGATACCATCGTCATCACGGCCTACGCCACCG 

TTCTAGCTACAGGGGGCGCGGGTCAGCTCTACCCCGTCACCACGAACCCCGTC 

CACAAGACCGGTGACGGGTACGCCATGGCCTTACGCGTCGGTTGCCCGCTCAT 

TGACATGGAAATGGTTCAGTTTCACCCCACTGGAATGGTGTATCCCGAGAGCGT 

TCGCGGAGTTTTGGTTACGGAAGCCGTTAGAGGTGAGGGAGGACGGCTTTACA 

ACGCCAGAGGCGAGCGGTTCATGAAGCGCTACGATCCCGAGAGGATGGAGCT 

GGCGACGCGCGACGTCGTAGCTCGGGCTATTTACAGGGAGATCAAAGAGGGA 

CGTGGGACGGAGCATGGTGGAGTTTACCTGGACGTCACTCACCTGCCCGACGA 

GGTGATCGAGGAGAAGCTCGAGACTACGCTCAAGCAGTTCCTGCGCGTGGGC 

GTGGACATTCGAAACGAACCCATGGAGGTGGCTCCCACGGCCCATCACTTCAT 

GGGAGGGGTCCCGATCGACGCCGACGGGAAGACGCCGATCCCGGGTCTCTTC 

GCGTGCGGTGAGGTTACGGGAGGTATCCACGGAGCGAACCGACTCGGCGGAA 

ACGCCCTGGCCGATACACAGGTTTTCGGGTACCGCGCCGGAAGGGCCGCCGC 

CGAGCTCGCCTTGAAGTTACGGAGACGAGGTCGTAGGATACAGGTGCGCAAGA 

CCGATGCGCCGACGGTGGAGTCCGAGATTTGGTCCACCGTCGGTCAAGAGGAT 

CCGATTCGAGTGCGCGAGAAGCTCCGGGAGACGATGTGGGAATACGTGGGTCT 

GGAGAGGTCCGAGAAAGGTCTCAAGACGGCGATCAAAACCCTCAACGAGCTCA 

AGGAGACCGTGGAATCCGGTCTAGACGATGAATACGGGTTACGGCCGGTCTTA 

GAGGTGCGCAACATGGTAGAGGTGGCTATCGCCGTCGCGCGATCCGCCCTTTA 

TCGGACCGAGAGCCGTGGAGCTCACTATCGGTCGGATTATCCCGAACGCGATG 

ACAAACGGTGGCTTCGTCACACTGTCTACAGGCCCAACGGCTCTCTGGCCACC 

CGTCCCGCTAAGATCACTCGACTGGATCCCCGTCAGTGATTATGTCGACGAAGC 

GGATCTCGTCCGGTTCTACCTTCACTAACCCTCGATCCGTGAGCCTCAGTTCCG 

GGACCACCGGAAGGGTCACGAAAGATAGAGCCTGGAACGGATCCCAATCGACA 
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CCGGAACTCGATCGAATCAACTCGAGCACGTCCTCGTAGGATTTCTTCACCTCC 

TCGGGGTCCGAGGAGCTCATCAATCCCGCCACGTCCAGTCGTACGAACTCGGC 

TCGGTCTCCCGCGACGGCCCCTACGCACCCTCCCACCTCGGAGACGAGCTGC 

AGAGCCCTGCGCACGTCATCGAGGCGTCTACCCGCGACCACCACGTTGTGTGA 

GTCGTGAGCTACCGTGGACACCACGGCACAGTCGAGTTCCTCGAACCCTTCCA 

CGAACCCTATCGACCAGCTGCCCTGCCCGTATCGGTCCGTCACGACCAGAAAC 

GCCACGTCGTCGTCCTTCACCGCTCCGTCCTTGACGGTGATCTCTCGTACGATT 

TCTTCCGTGCGAATGGAACCTCTCACCAGCCCAACGCACCTGACCTCGTATTTC 

CCGTCCTGAAACGATACTTCTCTCGGGTCGACGGAGAGCTCGACGTCGGGTAA 

TTCGGCCTCCGCGTCTCGGAACCGGACACGTTCCGAACGTTTGCCTCCGATCC 

ACACGTCCGTGAGTTCCATGTTCTCGTCGAGATCTTCGACCACCACTATGTCGG 

CATGGAACCCTGGTACCAAACGTCCTGATTGTAAGCCGTAACACAGGGACGGA 

TTCAACGTGACCGCGCTGAGGGACTCCAGCGGATCGAAACCCGCCTCGATCGC 

ACGCCCTACTATTTTCCGGAGTGATATTTCGTCCATGTCCTTAACGTGCAGATCG 

TCGGTAACGAAGCACACACCGCGGAGGTCCTCCAACGTTTCCAGTGCTACTTC 

CATGTCCTTCGAGGATGAGCCCTGTCGGACGAAGGTCCAGACTCCGAGCTCTC 

GTCTTGAGGTGAATTCTTCCGCGGTCGAGCACTCGTGATCGGTCTCAGGACCG 

GCCGCGAAGTATCGCATCGCTTCGAACCCTGTGAGGCCGGGG GCGTG TCCGT 

CTACCGTCAG ACCGTACAGG CTCTTCAG CTCGATGAACTCGTCCTTTTCTCCCT 

CCATGACTCCAGCGACGTCCATCAGCTCTCCTACGGAAACTACCATGGGATGG 

CTCGCAAACTTTCGAGCCACGTCGACCGTGATCTCGCCTTCCACGGTCTCGTAG 

GGAGGCCCTAGTGCCGGGACGCACGACGGTAGCGCGATGTAGAACTTAAACG 

GCAGGGCTTCTTCCGCGGTCTTGACGGCCCATTCAAGTCCGAGCTCGCCTGAG 

ACGTTCACGACCTCGTGAGGGTCCCAAACGACGGCCGTGGTGCCTTCACGTAC 

GACGATTTCGGCGTATCGGGCCGGCCTCAGTCCGGAACTTTCCACGTGGACAT 

GAGCGTCCACGAACCCAGGGCAGATGATCCCGTCAACGTCGATCACATCGGCG 

TGCTCGGGCTCATTTCGCGTCACTCCAAGCAGCCTACCTCCGTCCCAGATCAC 

GTACCCGGTTCGAATTCCCGAGAACCAAGGGTCAACGAATCGACCTTGGAACG 

CTCGCGACTCGTTTCCCCCCGCGGGTACAGCAGGGAGGTAGGCGCGCGGGAT 

CACGGTCGGGCCACCGACGGCCCTCTCACCCGCACACCTGTGGCCCGGCGGA 

GCCCACGCGGGATCATCCTCGGGATCCCCGCGTCCCCCGCGCCGGTTCGACC 

GGGCCATGGTGCTCGGTAGGGAAGGAGACCTATGAACTTACCGCTAGTTTCCT 

CAGATTTCGGATGTACAGGCAGGAAGTTACCAGGAAGTGGTACAGAATCGATGT 

TCCTAGGAGGTACCTCGCGGCGGCGTTTCCTACAGGGAGATCGGTGGTAGGTG 

GTGGTGGGATGAACAACTCTCTGATACTGTACCGGCGCCCATCCTCCGCGTTG 

TAGTACTCCTTCGTGGTTACTATGGACACCGCTGAGGCGGTGAGAAAGCAAGC 

GGCCGTCGAGAGGACCATAGCTCCTTGCTTCCACGATATCAGGCACACCATCG 

GGCACCCGACGGCCCAGTAGTTTGGGTTCACCACCTTGGAGAACGCTAACAAC 

GCTAGTCCGATGCACCCGGCCGCGAGTTCTGGATTCCCTCGCATTGCTAGCGG 

AACGACGACGGAGAGCGTCCCGACGGCGGCTTCGATCCCTGGACATCCGGGT 

AACAGAGTCCATATGGAACAGTTCTGAGGAGAACGGTTGACTTGAAAGATTATG 

ACATCGTGGACGAAGTCCCAACCGTTAGCGATGAGGTAGGGTCCGCAAATTAG 

TACGGAAGCGAGGAGAAACGTGGGAATCGATTGCCGCCGGAGGAACGGAAGG 

GCGACTATACCGGCAGTTGGCTTCATCCATAACGCCGTCGCTGCGCATAAGCC 

GGCCAGCTTACCTTCACATACTGCGGTGGCCAGCGCCGGTACCATCGAGATAG 

TGTCCAGTTGCCAGAACACACACGGGTACGCCATTGAGGCGGCGACCACCAAC 

GTTCCGACGTTCCCAACCCCGGCTCGCCGGATCAGGTAGATGCACATTATGGC 

GCCGAGCCACGCCGGCACCTTCCACAACACTCGGAACTCCCAAGTGTGGGGG 

CTAAGCCCCAGTGTGTGGGTGCCGATGTACCACACGAGGGCGGGTAGCAGCG 

ATCCTAGTGGGGGATAATGGACGTCAGTCGCCGAGTAATACGAGAGAGGACGG 

CTGCACACGACAGGACACCAGCGCATCCACTTCTCGAAGTCCGGCGCGTAGAC 

CACCGTTAACAGCCACCATAGCAGATCCTTCATTCCGCCACCTCCGGATCAGTA 
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GCTCGTGCCTTCCTCATCCGGCTCGGCGAAGGCCAGACTCATCATCCCTGGAG 

TAAGAATCATCGAGTAAGGATCGTTATGGTTTCGATAACAATTCCAGCTGGGGG 

CGTAAGAAGATGTGGGGGTTTAGGCGAGGTACCCCGCGATCGGCGAGGCCAG 

CATCGTCAGCAGCTGGTCCAGAGCCTTGACCACTGGCGCCACGATCTGCGCTG 

CGGTCGCTACGCCCTTGTCAGCCAGGTATCCTAGCACCGTGCTCACGGTCGGT 

AGCGCCAGGCCGACTGCGCTAGCCTCGGTGATTACAGCTGAACCCTCTAGTCC 

TAGTTCCTGTGCCAGGTCTACGAGTGGGTTCTCCACGTCACCTACGCCTAGCG 

CGTACAGCAGCGGCGCTACTACCGCGCCCGCCATGGTGCCCACGTCGAGCAT 

CGACAGCGTGTTCGGCATCACGTTGTGGTCCAGACCCCAACCTGCCAGCAGGT 

CGGTTGCCAGCACCATCGCCGGTAGAACGGCACCTACGTCGTTCTCAGCGAAC 

TCCCTGAGTCCTAGGTCGTCCAGGAAGTTCTGTAGGTCCGTCTTGTAGCCTAGC 

ATGTCGCTGAGTGGGTATCCCATGAACGGGTCCAGTAGCATCAGCGCTGGCAC 

CGCTAGCAGTAGGTCCTTGACCACGGCTCCCGCCAGGTGTGTCGGAATCGCCG 

GCTTCGGAGCTACTACGGTCACCTCGACGCTCTGCGTGGCGGTTCCACCGGTG 

ATCCCGTACTGCGGTAGGTCTGGGAACTTCGCGGTCACGGTGATCGTGTGCTT 

ACCTTCAGTCAGTTTCAGGGTCGTGCTCACGGTCCGGGTGTCTCCGAGCTTGTA 

CGGCGGGTTGATCGTCTTCGTGTCCACTGTCTGCCCGTCGACTGCGAACGTCA 

CCGTGGTTGGGGTGCGCTTGATCGTGTACGGGTAGTTACCCGTCCAGGTGATT 

GTGGCCGTCACGGTTACGTCGGCGGTCGTCTGGCCCTTCTCCAGCTGCACTTC 

GGATGGTGCTTCTACGGACTGGATCTGCGGCTTGATGGTGTACTTGCCTGAGTA 

GACCTTGGCTTCGGCGCCGCCCACTAGGGCGACGGCCAGCGCCACGGCCAGC 

GCCAGAAGCACGCGCTTCACGGCGGTTTCACCCCCAGCCTCCGGTGGTCCGG 

GGCGTTATATTACCTTTTTGGGAATTTTCGGCATGGGCCTAGTCCTCAAACCCC 

ATCATCTTCCTCAACCGCTCGCCTACCTTCTCGATTTCGTGGTTCTCTATCTCCT 

CCCGGAGACGCTTCATGACGATACGACCGGACTCGTTCTCGAGTGTCCACTCA 

CGGGCGAACTCACCGCTTCGGATTTCTTCCAACACCTTCCGCATCTCCTCCTTG 

TTGATGATGCGCTTGCCTCTAGTGAGCCCGCCGTACTCCGCAGTGTTGGAGAC 

GTTATCGAGCATTCCACTGAGGCCTTTCTCGTAGATCAGGTCGACGATGAGCTT 

CAGCTCGTGTAACGTCTCGAAGTAGGCGACCTCGGGCTGGTAACCCGCTTCGA 

CTAGGGTCTCGAACGCGTAGAGGATCATGTACAGGACTCCACCGACTAGGTCT 

ACCTGCTCGCCGAAAAGGTCGGTCTCCACTTCCTCCCGGAACGTCGTCTTGATC 

ACGCCGGCGCGGGTGAACCCCATCGCCTTGGCCATGGCGAGGGCCAGGTCCA 

TCGCCTCGCCGGTGTAGTCTTGGTGTACGGCCACTAGGGCCGGAGTACCGAAT 

CCTTCGGTGTACAGCTTGCGGACCATGTGTCCCGGCCCTTTCGGGGCCACCAG 

GATGACGTCGACGTACTCCGGGGGCTCGATGAGGCCGTAGTGGATGTTGTAGG 

CGTGGCTGAAGCCGAGCGCGTTCCCCTTCTCCAGATTGTCGTGGATGTGCTCG 

CGGTAAACCTGCGGCTGTACCTCGTCGGGGATCAGTATGTGGACCACGTCGCC 

GGCCTCGGCGGCTTCCGGGATCGGCAGCACTTCGAAACCGTCCTTCTTGGCCC 

GCTCCCAGGATGGTCCTCCCTCACGTACGCCGATGATAACGTCTATACCGGAG 

TCCCGGAGGTTCTTCGCTTGGGCCTCACCCTGCGATCCGTACCCGATTACCGC 

CACCGTTTTGTCCTCGAGGGGTTCGAGGGAGGCGTCCTCATCGCCGTAGATCT 

TGGCCACCCTGTGGTCCCCCTCACGACCCACTCACGATGCCTTCCTTCATGAG 

GTCCAGGAGGCCGGCTTCCTCCAGCGCCTCCTTGACCTCCTCGTCGGACGCGC 

CCCGGTCGATGTCGACTTTCTCCGGTGTCGGCTCCAGGTGCTTGATGTTACAG 

CGACGACGCTTGACACCGGTCACGTCCTTGGGTCCTGTGATAATCACGAAATTC 

TCATCAACGATGTCCACGACGACACAGTACTTGCCCGCCTCTCTACCCGCGGTC 

TTCACGCAGATCCTTCCCACCTCGATCGGCGCCGGCATGCAGATCACCCCGGG 

GAGTTCGTCGATTGGCGACAGTAGTAATGAAGAGGCTGATCGCGGTCACCTTG 

GTCGCCGGCTTAACAATATTATCCTTCTGCGGATACGAATCGGTCGCAAAAGCT 

CCCACGTGGAAAGACGCAGAGCGCGCCTTGTATCACTACGGTCTATGCTTGGT 

CCTGTCAGCGTGTTCGATCCGGCGGGTTCCAGGGTACTCGTCCGTGAACATAC 

TACTACATGGGTACTCCGGGACGTCCCCCTCTCCGGTTCCCCTCCGGTGGTGG 
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CTCGCATGGCAGACGGCCAAAGTGATCGGCCTCTCCATACTACTTTCTGGGTTT 
CCGGCCCTGGAGGTGCTGAAATGGATACT CTCC GGTGATCCGAGTCGGTGGGT 
ACTCGCCGCGGCGGTACTGTTCGGACTTGTTTTCAAGGTCCGAGCGTTCATGA 
GTGTACTGTCTCAGCTAGCCGTCACTATACTTGACATCTCCGAGTATCGGGCCG 
5 ATAAGAGGCTCCTACAGTCCGCCTTGGTTTCTCACGGATTACGCACGATCTCGT 
TGCTCCTCGTGTATCTAGCCGTTGTGCTTATCACGTACCCCGTGATCTCACTGT 
GTCTTCTTCCAATGATCATCACACTAGGCTGGATCGCCTGGTACCTGCACAAGA 
TGTCGCGTCTTCCGTGGAAGGACCACATCCAGGTGTGTCGAGTGCTCAAAAAC 
CGCCTCAGGCCCGTCCTGGTGAGTTCCCTACTACTCTGCTCCGTAACCTTCACC 

1 0 TTAGGCCTGACTACGGATTATTTTACTAACGTCAGTGTTCGAATCTGGGAGTAC 
GTCTCGGGGGAGCACGTCAGGACGGTCCACACCCTCGTACCTGCGGTGCTCTT 
GGATCAAACCTCGCTGCGGCGAATCGCCGAAACACACCGGGCGGATATGTCTT 
TCCTAACCCTAGACGTACTGCGGGATAGGGTGGTCGTGCTCATAGGAGGGGAA 
AGTGGGCAAGCCACCGCCATAGATCCAAGAACCGGTAGATCGTTGGGATCACA 

1 5 GAAGCTGCCGCCCGAACTCCGTGAGTCGAGTGTCGAGGCTCTAACCGAGGACC 
TGGAGTACGCTTATCCGTACCTTCGGGCGGGATTGCCCGTACTGTACTCTGGTA 
AGCTGACGGTATCCGGATGGGTCGTCGCCGACGTTTGGATACCGTTCGCCGGC 
TACACTCTGATGATCCCTGAAATCACGTTAGAAGTTCGGGGCAGGGGGTTCAAA 
CCCACCGAAGCTCCGGCGTTCCCCGGCGTTGATTGGGGCATTACCTGGTATCC 

20 CGCACGTCTGGACGGTCGGATCGTTCCCGTGGTAATCCCCTCGACGGTCTGCT 
TCACTAGTTCCATCAGGGTGCCCGGAAGCCTCGTAATACCGCTGTACGGACCC 
ACCGCGGTCCGAGTGTGGCTCCACCAGCCCTGTTTCATCGAGATCGAGCGTGA 
TCGTGTATACGTACTGAAACCCGAGTACTACCCGGATGGTATCTTAATGAAAGT 
CGAGAAAATCCGGGTGTAGGGGAAACGAGCGTGATAACCGTAGTGTTCACGGG 

25 GTACAAGGGTGGGAAGCTCAGGTTCGTGCTGGCAGAGGGTGACCCGGAGGAC 
GGTGCCGAGATTTCGATCGAGGGTCACCTGGAGCTCTCCGGAGGCGGTGAAC 
CCGTTCGAGGGGTTCTGGGCGGAGAACCGACGCCACCCGACCGCGTGTTAAG 
CGAGCTACAGAAAGCGGACAGGAAGATAGCCCTCCCCGACGTTGCGGAGGTG 
GTCGATCGAGTTCTGGGGGAGAAAATCGAGGTTAAGGAGCTCTGTCGGAGATG 

30 CCTCGCGTCCGATCGAGTGACCGTGTTGAAGCACGGGTACCGGTTCGGTGAAG 
TCGAAGTGTGCGGGCGCTGCGCCCGTGAGATTCTGGAGGAGGAGTTGAGGTT 
CCGAGTACCCGGCTTCTCCCAGACTCTTCTCGAGAAGCTCGAGAGACTCCTACA 
TGAGCTCCGCGACATAGATCGCGTCGTGGAGATGGTGGATCCGGCGTTCGATC 
CCGCCGAAGAAGAGGAGAAGACGCGGTGGGAGATTGTAGAGGCCGAGGACGA 

35 GGAGGAACACCGTCTCCCACTGACCGAGCTCGACATCCCGGAGGAATTGCGTC 
GAGTTCTCGAAAGGATGGGGTATCAGGAGCTGACTCCTGTCCAAACGAAGTGC 
GTCGAGCGAGGACTCCTCGAGGGCCGGAATCTGCTGGTCGTCTCTCCCACGG 
GTTCCGGTAAAACGCTGGTAGCGGAGCTCGCCGGACTCACCGAAGTCCTCCGA 
GAAGGTCGTAAGATGGTTTACCTGGTACCGCTCGTGGCCCTGGCGAACCAGAA 

40 GCACCGGGAATTCATGGAAAAGTACGGACGACCGTTAGGGATAGGTGTCAGGC 
TACAGGTCGGCGCGGCGAGATTGAAGGAGTTCTCTGGACCCGAACGTGGTCCG 
TCGCCGCGTGACGCCGACATCATAGTCGGCACCTACGAGGGGTTCGACCTCCT 
CCTTCGAACTGGGGCCGTAGATCCCGACGATATCGGTGTCGTAGTAATCGACG 
AGGTACATACGCTGGCTGACGAGAGAGGTCCACGCTTGGACGGTCTCGTATGC 

45 AGGCTTAAGACGCTAACCGGTGCGCAGTTGTTGGGTCTCTCGGCCACCGTGGG 
GAACCCCGAAGAACTCGCCGAGTACTTGGATGCTGAACCGATAGTTCACAACC 
GCCGCCCCGTACCCCTAGAGTACCACCTCGTGATCAATCAAGATCGCCGACAG 
AAGTGGGATAGAATCGCCAGACTCGTGGAGTCGGAGTGGGAGACCGAGTACTC 
CACGGGGTATAGGGGTCAGACTATTGTCTTCACGTATTCGCGCAGAAACACACA 

50 TCGATTGGCCGATCTCCTCAATGAGAGAACGGGACTAGATGTCGCCCCTTATCA 
CGCGGGACTCCCCTACGACCGGCGCCGCTCCATCGAACGAGCCTTCGAACGC 
GGTGAACTGGCCGCGGTCGTAACCACGGCAGCCCTCGGGGCCGGCGTGGATT 



325 



WO 03/076575 PCT/US03/06664 



TCCCGGCCTCGCAGGTTATCTTCGAGAGTCTGGCTATGGGTATCGAATGGCTCA 

CACCGCGCGAATTCCAGCAGATGGCCGGTCGTGCGGGCCGACCCGGGTATCA 

TGACCGTGGTAAAGTCGTTCTGATGGTCGAGCCGGGCCGCCGTTACCACCGTT 

CTCAAAGTGAGACCGAGGACAAGGTGGCTTTCACGCTCCTCGAGTCCGAACCG 

GAACCCGTAGAAGTCGAGTACGATGACGAGGACGAGAGAGAGCAAGTGCTTGC 

ACACCTCGTCAGCGGGGCGGCGAAGTCTCCGGGCGAGCTCGAACGCGTATGT 

GACGAATCACTAGGCTTCGCTGGGGATCCGATGCGTAGGGTGAAAGAGCTCCG 

GGAGATGGGTTTCGTCAAAGGACTCGAGCCTACGGAGAAAGGCCGTGTCGCG 

GCTCGCTACTTCACGGGTCCCAGAACCGTCCACGAGCTGTCCGCCAGGGCGG 

GCTCGGATCCTCTGAGGGCGGTCGCCTCGGTACGTCCGTTCGAGAGGTTCCAG 

CTGTCACCGTCGATCAAGCGTGCGGTAGAAAGGGTCACCCGCATGTCGGTTCC 

ATCGAGACTGGACGACGCTCTGAGCGTGATACACTCGGAGCGGAAGGAGGTGA 

TCGAGAGGCTTCCGCCCAAGGAGAAGCAGAAGCTGGTCTCGCTGATGAAGGAG 

TTAGACTGTGGGTGTGATGCCTTCCCTCACTGCGAGCACGTCAGCCAGCGCGC 

GTCGGAGCTCGCGCTGAAGGTGCGGCTCGAGGGGAAATCCGTGTACGCCATC 

CCTAGGATCTTGGAGGGCAGGTACGGGATAACGGCGTACCCTATCGACATCGC 

GAACTGGTTGGAGGAGGTCGTGCGGCTCTTGGAATGTGCCGGTGAGATCGCG 

GAGGAACCGGAGATGGCGGCGGCCGCTGAGGCGCTGGCCGATCCGTGGTCA 

GAACGGTAGCGGTGGTGGTCCGACTCTACCCTGCTGCAGTACTCCGAGTGCCC 

GTTTCAACTCTCCTTCCGGATTCGTCAGGGTTGGTACCTGAACACCTAAACCTC 

GAGCGATTAGCGCCAGCTTTGACAGTCTCTGGGTCAGTCTGTTGAACGAATTGT 

AGGCGTCCATCAGTGAGTTGATCGCCAGTGCGATACCTAGACAACGGACTATC 

GGTTCGTACGGTCTCACGATTTCGTCGGTGATGGTCGACGTCAGATCGGAGAT 

CATCGACTTGAGGTCGTCTAATATCTCATTGGCGGTTTCTTCAGATATCCCCAGC 

TTATCGGCGTTCTTAACTATTGTTCTGAAAGTTTCAATTATACTATTCCCCGTATC 

CTCGGTTATTTGTCGTATAGTTTCTACTGGGTTCGTAGCAATTCTTACTCCTATC 

ATTGCATTGTTAATATCTCTAGTGATATTACGTACATCTGA TATGG TGCCGGAAA 

CGTCTGGAACTACTGGCGACAACACTGATCCAATCCACAGTTTTATACCGTTAG 

AGGGTTCTACATTAATGTATCGCAGGGCGAACTTACAAACGTTT GATG CTATAAG 

GACTCCGGAACTTCCCCTGATACCATTCAAGAAGTTCGCTATTGTTTTAGCAACT 

TCATACTTAGTATCTTCCGTTAACTTGCTCTGTGAGCTTTGGTTTGAACTCTGGT 

TTATAATCTGTATTGCTGAATCAATAACCGGTATAACGTCTTCAGGACTCACGGG 

TCTATCCTGAAGCTTAGCCATCAGTTTGCACGTTTGAACTATGTAATTCTTAATAA 

CATCCGGTGGTACTTCTAATTGTTCTGAAAGTGGTTGCAGCATCGAGTATAACAT 

TGAATTCACCAACATAGGTGCCACAATGTTGAAGCCTACTTCTCCCCAGTACATC 

GGTGATGACAGCTTCTCGTACGTCCTATTGAACTGGTATGCTACGGGATATTTC 

AGCGGTAGGCCGTGGTCCACTGCGGCGGCTAACGTCAGCGCTTCGGCTCCCA 

GTTGGGTGAGATCCGCACCTAGCTCCTGGGTGCCCCTGTTCGGAATCGCGCAA 

AGAATGGCTCCTACGGCGATATAACCCAGTGCCTTAGGGGCTACCTGCGGGAG 

TAACTCACCGGATGCCCCTGGCGTCTGCTCCTGCTGCGTAGTCTGCTGGGTGA 

CTTGTTGTAACGTCCCCTGAGTACTGGTACTCACCTCCGCGGTCGGGGTAGTC 

GCAGTGGTATCCGCCGTCGCGGGTACCGCGAGGAATACCATCGTGAGGAGAG 

TGGGGAGAACTAGCCTCCTCACGACTCCTTACCCTCCTTGAGGATCTCCAGTAA 

CCTACGCATGAGCTCCGTTACCTGTTCGCCCTCAACTTCGATGTGTCCTCTCAC 

CCGAGTATCGAGGACTCTCTTCTCGAACTCCAGCGTGAACCCCGAGCCTCTAAA 

CTCGCCCGATGCACTGATCTCGTACCGATCTTTCTCGTCCCATACCCTGAAACT 

GTATGAATCACCTTCGAGTTTGGCCTCGGTTCTGAGGTTCCGGATTAAA TTCAG 

AGCTCTCAACGCTAGCTCTTCGGTTATCTGGAAGCCGAGTTCGGCTACCTTTTC 

GGGTGTTAAGTACTTCTTCGCGAGCCTGTCGATCAAGCACCGCGACCCCCGCG 

CAACGAAATCGTCGGTGGTCGCCGATAATGTCCGGTACTCAGTACAGGTTGATC 

CCAGTTAAAAGCCGTTACTGGAAGGTAGGATCGGGCGCCGTCGAGAACGCGTT 

GGAAGCGTTACGCGGGATCGAACTCAAGGACGGGGACGTCCTGCTGTTGTCG 
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GAGAAGGCGGTAGCCGTCGCCGAGGGCGAGCTCATCGACGAGCGCGGGTACG 

AACCGGGTGTACTGGCGCGACTCTTGGTGATACTGTGGATGAGGGTAGTCTGG 

GGTAGGATCTTGGGGCCCCTACTAGGCCCTCTCATGGATCCCCCGATGCGCAG 

GGAAACGATCGAGAACCTGCGTAACTATCCGTTGAAGGATGGATCCCGGCACA 

AGCAAATGATCCTCGAGGAGTTCGGCCTATTGCATGCTTTGGAACCTGTGTCCG 

AAGCGGGTTGTGACGTCGGGAACGTGCCGGGGTATTACGCGGCTCCGGTCCC 

CGAGTCCGCGGATCGAGTGGCGAGGGAACTCCGCGAGGAACTCCGCCGTCGG 

CGAGGCGTCGACGTGTCGGTTATCGTCGGTGATACGGACAAAACGTATGAGAT 

TCTAGGGATACTGTTCACTACGGTGGCGAGGGCTCACCCAGACATCGTCACGG 

GTACGGGGGTAATCGGATTCCTGGTGGGCAGGTTACTAGCTAAGACGGTTGGC 

CCGACCCCCATCGCTATAGCAGGGGATGTTTCGGTGCGGGAAGCCATCAAGTT 

ACTAGATATGGCCGAAGACGTGCGGACGAAAGGGGCAGGTAGGACGGTCTATG 

ACGCCTTGGAAGAAGTGGGCGATCCAGAATCGCTGGATGAAGAGTTCCTGAAC 

GGCTTTGAGCACGTCCCGATAGTAATAGCTCGACCCGTTACCCCGTGAGCTTCA 

GCCCGTATTTCTCGATCTTCTCCGCGATCTTCTTCACGGCTTTCTCGGGCTCCT 

CTTCGGTCTTAGCCCCCGTACATACGGCCTTACCGGAGTAGAACAATAGCATCG 

CCACCTTGGGTTCCCTCAGTCTCAGTACCAGCCCTGGAAACTGCTCCGGTTCGT 

ACTCGATCCCTTCGACGTCTTCGTCTCCCACCAAGACCTCCGCGATCGTGTCCA 

GGTCCAGTGGTACGTGGAAGTCGATCGACGCTACGATGTTCTGGATCTCCACTT 

CGGGTTCTCCGTGGAACTTCACTCCGCACTTCTTCTCCAGGTCTTCCCTG ACCC 

TCTCGACGCTCTTGTAAATCTGCTCCCGATTCTTGGCACCGGTACACACCATTTT 

CCCGGATCTGAAGATCAATACCACAGTACCGATGTCTTCGAGCCTGTATACGAG 

TCCCGGAAACTGTTCCGGTTCGTACTCCCCTTGGAGTATTACGGAGCACTCGTC 

CAAGTTCACCTCTCCTTTGAGGTCGACGGATGCTACGATGTTCTGGATCTCCAC 

TTCGGGTTCTGGTACACCCTCCTCACGTTTTTCCGCCACGTCCGGTTCCCCCCT 

CACACGGCAGTGCCGGGACGGGTTCCCCCTCCAAGTACCGGAGGCCTAGGAG 

GCATAGGCCCCTAGCCTCCAACTCTTCACCGGCG AAGAT CGAGACGTCTCCCT 

CCCAAAGCTCCGACACCCTCCGTTTTAAAAGTTCGTTTTTAACACCACCCCCGG 

AGAGAACCAGCAAGTCCATGTCGTACTGGGCCGCATTGATGACGATGGTCTCT 

GCCACGAGTTCTACCAAAGTACGGAGCACGTCTTCGGCTGGTGCCCCGGCATC 

TCGAATGTGGTCTCTCAGAACTCGCTCCTGTTCCGGCGGAACAGGGGCCAAGC 

TACCTCGCACACGCCCGAAGACGGGCTTCCCGTCGACGTCAACACTTCTCAAC 

TCCCTCCGAAAGTTCTCGTCGACTTCTCCCTCGGCAGCTTTCTTACCACCTTCAT 

CGTATTCCTTCCCCAACAGCTCACGTGCGGCCAAGTCGAGCGGGAACGTGCCG 

ACACTGACCACAGCATCCCCGAAGTCGGGCCTTCCGTCCCTGATCGGGGTCAC 

TACCGCCATCGCTCCCACGTCCACATGTACGCAGTTCGGGTACTCCTCCGCGA 

CGCAGTACGGTGCACCCACCGCGTCCCCGTCGGGTGCTCCCCAGGGGTCCCC 

GTACACGGCCAGCGTCGGTACGCCCGTCTTCTCGTGGATCATAGGTCCGAGAA 

TTAATCCGAGTTCGTCGACGATAGTCCCCACAACCGCGAGGTCAGGGTTAACG 

CGTCGCACACGCTCTATGACCCTGGGGGCTATCTCCTCCCGCAGCGCACGTCG 

GCTCTCCTCCAGCGTGAACACGCACGAGATCTTGCCGAAAACTCCCTCCTCCC 

GCGCTACGATCTCCCAATCCCCATCTTCATTCATAACGCAGTAATCCGTCCCCG 

TGTTTCCCAGCTGGATCCCCAACACACGCGTCAACGTCGACCCCCCGACCGTC 

TCCCGATGACGATTTAAGAGCACCCGGGCGCCGGCGGTGAATCCGGAAACGG 

GGGGTACTGGATTATGCCCAAGACCAAGCACTGGCACTACTCAATCCCGCCGG 

AGGAGCTGGACGATGAACGGACTGCCAAAGCCTTCATACGAGAGCTGAGGATC 

TCCCCGAAGCATGCACGGGAGATATGCCGCGCAATCCGCGGGATGCCCCTAGA 

CAGGGCCAAAGAGTTCCTACGTCGCGTGATCAGGAAGGAGGAGGCCGTACCGT 

TCAGGAAGCACAAGAAGAAGGTGCCGCACCGTCGGCAGATACGGCCCGGATG 

GGACGCCGGTCGGTTCCCGGAGAAAGCCGCACGGGAGATCCTCCGCGTCCTG 

GAGCACGCGGAAGCTAACGCCGAGTACAAGGGATTGGACACAGACCGCCTGTA 

CATAAAGCACATAGCGGCGCACAAGGGCAGGGTGATTCGAGGTTGGATACCAC 
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GTGCCTTCGGTCGCGCAACCCCGTTTAATACTCCGACGACTCACATCGAGGTG 

ATTCTGGAGGAACGATGAGGGGACAGTATCCATGGTTATGTACGGTGAGAACG 

TGCCCGTGCACAAGAAGTTCGTGCAGTACGGGATGCTTAAGACTGAGCTGGAT 

GAGTACCTCGAAGAGGAGCTAGGCCGTGCCGGCTACGGTGGAATGAGGCTAC 

AGCGCGTGCCCAACGCCACCAAGATTATCGCCTACGTTGAGAGACCCGCTATC 

GCGATCGGTCGCCGTGGTCGCAACATTCGGCGGGTGGAAGAGGAGGTCCAGG 

AGAGGTTTCCTCTCCTAGGTCGAGTGTCGATCGAGGTGAAGGAGCTACCGAGT 

CCGGAGTTGAACCCACGCGTGGTGGCCAGGCGCCTAGCCTCGGCACTCGAGC 

GCGGTATCCACTTCCGCCGTGCCGCATACGGCGCGCTACGTCGCATCATGAAC 

GCCGGAGCTAAGGGCGCGATGATAATCCTATCCGGTAAGCTCATCGGTGCTCG 

TGCCAGGACGGAGAAGTTCATGGAGGGAGCCGTGAAGTATTGCGGCGAGCCA 

GGTGACGAGTACATGATCGAAGGCTACGTACAGGCAGTGACTAAGCCCGGTGC 

CATCGGTGTGACGGTCCGCATCATGCCGCCCGATGTCGAACTGCCGGACGAGC 

TGGAGATCAGGCCACCGGAGGAGGTCGAGGACGAGCTGAAGGAACTCATCGG 

TAAGTCAGAGGACGAGGCCGAGGGGGCGTAAGTGTTGGGTAAGTTCAAGCTAA 

GACCGGACGAGATCAGGGAAATGACGCCCGAGGAGCGACGGGAGAAACTCAA 

AGAGCTCAAGGCGGAGCTACTTCGAGAGATGACTTCGAAATCGATCTCAGGGG 

TCCCGGACAATCCTGGCAGGGTAAAAGAAATAAAGAAGAACATCGCAAGGATAT 

TGACGACAGAAAGAGAAGAAGAGCTGCGTAAGATCCGTGAGACGGAAAAGGGT 

TAGAGGGGAACTCGGAGTAGAGATGCAGGAAGACGACATCTGCCCGGTTTGCG 

GTCTTCCCAAGGAACTTTGCGTATGTGAGGAAGTTTCCAAGGAGACAGTTGAGA 

AGATCAAAATATACACTGAGCAGGTCCGACCAGGTAAGGTAGTGACCATCATAG 

AGGGCTTAGACGACGCCGGTATCGACTTGCAAGAACTAGCCAGCAAGCTCAAG 

CGTGAGTGTGCCTGCGGGGGTACGGCCAAGGAGGGTAAGATAATCCTACAAGG 

AGACCACCGTAACAAGGTCCGAGAGTTCTTGATTAAGAAGGAAGGCTTCTCAGA 

AGACGCCATCGAGGTCACGTGATCCCCATCAAAAACACCCTTCTGCCCGATATC 

TCCTCGGGGAACGCCACTCCTACATGGACTTGGTACCCGTGTTCTTCCAGAAAC 

TTCCCCCTCATTCTACACACTTCAAGCTGGTATTCGACAGAACTTTCCGCCCTCT 

TGAGCACCTCACGGACTCTTTCTATACCCTCATCTACGCCGAGTTCCTCCACGA 

TCACGCGGGGGCTGGCCCTACCGTAGCAGCAAGGTACAACGAGTACGAAATGT 

GCGTCCGAGTTCACGGCCAGCTTGAGGAGCCTATCCGTGAGCGTACCGCACAG 

GTGTAATCCCACGATGACATCGGGGTCGTCCGGGAGACCATACTTCGCCGTCT 

CGTGAAGGTCGTTGACTTCGAATTCCAAGTTGTCGAGTCCCACTGATTCAACGT 

AGCGCTCGAGCTCCGTCCAAGTCTCGAACTCCTTGATGTCGAACCCGAGCACG 

TCACAGGACGGCGAAGAAACCGCCAGCGCCGTCGTCAGTGTCCCGCGGCCGC 

ACCCGCAGTCTACTACCGTGTCCCCTGGTTTTAGCCTTGAGCATAGTAGCGTTA 

GTATAGTCTCAACTTGCTTCTTCTTCCTCCATGCGTCCCGACCGGACCTCGGAA 

ACGCACACCTCGGTAAATACAGACAGCTCATACCGGAGGGGGTTCGATACCTTA 

ACTCCAAGTCCCCTTCCCCCACCCCCCGACCCTGAGGAACTAGTCGGTAAGAA 

GTTCAGAGTCGTGAGAGCGAACTCCCGGACCTACTTGGGGATATCCGGTCGCG 

TGGTCGGCTTCACTAAGAACTGCTTGGTCTACGATGACGGTGGTGGTGATCAGA 

AGATACTCCCTCTCCGCCACATCGTGATGGAAGTGGAAGGGTTGCGCGTGGAT 

GGCCGTACGTTACTCCGGCTCCTTCAAGAGCTTTAACAGTTCAATCGGTACTGG 

GATCACTATGGTGACGTTCTCTTCCGCTGAGACCTCGGAGAGCGTCTGAAGGG 

TCCTCAGTAAGCCTGGGTTCACTCCTAAGACCTCCGATGCCTTCCGTAGATCCT 

GTGCGGCCTGTTTCTCCGCTTCCGCTTGGATCACCCTAGCTCGACGATCCCGTT 

CAGCTTCCGCCTGTCGGGCTATCGCCCGTCTCATCTCTTCGGGCAATATTACGT 

CGCGGATTTCGACACCGGTGACGTGGATTCCCCATCCCTCCGTCTTCTCGTCTA 

TGATCTCCCGAATACGCTCGCTCAGCTCCTCCCGCTTCGCTAGAATATCGTCCA 

AGTCGACCTCACCGAGCACCGATCTCAGTGTGGTTTGCGCCAGGTTGAACACG 

GCCTCTTCATAATCCTCGACGTTTAGCACGGCGGAGACGGGATCCACTACCCG 

GTAGTATATGACGGCGTCGACTTTAATCGGTACGTTATCCTTGGTGATGACTTC 
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CTGAGCCGGTATGTTCTGAGTAACGACCCGAAGATCCACCTTGATCATCTTGTC 

GATGAACGGGACGATGAAGTTGAGACCGGGTTCCCTAGTTCCAATGTACCGTC 

CAAGTCGTAGGAGTACGCCTCGCTCGTATTGATTCACTATCCGAACCGAGGCC 

GCCAGCACGAGGAGGGCCAGTACTCCTCCGACCACTAGC GGTA TGATCAACGC 

CGCTCCCCGGTTTTCCTCCGCTTAACTACGAGTTTATTACCTTTTACATCCAGTA 

CGACCACCCGCTCCCCTCGCCGTAACCGGGTCTTAGAGACGGCTCTCCACGGT 

TCTCCACGTACTTTCACCAATAGCGGGTCTTCCCGGATTACGATGCCTTCCTCC 

CCTTTAAGCTCCCCGACGCTCTTCAGAAGAACGTCGCTGCTTTCTTCCGTTCGT 

CTCAGAACCGCCGCCACCTGCATGAGGAGGACGAACGCGCCGGGCGGAAGTG 

TGGCAATCAGATATTTCGTTCCCATCAGGTACGCTCCGACCCACGCGCATACTA 

CCCCTATCATGGCCACTATACCAGTGTTAAGTACGCAATCTAAAACTATCAGCCC 

CACGCCCGCAAGGAGGAGACAGAGCTCTTGAGACAAGGTGTCCACCCCCTAGA 

ACTATCCCTCCGGTTATGTGATATTCGAGCGGGGGAGCCACGTGGACGTAGTG 

ATCGGTGCGGGACCTGCCGGCCGCACTTACGCAATGATCCTCGCCGAAGCTGG 

ACACGAAGTGCTGCTACTTGATAGAAATGGAAAGGAAGGAACCGGTGGCAAAT 

GCCTGAACGAGGCGTGTGTCGTGCTCGGTGCGCTGATCGAGGCCGCTAGACT 

CGTCGTGTGGGCGAAGCTCGGTATTCCGGGAGTGGAGCTGGACGTCGGGGAC 

ATCAACTTCAGACGTCTAACGCGGTCCGTAAGGAAAGTCGTAGAGACCATACGA 

CAACGATTGATCAAAGAGACCGAGAGAGCCGGTGTTGAGATTCTGCGGGCTGA 

GGCGGTGAAGGTAGACGAGTCGCTCAACGTCTACACCAAAGATGGTGATGTTC 

TCGAGGCCGATAGAGTGCTGATAGCCACCGGT TCCC GACCGG CGATT CCCGAG 

GTGGAGGGGGTGGATTCGGACGCCGTGTTTACTTTTCGGGAAATTTTGGAAATG 

GAAGTGCCCTCAGAGCTCTGCGTCGTCGGTGGAGGTCCGACGGCCCTTGAGTC 

CGCTTTTGCTTTCGCGGCTCTCGGGTCCGAAGTAGTTCTGGCGTACAGGTCTAG 

AATACTACCGAATGCTCCGGAGGAAGTCCGTCGCGAGATCCTTAAGGATTTGGA 

GCTCGTGGGTGTCAACGCCGTCCGTGCGGGAGAACTACGGGCGATTCGGGAG 

ACTTCCAGCGGTGTGGAATGTAGGTTTGAGCGCGGAGCTACCGTGGCGGACGC 

AGTTTTACTAGCCACTGGCCTCGAACCTAACTCCGATATTGCCGCTAACTCCGG 

ACTCCCCTTACGGAAGGACGGGTCCGTCGTGGTGGATGATGGGATGAGAACAC 

CGCGTGATGGAGTTTACGCTGCAGGCGACGTGACAGGACCTCCCTATCTGACT 

CCCGTCGCTCGGTACGAGGGAACGGTGGCCGCACTGAACGCGTTGGGCAAGA 

ACGTCCGACGGGGGAATCCGCCGGCTCCTCGCGTGATCAGACTCTTCCGAGAC 

TTCGGCCGACTGGAACTGAGGGGGATCGACTGGGAAGGCTCACTCCCTACACC 

GGTAGGTGGACCCGCGTTCTGGATGCTTCATCATGGTATCAAGGGTAAGATGG 

TGTGCAGGAAGCGCGGAGTTACTACCGAGGCGTTCATCGTGGCGCCCAGAATC 

GCACCGATGCTCCCGTACCCACGCTGTGTGGAACCTGACTGGCGGCTGATCGA 

GGTGCATCCTACCCCGGACCCTGTGATCGGCCTGCTCAAGCAGCTGGGGCTCC 

GCAGGACGCTTGGTGAGTGAATCATCTGATCCGCTCTCCGGGCTCCACTTCCC 

TCTTACTCTCGTCGATAGTCAACAATGCGGGTTCGTCCCCAACGGCCAGGATCA 

TCGCTTCCGACCGTACGCCGAACATCTCTTTGGGTTGGATGTTGGCTAGTACAA 

CCACCTTACGTCCGACGAGCTCCTCTGGCTCATACGTAGGATACAGTCCGGCTA 

CTGCTGTTACGGTACGATCTCCGATATCGATCCGGAGCTTGATGAGTCGATCAG 

AGCCCTCGACACGTTCCGCTTCTTTGATCTTGCCTACCCGCAGGTCTAATCGAT 

TGAATTCCTCGAGCGATACGTACTCGTCGTCCTGCCCTTCGGACTCTCCTGATT 

CTTCCGGCAGTAACGCCTTAGCTTTCTCAAGGTCCTCCTCCGTTACCTTCGGGA 

AAATGGGCTCGGGCTCCGGTATCTCCTTAGTCTCTACGTCCTCCAAGGCTTCTT 

CCCAATCGACGTCATGTACGGAGTCTTCGTAACCAAGACTCTGCCAAATCTTCT 

CCGCACTATCCGGAAGGAACGGGGCTAACATTACAGCTAGCGCTTTCACAATTC 

TAGCGCACCCACGTAGAACTTCGGCACAACGCTCTGGATCTTCATCCTTAAGTT 

TCCACGGCTCGTGTTCTTGGAAGTACTCATTCCCAAACTTAGATAGACGTAATAC 

CTCTGTGAGCGCCTCCCTGAATCGGAACTTCTCCAGATGTTCCGTCACACGCTG 

GTGAGTTTCTTTTATCTTATCGACTATCTCCTGGTCAGTCTCGGCTTCGGGAACG 
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TTTCCGTCTAAGAATCTATAAATAAACGATAGCGTGCGATACACAAAGTTACCTA 

AGTTAGCCACTAATTCGTTGTTCACACGGTCCCGGAAGTCTCCCCACGAGAAAT 

CCGCATCCCTGGTGAGCGGGCTCACCACTATGAGGTAGTATCGTAGCAGATCC 

GCAGGGAACAGCTTGGTGAAGTCTTTGACCCACACTACCCAACCACGACTTGTA 

CTCATCTTTTCTCCTTCTAAGGTCAAATACTCGCCAGCCACGATAGTGTATGGGA 

GAGTCGCTCCGACGCCCATGAGCATGGCCGGCCAGAACAGGGCGTGATGGAC 

TATTATGTCCTTACCGATGAAGTGAACTATTTTCGTATCTTCACTAAACCAGTAGT 

CTTTCCAGTCTTGACCTACCCTATCACAGTATTGTTTCGTGAACGTTACGTATCC 

TATAGGAGCATCGAACCAAACATAAAACACCTTATCTTCGTATCCTTCCAGGGGA 

ACGGGTACTCCCCAGTCTAGATCACGCACTATATCCCAATCCTTGAGTCCTTCA 

CGAACCCATTGGATGGCATAATTACGCACGTTCTTAGGCAGATTGTCGTTGGAC 

TCTAACCACTTCTTCAGATCTTCTTCGAATTCGCTAAGCTTGAAGAACAGGTGCA 

TAGTGCGCCGGACCTCTGGCTTCGATCCACAGATGACACACCTCGGCTCTTCG 

AGTTGTACGGGCTCCAGGTAGCGACCGCAGGCCTCGCAATGGTCGCCTCGGG 

CACCTTCAGCACCGCAGTAGGGGCATACTCCTTCGACGTACCTGTCCGGAAGG 

GGCCTTTCGCACTCAGGACAGTAGAGTTGTTCGACCTCCCTCTCCTCTATGTAC 

CCCGCTTCGTACAACCTCTTGAAAAACCATTGTGTCATATCCACGTGGTCAGGA 

TTGAACTCGCGGCAGGTGCATGAGAACTCGTCGAAGTGGATGTTCAATCGCTCT 

AAGTCCTCTTTGATCATCTCGTGGTATTTTTCCACGATCTCCTCGGGATCCTTCC 

CCTCGAGCTCGGCCTGTAGCGCTATCGGGACCCCGTGGTTGTCAGTCCCGCCG 

ATATGTATAGCGTCGATACCACGCATCTTGAGGAACCTCGTGTACACATCGGCG 

GGGAGGTACGTGCTCCTAACGTGGCCGATGTGGAGTGGGCCGTTGGTGTACG 

CCAAGGCCGTAGTTACGAGTACCTTCCCCAATACCGGCTACCCCCAAATGCACC 

TGGCTACGTCCGTGAACGTCACTATCCGGGACACGACCACCCCGTGGCGCCTC 

AGCTGCTTCACCATAGAAGGTACGAGATTCACCTCACGATCGACCTCGGCTCCC 

AGTTCGACCCGGTAGACGCTCCCCATCTTTTTGACGCCGAGAACTCCCACCACA 

CCGTCAGTCGACTTCAGGGCTTCGGTTAAGTCGCGGGGGGAACCGTACAGGAC 

TCGCAGCTCCAGGATGTACCCGCGAATTTTGCGGACCCTCGCTTTGGGAACCT 

GGAGTTTGACACCGCGCTTCGTTTTCACACAGGCCGTTACGCGGCCGTCGGTG 

ACGCGGATAGAAACCGCTTCCACTCCTGGAATTCGCGACAGTTCGGCGCGTAC 

CTCCGCGGGGTCCCCGTTCGACACGTCGACCCGGTAGTAATCGTGCTCCGATG 

CCAGCCCTAGTGTGGAGCGCAGCGGTTCCGCTACGGGGAGGTGGGGCACGAG 

CATGCCGAGTAGGCACAACGATACCGCCAGTGTGCTCCTTCGGGTGATCCTGT 

CGACCGTGGACGGGAGCAGAGAGGATAGGAAAGCCGTCCAGAGGTACGTCAA 

CGTATGATACGCCGGTAAGTAGAACAGGACTTGGCGGAACGCGTCCAGACCTC 

CTAACACCCCGAGCGAGGCTATCGGTGGGGCGACGGTTCTAATCCTCGAAGCT 

AGGAGTATCGACAGGCCCACGACGGACGGGTTCGCCAGCGGTCCGCCGTCCA 

AGCACCCTAGGCAGAGCAGGGACCCGGCGATCGACAAGACGATGGCCTTCTC 

GGTCCGGTCGGCTCGTAAAGGTACTATCCACGCCAGTACGACGTAAGCTATCG 

CCAGCAGGGCGAGTACTGGGAGTGGTACCCACGGTGGTAGCACGAACGACAG 

GGGTACGCCGCAGTGGAATTCGATCTTAGGCTCACCGAATATTGCCGAAATCAG 

CGCTCCGAGACACGCTTTCACGGCGTGACAGTGGTAAAAGGAGGACGTCTCTG 

GACGCTCCGTCAGCGTGACTATACAGGTACCTAAGCCCGGGTTGAACCCGGCT 

TCATATATCATCAGTAGCTGGAGCGCCGGAGGCACCGCTAGGATGGCTGCCAT 

CAGCGCGTACGTCACCCACGTATCGATTTTCGGGAGGGGAATGCGTGAACGGT 

ACGGGAGCACGAGGAAAAGCAGGCCGAGGTGTAGGAGGAGCATAACGTCCTT 

GGCTTCGGTTGACCCCAATATCATCGGGTAGAGCGCATCGTGTATCCTCCACTT 

GATCTCGGAGTCGGAGATCAGAACTACGGCGGCCAGTGTGAAACACACGGCTG 

ATAATAGAATCGGCCCACGGACTCTCACCGTCGGTTTGCCCGTCGTCCCGTCTT 

TCCCTATCGCCTATTAACGTTCCCTGGTCATAGAACGTATCCCCACTTCACCGG 

CGTCACGTTGGCGACCCCCACAGGCTTCAGACCTGCTAGCTTCAGTGCGCCGG 

TAACCGAGTAAGCCACCGGGTACTCCTCCTCTAACGAGGCGACCTCGAATACG 
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TACACCGACCCGCGGCGCTCCACTTTGAATATGGCGAGAATCGTCGGGGCACT 

CGCCACCTTGCGTGCAGCTACACTTGCCGGGATCTTCGGATCCTCTACGGCGA 

CTTCAACCACATAAGCGTTCACGGAGTTCAAGAACACTGCCGGAGCTTTTCCGA 

GTCCCGCTTTCCTTAACGCCTGACTCAGTTCCTGCGCTATATCGTACTTCGACA 

CCGGAGTGGGCGCCTTCACTATGATGTACGCGTCACACGATGAAGGTGCTGTC 

CTGATCCCTCCCACCCTGATCACGTAAGGACACTTGAGCAGTGCCCGCTTGACA 

TCCCCTGGCTCCACCGATCCCTTGACGTTCGTGATCGCTACGTGATAACACCCG 

ACTCTGGCTCCCTTTGAAGAGATCGACCACTGGTAAGTTATCACTCCCATCAAC 

GCACCGATAAAGATCGCCGAGATGAGCAGGACGGCTACGATCTTAGTCCTCAA 

CACTACCACCCCTGTCCCCTGGCGATCGCGGTCATCAGGAGGAGGGCCACCG 

CCCATACTACGGAGTTAGGAGCTAACGGGGACGTCAGGTACCAGACCACACGG 

ATCGTCGCCTGAAGGAGCATCGGTGTCAGGCCGATGAGAACGGCGATGATCAC 

GTATCGTCGTACGGGAAGCGGTCCTAACGCCCACACGATGAGCATCCCTAGTC 

CGATAACCATCGGTTTACACATGAACCCACCATCTACGGCTCCGAGCACTACGA 

GAAATCCCGCCCATGATAGCAGTAGCGATTCGGCTGCACTCCCGCGCTCGTGG 

AACACGGCTAATGGTGACAGGATGGCTAAGATCACGTAGGATGCGATTACGGC 

GGCAGTGAAGATCACGGCGGCCCACGTGGGCATGAACTTGGACAAAACGGATC 

CATAATGGTACTTAGTCGGAATCGGACCTATAACGTAGTTCATGACCTTCCCTAC 

GCACGCCTTGAGGGAGTGGGTGTGAGTCAGCGAGGAGGTCTCACCGACCGAC 

GACCCCCCGGACACGACGACCAAAGTGCCAGCTTTCAGGCCGTACGGGGTGTT 

GTATTGCAGTATCATCTGAGCCAGGTAGGGGCTCGTAAGGATCAGGAGCGCGA 

GGCATAATATCAATCTCCCCGAAGCGAGGACCTCGATCCATCGGCTCGGTATC 

GAAGGGGATGACCAGAGCAATAGGCACATCAGCCCGAGGTGGGCTAGTAGTAT 

AGCTGGTTTGGCCTCCGTGGATCCCGTTAAAAGTGGGTAGAAAAACTTCCTGAA 

AATCCCGTCGAGAGGCGTATCGGCCAGAATAAGGGTGGCAGAGATCGAGAGTA 

ACACGAGCGATGCAGCGAAGTAGAGATTACCCGACTTCGAGGATCTCTTCGAC 

GATCTCCGCGACGGCGCTTCGCCCCCTTCTTATGAGCCACTCTCCACGTGGCT 

TGCGGGCCATCTGGACGGCGTCCTCCGCACCGGAGCTTTCGCTTAAGTACATT 

ACCGGTACGCCGGACTCTTCGGCGATCCAATGGCTCAGGTGTTTGGGATGCAC 

TTCCGACACCTTCACGGCCTTCTTCGCCACCACACAGGCTTCTATCGTGACCCC 

GAACCCTCCGGCGAACACTACCGTATCGGCCAGCATCATTACTCCGGGTAAATC 

CACGAATTCCCGAACGCACTCGAAGCCCTCTGGAGGGCTTACCCTGAACGGCA 

CCACCACAGGATCGTGGTCCTCGAGATCGGAGAGCAGTCGTCGGGCTCCTTCC 

TCCGTGATGTCGCCACCCAAACATACCAGTACGCGACCTTCGTACTCTTCCGGT 

ACGGGTCCCGGAATACGACCGGATAGGTGGCGGTCCGCTAGGTACTGGGCCA 

ACGGTGCCCCGGAAACCACCTTAGTCTCAACTCCCACCCGTCGTTTGAGTACCT 

CCGCCCACTTCTCCGAGAACGGCACCAGCACACGCGTCGCCCATCGGACGGC 

TTCCACGGGGTTGTACACGTCCATCTCTAAGTGTACGGAGGGGATCCCTAGCAT 

CCGAGATGCTATCAGAGACTTCCTGGCGTCCCCGGTGTTACCGGATGAAAGTA 

CCACGGAAGCACGCTCCGACGCCAAAGCCCGTACCGTCCGTATTAAGTCAACG 

GAGAACCCTACGTACCCAAGTAATCCTTGTCTCCGTCGGGGCTTTCCTAACTGC 

TTCGTCTCGATACCTTCCCATTTCAGTATCTCGACTCCACGCCCGTGTCCGTATA 

CTGTTACTTCCCACCCTTCCTCCAGGAGTCGCTCCCACACCGGGAGGAGGTTC 

TTGGCCGGGGACGGTTCTACGAGACTGAAAGCTTTCATCCGCTCACCCGCGTC 

GGAGCGTTCCCTTAGTGGATGGCACTCCGTCACCGACGATTTCCTTCGCTGCG 

CCGAGTGCGCGGCCTACGGCCTTAAACATGGCTTCGATGGCGTGATGGTCGTT 

GTCCCACCACCGTACCACCACATGCATGGTTACGCCGGCGTGGTCGCAGAAGC 

TTTTCCAGAAGTGCGAGACGTTCTCCGTGGATAATGGAGGAGAACCGATTCTAT 

TGCGTCGGC3GTCGGTACCCCTTTAAGACGAAGTAAGGCCTTCCGGAGATATCT 

ACAGCACATTCTACTAGCGCTTCATCCATAGGTACCAGTGCCCATGCGATCCGT 

CGGATACCCTCGCGATCTCCGAGTGCTTCGTTCAAGGCTTTACCCAGGCATATA 

CCGACGTCCTCGACGGTGTGATGATCGTCGACCTCTAGGTCGCCTCGGGCTTT 
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GATCTCAACATCTATACGTCCGTGAAAGGCGAACTGGTGCAGGAGGTGGTCGA 

AAAACGGAAGACCGGTGTCGACCTTAGCGCGACCGGATCCGTCTAGGTTCACG 

CTCACCTCAACTTCCGTTTCCTTCGTCGTACGCTTGACATCCGCCGTCCGCACC 

GAGTTCACCCCATCGCAAACGTCGGTTGGTGGCGGTAAATAGCACGGACGTGC 

GGCCCGATCTAGGGTCCCCATGGAGAGGACGGTTTCCATCGTCTGCATCGTCC 

TAGGTGCCGCGTTACTTTGGATGTCTTCCGGTGCTTCTCATCAGGTGGTCGGG 

GCGAGAGAGTTGCAGTCGACCGATGACGGAACATTAGTAAGGGTCAAAGGCGA 

GGTGCTGCAGGTGAACGTAGTGAGCGACGGCGCGGAAGTTGTCGTTCTAGACG 

CGGGGGACGGGACGGTGACCGTGTTCCTCAGTAGGGAAGCCGCAAGTACTTT 

GGCCCCGACTCCTGGGGAATCGCTGGAAGTGGTAGGAAGAGTTGAAGAGTATC 

GAGGGCGGAAGGAAGTCCGTGTGGATTCGCCGGTACGTGCCCGCTAAGGCTC 

TCATCGTCGTGATCATCACGACGTTAACGGTCCCGTATTTCGTGTTCTACGGTA 

AGCCGCGCGGTCCCGGGTACCCTACGGAGCTGTACGGATACCGGATCGTACT 

GGAAGATCCGGCGCTCGCGGTAGTGGACGTGGAACCCAGACGGACCCTGCTG 

TTCAGACACACGCTTACGGTGTCCGATGAAGGTTGGTCCGTACATCCTGTCTTC 

GATATACCTCCCCTGATATTCGTGCGCGCGGAGCGCATGGATACTCTTGAAACG 

GTTAAGAGGAACTTGTGGGCGGTTGTACTACAGGAGGGAGCTGGACGGGTGTT 

CATGCCCGACGAGTTCGTTGAGGGTGGCGTTCCGGGACTCATCACAGGCATCG 

CCGGCCAGGCTTGGGCCTGGAAACATCTGAAATGGGCCAGAGAGTTCGGAGTT 

ATTCACGGGCTACGTCGGTACGCTAAGGAGGTCGGACCCGAGCGCATTTCCAC 

TGCCATCTTAGAGGAGTATAGGAGAGCACCGTGGCGGGCGATCCTAGATTTCT 

GTGACATGATGAAGAACAGTGACGTAGGGAGGTTCCTGCGCTCACGTGGGCTT 

TCCTTCCGGGATTTCCTCACCAGTAAAGATCCGAAACTAGTAGCGGAGGTCCTA 

GTCGTGTTGGACCTGGGAAGGCTCGACGAGCGAGTAGTCGATGAAAGAATACG 

GTACGTGTTGGATGCGAGGGCTTACCCCATCCCCGAGTCGGAAGAAAAGATCG 

TGGATAAGGCGGCGCGTGAGCTGCTTCGTCATGGATGAAGCTCGATCCCGAGG 

GCTTCACAGATCTCCTTGTACCGGTTTCGGATCGTAACTTCCGTAACTCGAGCA 

ACCTCCGCAATCTCCTTCTGAGTACGTCTCTCTCCCTCGAGGATGGACGCGATG 

TATAATGCGGCCGCGGCTACGCCGGCTGGCCCCTTACCCAC GGTGA TGCCTTT 

CTCCTTGGCCTTTTCGATGATCTCTTGAGCCTTAGCCTGGACGTTTTCGGAGAC 

CCCTAACTTCGAGGCGAACCTGGGTAGGTGATCGGAGGGTTCAGTCGGTTTCT 

GCTTCAGGTTCAGCCGACGTTGCAGTACTCGATAAGCCCGGAGTATCTCGTTCT 

CATCCGAGACTCCGAGCGCCTCCGCGATCTCGCGGGCAGTCCGGGGCACGCG 

AGCTTCTTTACACGCGGCGAATACCGCCGCTCCCAAAACGCTCTCTATGCCGC 

GGCCACGCACGATCCCTTCTTTGTACGCCTTCCTGTATATCGAGGCGGCGAGTT 

CCCTGACCGACTCGGGTAACTGAAGCTTGGACGCGAGATTCTCCAGCTCCAGG 

AACGCCTGGAAAAAGTTCCTTTCCCGACTTC CCGAT ACTTTGATACGTGCATCC 

CAGGTGCGAATGCGCCGCATCCGGGGGTTCTTTTTCCCACCGGAGTCGCGCAA 

CTCCCGGTCTATAATCGTGGAGATGCCCTTATCCGGCAACCTCAGCTTGACGG 

GCTCTCCAGTTCGAGACCTCCGTTGTCTCTGGTCCGGGTTAAAGTGCCGCCACT 

CAGGGCCGGGATCTATCACCGGGTCTTCCGTGACCAGTCCGCAATTCGCGCAG 

ACGTACTCACCCCGCTCCTCATCGAAAACAATCTCTGCGGAACCACACGCCGG 

ACATTCCTCCGTGAACTTCCCGGTGTTCCTTTCAGAAGCAGCCATTCTCGATAC 

ACCCCATCATCTGCGGCGGCGGGGCCGACCCCGCCGCCTGCGAGGAGGACG 

CCTTCGCCGTCGTCTGGGTGGTATGAAGAGCTCCTTCCCGACGAACCTCTCGA 

GGTGGTGGCGGGACTTATCTCGGATGGCCACGTAGGGCTTATCCGCGGGCCC 

AAAAACGTCCACAATAACACCTACACGCTCACGACGGCGAGTTACAACGGGCG 

CCCCTAACGGCGGTACGTGATCGGCCCTTGCGATCAGATTTCCCCGGGGCGTA 

ACGTGGAGGGCGCGCCCCAGCCTGCGCATGACGACACCGCCTGTGTGTCATT 

GTTCAACTCGAAGGTTTTATTGTTTTTGGCACTCTAGAGCCCACGACTCAGACTT 

CACCTGTTGGCACATTCCGAGCACACATCGAGTTTCTTGTTGCTCTTGAACTTCT 

TCCCACACACCTTACACGTACACTCGTACAGCTTTGCTCGCTTACCCTCGAGCT 
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CGGCTTCCCTCTTGATCCGGCATGTCCTCTCCAGCTCTCGACGGAGGTAGAAC 

CAGGTATCACCGAACACATCCCTGCCACGCATTACTACTCTCCTGGCGACCTCG 

AGTCCATCGCCGTCTCCATGCATAGCACGTACCATGGCACTCAAGAACTGGCG 

CTCTCGGTACCTGTAAAGGTCTATAGCGTCGTTGGGGCAGACGCGCACGCACT 

CATCGCAAGCGTCGCAGGCCTCCAGGTCCGCGATGACCACCTCTTCGCGCTTG 

ATTTTCAACACTCCTCTCTCACAAACTTCCACACAGAGCGCACAGGAGGCTCCC 

TCACATCTGGTCCGGTCGATCTCGATCCGACGGACTACCTGCACCGAGGCTCC 

CCCGGGGAGGATCGGAGTTGGACGTACGGGTTCGAGAGGATGACGGCGACGT 

GATCTTAGAGTTCTATGCGGAGGATGGCAAGTCGGTCGAAGTTTCAACGCGTG 

CGTTCTACACGGCAGTATACCTGAACCGTCAGGACCCTATCGAGAAAACGAAG 

GAGTTGTTCATTAAGGTCTCGAGGATCCTCGGCGAGGAGCAACCCGAGATCTC 

GGTGCGGCGAGAGGAGGACCCTTCGGGTCACATCCTGAACCCGTGGGTGGCT 

AACTCGGAGGGTGCTGACGACGTATGGCCGCTGGTGTTCGAGGTGAGATCGAA 

GGACGGAGTGGCACGGGAGTTCACGTTACTTGTTCCCGTGAGGTTAGAGCGTC 

GACGACTCAGGGAGATACTTTTAAAAGTTTTCAGATCTTGATCGTCGGGTTTCCA 

CGGAGGTGATATCATCTTGTACCCGAGAGGAAGGGAGGCTACCCTCGCGGCCG 

TCTTGCATACCATACTGCGGGACCGTCCCTCGACACAGAAAGAGATCGCAGAG 

AAGGTTGGCGTTTCCCGACGATACGTGACGGAACTCCTAAGGCCGCTCATCGA 

GGAGGGCGCCGTTCGAAGGACGTATACCGTCGACATGTCGAAGCTCAGACGCC 

ATTTCCCCGAATTATTCGAGGAGCTTGGAAACTTCCTGTACGAAGATGTGGAGA 

TGCACTTAGAGGGCGTCCGACCTTACTTCAAACGCATGACCGACCTGACCCTC 

GAGCAGATCGAGACGGCTCTTATCGCGGTCGAGGAGAACCCGGAACAGGCCC 

CCAAAGTTATCGAGATGGACGAGGAAGTGAACCGGTTGGACGAGGAAATACGT 

CTCTACGTCCGGACGCTTCCAGTCCTCCATCCTTGTGAAGAAGCCGGCAAGGT 

GGCGACCCTACTGCTGGAGATCTCGCACTGCATCGAGCGGATAGGGGACTACG 

CGTGCAACATCGCGGAGGTGGCGGAAACACTCGGGACACTGTCCGACCTGCAA 

TGCTGGAGGGAAGTGCGGGAGGCCGCCCTGGAAGCCCGTAGCATGGTGAAAA 

CCGCCTACAGCATTTTCCTCGGTCGGGTGAAGGAGGAGGACCTGCGCCATGAA 

GCCGAAAAGGTGTACTGCGCCGAAGATCGTGTCCACAAAAACATAATTAGGGC 

GTGTGAGAAGGCCGTCGAGGAAACGAAAGAGTTTCCTGAAAAGGCCGACCGAC 

TGTTCGGTCTCTCTCGGATCACGAAGGACATCGAGCGTATCGCGGATAAGGCT 

GTAGACGTTGTAGATTTCACGCGCGAGCTCGTAGAGGGTAGGCCCCGGGATCT 

CACACCTGAGCAGGAGATGAGGAGCACCCTACCCGCTGACGGCACTCATTAGG 

GGGGTGCCGGTTGTACTACATCGGGCTCGGTGGCTTCGGCTGTCGGTTCTCCA 

CTCACGCCTCAAACGCAGGCCTCGAGGTGATCCTCTGCGCGGGATCCAGAGGA 

GACCTACTGCGGGTGTCGGAAGGCGAGAAAATCGAGGTGGCCAGCGGTATCG 

GGTTCAGTCGGGACTGGCGTAAGGCTTCCGAGGAGCTGCAAGAGCAAGCGGA 

GACTATCCGTGAGACGTTAGAAAGGGTGGGCGCCGAGGAACCCACGGTCCTC 

GCTTTCGGTCTCGGTGGAGCCGTCGGATACGCTTTAGCGCAGCAGATTCTGAA 

GGAGCCTCCGGTGCCTTTCATCGTACTGACCACGGTTCCGGGAGAATCGGAGG 

ATCCTCAGGTGCGTCGCAACGCTGCTGAACAGGTGAAGAGCGTCCTGGGAGTG 

TCCATCAAGCTTCCCGTCCTCTGGGTGGACAACGCGTTAGGTGGGTATGAACG 

GGTTAACAGGGTACTCGAGAGGACACTCCTCGACCTCCGAGACTTCCTGGGCG 

TGCCCGTGGAGGAGCTCCCGAACTTGGCCGGTAACTACGCGTTGTCACCTTCG 

ATATCCGGAGAGAAGGTGACCGGGGACGTCGTCAAGACATCGGCGGATGAGG 

TCAGGAAGCTGGTGAAGAGTAGGGAGCCAGAGGAACACGTGGTTCGACGCGA 

GCGCCGTGGGCCTGACCCGGAGTCGCTGAGAGAATTGTTCTAAGGGGGAACC 

GCTATGGCGAGGAAAGCTAGAGTGACGCTCACACTCTCCGAGGACGCCTTGGC 

CCGGGTCCTAGCGACCAAAGACGCCCTCGAGGGAGACAGTATCTCGGCTACCG 

TCGGTAAGTTGGTGAAGTTCGGGTTCGCGTACCTCAGGGAGAAGTTCCCCGAA 

CTGTTCGAGGGTATAAATCTCGAGGAG TACCGT GAGAAGGCGCGTGAGCGCTG 

GTTCGATTCCGGATCCTCTCGGTCATAGTTTTTAAACTCGGGTCAGGGGCCCCT 
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CCAGGGAACCGCGTTGCGGGCACCTGAAGGCTTCCTTCTAGGTGGCATCAAAC 

GCGAAGGTATAGGAGTCGGGTTGATCTTCTCGGAGCGTCGATGTGCCGTGGCG 

GGCACTTTCACCGAGAACACCCTCCGCGCCGCTCCGGTGGAGCACTCCGAGG 

AAGTGTGCGATCGAGGTGTCGCCCGCGGAGTGATAGTGAACAGTGGTCACGCC 

AACGCGATGACGGGTGAGGAGGGGTATCAGGACGTACTGCGCACGGCGGAAG 

CGATCGCTGAGCTAATGGGGGCTCCGGAGGACGAGATAGTGGTGTGTTCTACG 

GGCGTGATCGGTGAGCGTCCTCCTGTCGACAAGATCGTGAGGTACGCGCGCG 

AAGTTTGGGAGGATATAGGACCCACCGAACGGCACGTTCGGGAGTTTAGTCGG 

GCTATCATGACCACCGATACCGAGGAGAAAATAGCTTTGTACGAAGGCGATGG 

CTGGTCACTTCTCGGAATCGCGAAGGGTGCGGGTATGATACATCCGAACATGT 

CCACTATGCTCGCGTTCTTGCTCACCGATGTAGGAGCGAAACCGAAAGAGCTTC 

AGATGTGGCTACGCGATGTCGTGAACGACACGTTCAACATGATAACGGTAGATG 

GGGATGAAAGCACTAACGATTCCGTGGTGCTGCTGGCGAACGGCAGCTCGAAC 

CTCAAAGTCGGCAGCGATGTTACCATCACGGAGTTCCAGCGCGCCCTGGAAGA 

GGTCTGTACGGAGCTCGCTGAGAAGATCGTACGAGACGGTGAAGGAGCGACG 

AAGCTCATGATAGTGTGTGTACACGGTGCGAGTAATGAAGTAGAAGCTCGGCGT 

GCGGCCCGTGCGATAGCGTCCTCAAACCTGGTGAAGGCGGCGCTGTTCGGCG 

AGAATCCGAACTGGGGCCGGATCGGAGCCGCTGTCGGGGCCGCACGCGTCGA 

TGTTGATCCGGACGAGTTACGGATAGCTTTCCGCAGCTCAGAGGGCGAGATAG 

TGACCTACGAAGGAGGTCCAGTGGACTTCGACGAAGAGAAGGCTAAGCGCGTT 

CTCTCCGCGAGTGAAGTCGAGATTGTGGTGGACTTAGGCGTAGGTGACGCGTC 

CGCCCGCGCGTGGGGGTGCGACTTAACGTACGAGTACGTACGGATCAACGCG 

GAGTACAGGACTTGACCCTCCCCGCCTTAAAGGATGATTCGGGGCGTCGGCCC 

TCTGTTCAGTCACATCTTTCACTGGGCGGGCAGTCGAGCCGTTCAGAATGCATT 

TCGGGAGCAAATAGCGGGTGGGTTCGGGGCGATTTCTACGGATCGCCGATCGC 

CCGTGGTAACCCAAGAATAAAAACTCTCCCATCCTTTCAACCTTGGAGGATGAG 

GCTAGCAGCGTGAGGGGGCCTCACTTGACCGACAGGGAGGAAGTGGTAGAAC 

TCCGCGGTCATATTATCGACTCACTCATTTTCTCCCGGGTACTGGACACTATCAT 

GGAGATGGGCGGAGATTTTGAAATATTGGAATTCAAGGTAGGGAAGCGTAAAAC 

GGACCCTAGTTTCGCGAAGATCCTCGTCAAGGGGAAGGATCCTGAGCATCTTA 

GAGAGATAGTCTCCGAACTACGCAAGTACGGGGCGGTCCCCGTTCACACGCAG 

GAAGTCCGACTGGAGCCGGCTCCGGCGG ACGG CGTCTGTCCCCGGGGCTTCT 

ACACAACTACGAACCACCGAACGTTCGTACTTTTCGACGGCGAGTGGATCGAG 

GTCGAGGACATAGAGATGGACTGCGCGATCGTGGTTTACCCGGAGGAACGCAG 

GGCAGTGGCTAAACCCATCCGAGAGGTTCGTGAGGGAGAGTTGGTGGTAGTGG 

GAGACAGAGGAGTGCGCGTGAAGCCCCCCGAGAGACCCCGCGGTAGGACTGG 

AATCTTCGGCTTCATGGAGAGCGAAGTCTCACCTGAAAAGCCCACACCAACGCT 

GATCCGAAGAATAGCTGAAGAACTAGAGTGGCACCGAAAGAACGGTAAAATCGT 

GGTAGTCGTTGGCCCTGCCGTGATTCACGCTGGAGCCCGTGATGATCTGGCAT 

GGATGATCAGAGAGGGGTACGTAGACGTACTCTTCGCGGGTAATGCCGTGGCT 

ACGCACGACGTTGAAGCTAGTTTATTCGGGACGTCACTCGGTGTGGATTTGGAG 

ACGGGTGAGCCAGTAAAAGGAGGACACAGCCACCACCTTTACGCCATCAACGA 

GATCCGGCGAGTGGGCGGGTTACGCGAAGCCGTCGAGAAAGGAATCCTGAAA 

GATGGGATAATGTACGAGTGCATCGTCAACGATGTTCCGTACGTGTTGGCAGG 

CTCGATACGTGATGATGGTCCTATCCCGGACGTAATCACCGACGTCATGGAAGC 

CCAAGCGGAGATGCGACGTCATCTCAAGGGGGCCACCCTAGTGCTGATGATGG 

CGACGATGCTTCACTCGATCGCCACCGGCAACCTCTTGCCTTCCTGGGTCAAG 

ACTATCTGCGTAGATATCAACCCGGCGGTAGTTACGAAGTTGATGGATCGAGGG 

ACCGCCCAGGCTCTGGGAATAGTGTCCGACGTCGGTGTATTCCTACCGGAACT 

CGTGAAGGAGCTCAAGAGGGTCCGCGACGACGAGGCTTAGTCCACTCTTCCAC 

CCTGCGCTCGATGAGTTCTTCCATCACCTTTTTAGCCTCTTCCAGCGCATCCTTC 

GTCCCCCTGAAGGCTAGGACCGTTGTCTTCGTCCCGCCCCGTTCAATCTCCCG 
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TTGCACGACTTTTACGTCGCACCTTCGTTCCACCTCGGCGATCACGTCCGCGG 
GGACGCCCAGTGGTATTATCATATCATACTTCTTGGTATCTCGTTCGGACACCTT 
CGACACCCCCAGAGGGGGATGACCGTTGTCGGAAAAAAGTAGCCGGAAGGAG 
CGAGATGAGAAGACGGAGAAAGAGACCGCCA GACA GGGAAAGCACCGCCGCA 
5 TCAGGGTCAAGTCTAGGCACTACGAAATGCCGTTTTCCCGAGGCGTTCTCGCCA 
GATCCCTCACAGCGATCGGCGTCGAGCCTCACAAAGCGTACGAGATTGCACTC 
AAGATCAAAGAAGAGCTGCAAGATGAAGGTATAGAGGAAATTAGCACTGATGAA 
TTGGCGGATATAATCCGGACTAAACTTGAGGAAATCGATGAGACACTAGCGGAA 
CGATATGAGCTATGGAGGAGGATTAAGAAGCGCGAGGAGCCGATAATAGTCTT 

1 0 AATTGGAGGAGCTTCTGGTGTCGGTACATCTACGATAGCCTCTGAGGTAGGACA 
CAGGCTCGGTATTACGAACGTCATCGGTACCGACGCTATTAGAGAAGTAATGCG 
CAGAGTTTTAGCCGAGGAGTTGTATCCGACTCTCTATGAGTCTTCGTACACAGC 
TTGGAAGCGATTGCGCTATGAACCCGCCGAAGACCCTGTGATTACTGGGTTTCT 
TGACCACTCTGAACCAGTGGTGGTCGGTATTGAGGGAGTTGTGAATCGATCGAT 

1 5 CAATGAAGGTATCCACGTGATCGTAGAGGGCGTTCATATCGTTCCACGATTGAT 
TAAGAAGGAGATTCTCAACTACCCAAACGTGTTCGTGTTCATGCTCGCTGTAGA 
GGACGAAGAGGCGCATAAGTGGCGCTTCTACGCCAGGTCCAGGGATACCAAAC 
TCTCACGACCCGCCGAGCGGTACTTGAAGTACTTCGAGGAGATCCGTAGAATC 
CACGACTTCCTCGTGGAGGACGCCGAAGAACACGATATCCCGGTGATCAACAA 

20 CGAACATATCGATGAAACGGTGGACCAGATCGTGAGCTACATATCCTCTAAACT 
CCTGAAGGGTGAGAGAGAGCTATCCAAGAGCGTCTCCTGGTGGTGATGTATCT 
TGACGTTCCGCGAGAAGTTACGCGGTTGTAAGGTCGAGGAACTGATGACCAAA 
GACCCTATCACCGCGTCTCCTCAAGTTGGAGTGATAGAAGCGTTCGAGATCATG 
CTCAAGCATGATGTTGGAGCACTGCCGGTAGTGGACGATGAGGGGAGACTTAT 

25 AGGGCTCGTAACCCGAACCGACCTCGGGCGCGCACTACTCGAAGACGAGTAC 
GAGCCCGGAACCACCGTCGAAGAGGTGATGGAAAGGGACGTGGTAGTAGTTCA 
CCCGGATGACACCTTACTCGAGGCCTTGAAACGCATGACCTCCGCCCCTGAGG 
GTATCTATAACCAGCTTCCCGTAGTCGACGATGAAGAGAAGCTGGTGGGAATAC 
TGACGGACGGGGACATCCTTCGGTGGATAGCGAAGAAACTGTGAGGGTCAGAG 

30 CGCGGGAAGCGCCGGAGGAATTACTTTCGCTGTTACGTAAGCTCGGGCTCTCA 
ATCGCCCGGACCAAGAGCGGCTACGAGGTTAGGGGCCCCAAATCTCGGTTTCT 
GAGGGCCCTTCAACATATACCGCCCAAGATGGCTATTCTGGCCCGCGAGACCG 
TCGAAGAATTAAGACGGGCAGTCGGGGTGGAAAGGCCCAGGTTATCCTATCGC 
CGTTAGAACACTATGTACTTGCCACGCAGTATATCTCGGTCTACCACGTATATGC 

35 GCTGCTTACCGCCTGAGTTTGATATCCATAGTGCCAAGGTTAAATGTTTAGATTT 
TGCATGTTCTGGTAATACCAGCACCATGGCCATTCTATCTCCGAAGTTTACGGTT 
CGATCGCCAACTTTCTCCTTCCCGGGTCCTAGAAGGGTTAGCTTTGCGGTTCCT 
AGTCGGGCAATCAACTGCTCGATTACGAGGCAACCTCTGGCACCCGTGGAGTG 
TAAGGCGCGCTCGATGCGTTCTTCTATGAGCGTATGTTTGCCATCACTTACGTT 

40 GCACAGTACCTCTCCGACAACTGCGTTGTAACGCACTTTCAGCTTCGGTCCATC 
CATCAACCGATTACCAAGCTCACGGCGTATCGCCCGCTTGATGGCGTTAACGTC 
GGGCTTTCCGTCGTACGATGCTTGGAACACGAACTTGGACCCTT TAATCAC GGT 
ACCCCTGGCGTCCAGTACCTTATCCTTCAACCGCTCCTCGATTCGTTTTTTCACG 
TCTTCCGGGTCCGCAGTCAACGGGACTAGAGCGTpCACGACGAAGACCGTGTA 

45 TCCCTTGATCTTGACTTTCCTGACGTCTACGTTCTCCACACCACCCGCACTGCTT 
ACGGCACTCTTCACGTCGGATGTCTTAACACCGGGCTTGGGCACGGCTAGGTA 
TCGGACGACCGACACCTGGTAATCCTTCACTATGCTCGCATCGACCGTCCCTTC 
GGCCGCCGCTACGGCACTCTGTCCCCCCATCATGAAGGAGGGAAT CGCG GATA 
GCACCATCATGGCTGCGAGAAAGATTATTCCGGCGGTGACGATGGATTTTCGGT 

50 GTCTTCGAATCCAGCCGAACAACGATCACTCCCCCTGGTCGAGCAGCATCTCCA 
AGTACGAGTGACGTACTCGCTTACCCTCGACTCTCAGCTCCTCCAAGATACTTA 
CCAGCAGCTTCTCTTTCTCATCGACCTCCGACTCATCGTCCGCCTTACACTCCA 
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GCTCGAGAAACGTGCCGAGACCCTCCACCTCATCCAGCGCCGCTACAACTTTTT 

CTCCGTTCACTTCGAGCGTGTAGACCGTCCTAAGCTTCTTTACTTCCGCGTGCT 

CTAGCGGCTCGAACCCTAGGTGGCGCAGGATGGCGTCGGTTGTCTCGAAATCG 

TCGACTACCACTTCTAACTCCACCCGTGACTTCTCGCGCCCTACCTTCGGTCCC 

TTGTAAGTTAGTGCGACTTTATCGTCGGAGCAGCGCAGTCGAAGTGCTTCGTCC 

GTCTCCGCGAAGTCACGGCAAGGATGCTGGTAATACAGGTCCCGCTGTCGGAC 

GGTCCTTACCTTCTCTCCGAGCTCCTCCAAGCGCTTCCGCACGTCTTCGGGGTT 

CTTCAGCTTGACCTTAACCTCTACCTCGTACACACCGGATCACCTCCTCTTCAGT 

TCGATGACTACCTCGGGTTTCAAGAGCTGATACCCCAGGATCGCTCCCAAAGC 

GGCCGGGACGGCGCAGTCGATGCCGAACAGCTCGATGACCAGCACAGCGGAC 

GAGATCGGAGCGTTGAACGTCGCAGCCAAGAACGCAGCGATAGCCGTCGCGG 

TTCCGGCCGGAGCGGACGGGCCCAACGTTTGACCCAGAAAAGACCCAAAAACG 

CGCCCACGCACACTGTCGGTGAAACCAAGCCCGCGGGTGTTTCACTACCGACT 

GTTAGCGCGGTGGCTACCATTTTGCCCAGGAACGATAGTAGCGCTTCTTCGGCT 

CCGATGCGGCCTAAGGCGGCCTTCGAGGCGTAGTCCAACCCCAATCCTACGGC 

TGTCGGAATAGCGATGCCTACCGACGCTACCCCGAGTCCTGCTAGGAGAGAAC 

GTACGGGTTGACTAGGTACGGATTCGACGAACAGACGACGGGCTTCCTTGACG 

CACCGGCTGTACACGTATGCGAGTAACGTCGCCACTACGGCGATCACCAGGAG 

TTCCGGCAGGTGCTGTGGGCTGTAGTGATAAGGGGCGTTCCTCACGAGCAAGT 

AGCGCTTTCCTAAGGTCGAAACGTACACGGAGTATCCGGCAAGACTGGCTATC 

GTGCTGGGAAAAAGTACGACGTAGCGGGACCTCACGCGAAGGACCTCGATGG 

CGAACAGGGCCGCCGCCAGCGGTGCGCACAGAACCCCGGCCACGCCTCCCGA 

AATTACCCCCAGCACGGCCCATTTTCTTTCCATCTCCGACATTCCCAGCTTCGAA 

GCTACGTAGCCCCCTACGGACGCGCACGCCTGGGCACAAGGTCCTACTTGACC 

GCCACTACCTCCCCCGCCGATGACGAGACCCGCGAGTACCAACTTCGCCATCC 

CTCTGATGGGATTCGCGGGCTCGTTTGGGAACCCCCGGACGATGATCTCCATC 

CCGGTCCCTCGGAGCTCGGGATGTAGTGCCGCTAGGCTGCCGGCCAGCAGCA 

TGAACGCCGGGATAACTAACGGCTCGTTCCCGACGGCCTTCTCCACCGTGCTT 

ATAATTGAGGAGATGGCGACAGCACACGCTCCGCCGACAACGCCCAACGCCGC 

GGCCAAAACCGTCCACCGGGCGACGTGAATCAACGCCCCCGTCGACGGCAAC 

TCTCCACCTCCGGGGGTTCTCGGCGGTGTGGACCCTGACGGTAAGTGCTGAGG 

GGGAACGCGGACCGTGCGGACGCGTGCGAGAGTTGTACTCAAATGACAAGGT 

CTCCGTGGCAGAAGTGAGTGTTCGGGGTGAAGGCGAAGAGCATTACCACCGAC 

GCACGTTCGAGGTGTACTACGTGATCGACGGTCGTGGAAAAGTGGTGCTGAAC 

GGTCGTCCCGTCGACGTGGGACCGGGGGACGTCGTCGCCATCGAACCGGGGA 

CAAGGCATAAGGTGATCGGCAACCTGAGGATGCTGGTGGTGTGCATCCCCCCG 

TTCGACCCGGAGGATGTGTACCGGGTATGATGAGCTAAGCCTACGCCGACCTA 

GTGGGGAGTGAGGATACGGGTGAGCTGCCTGACCCACCCCGCGTGTTTATCGA 

ACTGAGGTTAAGAGTTCCCGAAGAGGTACTATCGGCCCTGGATCCGGATTCCG 

ATAAGTGTTGCGACAGAAGTGGGGACGTTGTCGAGGTATTCGTCGAAGGGTTC 

GGGGCGGCGAAATACGCCGTCGAGGACGTTCTGCGGTGCGTAAAAGTGGGCA 

CCGACACGCTCGAAACCGTCAGGGGGAGCGAGAGTGCAGCCACTGACGAGGA 

GGAACAAGGACGAGCATCCCGCGGTTCTCGACCCGGATCGAACGATCGTCCTA 

GGTGACGTGACGGTGTCCCGAGACGCGGTGATAGGACCGGAGGTCAGACTGG 

GACCGGACGCCGTCGTACGAGGCGCTGTGATATCCGGACGTTGTGTCGTCTAC 

AATTGTGAGCTCGGACGTTGTGCCGTAGGTCCTAAAACCACGGTCACGGGTGA 

TGTTGGGGACGGAGTTACCATCCACTCGGGTACGATTCTAGGGCAGCTCCGTG 

TGAGCGGGGAGATCGAACCACCCGAGGTAGGTGAGGGGGCCTTCTTGGGACC 

TGGGGTTTCCGTTCTTCCGGGGACGGTCATAGGTCCGGAGTCCGTCGTGATGC 

CCGATAGTGTGGTGACCGAGCGCGTACCGCGTCGCGGAGTCGTCAGCGGAAA 

TCCGGCGATGCCCACGGGGATGGTCGTCGACGCGGAGACGTTGATCCTGGAG 

TTCGATGGAAAGCGGCTGTTACTCGAAGGGAAACGGGGAACCGCCTTCGACGT 
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CAGGCTGAGCGACGGCGAACTCGAAATCACCGAAGAGAGCCCCGATAACTTCG 

GAGCCGTGCTTGAGAAGGACGTAGTGAAGGTGGTTCGCATGGGACACGCGATA 

CCCTTGCCCGCTGAGCGACCTTTCTCCATCCCCCTGCACGTACTGGAGGTACG 

AACGAAGGGGTAAGTGGGCGGTGCCGGTCCGCGAGTCACTACTGATAGACACC 

GATGTGCGCCGCTCGCTAGTGCTCGGGTCCGTATTGGAGATGTGCGAGGTGGA 

AAGAGCAGCCGTGTTGGGTACTGTTGCCCAGGGTAAGCGGTTCGAACACGGTG 

TTTTCGTGGCCGGGAAGCGGGTACCAGGCGAGGTAATCACGGTAGAGGTGGAA 

GTCTCAAGGGAAGTCGTACGCTCGGGATCGATGGAAATCGACCTCGATCCCGC 

GGATCCGGATCTGGTGGCGGTGGTTGCGGATGTGAGGGCTACTGGACTCATCG 

CGAACCTCACCGGCTTACGACCGGAGCGCCGAGGATTCCACGCCCTGTTCGCT 

TTCTCGGGTGAGTTACCCGCTCGAGTACGGAAGAGGGTGGTAAGCAACCTGGA 

CGTGTTCAGAGAATGTTGTCCGTGTGCCCTATTGGAGATCGGTGACGTGAAGCT 

GAGGTTTCTAGGAGGTCGACAGGTGTTCGATGAAAGGTCCAGACTGTCGTATAC 

GGACGTCCTCGCCGTCAGGGACGGGAAGCCGATAGCATCTGCATGGAGGCCG 

GCGTCCAGAAGCGTCATCTCTAAGTTGGGGGCCAGGTGAGGGACCGTGGTGG 

GGACAGTCAGAGAGCTTCCGACGCTGTTTTGCGAGTCGGTCGCACTGGAGGTA 

CTCTCCGGGCCGAAACCAGGGTTGGTGGATCCCATCTCTCCTAGCTCCCACGA 

GGACATGGGGCCCCGTGAGTTCCTCGCGTGCCTTCCGGAGCTTCGAAGGTGTC 

TCGAGGAGGCCCTAGAGCTGGGGATAGACGGTGAACCCGTAGACGAGTTGATC 

CGGTCCCTTCCCGCGTGGAACGTGGACGTGATAACAGCTTCTGGCGGACCTAA 

CTCCGTGCGTGGGATAGTGTTCCTCGGGTCAGTGTACTGCTACTCGGCTGGGC 

TCGAAAACGACCCGTTCCCGTTCGGCCGCATCCGCGTCGTCGGGAGAAGGTGT 

ACGGAGGCCCTCTGGAACCGGTCGGAAACCAAGTGCGGGCGAATCCGGATCA 

AGGAGCGATTGGCCGGTGTCTTCGGCGAGGTGGCCTCCGGAATGGCTACGGC 

TCGGGGGGTATCCTTGCCGGTCCTACGGGCCACGCTGCGGGCGGGAAGGCCC 

CTCGAAGAGGCCGTGATACACTCGGTACTGGCCTGCATGTCAACGTTAGAAGA 

CGCCGGGATCCCCCGGAAACTGCGTAATTGGGTGAAACGAAGGGCGTCGGAA 

GTTCTACGCGCTGGAGGCCCGTTCACCGAACGGGGTCGCGCGGAGCTGCACA 

AATTCGTGCACGAGTGCGCCGAACGTGGGGTGAGTCCCGGTGCCTCGGCCGA 

CGTCACGGTCGTTGGACTCGTCCTCCTACTTGCGAGGTGGGGGAGGGACATCG 

TATCCCCGTATCGTGATCCTCCGCGGAGGTGGAGTGGCGGAGCTGTTGAACGG 

AACTCTCAGGCTTCTGATACGGTCGGACGGAACCCGGGCGGTCGCGTCCGCG 

GGAGACGAGAAGTTCTTAAAGGCTGACGAAGCTGAGGTCCGCAGGGAGTTAAC 

ACCCTTCGAAGCTTACCGGAAGATATGCAAGAAACTGGACGCGTCTGTTGTCGA 

GCCACCCGAAGATGTAGGACATCCCGTCGATCCTGAGGTGGGATATCGGGTCC 

TGGAACTCTTGGAGAGCCTGTGGGACTCGGGGTTCAGGCGCTTGGGTGTCTTG 

GGGACCGTCGGGTGCGGTGCGCCCCTCCACGACATCGAGGTCGGGAATCCGG 

TCGGGTGGACTAGCGTTCGGGTCTCGAACCCAGGCTCAGATCTCGACCTCGTG 

GCCCCCCACCGAGATTACTTATTGGAGATGTCACTGTCTGGTTTCGAAACTGTA 

AAGCGTTTCGCGGACCGTGTGATAATGTCTCCCGCGGCATTCACTGGGTTTACA 

GTTCCCAGAGTCGAAGTCCGGTTACCCAGGGGGTGTTAACTTGACGGAAAAAC 

TTGACAGTGTGTTACCCAAAACCTCACAAGGTTCGAACTTGAACGATCTGAAGA 

ACCTCCGCGATGCGCTGGATAAGTTTTCCGAGATCGAGCCGGATCTGGACGTC 

GAGTCGCTGAAAGCTACGCTGGACGATCTGATCACGCTCATGGAAGAAACAGG 

CGTGAAAGACGTGAGGGATCTCTGCGAGAAGTTTCTGGACTTCAAGCGTGAAAA 

GGAGCGGTTGGAAGAGCTCCTCAAGGAGTACTTCAAGCGGTTGGAGGAGTTGG 

AGCGGAAGCTGCGAGCCCACGAGGAGAAGCTTCGCATCGAGGCCCGTCGTCG 

TAAGACTCTGGAGAAGGAGTTGGAGATGGAGCGCGACGAGAAGGCCGAGCTG 

CGGGAGGAGCTACGGCGTAAAGAAGTCATGATCGAGAAGCTCCGTAGCGACCT 

GCAGCGGATGAAGAAGCCCCCGCTCATCGTGGGTACCGTCGAAGAGATCCTCG 

ACGACGGTCGCGTGATAGTGAAGAGTTCCACGGGTCCGAAGTTCGTCTCGAAC 

GTGAGCCCGACCGTAGACAGAAACGAGCTCGAGCCGGGTGCTAACGTGGCCC 
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TCAACCAGCAGAGCATGGCCGTGGTGGACGTGTTACCGTCGGAGAAAGACTCA 

CGTGTACTGGCGATGGAGGTGGACGAGTCACCCGATGTGTCGTACGACGATAT 

CGGCGGTCTGGACGAGCAGATCCGCGAGATCCGAGAAGTCGTGGAGAAGCCG 

CTCAAGGAGCCCGAGCTGTTCGAGAAGGTCGGTGTCGAACCGCCGAAGGGTG 

TCCTACTGTACGGTCCACCGGGCACCGGTAAGACCCTGCTGGCCAAAGCCGTG 

GCGAACCACGCCGACGCCACCTTCATCCGGCTCGCCGCGCCGGAATTGGTCC 

AGAAGTTCATCGGCGAAGGTGCTAGACTGGTGCGGGAGCTGTTCGAACTCGCA 

CGCGAGAAGGCTCCGAGTATTATCTTCATCGACGAGATCGACGCGATCGGTGC 

CCGGCGAATGCGGGACGCGACGAGCGGAGACCGCGAGGTCCAGCGCACGCT 

CACCCAGCTGCTCGCGGAGATGGACGGCTTCGATCCGCTCGACGACATCAAGG 

TCATCGCGGCCACGAACCGGAAGGACATCCTGGACCCGGCCTTGCTGCGACC 

GGGTCGGTTCGACAGGCACATTAAGATCCCGCTACCGGACGAGGAGGGCCGG 

TACGAGATCTTCAAGATCCACACGCGCGACATGAACTTGGCCGAGGACGTCGA 

TCTCCAGAAGCTGGCGAAGATCACCGAGGGTGCCTCAGGTGCGGACATCAAGG 

CCATATGTACCGAGGCTGGTATGATGGCTATACGCGAGGACCGTGACATTGTCA 

CCATGGATGACTTCCTGAAGGCCGTGGACAGGGTCATGGGTAAGAAGGAAGAA 

GAGAGCGGAGAGTTCAAGCGCGCGTACCACTGATGCGGACTCCCCGACCTTCC 

ACCAACAATCCCCTCCCCAGGATGACGAGGCGGTTGCTGGCGGACCCGACAG 

GGATGATGAATAGTGGGCGAGCGGACTGTTGCGCATTACGGTCCTTACGTCGT 

TAAGGAGATCAGAACGAACCAGGACAACCTGGACGCGATCCGTTCGTTACTGA 

AGTCCGCCGAGCGCCGTGGTCCTGGAAACGTGGGAGAAGTGGTTCCTCTCGAT 

GTCTTCGACACGGACCGTGGGCTAGCCTCCGATCGCACCAGGCTGCTGGTGG 

CTCTACGGGAGGACGAGATCGTCGCTTGCGTCGCCGCGGATCCTCGGGAACG 

CATAGGTTCCGGTCCCAATCCCCACAACGTCTTCGGCCTCGTAGTGTCTCCGGA 

GGTGCGCGCCAGGTACCAGTTGGGACACGTCATGATCGCCGCCGCCCTGAAAA 

CGCTCCGGGAAGAAGGTCTGAAGGTCGCACGAACCACTCCAATCAGACGCGCC 

TTACCGTTCTTCACGGGTATCCGCGCCGATCCCACTCATGTGTACCGGGAACTC 

GAGGTGAGGCTAAGGTGGTATCGTAGGACTGGGAGTGAGGAGTACTTGGAGCT 

AACCAGGGTACCGAGAGAGGTCCGTGAAGAGCTGGAGCTACTTCGAATTCGTA 

CGGTGAACGCTCGGAGGGACCCTACACCGTTTCACCGGTTGGATCCGGAGAAG 

CCCGTGCACGTTTTCAGGTCGGGTGTCCGCTCGTTCACCCTCATAGCATCGCT 

GGGGGACGGGGATCATGGTCGACGTCAGCGTGATATTGCCCACGTACAACGAG 

CGCGAGAACCTTCCAAGGGTGATTCCCAAGATCGAGGAGGTAGTGGAGGAAGA 

AGGCTGGACCGCTGAGATTCTGGTAGTCGACGACAACTCACCCGACGGAACGG 

CGGAAGTGGCCCGAGAACTTTCCAGACAGTACGGTAACATCAAGGTGATCGTG 

CGCGAGGAGAAGCCGGGATTAGGTCTAGCGTACAGGAGAGGGTTCCGCGAGG 

CTAGGGGCGAGGTGATAGTATGTATGGACGCCGACGGTCAACACCCACCAGAG 

TGTCTTCCTAACATCGTGAATCCGGTACTCGATGGGGAGTGCGACTTCGGATTA 

GGGTCCAGGTACGTCGAAGGGTCCGTCGTTGAGAACTTCCCGTGGTACCGTAA 

GCTGAACTCTTGGGGTGCACGCGTTGTTGCACGCTTGTTCCTCAAACTTCCGTA 

CCGCGATCCGACGAGCGGGTTCCGTGCTATTTCCCGGAAGATACTGACCGAGA 

GCCGACCGTTCGTGTCCGAAGGTTTCGAGATACAGGTCGAGACGCTCGCGAAG 

GCCCACCACATGGGCTACACCGTGCAGGAGTACCCGTTCTTGTTCCGACCCAG 

AGAGCGGGGATCCTCTAACGTGAATATCCGTCAGATACTACGGTACCTCAGAG 

GAGTGTGGAGGATCAGGAAGGACTTGAAGCAGCGTGGGCTCCTGTAAACGTTT 

TCACATACCTGCTCCGGATGGCTCGAGGGCAGAAGATTGCGCGTTGTGGTGGT 

AGGAGGCGGAGCCGCCGGCGTCGTAGCCGCTCGGACTGCCCGGGAACACGG 

CGCCGACGTGGTTCTAATCTCGGCGGATGAGCATATCGCGTACTCCCCCTGCG 

CCATCCCGTTCGTAATCTCAGGGGAGATAGAACGACCGGAAGATATCCTGATGC 

GCGATCCCACCCACTACGAGCGCCTCGGGATCGACGTCAGGCTGGGCGTGAG 

GGTGGAGGAAGTCGATCCCGAAGAGAAGGTCGTGACCACCGAAGACGGTGAC 

ACCGTCGAATACGACTCGATGGTTCTCGCTACCGGTGGAGAGCCTCTAGTTCC 
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CCCGATCGAGGGTTCCGAACTGGACGGCGTCTTCACCGTTCGGCGGTTTTCGG 

ATATCGAGCCTCTACTACGAGCCGTTCAGGAGTCGGAGCGAGCTGTGATAGTG 

GGAGCAGGACCCATCGGTGTAGAGATGGCGTACGCCCTTCACGAACGCGGGTT 

AGAGGTCACGCTGGTCGAAATGCTCGATAGGGTTCTTCCGCAGTTCCTCGACG 

ATGATGTCGCCGCGATAGTGCAAGAGCGGATGGAAAAGGAGGGCGTCAGAGTA 

CTTCTCGGCTCGCCTGTGGAGGCTATAGAAGGCGATGATAGAGTGGAGGCCGT 

GGTGGTAAACGGTGAAGAGATAGAGGCCGACCTCGTCGTGATGGCGGCCGGT 

GTGAGGCCGGTAACGGACCTCTTTGAGAGCATAGGGGCTTCGGTCCTACCCTT 

TGGGGTTGAAGTCGATCCCGCCCTTCGAGTCAAGCGCGAGGACGGCGGTGTCT 

TCGACGATATATACGCGGCCGGGGATTGTGTGGCTGATTGGTGTCCCATCACG 

GGTGAGCGAGTTCCGAGCCAGCTCGGCACGGTCGCCGTTCGACAGGGCAAGA 

TCGCCGGGAAAAACGCCGCTGGAGGTCCCAGGGCGACTTGGATGGGTACCCT 

CAACACCGCAGTGATCCGCGTGTTCGATCTGGAGGCGGCGGGTGCGGGATTG 

ACACAGACCAGGGCCGAAGAATTAGGGTTGGAGGTGGTTTCGGCCACCGTCGA 

GACGACCACCAGGGCCAGGTATTATCCGGGTGGCGAGCCTATTGCGGTCAAGT 

TAATAGCTGATGCGGACACGCACCGTATCGTCGGAGTTCAATCCGTTGGAGGG . 

GAACGGGTGAGGGAGCGCGTCGACGGTGTCGCTTTGGCCATCCGGCTGGCGG 

CTAAAGTAGAGGACCTCCTGAGCTGGGATTACTCCTACTCGCCTCCGGTCGCTC 

GGGTTATAGAACCCATATACGAGGCCGCCGAGCTCCTTAGGGAGGAGCTTCAC 

TCATGAAGCGCTTCCTCAGAGACCTTTCCGCCGCCACAGCATCACTGACGGCC 

TTGGTCCTCATGGAATCGTTCACGGGGATTACGCTCGAATCCCTTAAGCATCGG 

TGGGTGCATCATCCTGAGTTCTTGGCGATGCTTCCGGCTCTCATGGACTTTCGG 

GGCAACGTGGCTCTCGCTCACTCCGCCCGCACCGCCACGGCGACCCATCTGG 

GTGACGAGGAGAGGGCACTGCAGAGCTCACTGGCGGTTCTCCTAATCGGCCTC 

ATGGTGCCTCCGGTCATCGGCTCGGTCGTCTACTACGCCTACGGAGGTGATTT 

GAGTACCCTCGTAGGGACTGCGTTCCTTACCGTACTGTCGGTTACCGCGGTCG 

TGACGCCAGTAACAGTCGGTATCGTCCGCATGGCGGCGATGTTGGGTTTCGAT 

CCGGATCATGTCGCTCCGCCACTAACAACGGCTCTCTCGGACGTACTGACGGT 

GGCTTTCCTGTTCACGATTGCGGAGGTGATGGTAGGTTGAGCAGTGTATGGAG 

AGGGATTCTCAGGATCCTCCGATCGATGTTGGTGATTTCCATAATTCTCGCCGT 

CTGGAGCTCTTTCACGGGCTCGCTGCTGGCTAAATGGGAGGCCAAGCTCGAGC 

ATAACCCCGGTCTAGCCGCGCTCCTCCCAGTTCTAATGGCGGCGGCCGGCGCT 

GCGGCCGCGTCGTTCGGTAGCCGTCTTTCTACCTATTTGCACTTAGGGACGTTC 

ACGATATGGGCGGTACTGAGAGACGCGTTGGTGCAAGGCTCGGCCTTGCTGTT 

GGTAATCGCGGGCTACGCCGGTCTCGTGACCGTCGCGTTCTCCGGTCGACCGT 

CTCTGATCCTGTTGGCCGTTGAGTCGACGGGGTTAACGTTCTTGACCTCTATTC 

TCGTGGCCCTCGGCTCGGCGTTCACGAGCGTAAGACTAGGGATGGATCCCGAC 

GACGTCGTTGGGCCCGTCGTGACGACGGCCGCGGATTCCGTAGGGATCATACT 

TACCTTAACCCTAGCTCCGGGGTAATGGCGTTGGAAATGGAAAAAATCGAAGAA 

GAGGTTAAGAAGCGGACGGTCGTGGAGCTCCTTACGGAAATGAAGAATCTCGC 

GCAGCTATCCGTTGACCTGGCTTACTCGGTCTTACTGTTCGGGAGCCCCGAGTT 

GGCCGAGGAGGTGCGACGCATTGAGAGACGCGTGGACGAGTTGTCTATGGTA 

CTGAAGGCGAAGCTCGCTCTGGCTATTCGGGATCTCGAGGACGTTCGCCATCT 

ACTGCCCATAATGGAGTTGACGCAGTCGATGGAGGTTATCACCGACGCCGCGA 

ACGACATTGCCGAAACCGTGGCTATGGGTGCGGAACCTCACCCTATCGTTCAG 

AAGGCCATCGCCGAGTCCGAAGAGAAGATACGGCTTGTTCGGGTTGAAGAGGG 

GTCGGAATTAGACGGCAAAACGCTGGGAGAACTCAGGCTGGCCAGTGAGACTG 

GGATGCACGTAATCGCGATCAGGCGGGGGTCGACTTGGATAATAGGGCCGGAT 

AAAGACGCCAAGATACTGGGAGGAGATGTCTTGATAGTTCGTGGTCGGGACGA 

AGGATACAGGAAACTGAAGAAGATGGCTAGTGGGCGAGGATGACATGCGTTGG 

GAGACTAGGCGCGAAAAGATCGTGTCCTTGCTCACGGAGAGCCGTGAACCTCT 

GACCATTGAGGAGATAGCTTACATGGTCGGAGAGGACGATAAATCGAAGATTAT 
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CGAGGACTTGGAACACATAGCTAAAACGCTACGTCGTGAGGGCAAGACGCTGC 
TTATGGAACCGGCTAGGTGTAACAAGTGCGGGTACGTGTTCAAGAGCCTCAGG 
GTTAAGCCACCGTCCAGGTGCCCGAAATGCAAGTCCGAGTGGATCCAACCGCC 
GAGGTTCACGATCAGGGAATGACCCTCCGAGGGACGTCCAAGGACAAATCGTC 
5 CAACGTTATCCTTAGAAACTCACCCACCGCCACGACGTCTCCCAGATATCGTGA 
GCCGTTCTCACGTATCTCGACGACTTCGAGTCTCTCGGTGATCCCAACGATCGC 
GTCCGGTCTATGGAAGCCCAACGGACGACACCTCACGCCTTCCACTTTCAGGA 
AGCCCGAGGAGAGGTCTATCGACATGCCACCCGCGGAGAGTTCGCTCCCGCG 
ACGCTGCGTCATGATGGTGAGACTCTCGTAGGTCCTGACGTGTAGGTTCTTACC 

1 0 GTACAGCGTCACCATGTAGTCGCTGCCCACCTTGCGGACGTCTACGAAGAGTT 
CCCCGAGACGACGGTGCGGGATGATCGGTGGGACGACGACGCCTTCTCCGAT 
CTTTCGGACCCGGAGCGGTTCGGTAATGACGCGCTCCTCCGTGACACGGTATG 
GGACCACGTAGTAATACCCAGAATCCGCACGCACCGATACCAGGCACACGGAT 
CGGAACTTCTCAAGTCCCGCTACCTCACCGAGTCGCACGTACCCGTCGTGTGA 

1 5 TCGGCGCATTACCCTAGCTTCTTCGCCTATGTCGAACTTCTCACAGACTACCGG 
GGGCTCCGGAACGTTCTCCGGCAGTTTCATCCGAACACAGCCCCCTCCATTTC 
GAGTACCGCGTTGAGTACGCCATTCACCAGCTCGGACCGTCTGCCCAACACTG 
CGGCAGGGCTCCAGCTGAACATTCTGTAACCGACGTTCCTGGACGTCAGGACC 
CCTGCGGCTTCCAGTGCGTCCAGCATCTTAGTCCCGAGTTTGAACTCACGGAAA 

20 TTCCTGCAGATTCTACCCAGTATCTCCGTGGCGGACAGGTACATCGTGCGGACA 
ACTCGCACATCCCTTCGGGCGATTTCTCCTAATATCGTGGACCCCGTCTCTTCG 
ACGAGCTCGCTCACGTGTTCATTCATCTCCTCAAGAGTGCCACCACGTTTCAAC 
GCTTCCGGGCACGGCCCGTACGGCGGCCATGTCAAAATGTCCTTCGCGGAGC 
CTTCCACCTTAACCAGCTCGACCGACACCTCGCGCACGATGCTGTCGGGTACG 

25 AAGTCCAGAAACACCTGGGAGTAGACCACAACGTGAACTTCTTTGAACCTGTTG 
AGCAGCGCCGATAGAACGTTGTACACCTTGGATCTGATACTCCTGAGTGCGTAA 
CGGTCACGGCGCTCCAACCACTCGAGCACCGTTGGCGCATCCATGTGAGCAAT 
TACCACACGGTCTGCTCCCTCGTCACACAACGAGGTGATGTCGGATAGCCTTC 
GAGCATCCGATACGTCTACGATTTCGCCGTCTTGCGCTAACTTATGGCATACTT 

30 CTCTGAACCCGTAGCACGGCGGGCAGACGGTGACTTTCAGCAACTTTCTGCCC 
CCTCGGGCAGGCGTAGTAGTAATCTCCCCCCTAATTGTATTACTTTATGATCTTC 
AAACCAAGCTTTGGTACGCTCAAAACGTACCTCATCGTACTCGATGTGCCACAA 
GATCAATCCCTCCGCCGGAAGGCATCTGGGTTTCTTCGACGGCTCGAACTTCC 
CAGAAAGTAGCGCTTCGGCGTCCCCTTCCTCCCTGAGCCCGTGGCCTACCTCC 

35 CACACGAACCCCGCTATCCTGCGGACCATCTCCCACAGGAATCGCGGTGCCAC 
GACCCGCAACACGTACGCGTTAGGGGTTATTTCTACGAGTTCACACCGCTCGAC 
GGTTATTATCGGATTCCGGCCATCCTCCCTTCGGAATGCCGAAAAATCGTGTTT 
TCCTTCGAGCTTGCGGGCAGCCCGTGCCGCGGCTTCGGGACGGTTTAGTGGTC 
CCAAGAAGTACCGATACTCCTTTCGTAGCGCGTCGCGCCGCGGATCGAACTCT 

40 TCATGGACTTCCGTTTTGGCTATAACCCGGATGTCCTTGGGTAATCTCGCGTTG 
ATGGGGTCCGGTTGGGCTAGCTCCGGGTCGCCTTCTACCACGACTACCTGGTA 
GCGTGCATGGGCCCCCGCGTCGGTCCTGGATGCGTACCCTACCAGTTCCAATC 
CCAGCTCCGAGAGCGCTTTTCGTAGCGCTCCTTCGATCGTTGGGACGTCGGGT 
TGGTACTGGAAACCGTGATATCGCGAACCGTCGTAGGCGACCCGGAGGGCTAC 

45 TCTCATCGCCCGGCCCCAGGGGGCTTGTAAGGGAGCCTCCGGTAGACCTCTAT 
CATTTCCTCCTCGGAAACTAGTTCCCGGTTTCCGAAACGGATCACGGGTTCGTC 
CACAACCTCTCCTGCGACCGTGAACGGGCATCCCTCTTCGAACGCTATCTCGG 
CAGCACGTTCGACGTCGTTTGGATCCATACATACCATGAAGATCCCTAAATACC 
CCGTCCACGTGGGGTACGGCATCGACCGGAGCTCGACACCCTTCTTGGCTTTG 

50 CCCATCATCTCCAGTAGGTTCCCGAGTACCCCACCGCGACTGGCGTCCTTGGC 
GGCGCTCACGTCGATACCTTCCCGTAGGAACCTGAGAAACGCGTTGAATTTCAC 
CTTAGCCTTGTAAACGCGATCCCCAACGTCCCCACGCACAGGCTCGCCCAAAA 
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ATACCAGCGCATCGCCTTCCCTGGCCGTACCGTCCGGGATCGGCTCGTCGGCT 

ATCAATCGACCGATCACGACCACGGAGACGCAGGGCACTAGGTCGGGATGGG 

ATTGTGTGTTACCGCCGAGGATCTTGATTCCTAACCCTTCCGCCTGTTTCCTTAA 

ATCTTCAAGGATTTCCTCCGCCTGCTCCTCGCTTTCGGCCTGTACGGCGTCGAA 

CGCCACTATCGGTTCACCGCCGGTGACCACGACGTCGGCCGCCGAGTGTATGA 

TCGCGGTCTTTCTACCGATCTTGGCCGGGTAGGGGCCTTCCATGTTGATAACTA 

ATCGCTCACCGTTTACTTCGATCACCGTGGCGTCATCGCCCTGTAGTGGGCCTA 

TGATCGTCTTCCACTCCTCCGAGACTTCCCTGAATAA CCTGCG GCAGAAGTTAG 

TCTCTTCTATGTGCTCGAGGAGGCGCTCCAGGTCGACTTTTTCCAAACTCACCC 

GACCCCCAGCAGCTTCAGAGCCGTCGGCAAGGCCAGCGCTGACGTGCAGAGC 

GACGGATCGACGCCGGAGCGGAGCGCGTAAATCCCTATTCCCGCACACGCGAT 

CGCCGTACCGAGCGAACCTAACCCATGAAATGTCATCAACGCGAGCAGTCCGA 

GTACTACGGTACCGGTCAGTACTCGCGCCCGTGCTCCGGAGAGCACCCCTCCC 

AACACCCTGGTCGAAAAGATGAGCAGCCACGCTCCCAACACCGACACGAGTAG 

GTACACTCCCACCGACGCCAACACTTCGGGGTACGTGATATCTCCAACGGATC 

GTTGGATGAACACCGAAGCTCCACTCCTAGGGTTCCCAAGCGCGTGTAGCGCC 

ACGATCGAGGACACCGCGTCGGCGGCGTCGATACCGGAGGTGACCAGCAGGT 

ACCGCTCGGTCGTGTCGACGCCCAACCGCGTCAGGACGGAAACCACGTTGGC 

GGGTCCCAATCCCGGCAGGAAACCGAGAGCACAACCCGCGAGTGCGGCCAGG 

ATTCCGCATTTCGGGAGCTCCTTTCCAGATATTGCGGGCTTTCCAGGCCGCTGC 

TTCGGGATCGAAGTGCGGTTCATCAGACAGGAAAGCCCTGGCCCGATCGCGTA 

GAATCCGGAGAGCATGGCTTCCAGTGGGGAGGCTACGTCGAGCGGTCCCGAA 

AGAACTACGTAGCCTACCGCGGAACTCGCCGAGAAGACCGCCAACCCGCGGA 

GTCCATTATCGTACGTTTGTAAGGCCAGGATCGTCAGTACCAGCCACGGTATTA 

TCGGCTTGGAGGCGACGTACATGGGTCCTACGATTTTCACGATGTATGGGAGC 

GCGACCGCCGCGAAAAAGCCCGTGGATAACGTCCCTAGGGCGACGAGGCGAG 

CGGCTTCTTCCGCCCTTCCCTCGATCGTATAGCGCTGCAACGGAATCAACACG 

GCAACCGACGCCTGATCGTCAGGTACTCCCAAGAACATGCTTTCAACCTTAGAC 

AACGGGACGTTGACGGCTGAGCACGCTGAAGCGAATGTCAACACGTCTTCACG 

GTCGAGGTACGTGGGATCGAACTCCGAAAAAAACGTATTCGGATGGAGACCGG 

GGATGTACCCCGATAGCATCCCGGAAAAGATTCCGAGAAACGCTCCACCGGAG 

CAAGTCCGACCCACCGGACCGGGGACTTCGAGATGCTAAAGGAGCTATGGCGA 

TCGTTTGCGATGGCGCTAGGGGCTGCGTGGACACTCGGACTCCTAGCACTTAC 

GGTTCACATCCTGGGGCTCGTTTGGACTATCGTCCTCCTCTTAGGGATCTCAGT 

CTTGTTGGGAATTAGTGTCTCGAGGAGAGTCTCACCCTTCATCGCGGTAGCGAG 

AGGTCTAGGGTTGCTATCACTCCTGATGGTAAACGCGGCTAGACTGGAGTACCT 

GGCGCCATGGCTCGCCATGCCCGTACTCGGGGCACTCTACGTCTTCGATAGGC 

CCGCCTTTTACTTGGTGATAGCGGCGGCGGGAGCGGTCCTACTGCTTCGAGCG 

CTGATAGAAATCCATGAAGCGGCCGTCGAAGCGGACTTCCGGTACCGGTCGAA 

GGTTCAGGGACTGGCGTTGGCCGTCCGTGAGATCTGGTCTGGGATTATGGAGG 

CTCTAGAGAGACTCTCCACGATCTCGGCGGAGAAGAAAGAGGAGCTGAGTGGA 

ACGTTCACCGTTGCCGGAAAGAAGTTGTTGAGGTGGATGCTCAGCTGAGGACG 

CGTCCGCGGTCCAATCGTCATCATCCTTCAGTAGCGCGGGACATCGTCATCCG 

CGTCCCTCCCAATCGACTAGGATCTGGTCACCTTGAACTAGCATCTTGCCCTCC 

GGGACGTTCTTACGGACGACGGTGGAAGGTGCGGT GGCC GAGTACGGGCCCA 

GTTTCCGTCCCGGCAGTATAGAGGTGTTGATCCCTGTTTTAACCCCATCACCCA 

GTACGGCTCCGAACTTCCTCCTACCGGTATCCTCGAGCTCGCCCTTGACTACTA 

CTTTCACGTTGCGTTCATCGTGTCTGAGGTTGGCGATGATGGTACCGGCTCCCA 

GGTTGCACTTGGCCCCGATAACGCTGTCTCCCACGTAGGAGAGGTGGCTGACG 

TTCGTCCCCTCCATGATTATTGAGTTCTTGATTTCGACGGCTTGGCCGATGCGG 

ACGTCCCGGACCAGCGTCGTCGCCGGTCGGATGTAGCAGTTGGGTCCGATTTC 

GCACCCCGGGCCTATATAGGCGGGCCCTTCGACTACGGCTCCCGACCTGAGG 
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ATCGCATCCTCGGCTACCCACACCGGTCCTCTCAGCTCCACGTTCTCCTCGATG 

ACTCCTTCAACCTCGGGACGCGACATCGCGTTCCGAAGTGCCCAAGCGTTGGC 

GTCGAGTAGGTCCCACGGGCGACCTACGTCGGACCAGAACCCGTCGTACGAAA 

TCCCTAGAACACCTTCATCGATGGCGGCGTCGAGCAGCGCATCGGTGATCTCG 

AACTCGCCCCGCGGAGAGGGTTTGACTCGTTCCAAAAACCTCTCGAACTCCGG 

TTCCGCCACGTACACTCCCGCGTTCGCCAGGTTGGAGGGAGCCTCCTCGGGCT 

TGGGTTTCTCCACGAGCTCCACCACGTACCCGTCTTGTAGTCTCGCGACCCCG 

AATTCCGACGGATCCTCGACCTCCACTAGCACCATTGAGGCGACGCCTTCGTG 

CTCACGTACCGCGCGCTCGAGCAACTCCGAATCGAACACCAAGTCCCCGTTTG 

TGATGACCACGGTCTCGTCGGGTTCGATCTCCCGCCACGCGACGTACACAGCG 

TGGGCTGTTCCCAGGGGCTTACCCTGACGGACGAACTCCAGCTCGAAGGAATC 

GCCCCAGCGATCCTTGACGTACCGTTCCACCTTCTCGGCCAGGTATTCCACGA 

CCACCACGAGGTGTTCCACTCCGATGCGCTTCATGGCCTCGATGGAGAAGTCG 

ATAAGACGGCGATCGGCCACCGGCAGGAGGACCTTCGGCCGTGTCTTCGTCAG 

CGGTCGCATCCGGGTACCTTCGCCCGCCGCGAGCACGATACCGATCATTCCCT 

CACCTCCTCGACACACCTGCGGACGATATCGACGAACTCATCCCTGAGCTCTC 

GGGCGCGTTCCTCGGACTCCGCCTCCACCGTTATCCGTATGAGCGGTTCGGTG 

CCGGAGGGCCTGACGAGCACCCAGCCATCGTCCAGTTCGACACGAACGCCGT 

CTACGGTATCGATGTCGTCGTAAGCCTCCCGGAGGCGCGTCTCCACCAGCCTC 

ATCACTTCGGGCTTGAGCTCGTCGGGACACTCGACGGTTTCGCGCACGACCGG 

GTAGCTCGGGATCTCGGCTAACAGTTCCGAGAGCGGTCGCCCTTCCTCGATCA 

GCAAGCTCACCATCCACGCCGCGGAGAGCGGACCGTCGGGGCACATGTGTAC 

GTCCGGGTGTATCCAGGTTCCGTTCGGTTCCCCTCCGAAGACGCATCCTTCCTC 

CCGTATCGCGGCGGCTACGTGGACGTCTCPCACTTTGGTCCTCACCACCTCGC 

CGCCCATCTCGCGGACTACCTCGTCGATAACCATCGAAGCATCGACGTTCACG 

GCGACCTTCCCTGGACCCTTCTCCTCGAGGATTCGCCGGCACACCAACGCCAG 

CACTTCGTCGTACCCGGCGAACTTACCTTCCTCGGTGACGAAAACTACACGATC 

AGCGTCCCCGTCGTGGGCGATCCCCAGATCAGCATCCGTCGCCCGCACGGTTC 

GCATGAGGTCCTTCAGGTTCTCGGGCTTCGGCTCCGGTTCCCGGCCCGGGAAG 

TGTCCATCAGGATGCGCGTTTAGAGAGATTACCTCGCACCCCATCTCGCGGAGT 

ACTACCGGAGTGACGAACGCGGAGGGGCCGTTGGCACAGTCCACCACGATGC 

GTAGCCCGTCCCCGTCGACGGAGACCTCGTCCAGTATCCTCTCCACGTGTACG 

TTCAACGCCGTCTCGTCGTCGACCACCTCACCGTACTCGTCCCAATTCGGGTAC 

TCCAGATCGCCGTCCATGATCTGCTCTATTTCACGCTCTTGTTCGGGCGAGAAC 

GCCATTCCGTCAGAGTCCCAGAACTTTATCCCGTTGTACTCGGGAGGATTGTGG 

GAAGCTGTGATCATTACACCGGCGTCGAGACCCTCAGTCGCCACGTAACAACC 

CAGAGTCGGTGTGCACACTACCCCGATGTCTACAACATCACATCCTTGGGCGGT 

CAGTCCTGAGATCACGGCTGCGCGAAGGGCATCGCAGTGTACCCGGGTGTCG 

CGACCTACGGCAACCGTGCCGCCACCCAAGTACTCGCCGAGAGCGCGTCCAG 

CTCGAAGTGCGAGCTCTGGAGTTAGGAACTCCCCTACTCTACCGCGGATACCG 

GACGTACCGAAGTATTTACCCACGGGGGGTCCCCCTTTGTTCGCGTTCCTACTC 

GCCGGGGATAACGTTGAGTTGGCGCTAATGGAATTAAAGGGCGCGCTCCGGGC 

GGAGGTCGGCGAGATCGAAGTCGAGGTCCACGATCGGGTCGCGGTGGTCGAA 

GGACTCACTGACGAGGAGGCGGAGCGGGTCGTCCGGCGGCTCGCCCGGACG 

CATGCGGTCTACCGGGTCGGCGAGGGGAGGGTCAGGGTCGAGATTGGGGGTG 

AGCGTAGACCAGTCCGGCTCCTCGCGGAGCGTGAGAAGCTGTCCGATCGTAAG 

CCGCACAAGCGCCCCGAGTTCATGCCCGACTCCACGGAGCCTTTCCTGGCCCG 

GGTCCTG GTCAACCTGG CCGAGGCG CGGCGCGGG GAG CGCTTACTGG ACCCG 

ATGTGCAACGTGGGCGGTATCCTCATCGAGGCGGGACTGATCGGCTGCGTGCC 

CGTCGGGGTGGAGGTCCGGGAGGAACTCGTGGAGCGGACCGAGCGTAACCTG 

CGGCACTACAGGATCGAGGAGTACGAGCTACACACGGGTCGGGCGGAGGAGG 

TAGACGAGATCCTAGACGAGCCCGTCCAGGCCGCCGCCGTGGACCCGCCATA 
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CGGCCGCTCTTCGTACATCGAGGGCGGGCCGGTGGAGCGGCTGCTACTCAAC 

ACGTTGGACGCGTTGTCTGAGGTGGTCGAGGGCAAGGTCTCCCTGACCGCGC 

CCGTGGACGCCTGGGAAGAAGTTAAAGAGAGTGTGAAGAGGGTAGAGGGCGA 

GGTTCGGGACCGGGTCCACGGCAGCCTTACCCGGGTCATCGC CGTC GTCGTG 

CCTTAGCGGTGATGACCGCGGACCGCTCCTGATCTGTGATGAGTTTTCGGGGA 

GCTGATCACCGGCTCAGGTACGACAGCACCGCGCGGATCCCGGACTTAACGAT 

CCGCTTGAACAGGAACAGCTTGCCCTCTCGCAGCGCGTTCAGCAGGTACCGGG 

GGTTCAGGTAGAACGACAGGTACGCGCGCTGCAGCAGGCGCCCCAGCTCCCT 

GGTGCTCAGGTGCTCAGTCCTCATCACCGGATCTACCGTGGTATACTTCGACCA 

GTCGTGAACCTCGATCAGTCCCCTCTCCTTGGCGAGGTCGTACAGCGGCGTTC 

CCGGGTAGGGCGTGCACACCGTGAACTGCACGTAGTCCGGCTCGAGGCGGCG 

CGCGAACTTGATCGTCCTGAAGACGTCCTCGC GATCC TCCCATGGGAACCCCA 

GGATGAATGATAATAAGATCCTGAGTCCGTGCCTTTTCGCCACCTTACGGCACG 

CGATGACGTCCTGGACGGTGATCCCCTTGTTGATGCGTTTCAGGGTTTCGTTGC 

TGGCCGATTCGGCCCCGACGTATACCGTGCGGCACCCGTGCTCGCGTATCGTG 

CGGGCGAGCTCCGGCGTGAGCGTGTCCGCGCGGGCGCCGCAGTCCCACGGG 

ACGTCGATACCTTCCTCCCTCATTTTCTCACATATCTCCCGCACCCTTCGCTTAT 

GGGCAGTAAACACGTCGTCGACGAACTCGAGTCGCTCCACTCCCAGCTCTTCC 

ACCAAGTAAGAGATCTCCTCGACCACCCGATCCGGGCTCTTCCCTCGCCACTTG 

GGTCCGAAGATCCTGGAGGAGGCGCAGAAGAGGCACCGGAACGGGCAGCCGC 

GGCTCGTGATGACGGGGACGAACCGGACGCTGTCCGCGGAGTACTGGTCCAG 

GTCTACCTTGTCGTACGCCGGGAGCGGTAGCGAATCTAGGTCTTCCGGCTCCT 

GTCGGTCGGGATTTCGAACAATTTTAGAGCCCTCCCTGTAGGTGATTCCGGGAA 

TATTCGAAAGGTCTGACTCCTCCCACCGATCTACGGCCTCCAGTACCTCGACAG 

TCGTCGATTCTCCCTCGCCCCGGATTACCACGTCGGCAGGGCTTTCCCTGAGG 

GCCTCTCGGTCCATGAAGGTGGGGTGCGGGCCGCCCAGAAACACGAATGCCC 

CCTCATCCTTTGCCAGCTTCGCGACCTTGTACGCCGACGGCGCCACCGGGGTC 

GTGGCCGTTATCCCTACCGCGTCGTAGCCTCTGATCCTTCCCCGTAGGTCCTCC 

ATCTCAACACCTTCGGCGGGACAGTCCAGGATGTCGACGGAGAACCCTTCCTT 

CTCGAGCTTGGCGGCCAGGTAGACTAGTCCGATCGGGAATCCCCGTACTCCCA 

GCACGCGGGCGATGTCGTCCTCGAACGGAGGTTGAACCAACAAGACTTTCACT 

TGTTAGCATCCCCCACTAGGACACAGCCCGGGTCGGGCCCCTCCACCTTGCCC 

GTGATCGCGTACGCACGGGCCCGGCATCCGCCGCACACGTACCGGTACTTGC 

ACTCGCCGCAGGGCTTCTCCAGCTCGTCACGGTTTCGGCACGCCCAGAGCACC 

TCGTGTTCCCACAACTCCTCCGGATCGTCCTCCAGTATGTTCCCGATCTTAACT 

GGCAAGAACACGCACGGCTGGACGTCACCGTTCGGCCGGATGGCCAGCAGGC 

ATCGGCCGGCGCCGCACCCCCCGATAAACTCGACGAGGGGCTCGATCCAGCG 

GCCCTCGCCCGCGTACGCGAAGTGGGTTCCGTAGAGTACGCCTCCCTCCCCC 

GACTCGGTCATCTGCAGGCTCACTCGGGACATCTGCGGCGCGGTGGAGTAGAT 

CATCAGGTCCCGGTCCAGGGCCTCCCGAACGAGCATCTTGAGCACCTCCTCCC 

GGACCTCAGGCGGCGGGTCCAGCTCCGGGCAGAACCGACCCTGGCCCGTGG 

GGATGAAGTTGAACACTGCGATCCCGTCGGCTCCGAGCTCCTCCGCGAGATCC 

AGCATCTGCGGGAGCTCGTCCACGTTGTTCCGGTGCACGGTGAAGGCGATCAC 

GGTGATCATGTCCGTCTCGGCGCAGTGACGAACGCCCTCAACCGTTCGTTCCC 

AGGCACCCTTGACGCCTCGGAACTTATCGTGCGTCTCGGGCCGAGCCCCGTCC 

AGGCTGATCTCGACGTACTCGACGCCCGCGGCCTCCAGCCGCTCCGCCGTGT 

CCCGGTCGATCAGGGTCCCGTTCGTGGCGAGCGCGGTGAACATCCCCTCGTTG 

GCGGAGGGCTCCGCCAGCTCGAAGAAGTCGTCCCGCATCAGCGGCTCGCCGC 

CGGAGAACGCCAGCCCCGGAACGTTCCACTCTGAGAACCGCTCGATGACTTCC 

AGCGCCCTCTCGGTGTCCAGCTCGCCGGGCGCGGGCTTGCCCGCCTCCGAGT 

AGCAGTGCTCGCAGCGCAGGTTACACAGCCCGGTCACGTCCCAGACCACGAGA 

TACGGAGCGGCCGGGACGAACGGTTTCCGGACCCCGTACCGGTAGATCCCTA 
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gcagcgtcacggcgatgcctcgccggtaggagtccagcgagagggcctcccg 

gactgtctcctcgtctacgccggccgcccgggccgtcttctcaacgagcttct 

tcaccaatcgagccgtcgccttgcacttccagcacgcgtcctcccgaccgcca 

taagccacgtccagcgcgaccttcacgcgcacgtctccgcacgactcgcaccg 

cttggcccccagcttcatcagccgccgtgccagctccgagtccagcacccggt 

tcagcacacggatgaactcaccgaccctggtcatgcgaagcgccccctacctt 

agtacaccttcaccggctcgtagagcgtggtgcgctgcacgggggtgaagcc 

cgcctcccgaatgatctccactatctcctcgggctcgagctgctcgccctcgg 

tcgctccggcctcccgggagatgttctcttccatgagggtgccacctagatcg 

ttcgccccggcgtgcagcgtcatctgagccagcttcactccgagcttcaccca 

ggaagcctgtatgttcggaatcaacggtccgaagtacaatcgggccacagcgt 

gcacgagtacgtccgtcatacccgatactccgggtcgcgcccctcctcgtcgg 

taaatcggtgcgttcgaatgtacgaaggagagcggcacgaactccgtgaagcc 

tcccgtgtcctcttggatccctcgaagccgcttcatgtggtcgatccagtccct 

cggtgagtcgatgtgXccgtacatcatagtacaagtggtgggaattcccaactc 

gtgcgcgatcctgatgatatgttcccactcatcggcttccaacttatcaggaca 

tagccgcttcctcacctcaggggagaatatctccgcggccgttccgggcatcg 

aatcgagaccggctcgcttcagctctcgtagtacgtcttcgatgtcctctcccg 

ccagcttggcgcagtacttcacctccatcggtgagtacccgtgcacgtggatg 

tccggggcttgggacttgatctcgtccaacatttccaggtagtactcaaacgtc 

gcctcgggatgcagtccgccctgaagacatacttccgtagctccagcgtcacg 

ggcttccgctgcccgctcgcccacctcctccggcgtcatacggtaagcatccg 

ggtcgtccggatccctccggaacgcacagaatcgacatctgttaatgcacacg 

ttggtgaagttgatgttcctgttcaccacgaacgtgacgtgttcaccgacgatc 

ttaagtcgggcctcgtgtgcagcccgcattaccttgtacgggtccagcttacc 

ctgtaaggcgtccaacgccgttccttcgtcgatgccaccggccacggccatgt 

tcaccagctcgtcgacgctgacttcatcgggcgaatccctcatcgtccgagag 

ccgctcgacgacttctgagatgttggcatggtaccagccccgacggacgtact 

cggggtaaatagggagccgctcccttaacctgaaaccgacgtcttcggtcagt 

cttttcagctcctcgatctcgggccagggggcttcggggttcacgtaatccttc 

gtcacgggggaaactccgccccagtcgttcgcgcccgccaacagcgcgagct 

gacccgtctcacggttcaggttcgggggtacttggaccggaacgtccggcagt 

atcagccgcgccgtcgcgaccgtccgtagtaagtcggcgggtgtgggttcgg 

ggtggtcctccatcgggattcccggtttcgtcctgaagttctgaacgatcacct 

cctgaacgtgaccgtaccgctcgtgcattctctggatctcttccaaggtcttca 

cgcgttcctcccacgtctcgccgatgccgatcagtatcccggtggtgaaaggt 

actttcaactccccggcgtatttcagcaccttcagacgctcctcggggcgcttc 

ccgggagagtgttcgtggggaccactttcctcacacaaccgctccgatagtat 

ctccatcatgaggcccatgctggcgttccaacgacgcagcttccgcatctccc 

gcttcgtgatcacgccggggttgctgtgcggcagcatgtcgtactcctccacg 

catctacggcagaggtcgacgaggtactcgacggtgctcgaatacccgtgctc 

ctccagccattcgagggcctcgtcgtaccgctcctcagggcgctctccgaagg 

tgaagagcacctccttgcaaccggcttccttacccttctccacgatctcgaaga 

cctcttccggggagagatacggcgacctcacctcctccggttcccgacggaag 

gtgcagtaagcgcaccgattccgacataaccgggtgagcggtacgaacacgtt 

cttcgagtaggaaaccaccgtgccgaacttctccctggtcaaccggttcgccc 

ggtccatgagctcgaggagatcgttgcccttcaaacgtccgccccggtcgctt 

cggtcacccgcggggtttaatcctgagcgcgtcgggacagacgtaatcaaggg 

gtacgcggcgggcccctcggaggtcgtgggggctggggagatggccgaggc 

tctcggcgaggaactggagcgcgaaattcagcggagatgggaagagatggac 

ctactttcgaaggtcctagagaagaaccgcgacggacctctcttctacttcctc 

gacggtccaccttacgcgagcggctcgattcacctcggtacagcctggaacaa 
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GATCATCAAGGACGCCGTGAACCGGTACAAGCTGATGCGCGGATACCGGGTCC 
GACTGCAGCCCGGTTGGGACTGCCACGGTCTCCCGATCGAGGTGAAGGTCGA 
GCAGGAGGTCCTCTCGGACGAGATCGAGTGCAAGAAGGACATCGAGGAGAAG 
GTCGGCGTCGACAAGTTCGTGGAAAAGTGCAAGGAATTCGCCCTGAAGCACGT 
5 AGAGATCATGACGGAGCAGTTCAAGCGTCTGGGCGTCCTGATGGACTGGGACA 
ACCCGTACATGACCCTGGACAACGAGTACATCGAGGGAGCCTGGTACACGCTC 
AAGCGCGCCCACGAGCGCGGTCTCCTCGACCGGGACGTGAGGATCGTCAACT 
GGTGCCCGCGGTGTGAGACCGCCCTGGCGGACCACGAGGTCGAGTACAAGGA 
GGTCGAGGACCCCTCGATCTTCGTGATCTTTCCGATCGAGGACGATTCCGACG 

1 0 CCGAGGTCGACTTACCCGAGAACTCAGCCCTGCTGATCTGGACGACCACCCCG 
TGGACGTTGCCCGCCAACCTAGCCGTCGCCGTGCACCCAGAGGAGGAGTACG 
TCCTCGCGCGCGCCGAGGTGGACGGCGAGGAGTGGCACCTGATCGTCGCTGA 
CAAGCTCAAGGTCGTGCTGTCCGTCGTGACGGACTCGTACGAGATCGTGGACT 
CGTTTCCGGGAGAGGCGCTGGAGGGTCTCCGGTACCGCCCGCCGCTGTGGGA 

1 5 GGAGGTGCCCAAGCTGCGCGAGCTGCACGAGGAGGACGACCGTGTCCACCGC 
GTGTACACCGCCGAGTGGGTCACGATGGAGGAGGGTACCGGGTGCGTCCACT 
CGGCGCCCGGTCACGGTGAGGAGGACTTCGAGCTCGGCCGAGAGGTCGGCCT 
GCCTCCGCACTGCCCGGTGGCCGAGGACGGTACGTTCACAGAAGACGGCGGT 
AAGTACGAGGGACTCTATGTGCGCGACGCCAACGAGAAGATCGTCGAGGACCT 

20 ACGTGAGAAGGGACTCCTCGCGCACGAGGACACCGTGGAGCACCGGTACGGT 
CACTGTTGGCGCTGTAAGACCCCGATCATCTACCGGGCTACCGAGCAGTGGTT 
CCTCAAAGTCACTGAGGTGAAGGACGAGATGCTCGAGTGGATAGAGCGGGTGG 
AGTGGATCCCGGAATGGGCGGGTCACTCCCGGTTCAAAAGCTGGGTCGAGAAC 
GCCCGGGACTGGTGTATCTCGCGTCAGCGGTACTGGGGTATCCCGCTTCCGGT 

25 CTGGGAGTGCGAGGAGTGCGGTCATCTCGAGGTGATCGGCTCGCTGAGCGAG 
CTCGAGGCGAAGGCGGTCAGTCTCCCGCCCGGTGAACCCGACCTGCACAGGC 
CCTGGGTCGACGAGGTAGTCCTGAAGTGCCCGGAGTGCGGCTCCTACATGAG 
GCGCGTGCCGGACGTGCTCGACGTCTGGGTAGACTCGGGAGTCGCCGCGTGG 
GCCTCGCTCGGGTACCCACGTCGCGAGGACGAGTTCGAGCGGTGGTTCCTCAA 

30 GGAGGGACGCTGTGACCCCGACGATCCGGAGGCGGGCGCGGACTTCATCACC 
GAGGGTCACGACCAGACCCGCGGATGGTTCTACTCGCAGCTAGGTTGTGGCGT 
CGTCACCTTCGATACGTGCCCGTACAGGACCGTGCTCATGCACGGGTTCACGC 
TCGACGAGGAAGGTCGGAAGATGAGCAAGTCCCTGGGTAACGTCGTCGACCCG 
ATGGACGTCGTTGAGAAGTACGGTGCCGATACCCTACGCTGGTACGTCCTGCG 

35 CTCCAACGCACCCTGGCGGGATATGCACTTCAGCTGGCAGGACGTGCGCGACA 
CCCACCGGGCGCTCAACGTCCTGTGGAACGCGTACCGGTTCACGAAGATGTAC 
TCGGAACTGGACGAGTTCGACCCCGAGGAACACCCGCTGGAGGATCTGGAGG 
AGCACCTCAAGCCAGAGGATCGGTGGCTGCTCTCCCGGATCAACTCGCTGGTG 
GAGGAGGTCACCGACGCGTTCGAGCGGTACCACGTCCATGAGGCGGCCCGCG 

40 CGCTGTACCGCTTCGTCACGGAGGACCTCAGCCGGTGGTACATCCGGCTGGTC 
AGGGAGCGCGTATGGCTGGAGGGTGACGATCCCGAGAAACTCGCGGTCTACG 
CGGTGCTGCACTACACGTTCGATCGGCTGGTCAGACTTCTGGCGCCGATCGTG 
CCACACGTCGCCGAGCGGATATACCTGGATTACGTCCGCGCGGGCGACGATCC 
AGAGAGCGTTCACCTCACGGACTGGCCCGAAGTAGACGACCGATGGGTCGAC 

45 GAGGGACTGGAAAAGGCCATGGAGCTCGTCCGGAAGGCCGCGGAGGCCGCCC 
TCTCGGTCCGGCAGCGTGCCGGGGTCAAGACACGCTGGCCACTACGTCGCCT 
GTTCGTGGAGGTCGAGGATCCGAAGCGGCTAGAGGACCTCAAGGACGTGCTG 
GCCCGCGTCGCGAACGTCAAGGAGGTCGAGCTCGGGGAGGAGTTCCCGGAGA 
AGGTACCCGTGGCCGAGCCGAGGCCCGATAAGATCGGTCCCGAGTTCCGATC 

50 GCTGGCGGGCCGCGTGATCGAGCACGTCAAGGACCGCGCGGAGGAGGTGGC 
GCGGTCGATCCTGAAGGACGGGGAGTACAGGACCGAGCTGGACGGCGAGGAT 
GTCGTCCTGACGGAGGAGCACGTTAAGGTGACCGAGGACCTGCCCGAGGGCT 
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GGGAGGCCGAGGAGTTCGAGGGCGGCCGGGTGTACGTCTTCGTCGAGCTGGA 

CGAGGAGTTGAAGTCCGAGGCGTGGGCCAGGGAGGTCGTTCGTCGCGTCCAG 

GAGATGAGGAAAGAGCTGGACTTGAACCTGGAGGAGAGGATCAGGGTGTGGAT 

CGAAACGGACGAAGAGATCGCGGAGGCCGTGGAAGAGCACTCGGAATACGTA 

CGTGGTGAGACGCGGGCGGACGAGCTCCACGTGAACGAGGGTTGGCCCGAAG 

AAGTCGATCTGGAGCGCGAGTGGGAGGTGGAGGACAGGACGATCCGCATCGC 

CGTGGTCGTTTCGGGGTGAAGTGGATGAAGGTCGACCCCTCGGAGTTCGAGCT 

GGAGTTCTTCGAGGAGATCGGGTTCGAGCGTAAGCGCTGTCCCGAGTGCGGC 

GAGTACTTCTGGGGACCGCCGGAGGCCGAGGTGTGTAACGAGACCCCGTGCG 

TCGAGTACTCCTTCATCGGCGACCCACCGGCGTCCGTGAAACTGGACGTATGG 

GAGGCCGGAGAGGAGTTCTTCCGGTTCTTCGAACGGCACGATCACGAGGTCCT 

CGACCGCTACCCCGTCGTCGCCAGGTGGCGGGACGATATCCACCTGACTATCG 

CCTCGATAGCCTGCTTCCAACCTTGGGTGACCTCGGGGGAAGTTCCTCCACCC 

GCCAACCCTCTAGTGATCAACCAGCCCTGTATACGGCTCAACGACATCGACAAC 

GTGGGTAGGACCGGGCGGCACTTCACGCTCTTCCACATGGGAGGCCACCACG 

CCTTCAACAACCACCCTCACGACCGGAGGGACATCTACTGGAAGGAGGAAACC 

GTGCGCCTGTGCTACGAGTTCACCGTGGAAAAGCTCGGAATCCCCGAAGAGAA 

GATCGCGTTCAAGGAGTCGTGGTGGGAGGGCGGCGGTAACGCGGGCCCGTGC 

TTCGAGGTGGTGGTCGACGGACTCGAGCTCGCGACGCTGGTGTTCATGCAGTA 

CGAACAGGTGGGAGGGGAGTACAGGGAGCTCCCTCAGAAGATCGTCGACACC 

GGGTACGGTATCGAGCGGTACGCGTGGATAACGACCGGCGAACCCACGGCGT 

ACGACGCGGTCTTCGGAGACCTCGTGGACGCCACGGCCCGCGACCTCGGTGT 

GGAGATCGACGGGGAGGCCCGTGAGATCCTCGGTGAGCTGGCCAGGGTCGCC 

GGTCTGATGGACGTCGAGACGGAGTCCGATCTGCGGGTCCTGCGGAATCGCG 

TGGCCCGGAGACTGGACCTTGACGTGAACGAGCTGGTGCGGGTCGCCGAGCC 

GGTCGAGTTCGTGTACGGGATCCTGGACCACGCCAGATGCCTCGCGTTCATGC 

TCGGCGACGGTGTCGTCCCGTCCAACGCCGGCGAGGGCTACCTGGCTCGGCT 

CGTGATCCGGAGGGCGCTTCGCCTGCTGGACGGTCTGGACGCCGAGCGTGAG 

TACCTGCTGGAGGTAGTCGAGAGGGTCCTCGAAGACCTTCGCGGCACGTACCC 

GGAGCTCGCGGAGCGTGAGGAGTACATCCAAGATGCCTTGGAGTGTGAGATCG 

ACCGCTACACTCGGGCGTTGAAGCGCGGAAAGAAGGAGGTCAGGAAGCGCCT 

CGAGGAGAAGGGTGAACTGTCTTTCGAAGACCTCGTCGAGCTTTACGACTCCC 

ATGGGATTCCACCCGAGGTGGCGCGCGAGATAGCCGAGGACGAGGGCGTCGA 

GGTCGAAGTACCGGACGACTTCTATTCACGTGTGGCCGAGCGACACGAGGGGC 

CCGAAGAGGTCGAGGAGGGCCTTGAAGAACTGGAGCGGATCGCGGTGGAAGA 

GGAACTGCCGGAGACGGAGCTCGCCTTCTACGACGACGAGAAGCGACTCGAG 

TTCAAGGCGGAGGTGATCGGTACTTACGAGGTGAACGGCGATGCCTGGGTCGT 

CTTGGACCGCACGTACTTCTACCCGGAGGGAGGCGGTCAGGAGGCAGATCGC 

GGTACGATGCGCTGGAAGGATGGGGAGGCCGAGGTTAAGGACGTCCAGAAGG 

TGCGTGGAGTGGTCTTCCACCGAATCGACGGGGACGTACCGCCCGAGGGTGC 

CGAGGTCGAGTGCGAGGTGGACGGCGAGCGCAGGATGCGCCTGACCAGAAAC 

CACACGGCGACCCACGTGATCCTCGAGGCCGCCCGACGCGTCCTCGGCGATC 

ACGTCTGGCAGGCCGGCGCCCATAAGTCCACGGACGAGGCGCGTCTCGACGT 

AACTCACCACCGGCGGATCTCCGACGAGGAGCTCCGGGAGATCGAGCGTCTTG 

CCAACGAGATCGTGATGAAGGATTTACCCGTCAACAAGCGGTTCATGGACCGG 

AACGAGGCGGAACGTCGGTACGGGTTCGAGCTGTACCAGGGCGGTGTGGTCC 

CGGGACGCGAGATCCGGGTGGTGGAGATCGAAGGATGGAACGTACAGGCGTG 

CGCGGGTACACACTGCGACAGTACCGGTGAGATCGGTCCGATAAAGATCGTGG 

GTCGGGAACGCATCCAGGACGGTGTGGAGAGGATCAGGTTCGCCGCCGGTGA 

GGCGGCCCTGGAACGCATTTGGGAGACCGAGGACCTGTTGCGCGAGACGTGC 

GAGGTACTCCGGGTGAACCCGGAGAACCTTCCCAAGACCGTGAAGAGGTTCTT 

CGAGGAGTGGAAGGAGCAGAGGAAGCGGATCGAGCGCTTGGAGAGGGAGCTG 
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GTGGAGGCGAAACTACGTGCGGCGCCGGCGGAGGGTCGCCGGGTCGGCGAT 
TTCACAGTCACACTCGTGGAGCTGGAGGACGTCGAGGTCGGCTCCGTGGCCG 
GTACTGTCGAAGAACTCGTCAAGGAGCACGAGAACCTGGTCTTGGTGGCGAAA 
ATAGTATCCAACGGATCCTGTCAAGTCGTCGTGGGTTCGGGCGAATCGGCACC 
5 GCCGGCCGGCGAGCTAATGCGTGAAATAGGGAAGTTGATCGAAGGTGGTGGC 
GGTGGAGACGAGCGACTGGCTCAGGGTGGTGGACGGAACCCCGACGGGTTAA 
CCGAAGATCGGCTGGTGGAGATCGTTGAGGATCTCGCCGGGGGATGAAGAACA 
CCCCCGGCACCGAGGACGACCGGTGAGGAGGGTGGTCCTTACGTCCTGACCC 
TCCTCCCCCACGAAACACGCCGTTCTGACGCCTGATGATCTTCCGCCGCACCT 

1 0 CGCTCCTCGCTCCGCTCTTATTTGTGCGAATGTTGTTGCGGACTCGACCGGTGA 
CAGAGCCGGCACGGAGGTTTGAGTTAAAAGGATACTATACTGTTTCCTAAATTA 
CGCTTCCGTTTACCGTGCAGCCTCCGGGTGGAGGTGCGGGTGGGAGTGTCAG 
ATCTCTAGTCGCACAAAATTCGCCGAGCCGCGGAAGGCTTCCAAGTGTCCGAA 
ATCTTCAGTCGCACAAATATCGACGTATGGGTC GCGAG GGGAGGGGCGGTCAA 

1 5 AGCTCGTGACGCAGGCGCTCCTTATGCTCTTGCTTTTTACCGTCCACGAACGAA 
TCCACTGGCGCCAGGTACCCGGTCACCCTCGACCATATTGTGCACCTGCGGCC 
GCACTCCGGACACTGCTCGACCACTCCCTCGTAGGTACGCTGGCACCGGTCGC 
ACACGCTGTAATCCCTGGTGATCGCGAGGAACCCTATCGTGTTCCGACGGAGC 
ACGCGCACGGTCAGCTTCATGAGGCTTCTCGGGTCCGTCCGCTCCCCGAGCCA 

20 GAAGTGGGTGATGTGGCCTCCCAAGGTCATGGGGTGGAACTTCGCCTCGATCT 
CGGCCCGCTCGACGACGTTCACGTCCTCGTCGTACGGCACATGGCACGAGTTC 
GTGAGGTAGGGACGGTGCTCCGTACCGCGTACCTTCGCGTCCGGGTACTTCTC 
CAGGTACTTCCTGGCAAGGCGTTCGGCGGCCGATTCGGCCGGTGACTGCACG 
ACCGACCACCTGCGTCCATCCCGCTCGTGGAACTCTTCTCGCACGTCGTTCAGT 

25 TCCTCCAGCACCCGCTCGGCCAGACGCATCGCCGAGGGATCCTCCCAGAAGC 
CGTATCCCGTGAGGACCTCGATCGCCTCGGCCAGCCCGACGAACCCGAGGCT 
CCACGTCGTGTGCTCGTACCGGAAGTAGTACTCCCCGTCCGGCTTCCAACGCT 
GACACCCGTCGTACAGTCCCGCCTCCAGGCACTTCTTGACGCATCTCCACCGC 
GCCAGGAGAGCCTCCCTGGCCACCTCGCAGTACTCACGAATCTTCTCCAGGAA 

30 TTCGTCCTCATCACGTGATTCGTGGGCGAGGAGAGGTAAGTTCAGCGTGACGT 
ACTCGAAGTTGCCGGTGCGGATGGTGTCGATTTCCCAGTCTCCGGTCCAGTTG 
GTGGCGAGGCACGTCCTACATCCCATGTAGTTCACGTTGTCGCCCACGAGCTT 
GCGCCAGTCCCGATTAAGCATGTTGGCGAAGTACACGGCCCCGTTCTCGGCCG 
CGACTTCGAAGGCGAGCTCCAGAGTCTCCTTGTCATAGCCGGGTCGGACTTTC 

35 ACGATTATCTGCGGGAACTTGAGCGGAGCCCCCGCGGCGTCACCCTCCAGCTG 
CACGTCCAGGAGGGCTCGAGCGAACATGATGGCTTCTTCCTCGAAGTCGCCGT 
AGGTACCCACGATCTCCCCGCCAGGACCGACGGCGGGCTCGTCCTCTAGGAA 
GTCCGGACACGTGAGCTCGAGGTTCACGTTCGTGAAGGCGGGCTGCCCTCCTC 
GAGCCACTAGGTCCTGAGTGGCCTCGAACATCATGATCTGGGCGAGCTGCCGT 

40 ATCTCCTCGTAAGACAGTCCCTCCTCGGCTATATAAGGGGCTACTAGGAAGTTA 
ACGAAGTCCTGACCTTGGCCGCCCGCGAAGAAGTTCTGCGAGGTCATCAGCCA 
CTTCAGGATGTGTAACACGGCCACCTCCGCGTGCTTGGCGGGCTTGCTCACGC 
AGGTCAGCCGACCGATCGGGTTCCGAGCGTACAGCCCGTACTTCAGCACCCAC 
CGGCAGTCGTGCTGGCAGCAGTTCGACCTGGTCAACGCGTAGTCGAGGTCGTG 

45 GATGTGGATGTACCCCTCTAGGTGCGCCCGTGCCGTCTTACCGTCCAGCACGT 
GCTTAAGGAAGTGGCGTTTTTGCCATCGGTCTTGGAAGATCTTTGAGATGACCT 
CCGGAGTCGGTAGCATGTTGGCGTTGCGGGCGACCCGGAGGGGTTCCTCAAG 
AACCTCCTCGGGGATCCCGGTCAACCCCTCCCCCCGTAACGGGGGCTGGGAC 
CCTCCTGTAAGCTCCCTTCGCCCACAAGCGGACGTA GGCGCG ACGTAGACGGG 

50 GGGTATTGAGCACACGGGCGAATTGAGCCGTACAGG"! I I I I I CGTTAAGAAAAA 
CGAGGGTCGAGGTTATGGTCCTTCCAAGATATCTCGGAGCCAGTCCAGCACCT 
CGAAGCTCATCTCGGGATCGGAAGCGGCGAACCTCAGCAGGGAGGAAGCGAA 
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ATCGGGGCTTCGCTCTTCCACCAATTCGCGAAAGATTTTGAACGCATGGCGCTC 
CGAGGCCAGTGCCGTGCGTACGTATTCTCGGACGAACTCGGGATCCCGGATGA 
GTTCCGGCCGCTCCACGAGCTTCTCGGCGACGTCTTCGCCGATCTTGGACAGA 
GAAGTCACCCACCACGGTAGGTGGGCGGCGTCCTCCCAGCTCAGAGTCAAGAC 
5 GACGTCATCCGACTTCACCCTGACACCACGCACGGGTTCCGTAGAACCGATGG 
AAACCCCGGACTCGAGCTTCCGCAGTGCCTCACGAAGCGGTCGTACCCCTATG 
ATTTCCTCCAGATCCTCCGCGGTATGAAGCACCGACGTCGGCTCCGAGGACTC 
GACGGGCACGTTCAAGCTCATGATCAAACCCGTCGCGATGGCGACCGCGCAAC 
CGGCCTCGAAAGCGTCCGTCGAGTCACCTTCGATCCACACCTCCCAGGGTGTC 
1 0 GGAGCTTCGACGTCGACGTCGAACTCCTCGGGCAAAGTTTCGGGGACCATCCC 
CAGATCGAGCCTCCGTGCGAACCATACGAGTCGAGCTATCGACATCGGTACGC 
TCCGGAGCGGCCGGAAGCGACGTCCTTTCCACCACCCCTCCCACCGGTAGACA 
CCCGCCCATACGTCCGCCTCGGGCTGCTTCAGATTAC CACG CTCTTCACCCAG 
TCGAACCATCTCGTGCCGATCGAGCAGCGGATCCGGGTTTTCGGCAGGATTAA 
1 5 TAGGGCCGCGGACGGCGACGCGGACGTCCCAATCTTCGGGCGCTTTCAGGAG 
CTCCTCCGGGTCGGCTGGGAGAACGCCTTCCGGTGTCTCGACGAGCAGACCC 
AAGAAGCACGAGTCCGATCGGTAGAGTGACAGCTCGGCGTAGTCCGTGAACTC 
CGCGGCTACCGGTTCCACCTCACCGACCGCTTCGACCAAGTAAAGATCGACAC 
TCGGGGCCCTAGTCCGGACGAATTTCTCCCCGAGCGACGCGCGATCCGCGAA 
20 CTCGATGATGCTCCTCTCGCGGTGACTCAGTTCCCGAGAATCCGGGGCGTCGA 
GCACCGGAGCCAGCTCATCGACGCAATCCCACTCATCCCCCCGATATCCCGTG 
CACTGGAGGAGCGGGGCGCAGGCGAACGTCGCAGCGGCGTGAACGACGTCCT 
CGGAACCTCGCTGAGCCTCCATCACCGCCCGAACGAGTGCTAACAGGACTCTA 
CCTCTCGTGGCGAACCCCACGTCGCAGTGTTCCGGCTCCGCGAACGGGCGAC 
25 CACCTCGAACTACGTAAGGTCGAGCTGGGACCACCAGGTCCAACGAGGACATC 
TGTAGGCGATCGAGTAGATCCCCCGGTGTATTGTAGCGCTCCGCCAACAACTC 
GCTCACGTCGCCGACTGGATCCTCGCAGCGGGCTCTGTACTCGAGGTACACGG 
GGTCTCGCCGGAACGTGGCCCGAAAAGCGTGACGTCCGGGTCTGAGGCCTCG 
CTTTCTCGGACTCTCCCTGAAAACATCTTTTAGCTCGAATCCGGGTTCCATCCG 
30 CGATCCTCCCCGGTGATGACTGCGCTACAGACCGAGATTTCGATGAGGAGGGG 
CCGCTTGGCTGAGTGAAGACCTTAGCGGGCTGATCTACGTTGACCGAGAAAGT 
GAGGAGGATCGTGCGGATCAAGGCCACGGGCGACGTGGTCCGTGCCCTGTCC 
AGGGTGGTGGAGGAAGGGTTGGAGCTCAGCATACTCAACGCGTCCGTGTCGC 
CGGATGCCGTGGCCGCCGAGATCGCGGTTCAGGCCGTCGACGACGAGCACGT 
35 ACGGAACTTCCTGCGTACCCTGCGTGAGTTCGGGATCGAGGTCGAGGAGATCG 
AGAAGACGTTAGTACGTGATGAAGACAGATGCTTGCACTGCACGGCCTGTCACT 
CCGTGTGTCCTACCGGGGCGATCGAGCTCAAAGGAGTCGAGGTCGAGCTCGA 
CGATGAGGAGTGCATCGTGTGCGGATCCTGTACGGAGATATGCCCCGTAGGTG 
CTCTCCGCATCGCGTCCAAAGAGGGTGAGCGGGGATGAAGTTCTGGATCCCCC 
40 ACCCTGGCCATACTTCCGGTCTCGAGGCTCTCCTTTCCGGGATCGACGACCTC 
GGGCGGGTGGAAGCCGTATACACCGGAGGCTCTCCCGATGAGGTCGGTACCG 
GCAGGCCCAACCTTCACTACCCACGACTCGACGAAGTCCGCGAGCAGGTCGAG 
CTGGCGCACTCTCACGACGTGCTGTACGACGTCGTCATCAACTCCACCTGTCC 
CCTCCGGGGCGAACCTACCAGGCGCGTGGCGGAGCGTTACTCGAATTATCTAG 
45 AAGAGCTGGAAAAAGCTGGCGTCGACGGTGTGGTGGTGGCGGACCCCTTCGT 
GCTCAAACTGGCTGCCGAGGTCTTCGACAGGATCACGGTCTCGTGTCTCGCTTT 
CGTCAACACACCAGAAAAGGCCGAGTTCTACGCCGACGTGGCGACGGCGATCA 
CGGTGGACACCAGCTTCAACCGCCGGTTCGAAGTCCTGGAGGAGCTCTCCCGG 
CTCCAGGTCGAGCTGAAGGTCATCGTGAACGAGGGGTGCTTACTCGATTGTCC 
50 GTACCGACCCTTCCACTTCAACATCTTCTCGCATCTGTACGGCCCCGACGAGGT 
GTCGGTGTACGATGACTACTACTACCGCAGATGCATCGCGGACCGCTTGGAAC 
ACCCGGAGCTGATAATCAAGTCACCGTGGATCCGCCCCGAGGACCTGGGACAC 
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TACCTCGAGTACGTGGACGCGTTCAAGATCTCTGGGAGGTCGCATCAGGTCGA 

GTGGATAGTCGAGGTGGTGAACGCATACCTAGAGGGTCGCTGGGACGGTAACC 

TGCTGCACATCTTGGACTGCCCACGTGAGCTTCGGGACGTGTTCTACGTGCCC 

AACCCGGAATTAGACGGTGCGATTGAGAGGTGGAAGGAATGCGACTTCAGGTG 

TCACGAGTGCGGCTTCTGCCGTGAACTGGCCGATCGCGTGGTTGAAGTTCGAG 

AGTTCAAGAGCACCGTCGTAGGGGAGGTGAGCGCCTAAATTGTCCAAGAAGCT 

ACTGCGTAGGTGCGCCGCACAGCTCAAACGTGTGCAGGATGCGCTCGGGGAC 

GACGCGGTAGTCTCCGAGGTTGACCTGTTCGTGGCACGGTGCGGTTGTGTAGG 

TGTCGTGTTCATGGTCCGGGGCGTCGAGCTACGAGATATCAGCGACGAGGTTC 

TTGACGGACTGGAGGAAGCCGGGAAGGCCCTGGGCGTGCGACCCGACGTGGT 

TTACGCGCGCGTCGTCCCCGGCACCCAAGTGGTGATCGATCTGGCCGTCCGAA 

CACTGTGCGACACGTGTCGTCGCGAGTTCTCCGGGGAGGAGCCCAGGCCCGA 

CCTGAAGGTGCTCAGGGGCGCCACCGAGCGTTGACCCGAAGATGGTACCTGT 

GTTGTTCACGTCACCACCTCGACACCGTCCCCGAAGACTCCGACGGGATCGTC 

GTACCGGTCACCGAGCACGGTGTGGCCACTTTGCTACCCCGGTATCCGGAGAC 

TTACGAAGTGGAGGACATCGTCGACGTGGCAAAAGATCGAGGATTATCGGTGC 

AGGCGCTCATGGACTTCACGTGCGCCGGCTGTGAGCATCTATCTCCCGATGGC 

TATCCCTCGCTTCGTTCGACCCTCGACTATTTGGCCTCGGACTTGGAGGTCGAC 

GGTGTGGTGGTGGCGGATCCGTACCTGGTGGAAGTGCTCGCTACGGAGTACG 

ATCTCACAGTGGTAGTCTCGCATACCGCCGCCGTGGATACTCCGGAGAAGGCG 

TGGCACTTCGAGCGACTCGGAGCTGACGTCATCACTGTGGATCCGGCGCTGAA 

CTCGAACGAGGAAGAGGTTTCCGCCATCCGAGAGCGGGTCAGTGTCGAACTCC 

GGACCGCCGTAGGCGCGATTACGTTCCGGGACCCGGTCGCCTTCTTCGAGCGT 

AACCTGTTCTCGCACGCCACGGCCGAGGGAATCGAAGTGGACCCCTACCGTAA 

CAATCCCTACGAGCCGATGAGGGAGAGGGTCGTTGTGTGGGAGGTTCGTGAG 

GAGCTGTTCGACGAGGTCTTCATCCTCGCCTCCGGAGAACCTCCGTGATATCG 

GTCCTGGTCACTATCCCCACGACCCTGTTTTCCCCGTCCACCACGGGTAGACAT 

GAGATGTTATGTCTGTCCATGCGCCTTAACGCCTCGTCGACGGACTCGTGGGG 

CCTGATCGTGATCACGTCCTCGGTCATGATGTCTTTGAGTCGCCTCTTCCCCTC 

TGCGACGGCCGCTGCGATGTCCCAGGACGTCACGATCCCTACGATCCTCCCCT 

CTTCGTCGACCACTGGGATGTGGTTGATCTCCTTCTCTATCAACCTCCGCGCGA 

CGTCCTCGATGCTCTCGTCCGGTGACGCCGTCACGACGCTCTCGGTCATGATA 

TCCCTGACGCGGGGGAGGGAGGGCGGTCGGTAAGGCATGGGTCTGAACTCAC 

GCTCCCTAGGCAGTGGCTCTACGGGTTGGGTCAGCGTGAACTCTCCCTCCTCG 

ATCTCCTCCTTGAGGCGCTCCGCGATCTCGAGGGCCATCTTGTAACTGGACAGT 

GCTCCCGTCCTCACCGTTCTACCTTCGATCTCCACTTTCCCGGATCTGAGCTCT 

TCGTAGGTCACCCTCTTCACCACGGGTCGGTCCCGGGACGGTATCCCGTAGTC 

GACGATCGGCACCTCGATATCGGCGTCGCTCACGCCCGTGGAGGCCGCTACC 

CGCTCGTCGAGCACGGGGATAGGGACTCCGATGCCGACCGCCAGGCTTACAC 

CGTACTTCTCCAACACGACGGGGCGTAGGTACTCGGGGTCCGCTTCCTTCAGA 

TCGCCCCTGACCATCAGCGTCGCCATGCCGCTGGAGGGATCGTGTTGCGTGCC 

TTCACCTATGATGTATCCGTGAGATCCGGCGAGCCATATCCGCGTACCTATCCC 

GATGGTTCGGAACTCGGGGTCGTTCGCGAGCGGATTCAGCTGGCCCGCACCG 

CAGTACGTGACGTTCCCGTACTCGGGGAGCAGCTTGCCCATGTAGGTGTACAG 

GGTCTCTTCGGAAGAGTTCGTCGCCGCGACGTACCTCTGGTAGGAATTCCTCG 

GATTGACTATCACGGCCTGGTTGATGTCATCGATCGTGATCAGCGTCTCGACGG 

ACTCCCTCGGGTAACAGTCGGTGACGGACCCCTCCGCCCGCAACACGACCTCT 

TCACCGGACGCCAGCTCGTGGATCACGTGTGCCCCTCCGTACTCGATGCCACG 

ATCCTCGCTAGGCTGGGTAGCGCCCAGATAAGCGTCCACCGCCGCGATACCGG 

TGTAGGCTTCCACTTCGTTCAACCAGACTCGCCTCATCTTGATCGGGGGGTCCG 

AGTGCCCGAAGTTCAGGAACACGCCCGAGCTGCACATGGGTCCGAAGGTAGC 

GCACGTAACCACATCTACCTCTTTAGCGGCACGTTCGGGCCCGATATCTTCGAC 
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GATTTCCACCATCTCCTCCGCGGTCACCACACAGACCTCTCCACGCTCGATTCG 
GCGGTTGATCTCATCGATACTCTTCCGACCCGGCAACGCCGGAACCCCGCAGG 
CCGCGGTGGAGCACGCCCAGTTCCTCCTCCAGCTTAAGCACCTTCCCCGGATC 
CGCTGACTTCACGGGGTTGCGCGGTGCCAGCGGACACGGGCGATGCTCCTTA 
5 GATACCTCGAAAAGCCCCAGCCGTTCCGAGAGGCGTTGTACCTCGTTCTTATCG 
AAACCCAACAACGGACGGAAGACCGGAAACCGTGCCACGCGATCGATTACCGC 
CAGGTTATCCGGGATTTGGCTCGCCACCTGTCCGATGACGTCTCCCATGACCA 
CGGCCACGGCTCCGACGTTTTCGCACACGTCACACGCCCTACGTATCATCTCC 
CGCTTGCACAATACGCATCGGTATCGGGCCGATTCGCCCTCCAGCCCCTCCAG 

1 0 ACTCTCCATGAAATCTTCGAAGTCCTCGATCAAAAGCTCCACGTCGGACGGTAA 
CCACTCGGAGAACTTCCCAGCGAGCCGTTCTACGGCGTCCACCTCCGACCCGT 
ACTTACCCCGGTCCAAATGCAGCCAGATCACCTCACATCCACGACGAGCTGCG 
TACCAAGCGGCTACAGGGCTGTCGATACCACCGGATACCAGGCATACAACGCG 
GGACTGAGAGCCGTAGGGGAGACCGCCCGGGCCATCCTTCATCCACGAGTCC 

1 5 AGGTACACGAAGGTCCCTTCGGGCCGTAGTTCCACGTGAATCTCAACCTCGGG 
CTCGTCCAGGTTCACGGTCCAACCGGTGTATCGCCTGATCAGGTCACCGAGTT 
CCACGTTCATCTCTCGGGAGGAGGGTGCGTCGTGTGTGGCTCTCCGGGCCCGT 
ACGGCGAACGATCGGGCCTTTAAGTCGTTCAGTACGTCCTTCATTTCCGTGAAC 
ACGTCCTCGGGGTCGTGAGAGTCGACGCGGAGCGTGCGCGTCCACCGTTCCA 

20 CACCGAAGGTTTTACCGATCGCTTCGGGAACCTCCGGATCGGCGACCAGCAGG 
CGACCCTCTAACCGTTTCACTCGCCCGCCGGACTGTTCTTCCAAATTCCGGGCC 
AACAGCCGCTCCATGCGTCGTCGGACCGGTGGGGACTTAACGGCTATCTCTCC 
GTACATTACCAAGCACTCCACGAGGGTTACCCCGACTGGGTCCGGCCAGGACG 
GACGCTTTGGAGGTTGTGTGACGCACGGAGGGGGTGTTCGACGCTGGGACTG 

25 CTGGATTCGTTGCTCGGTGGAGGAGATGAAGGGTCCGGGGAGGCCGAGGTGC 
GGGAAGTGCGGGATGAGGTCATCGAAGTGGAGCTCATCCGAGGCCCGGTGTA 
CTTCAAGAACGACAGTATCATCGCGGCTCGGGGCGACCTGGAATTCTTGGCGA 
CCAAGCCGGTTCGCTCGTCCGGAGGGATCACGGGACTCCTTGAGAAGGTGCTC 
AAGGCGAAGCTGCTCGGTCTGAGACGGTACTTCGTGAAAGTCGATGGGTCGGG 

30 AGTGTTGTACGCGGGTGACGGCGGTAAAGTCAAGGTGCTGGAGGTACCGGAG 
GGTGAGACCGTCACCGTGAACCAGGATCGGCTGCTCTTCACGACTACTCCGGC 
CGACGTGGCGGCTCAACTCGATGCGAGCGTGCTCAGTACAGGGCTCATCGACA 
TGGGATTCGAGGGCCCCTGCAAGATCGTGGTCACAGCGGAGTGTGATCCCGTG 
ACAGTCGAGGTGGACGGAGGTCCTGTCTACGTCGATCCGGAGTGTTTGATAGC 

35 TTGGACCGGTGATCTGACGTTCTCCGCGACCTGGAAGGGAAGCGCGTTCGACT 
TCTTGCTAGGCCGGGAGCACGGGGAGGAGTTCCTGCTCGAAGCGCACGGTTA 
CGGGAAAGTTCTAGTGGCTCCGTACGACGAGAGGATTAGACGGTTGGAGCGTA 
TGATCCGTCGTGCCGGTGCAAGAGGAGGTGGCGTCGTCGGTGGAGGCGAGAA 
CTACGGGGAAGAATACGGAGAAGAATATGAAGAGTATGAAGAGTCGTCGGATG 

40 AGGGTGGGCTGTTCGACGACCTCTTCGACTTCGACTTTGACACCGACGACTTC 
GACCTCGACTTCGACTGACCTCCCTCCCCCGCGGCCTATTGTTATTAATTCCAT 
AACGATCTCGGATGGGGCCGCGGCCGGGATTTGAACCCGGGGCCACCGGCTC 
CACAGGCCGGCGCTCTAACCAGGCTGAGCTGCCGCGGCGCTCCCGAACCGCC 
ACACCCTACGCTTGATTATAAAGGTTTCCGACCGGCCGCCCAGACCACCGAAAC 

45 CAACACCGCCAGTATGCAGCCCGCTAAGTACGCTCTACTTTGGTGCCTCTCCCA 
ACCCACGTAGCGGACGATCGCGGGCTTTCCGTCGGTCTTTACCAGCATATAGG 
GACCTACGGGACATACCTGTCCCTCACGCCCGTTCACAGCCCAGAACGGGGCC 
CATCCCCATGGAATCAGTACGAACTCGGCTCTTCCGGGCGTTCGAACCTCGATC 
TCGTCCGAGTCGATCCTCAGCGCGTCATCACGCGGTCCGTTAACGACGTCTAC 

50 GTACTTCACCAGCCTCGCGCTTACCTCGTCGACATCGGCACCCCAAGACCACG 
GGAGGAGGCCACCTGAAACCCTCATCACGACCCTCGCCCGTTTAACCAGCCCC 
AGTTTTACCGCCTCTCTCCAGCCCATCTTATCGACCACGAGTACGTCCCCGGTC 
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CAAGGCAACTCGTTGGGATCGAGCTCTTGTCCCGACATTACGGTCCTGGGGTA 

CACCCCGGGCACTATCGGCGGTCGTCCTAAGGCACCTGCCAGCTTCGCCCACA 

GGATGCCATACAGGCTGAACGATCCCACGTACAGTACCTTGAACCGCTTCACAG 

GCACCGCGTCGTCCAGCGTTAATACGGGTCTCCCACACCAGCTCACACGGTCC 

CTTCCCGTCGATCTCCGGACGGCGGTACCTCTAACGTCCACGTATCCGATCGG 

GAGGGCTCGCAGGTACGGGTCGAGCTCCTTCCTGGTGACTTCCACGGCCTTCG 

AGAACTCCCAGCGGCTGGCGTACAGGTACGAGCATACGGACGGATCGTTTACC 

AGCACCAGGACCGGAGTGAGCGATTGCAACTGCGGTTCCGAAGCCCCCTGATA 

GAACGCTCCGGCTATCGAGTAAACGGGCTTTCCGGAGAATTCCGGTGACAGGG 

CCTCGAACCCGTTGTCGCCGGCTACCAGTACCCTCCAACTCGCCGTTCCGGCG 

GATTCCCAGTGCATGGGCTGGAACGATACCATCAGTGCTAGGATGGGGAACCC 

TACCGCCGAAAGACCCGATCCGAGGTAGGCGATCCGTCGAAGTCGCTCGTAAC 

GCTCGACGACTATCATCGACGAGAGTATCGCCGTCAGCAGTACCCTCCACGGG 

TCCAGTTGAGACAGCGGCCATACCGGCCCGACGATCGCCTCCGTGGACCACAA 

GATCGGCCAAGGTAGCACCGGGAGTACCGATCCACCGCCTCGGCTCGCCGCG 

AAAACCGCCCACAGCATTCCCAGTCCGGGAGCTACCCAATGTTCCCACGGGGA 

CGCCCGCGTCCACGCGGGTGGTACCCATGTGAAGGCCGACGTCAGGAAGTAG 

GTGGACAGGACCGCGGTCGGCACCGCCGGCAAGAGCGCCAAGAGAAGTCTCC 

TCTCCTCCATCGACTCCAGCAGGAGGGCCGGGAGGACGTACAGGGGGTTTCC 

CAGGAGCGATAACATCCATAACCACAGTACCGGCAGACCGCGGAGGACGCTTC 

CCCTACACCTTCGTAGAATCAGCGCCGCACCCGCCGTTCCCAACGAAAACGTC 

GTGACCACCCGGGTGGAGAAGACCTCTACGATCTGGAAGGGCACGCTGGCCG 

CGTACACCATCATAGCCGCGTCGGCTCTAGGAGTGGACATCCCCTTGAATTTGA 

GTATCGACCAGATCCAGCACGGTAGTGAGCGGTAGACACCGTCGATCAGCGTG 

CACGCGAGATAGGGATCCGCGAGCCACCGGTGGAAGAGCACCGCGGGTAGGA 

AGGGGAGTACCGGATAGTCGATCATCGGGGGCCTACCCGTGTACGAGTAGGG 

ATCCCAGTCTCCTCTGGCTAGCCCTCTCGTCCCGAGCAAGTACACCTTATGTGC 

TTGCACGGCCAGGTCCATAACTACGGCGTGTTTCCCCCAAAGTTCAGGGATGG 

CAGGCGAAAGACTAGCTACCGTGACGAGGAGCGAAACGGCCACGGCCTCGAA 

TTTAGACGACCTGATGCCGTTCCCCCGGTCTAATCGTACCGCAGCGCTTCGCAC 

TCCTCCTCGTACGTCGAGTAGAAGTACGGCGAGACCGCGGCGAACTCCGCGG 

CGCACGTATCCACCAGTTTGTACGTGGCCTCCACACCGACACCCAGCCGAGCC 

TCCCGGATCTCGTCTTCGTCCACCCCGAGCAGCTCCGCTATCTGCTCGTCCGA 

GAAACCCGTCCGCTTGACCTCGCGGACGAACTCCACGGTTTCCTCGTCCGCCT 

CCCCGGTCCGGATGAACTCGAGCAACTCATCCTTCCTTCGTACGATCTCGTGTT 

CCATCTCGACGATCCGCTTCACCTTCTCCACGAACCACGGGTCGATACCGGATA 

GTTCCGAGATCTCCTCCACGCTCATCAGACCGCGCTTCAGTGCGGCGTAGATG 

CAGAAGATACGGCGATCGTTCGGCGTCTCGATCTTGCGGCGGATCTCCTCCGG 

ATCCGCCTCCAGCTCCTCCGGTGAAGGCCCTAAGCCAGGCTCTCCGATTTCCA 

ACGATCGAATCGCCTTCTGAAGCGCCTCTTCGAACGTCCGCCCGATGGCCATC 

ACCTCACCCACGGACTTCATCTCCGTTCCTAGCGTCCGGTTCGCCTCCGGGAA 

CTTGTCGAACGGCCATCGCGGGATCTTCACCACCACGTAGTCCAGGGCCGGCT 

CGAACGCCGCGTACGTCTCTCCGGTGACCTGGTTCTCGATTTCGTCCAGTCGC 

AGCCCTATCGCGATCTTCGCAGCGATCCGTGCGATCGGGTATCCCGTGGCCTT 

GGACGCCAGCGCCGACGATCGACTGACACGCGGGTTCACCTCGATCACCCGG 

TACTCGCCCGTCTCCCGGTGCAGCGCGAACTGGATGTTGCAACCGCCCTCAAC 

ACCCAG CGCGTCG ATGATGTGCAGCGCCGCGCTG CGG AG CATCTGATGCTCCT 

CCTCGGTTAGCGTCTGAGCGGGCGCGACTACGATAGACTCGCCGGTGTGAACC 

CCCATCGGATCCACGTTCTCCATGCTGCACACCGTGATGCAGTTACCCGATCCG 

TCCCGCATCACCTCGTACTCGATCTCGGCCCAGCCACCCACGTACTCCTCGATC 

AGCACCTGGTTCACCCGGCTGTACTCGAGGCCCCGCTCCACTACCCTCTTCAG 

CTCCTCCTCGTCCTCCGCGATTCCGCCGCCCGTACCGCCCAGCGTGTAGGCGG 
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GCCGCACCACCACCGGGTAACCGATTTCCTCCGCTACCTCCTTGGCTTCCTCCA 

CCGAAGAAACCGCCTCGCTCGCGCAGACGGGTTCCCCGATCTTCTTCATGAAC 

GCACGGAACTCGTCCCGGTCCTCCGCCCGTACGATGGTCTCCACCGATGTCCC 

CAGCACCTCTACGTCGTACTCTTCCAAAACGCCCATCTCGTCGAGCTCGACCGC 

GATATTGAGACCGGTCTGACCCCCGAGCGTGGGGAGGATTCCGTCGGGTCTCT 

CCTCCTCGATGATCTTCGCTACGATCCGGGCGTCCAACGGCTCCAGATACACTC 

GATCCGCCATGTTCGGATCCGTCATGATCGTCGCCGGGTTACTGTTCACGAGAA 

CTACTTCAACACCCTCTTCTCTGAGCGCCTTGCAGGCCTGAGAACCCGAGTAGT 

CGAACTCTGCCGCTTGACCCACGATGATCGGTCCGGATCCGATGATCAGGACC 

TTATTCGGAGTCTCGGGCACGTGAACCCGCTCCCGACCGCTCGGATCGGCTTA 

ATAAAATCGACGGAGGGCAAGTTCGGCGTTACCGGCGCGCGGATCCCCAGTGC 

AACTTTTCGACCCTTGCCATTTAACTGGGGTGAACGTACGGAACGAGTCGATTC 

TCCGAGCACGGGCGGTGTGCACGGGTAGTGTGGGAGGAAGACACAGTATTATC 

GACGGTTCACCGCGAGTGGGGGTTGGCAACTTCGATTTAAGCCCATGAGCTTTT 

TCATCAGGGAATGTTTTATTGCCCACGGCGAGGGAAAGGGCCGCGGTGTTCAC 

GTTTCGGACATTTCTCGGAAGTTGAGATAACGAGACTACGGGTGCCCGGCGCG 

AGTGGCGTTTCGTCCCTTCAGGGGGCCGAGGATTGTCGTCAGACCCACGACGT 

CCAACCAAGGTACCCTGGGTGAAGGCGATGGTTATCGGACTAATCGCGGTAAT 

GAGCGCGAAGGCATTGTTTCACGAGTGGGTAGTTGCCACACTCCATCCCACGA 

ACAAGGACCGTCTAGTAATGAAGGTCGAACGCGTACCATGCCGTACCGGGGAC 

GATCTACGGCCGGGAAATGTCGAAGTATACGCTAAGGTATACGGATGTACCAAG 

TACGCTACACTCGGGTACGGATCTCAAGATCCCCGTCGGATCCTCGTACCCGC 

GCTCCCACCACGGCTCATGTCACTAACCGTAACGGTTGCTGGCAACGTGATTC 

GGGTGTTCAGAACGTGTTTTCCCGCCCCGTTTATCATAGTAACCGCGACTAAAT 

TACCCCGAATTTCCGTAAACCAGTACGAGATTCGAATACATTCACCTTGTAAGAT 

TCTACTCCAACCTACCGTCACGGGGCTACTGAAGTACTTCCCTCCAGTGTTCAT 

AACTGACGGAAAGTCTACGAGGAATCCTACCCATCTCACGTGCCGAAATGTCGC 

AATCATCATGCCGTACGCGCTCACAGTGATGGGTGGATTAACTCCAATCGACGT 

AGTATCTGTCGTCTCAGTGTCCGGTGAACGGCTAGTCGTCAACGCCTCTTCAGT 

ATACGCTCCTAAGGGGGTCACAATTAAGTGGGAGCCTATCTGTCCTCTCATTTG 

GACCACTTACGCGGACATAGTTTGGAGATGGCCGTACTGGCCATACTCACTGTG 

ACAGCCCTCGTGATAATTCCGGAGGACGTCCCTACCATCCCTTATGTGTCGCTT 

ATATCGATATCTTCAATCAAAGCGGCACACGACAGCCTACGTTCGGGAGAGCTA 

CCACAGTGGAATCCATACCTTGGTGGTGGTTTCCCTTTAGCCCCGACTCCGTAC 

TACCTCCTCCACGCGCTCGGTAGAACGGGGTTGATAATAGCAATATTACTGTTA 

TCGGTTTTAGTTCTATTACTAGCATCAAATGTAAACAATATGTTGCGCGTGGTGA 

TAACATTACCGGCAGTATTATTGTCCTTGATCATTCCCTCTCCGTTACCACTGAT 

ATTGGCTTCATACGCGCTAGGTTTCATCGGGAACAACCCGCTGTTGAGAACCGT 

TGGTTCCATAGGGATACCTGACGTGGCGCTGAGCATCGAGCTGGGGATCCGAA 

ACCCTTCGCTCCCGGTGCTACTGGCCTCATCTGCGTGCCTCGTGGATTGCCTC 

GTGGCCACCTTCGGCGCTGTCCCGTTGTTGACCTCACGTCCGGGTCCTATCCC 

TCTTCTATTAATTCTGTTAATAACTGTAGTGGCCATCCTACCA GCACT GATGGCT 

CTAGCAATGCTGGGTAGAATCTACCCGGACTACCGCTGGAAGTTTTCGGGAATT 

ACCGCCATTATTCTCTTCGGAGTTCAAACGTACCTACATGA GCTTC CAACAGCCT 

TAGCAACCCCAATAATACTATTTTCTTTACTTGTTCTCAAAAATTTTAACACTCAT 

CTTGATAGGCGAATCTCAGTAAGATTAAACAGAGTCTCGAAACCACTGCGATTC 

CTAACTGCTTTAATGTTAGTCCTATTCTTCATCGTGATCTGTAGCGTCCTCGCTA 

CCCCACGTTTCGCCGTGGTAGGATACAAAGTAGTGGGGTCCAGGACGGGAATG 

GAATACATCATTTCCTCCGATCCGTGGTTCTCTGAGTGCGTTAAGCGTGTGCTC 

TCCGGCCATCCAATCTGGAACACTCCCCTACCGACGGACCCTCATATGGGCCC 

CGCCTCCCTGCTAGGTTACGAACTAGGAGATCCACGGGCCGTCCCTCCTCTCT 

ATCCCACGAAGCAGCTCGAGGTCCAACCGAGAGTGGTAGCACCACTCATTTCTT 
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CACCATCGAGCTGGGCCGAAACCTCTCTTCACGCTCTTCAGCTGGCGGAGGCG 
GTCGCCTCACGTGGGGCCTCTGTCGGAGAACCTCGACTCAACACTCCCACCGA 
GATCCGCGGGTACGGGTTGGTGGGTCAGGTCTACGATCTCTGGTGGAAGGGA 
GGTACTCATAGGGGTCTTCTCCTGCAAGTAAACGGTCGGGCCGTTTACGAGCG 
5 ACCTTCAGCTTGGCCCTCAGTGGTTCTGACGCTGATGAGTATCGCAGTGGCGG 
CTATTGAGACGGCTAAGAGAAAGAGCGACA CTGTG TAAGCTCGGCTTTGGTGTC 
GTTCCCATGCCACGTAGTGTAGTGTGGTGTGTTTTCCGTCGGTCTTGACGAGCA 
TGTAGGGGCCGATGGGACAGGTTTGACCCTCCCGACCGTCCACCGCCCAGAAC 
GGAGCCCAAGCCCAAGGAACAACCACGAATCGATGACCCCGCGAATCCAACAC 

1 0 GTACCTATCGTTCGACACCCGGTGTAGAGCGTCATGAATTGGGCTGAGCTTCAC 
GCACGACTCCTTGACCAGTTTCTTGACTATTGGAGAGTGTAGCGGGTGGTGTAC 
GGGACCTAGAACGTGGACGTGGTGTGTTATCCTCCTCAGTCGCCGCACTACCT 
TCGACGGGGGTTCAGCGTCGAAAGCCCTACTGGAGTAAACTACGATCACTTCTT 
TCGCTTCTTTTGCCAGCTTCTCAGTTTCAGGATAGCTCAGCGCCTCTGAGTCTA 

1 5 CTATGAGTATATCTCCCGACCACGGTATTTGCTCGGCGGATAATGACTGCCCAC 
GTTCTACATTATACGGTCGTATCAGCGGTATCATCGGAAAGTGTCCGGTGGGAG 
CACTTCTAACTAAGTTAAGCCACAAAAAGCTATAATCAGTGTATGATCCTA TGTA 
TATCACTTTGACACTTGTCATTGGAATTATATCCCACAATGACAGTGTTGG Mill 
GACTGAAAGTGAATCCAACGATGTCGGAGTAGCTTCTAATAGTCTTAATATCGG 

20 CTCCATAATCTACACTTGTTAGCGGTAAGAGAGTCAAAACTTTGCGTGCGATATC 
TTCATCAAAAAGGTGACGCTGACCTGGATGTGCTAGTTGTTCACAGCATTCTCTA 
CCGCCGCTATTGAGGAATAAAATAGAAGACAGTATTCGTGAGCTTACTTCGGAG 
CATCCTTGGTAAAATGCACCTCCTAAAATGTATGTTGGACGTTCAGATAATGTGC 
TTAATGGGCATGCTAATGAGAATAATCCTAAATGGGCATTGGATGCCCTATAATC 

25 ATGCGAAACGATTGCAGGTGAGGAAAACTCGTATTCAACAACAATTGGAATCAT 
TGGTGTGGGGCTTATAACTTTTAATATGATGCCTACGCT AACAA GAGCAAATATT 
GCAGAATATGTTGTGAGAGACAATTTTATCTTAGAGAATATTTTGGGGGTGATTA 
CAATTATGAGTGTGCACGCTATTAGCGGCATTCTGTACATATCAAGTTGTGTTAA 
TATCTTTGATATACTCAATATGATATAATGAATCTTAGGTGATAGAAATACTGCTA 

30 GTCCAAATAACGGAATTAATCCTATTGTTCCAATTACAAACTTCTTCTTGTGTGAA 
ATATTAAGCAAGAGTAGTGATAAAAATGTCATTGAAGTGACGACTATAGTCGCTA 
GTATGGTATCGTACACGTCAAATATTGAAAAACCCATCGTTGTAGATTCAGGCAA 
ATTATCGAATTCTAACTTACCTACACTACTAGCGAATAATAATACTGGAAAAGTCA 
CTATTATAGGTAGGAAGAAAATGGGACTGTCTAAAATCCCAGCTACTATCAGAG 

35 GAGGAATAGAGTAAATGAAATTTGAATATAATGAAGCTGTCCATAGTACGAAACT 
AAACATTCTCTTAATTGGATCTTTCAATTTTGAGTTCCATATAATAACTGCTATCG 
CTGCTAGTGAATAAGACATCGTAGTAGCTATTCTAATGTATTTAACCTCGTAAAG 
AATTGCGATAGGATATAATGCTAAGTATGCTAGTAATGCGATAGTTGCCTCGGC 
AGAGTTGAGATTGAGTATTTGCAATATGATCCACGCGATTATCGGAGCTAATCGT 

40 AAAAGTTCTTCTCCAATACAAGTTGCTAGAAAGATATCCTTTACCAAAAATTTATG 
GATTACTACTGGCACCATGAATGGTAATATGGGGTAATTAGCTA AAGGT GGTCG 
TCCTAAATATGAATACGGATCCCAATCAGAACCACTTAATCCATAI I I I ICTATCA 
GATATGATTTGAGTGATTGTATTGCTAAATCTAAGTAGATAATATGTTTGCCTAAA 
TCTGGTGCCTCATATTCTACTATGAAATTAAGGATAATTATCATTACAATAGCCAG 

45 AATGGTTGTAATTCTGATTTCCATGTAAATACACCCGAGTATGCATTCTCGGGTA 
GCATACAGATTATGTTCCAGTTTCCTTGTATGAGTACTACTTCGATACCTTTAATT 
ACTTCGCCTCTTCCTTTTGCTACTACGAGGCTATTACGTGTCGGAATTAAAAGTA 
AATCTTTTTCAATTTTAACAACATCTATGCAAGGGAATGATAAACAAATAGGGTTT 
GACGAAATACCATAGTAGGTGACAATCGGATTATCAGAGGATTTTGTTAAGTTGT 

50 CATAGTTTAGTGTAGGCAACATTGTAACAGGTGCGCCGATACTGATCACTCCTA 
CACGCTTCAAGCCATATAGCATTATTTGTCTACAGTTCACTACAGTT CGTGT TGG 
AAGATAAGTATTAATTGCAGGTCCTAGAACACTAGGGTACTGGAGTGTTTTAAGA 
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AGATCATGTTCATCAAAATATGGGTATGTAACTTTCCCTTTTACTATTTGGTATCT 

CGGAATAGAGGCCGCGTAAGCGTTCACCAGTGCAAGTGTTGCGATCACCCCTG 

CGGCGATGGTTTTAATTTGTTTAGTACCCACCATGCCGTCACCTCCAATGTTACT 

GCCGAAGCTACTGCGACTGAGAATTGTAACGCTACGCTCGGCAGAGGTACGAT 

AGGCCAGGCTTGATACTTGTACCAGGCGACGAGGGCGTTGATTGTTGCGGTGA 

TGAGAGCCCCGGAGAGAACAGCTAGACGCGGTGACATCGGATCTATTAACGTC 

CGTAGGAGCCAGGCGACCGTAGTCGATGCCGAGTAGGCGACATCGGCCCACT 

GATCGATCCCAACGAAGATCACCGCAAGAGCGGAACCGAGGGCGTACAGAACT 

ATCAGTGCGTCCGTGACTCCGTATGCGAGGAAGATCGGGGCACCGGTGAAGTA 

CGCGTACAAGTTCCCTGGAACGGGTATCGCCAGCCCATATACTAGGACCGCTA 

CGGGGGTAAGGTACCCGAGCGAGTACAGCTGAATGAGGGCTCTTGCCGGTCG 

CTTGGCGATCACGTAGATGGCGGCCAGAAAAGGTAAGCTGGTGATTATCGTGTT 

AATCGTCACCACGGTCTCGGGACTCAGCATACAGCGGTCCTCCGGCGATTTTCT 

CCGTAATTTCCCGGATGCAAATCCGTAAGGCGCGACCCGTGTCGTCCTCTCGG 

AGTGCCTCCTCGAGTTCCTTCTCTCGGTCGAGCTTTAAGGACTTCCTCCTATGC 

CTCGCGAGGTTCTCGGCGATTTCTTTCAGCACCTTCTCGCCGGTGATCCGGTAA 

AGGGCTAGGAGGGCTGCTTCGGCGGCAAGGCTGAATTCCGGTGGCGTCCAAG 

GTATCTTGGCGAACACTAGTACGAACGCGAGGATTATCGTAAATAAGACGATGA 

GTGGAGCGAGCGTCAGCACGATGGCTGCGATTAGCACGGGGAGGACGAAGAA 

CAGGAAGAACAGATAGGCGAGGATTCTAACGGCCTCACCCGCTTCGATCTTCAT 

GTTCAGATCACCCACTCATCCTCGAGGTCCCGCTCGGCTTCCTTACCGGGAGC 

CACCCGAACACCCTTGAGGTTGCAACCACACACCTCGGCATCATGACCCAGCA 

CACACCCGTCGAGCCGTGCGTTCTCGATCTTACACCCTTCGGCTACGATGGTGT 

TGCGGACCTCAGAGTCGATGATCTCTACATCGTCTAGGATGACGGAGTTCTCGA 

TTACTGATCCGTTAATTTCTGTCCTCTCACCCACGTACACGTACGGTCCGATCTC 

TGAGGATCGGAGCTCGGTCATCGGTGCGGCTACTACCGGTGGCTTCAAGTCGG 

TATCGGTGATCCGTGCTCCTACCACGGACTTCCCAGAACATTCATGCTCCATCA 

GAACGCGATGTGCTTCGAGGTAAGTTTCGGGGAGGCCCACGTCCACCCAGTAT 

CCTTCGAACTTGAACCCGTATAGCAGGCCTTCCTCGGCGAGTTTCGGGAAGATC 

TCGCGCTCGATCGATACGGGGCGCCCTTCGGGTATGTAGTCCAGCACCTCCCG 

GTCCAGCACGTACGCGCCGGCATTGATGAGGTTCGAGGGAGCCTCCTCCGGCT 

CGGGCTTCTCGACGAAGTCGAGGATGCGGTCGTCATCGTCCAGGTCCACTACA 

CCGAAGCGTGAGACTTCGTCTTCGGGTACTGGATACAGGGCTATCGTGGCGAT 

CCCGTCGTGCTCACGGTGGAACTTCAACATCTGGCGTACGTCGAGCGAGGAGA 

CTATGTCCCCGTTGAACGCTACGAAGGCGTCGGCCGTGGAGTCTCGGCACGCG 

AACTTGATCGCACCGGCGGTGTCGAGTGGCTTGGGTTCTACCTTCAGGTGAAG 

CTTCCTGGGGAGGGGATCGGACTCGACGTACCGCTCGAGCTTCTCGGAGCTGA 

AACCGGCGGCGATGTGAACGTGAACGACGTCACGGGGTAGGGAGCGGATCAC 

CCACTCGATGAGCGGCTTACCCAGGATGGGAACCAGGGGTTTAGGCGTATCCC 

AGGTCAGGGGGCGCAGTCTTGTGCCGAACCCGCCCGCGAGCACCACCGCGTC 

CACGTTCAACGTTCGACCTCCCCTGACGCGCTACACGTGGTTCCACCAGCTTC 

GTGCTTCCGTGGTGTCCACGGGACCGTAAGCCTCGTCGACCAGGAGGTACAGC 

ACGGGGAGGGTCTCGACGGGCGCGTTCGGGTCTTCGGGATCGACGTCGAGCC 

CGAGGTCCTCGGGCCGTACGACGGTGGCTTCGCCACCGGATCGCTCTTCGATC 

AAATCCGCGCCCTTCTCGTTCAGGCACAAGTAAAGCCTTTCGGAGTGATCACCG 

AAGAATCTACCGTGGAAGAGCTCGTCGGAGGTCGTCGCGAAGGCGTTCACGTC 

CCCTACCTCGATCGACTTTAGCGCGGCCTGCTCCGCGGCGACGTACAGGTACT 

TGTCACCGATGAAGAACACCTTCTCACGATCCCGCATCTCGAGAATTACGTCCT 

CCGGAACGCCGCGCTCCAGGCGGCGTTCCACCCTATCGGGGACGTCGGGGTC 

CACGAGGTCCTCGCCCGAGAGTTCCGAAGCGTAGGCGCACAACGCGAACATAG 

CCGACACGATGGTGCGGGTGTTGAGGAAACCTTCCTCGCGCTCTACCGGGAGG 

AGTAGCAGGTAGTCGGCGAGATCGGCCAGTGGAGAGTTCTCCTCACAGGTAAC 
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GGCCAGGATTTCGCAACCCAAGGCACGGGCGATCGAGTGGGAATCTTTACCCC 
CGGACATCGAAACTACGATCGCGAGATCGGCTCCATCAGCCCAAGCCGCCAGC 
CGTCCCGGATGCGATACCGTCGCGATGTTCAGCTCGTGGGTGAACAGTAGCGA 
GGCGTAGTGAGCCACGTGGTGACTACTACCTGAGCCCGTAGTAAGTATGAACT 
5 GATAAGATGATAATCGGGGTAAATCCTCAAATCCTAGGGTGAGCACTGCCCTCA 
GATCATCCGGGGTTCTCTCCACGTCATCCCTCATGTGCTCGCTCAAGCAGTACA 
CCCCAGGTTACCCGATTATTCATCCAGTAATTCCAGAGTGTGGCGGCGGCGATA 
CCGAAAAGGGCCGAAGCGATATAATAAATATGGAGAAGCTCGGTCAGCGTCCA 
TAGGACCGCTGTGTTGATCACCAGACCGCCGGCACAGATGATGTTGAAGGCCG 
1 0 CGAGACGCTTTAGGAAGTTCAGCAGACCGGGGTCTCGACGGTCCCTCCACGTC 
CATAGATCGTTGAGGATGAAGTTCGATATTATGGAAACTTCAACGGCGATGATG 
TTCGACACGACGTAGTAGATCCCGACGACCTCCGTGAGGAACCACAGGAGGCC 
TAAATTGACGAACACTCCGGAGAGACCGACGAGTGAGAACTTTAGGAACCTCTC 
CGGGCCGTCGACGCCCGGCGTTCGCTCCAGTATGCGGAACAGGATCTTCAAAG 

1 5 CCCATCACCCGGGGGTCGATCGATGGGGAAGTTGTTCGGCACTTTCGGAGTCC 
GGGGTGTTGTGGGCGAGGATCTCACTGAGGACGTCGCCCGAAGGTTGGGACT 
CGCGTTCGGAACGTACCTCGGAGGTGACGCGGAAGTCCTCGTCGGCGGTGAC 
ACCCGGACCAGCACCGACACTCTCAAGGATGCTCTGATCTCGGGGCTAACCGC 
CGCGGGCTGCGACGTCGTCGATGTGGGGATCGCACCGACTCCGGCCGTGCAG 

20 TACCTGGTGGACGCCGAGGGGTTCGACGCCGGCGCCGTGGTGACGGCGTCGC 
ACAACCCGCCCGAGTTCAACGGTATCAAGCTGTTGGGCTCGGACGGGTGCGGA 
TTGTCCAGGGAAGATGAGCAGGAAATCGAGAGGATTTACTTCGAGGAGAACCC 
GGATCGGGCCTCGTGGGATCGTGTGGGTAACCGGGTTTCGGCGCCGGACCTG 
CTCCTGAACTTCGAGGAGGCCGTACTCGATTACGTGGGTGACTTCGACGGAGA 

25 GGGTCTGCGAGTCGTTGTCGACGCGGCGAACGGCGCGGCGTCGTCGGTCACG 
CCGCGACTCCTCTCGGAGCTCGGTGTCGAGGTGATCAGTGTCAACGCACATCC 
GGACGGGCGGTTCCCCGGACGTGAGCCCGAGCCGTCGGAGGAGAACCTGGA 
GACTACGATGAACATGGTGAGAGCGGCCGGCGCGGACTTCGGGTTAGCCCAC 
GACGGGGATGCTGATCGACTGATTCTCATCACGGGTGACGGCGAGTTCGTCCC 

30 CGGGGACTACTCGCTGGCGATCGTGGCGGCGTGGGCGCTCGACGAGGGTAAG 
GGGAGTCAGGTAGTCACCCCGGTCAGCTCCTCGATGTGCGTACAGAAGGTGGT 
AGAGGACCGCGGTGGAGAGGTGATCTGGACGAAGGTGGGAGAGCCCGTCGTC 
GTGGAGGAGCTCAAGCGGGCGGAGGATCCCGCACTGGGTGGTGAGGAGAACG 
GTGGAATAATCTACCCGGACTTCCACCTCTCCCGGAACGGAATCATCACCGCCT 

35 TGCTGATCTGTAAGCTGGTCGCCGAGGTGGGATCGCTCGACGACCTACTGGCC 
GAGGTGCCCAAGTACCACCTGCACAAGACCGGTGTGGAGTGCCCCGACGATCT 
CAAGCCGAAGGTCATGGAGCGTGTCGAATCGCTGGTCGAAGAGGAGGAGTTG 
GAGGATGTCCTGACGATCGACGGCGTGAAGTTGTTCTACGAGGATGGTTGGGT 
GCTCGTACGGCCTTCGGGCACGGAGCCTTTGATCAGGGTCTTCGGAGAAGCGC 

40 GAGATCGAGAGACCGCCATCAGGCGGGTGGAGCACTGGAAGGAACGCGTCGA 
GGAGATCGTCTCGGAGCTGAAGGGGTAGCTGGATGGAGCGGCTGGAATGGCG 
TGAATCCTCACCGGCGGAGTTCTTCGAGCGGAACCGCGAGATGCTCGGGTTCG 
ACGGACCCATCAAGAGCATGGTGATGACCGTCCACGAGCTCGTCACCAACTCG 
ATGGACGCGTGCCACCTGAACCGCATACGTCCCGACGTGCGGGTGGTGATCC 

45 GACGCGAGGAGGAGAACGTGTATCGGGTGCGAGTGATCGACAACGGGCCGGG 
GATCCCGCCGGAGCGCGTGCCGAAGGTGTTCGGTAAGTTCCTCGCGGGAGAT 
AAGTTCGACCCCGTCTACGGGATCCAGTCGATGGGCCAGCAGGGGATCGGAG 
CCGCCGGCGTCGCCCTCTACGCCCTGATCACCACGGGCGAACCCGTGCGCGT 
GCTCACATCCACCGACGGTAGAACCGCGCACTACTTCGAGGTCAAGCCCGATC 

50 CCTCGACCAACGAGCCGGTGGTCGTCCGGCGGGAGAAGCGACCCGCGAGCCG 
CCGCGGGACGACGGTGGAGGTGACCATCGGGGACGCCGTCTACGAGTCGGGT 
CGCCGCGGTCCCCGGGAGTACCTTCGTAGGCTGCACGCGGTGAACCCCCACG 
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CCCGGATCTCCCTCCGCGACCCCGACGGTAACGCGCACGTCTGGGAGCCGCT 

GGTCGAGGAACTCCCCGACCCACCTCGAGTGCTGAAGCCTCATCCTCACGCCC 

TCGACGCCCACAAGCTCCTCCGGATCGCCGAGCGGACGTCCCGGAGGACCGT 

CCGAACGATGCTCGTCGGGGAGCTCTGCAGGTTCTCGGAGGCCCGGGTCGAA 

GAGCTCCGGGAGCGACTGGCGGGCCGTGTGGATCTGGAGAAGGACCCGAAGG 

AGTTGACCCGCGAGGAGGCCGAGCTCATCGTGAAGGCGCTGCACGAGATGGA 

CTTCATGCGCCCGCCGTCCGACGTCGTTTCCCCGGTCGGAGAGTCGGCGCTGA 

AGGCCGCGCTGAAATCGGAGGGAGCTCGACTGGTCTCGGCGGTTTCTCGGCG 

GCCGCTCGTACTGCGCGATAACGTGATCCAGGTCGAGGTGGCCGTGGGTTACG 

GGGAGGAGGGGGATCTGTGGCGGTTCGCGAACAGGGCTCCGTTGATGTTCAG 

GGCGGGCGGTTG7TCCATCACCAAGGGCGTCGAGGAGGTGGATTTCGGCCGG 

TACGGTCTCGAGGAGGATCGGTTACTGATCCTGGTGAACGTGAACTCCCCGTT 

CGTTCCGTTCAGCGGGCCCGCTAAGCAGGAGATCGGTAGCGAATACGTCGAAG 

AGGAAGTAAAGCGGGCGGTACAGCGGGCGTGTCGGGAGCTGGGTCGTGAGGT 

CCGACGGCGACGTCGGGCCCGTCTCGAGCGCCAGAAGATGAAAAGGATCGAT 

AGGAACCTGAGAATCGTGAGGAAGAAGGCCATCGAGATACTCTCGTGATGAGC 

TCACGACGGGGAGACCTAGTCGGGATGATCGACCCCTAGCAGGCTGAAACGG 

CGCGGGTGGAGGTAGCCGGCGGGGAGCGCGGGCTTCAGACCCGAGCCGATG 

ATCCGCCGGATGCCGCGACCGCGCCACACTTCCTTCTCCTATTGTTACGTATCT 

TGAAACGTTTCCGTGCGGGTCAGGGGCGGGAGTACTCTTCATCGGTCCGCGGC 

TTGCATGATCATCATCCCTGGTTCGAGGCGAATCTCCATCGATAAAACTTCGTC 

CCTCGTAGGGTCAGGAGGGCGTCACTTGCCCGTCCACGCGGTCGTGGGCTTC 

GGGTACCCCAAGTACGACCCGGTGAGCTGGTTCGCGGAGCGTTCACTGATCGA 

GACACTGGAAGTGAAGACCGCGGAGTCCCGCTGCCTCGAGCTACGCGAGGGG 

TCGACTCTTCGCCTCGAGGCCCGGCGCCTCGGTAGGCGTGAGATGAGCGCGA 

CCGCGCTGCTGGAACGCGTCGAAGAACCGGGAGAAGTCCACGTGTTCGCCTC 

GTCCTCGCTGAAGGGACAGACGGTCGATGGTGACACGGTGGAGGATCGTATG 

GGTGAGTACCTCGTCGATCCGTTGAACGATGTGGGGTTCGAGGTCGAGGTCCA 

CTGGTCGTCGGCGTTCGATCCCCTGTCGCTCCTCCCCGAGCTCATCGACACCC 

TGACACGTCTCGACGATCGCGTGGTGCTGGATCTTACCCACGGTGTTCGTATCC 

AGCCCGCGATCTCGGCCGTGGCGGGAATGGCGGCCGCTCGATTGCCGGGCTC 

AGATATGGAGCTCGTTCCGGTGTACGGGGCCGCAGGGGTTGAGGTGAGGGAG 

GTCCTGAGGTGGTCGGACGGTGCGGACGGGTCTCGCGGGATCATCCTGGACA 

TCCGTCGCCACTTGGAGTCCGCCATGGCGTTCAACAAGGTCGTCGATTACACCT 

TGGATCCCTCCCGAGAACACCTCGAAGAGCTGTGCGAGCTGACTGAAAGCGCG 

CTTCGAGAGTTGGACGTCCCCGATGATCGACTGGAGAGAGTTCGGGAGCTAGT 

GATCGATGAAGGGGCTCTGAGAGGCCTCGCCGACGCCCTCCGGTCCAACTACC 

CGCGGAAGGTCGTGAAGGAGGCGAGAAAGTGGGAACCGAAGTCGCCCGAGGA 

CGTACTCGACAGGCTTCATATAGAAAGTTCCGGGAGGGAGCGGGCCGAGAAGT 

ACCTCCGTGCGCTCTCGAACTTCTTAGCAAGGGCCCTGAATCCGTTCCTTCAGG 

GTCTTGACTTACCGAAGTCTCCTTGGAAGGCGGCCGTACAGCTCGCCGAGTGG 

CTGTGTGATCGCGGTTACTACGCGGCCTCGGTTCTGCTGCTCCGAGAGCTCGT 

GTACCTCAGGACGGTCTACGAGTGGGCCGAGGAGCACGGCCACGGGGAGCTG 

AAGGAGGTCGTCGAAGAGTACCTCAGGGCCCTCATCGATCCGGACGCGAGAAA 

ACCCAGGGGAGTCTACGACGAGTTGTGCAGCACCATCGAAGAGGTTACCGACG 

GGGAGGCCGGGGATCCCGACGATTTGGTCAGGAAGATCGAACGGGAGATACT 

CAACCGATGATCTCTTTCACTTTCTTCACCAGATTCTGTGCCTTCTCGTCTGGCC 

TCCCAACGTCTTCCCTTACGTGTGCGAATGAGTTACGGACATCCCTGATTTCAC 

ACACCACCTCGATAAGCTCTCGCCGGTCGATCGAATAGTCGATTTCCCTTCTCT 

TCCCCCGGAAGAGACCGATCACGGCCGGACCCCCGCGACGTCAGGCATCCTC 

GGCGTTAGACCCGCTTCGATCTTCGGAAGATACGACAGTGTGAGATGTGCTCG 

TTCGGCGTGGTTCGGGAGGTGGCTGTGAATGGGTTCACGACTCATCGGACCGG 
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AATTGTTACAAATTTAATAACGATTTGGGATTTGGCGCCGCGGCCCGGACTTGA 

ACCGGGGACCACGGGATATCTGCGGCCCTCTCTTCATCGGGCCTTAACAGTCC 

CGCGCTCTACCTACTGAGCTGCCGCGGCCTCAATCCCGAGCCATCTGGAAACC 

TCCCTTACAAAAATATAATGCTTTCGGGGGGAGGTCCATGGCCGACCCGAGGG 

TGAGAGTGAAAGTCGTAGGAGTGGAGAAAGAGGACGTCAGGAAGCGCCTTACA 

TTGCTGCGCCCGGAGCGCGATGTCGACGTGATAGTGGATGGAGTGTCCGGAGT 

GATGCGTGTGACCTCGGGGACTACCCGCCTACGCGTCAACGCCGGCGGCTCC 

GCGTTCCTCTCGTGTTCGGGTAGGATCTCGGAGGATGCAGCGGCAGTGGCTTC 

AGTGCTCCTCTCGGAAATCGGCGCGGACCGGAAGGAGATTCCGAGGTTCCTTT 

CGGCGGCGGTGGAGCTGGGGAGAACTACACCGGGGGGATGCGAGCTGGCGG 

CGGTTCTGCGGGGTAAGGACGTGACCGTGAAGTTCCGGAGGGACCCCAAGTC 

CGGCCGATACGCGCTGAAATCTAGACACGGGGTGCTGGTCAGGCGGACCCGA 

TCGACGTGTGAGGTGGAGATCCTCGTCACGGTAACGGATCTCGATCGGGTCGT 

CCGGAAGGCGGGAAGGATCTGGGGACAGCTGGAAGATTTGGCGGGTGGTGGA 

GATCCAGAATACGTCCTCCTAAACGTCCTCGACGCACTGGGGAGGTGAGGCGA 

CTGAGTTGGGTCCTAGAGATGATCAGGACGCTTCTGTGCATGTATGTAGGGGTT 

CTGATCGCGTCTTACTTAGGGTCCTCCGAAGCGTGTACCCGGTCGTTGCTCCG 

CGTACTGAAGCCTGTGGTCGGGTCCGGCCTCTACGGTCACGCCGCGTCGCTAT 

CGGCCCTGAGTTCCTCTGTGGCGCTTTACGCGGCTCAGGACAAGGTGAACTCC 

ACCAGAGAGGCCGTGGGTTTACTGCTCCTCCTGGCCTTCCCGACTTCCGTAGC 

GACGGTCCTTCAGTTTTACCTCCCCGTGGTCGTACCCGCCGTGGGCCCGGCGG 

GTCTCCTTATGATCGGCATATCGGTCGTGGGCGCCCTACTCACTTCCGCGTTCG 

GCCGTGTTCTACTACCTGGCCGTGAAGATGGTGATGGGCCGAGTAAGATCACG 

CTCGTGCGGAACCCTTGGCGCACTGCCCATAGTGTGTTCCTCAGGGTTGGGCC 

CGCCGTCGCCTTGGCGATGGTGGCGGTTAAGCTGGGTGAGGGGTACGGCGTG 

ACGGAGTGGGTCGAGAGATTTCTTCACCCGTTGACTAGGTCCGTTGGACTCCCT 

TCGGACGCGTCTCTGGTGGTGTTCGGGTGTCTGATCAACGTGGCCGTAGGTGC 

CGCCTTAGGGGCAGATCTCTGGGCGTCCGGGAAGCTGCGGATGGAGGATCTG 

GCGCTCGCGTTGGCGTTCGGTAGGGCCCTTTCTTTGCCGAGGATTAACCTTCA 

GTTCCTGTTTCCTCCTGCCGTCACGTTCCTTGGCAAGAAGGGGTTGCTCGGGG 

CGACCGTCCGCACGCTCGTCGAGACCTTG GCGA ACATATCGGTGGTACTGGCA 

CTAACGGCGTTTGTTCACTAGGGCCCTGTTTTTTCGTCGGGGTTTCCTTCGGCT 

CGTACCCGGCCGCCCAGATCAGGGCGCGCGCCAGTAGCTTCCAGGCTCCCGT 

GCGTTCGGTCAGTTCCGGGTGCACGCCCAGTAAGACGAACCGACCCCGTGGTT 

CCCACTTGTCGCCCTTCTTCACGTTGTACCAGCCGAGCACCATCGCCCAACCAC 

TGACGAGTTCGACGTACTTTCCGAACCCCTGTACGTTGATCCTGACCTCTTTCC 

CGTCTAGCCAGCACACTTTGTACCATCTGTTGTCGGAGATGAACACCGACCCGT 

CTTCCGCGGCCATCCCGGGACCGTTCGCGTAGTAATACTCGTAGACCTTCCCC 

CAGGTGGACTGCGGGGTGATGGGGTTCTGCTGGATCAGCACGGAGACGTACC 

CGTTCCCCCGGTTGCCGTCGATCGCCGTTACGCCGTCCACCACGAGATCCTCG 

CCGATGGCTCCTCGGTGCGTCACTCCGGCGTGTAGGTACGCACCCGCGCAGAT 

GCCGACGTACCCGATGCCGAGGTCGATCTGCGCGTGATATAGCAGGTCGATCC 

AGTCGGGATCCCAGTGCCACTCGGGATGGTACCCGCCCGGAACGTAGATCACG 

TCGATGTGGGTGCCTGTGTACGGATCTCGTCCGGTCTCCAGGACGGTCCTCCA 

GTCCGACGGTGATGCGTAGGTGATCACGTTAATGTGATAGGTGCCGGCGTAGT 

TCGCGTTCCAGTACTCGATGGCCCTCAGCGAGCTTTCCACGCAGTTGGACGCG 

GCTCCGTCTCCCGCCCACATGGCGACGTTCACCATCGTCGATGAGACAGGGGC 

TAGGAGCGTCACGATCGCCGTCAGTGCGGGGGTCCACCTCACGTTAACACCCC 

CTCACTCCGCAGCCGGGATCGTTAATCAAACTACGGGAAACACGTTACACCGGT 

AGGGGACGTGTCGTGTCCTTGAGGTCGAAACTGGCCGACTTGGCCGGACTCCT 

CGCGCTCAAGGCGGTTCGGTTCGGGCCCGGTATGGGGCGGAGCTTTCCCGGA 

TGGACCGTGATCAAGGTCGGCGGCTTCGACGCCGTTCGCGAGCTCGCACGGC 
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GGCCGGAGTACGGAGTGGTGCTGATTACAGGTACCAACGGTAAGACCACGACC 

ACCAGACTCGCCTGTGCGCTCCTAGCCGAAGATGCGGAGGTTTCGTGCAACTA 

CGATAGTAACACAATCAACGCCGTCACGACGGGCCTACTCAAGGGTAGGAAGG 

CCGAGCTCGTGGTGACGGAGTACGGGATTCGCAGCCGTGAGTACGGGATTCCA 

GATACCGTCTGCGAGCTCGTGGACCCGCTGGCGATCGCGTACACAACTATCTC 

GAAGGAACACTTCCGGGAGAACGCGGACAAGAAGGACCCGTTCGGGGCGTAC 

TTCGAGGCGAAGCGTCTCCTGGCGAGGCCCCTGAAGGACGGTGTGCTGGTGC 

TCAACGCGGATGATCCTCGGGTCACCTACATCCGCGACGAGAAGCGCGGTGAC 

CCCGTGGAGTACGTTTTCTACGGTTTGGAGGTTGAAATCGAGGATCTGACGCCA 

CCGACCGAAGAGCTCGAGTGTCCCGCGTGCGGCGGCGAGTTGGACTACGAGA 

CCCGCTACTTTAACCATAAGGGACTGTACTCGTGTCGAGACTGCGAGTTCTCAC 

GGCCTGACCCGGACGTCGCCGTGGTAAGGCTAAAGGGCGGCCCGGACGAGTG 

GGAGGTCACGCTGTCGTACGATGTGACCAACGCCGTGATCGGAGAACGACTGG 

AGGGAAAGGTCACCTATGAGCTACCGCTGCCCGGTCTCCATAACGTCTACAACA 

GCGTTTGCGCGATCTCCCTGTACCTCGCGGTTACCCCCCGGCCCGAGGACCCG 

GAGGGAACGATCCGACGGGTGATCGAAGGGTTGAACCCGCTCGAGTTCATTCC 

GTCGGGCAGGTTCGAGGTGCTGAACGTGGGTGGTAAGCCCGTCGGCGTCGGT 

CAGGGAGACAACGGGGACGCCTTCAAGGCCAACGCGAACCTGATGCTTTCGGT 

GGCGGGGGATGTAGGGGCCTGTGTGTATACCACCCCGGACGAGGGTGAACAT 

CCGATCTTCGAGATGCACAGGATTATCCTCCGAGCTCTCGAACCAGACGAGCTA 

TACGTGTTTCCTGGTAGGGAGTCCGTGAAGGCCGCGGAAGAGTACTACGAGGA 

ACTGACCGAGGAGTTCGACGCAGAGTTCTACCCTATCCCGCACGAGCGGATGC 

AGGAGAAAGTCGAGGAGATGCGTAGGGTGTGTGAGGAGGCGGATGGTCCCGT 

GTTCGCCTCCGGGTGCGGGCCGGAGCGCGAGATGTGGGAAGCCCTGAAGAGG 

GAGCTCAGGGGCGGCTGAATGGGGCTGAGGCGCCTCCTGGGGCTAGTCGGG 

GTCGGGTTGATCGTTCTGTACTTCACTCTACTTTCCGCAGAGTATTCGGAGTTTC 

AACGCTTCCTCGGTGATCCGTGGGGAAGAGCCGTTTACGTCAAGTTACACAACC 

CGGACATCGCTCCGGGTACCCCGCACATCCGAACCCTGGTCGACTTCGCCAAA 

CAGCACGGGTACTCCAAGATCCTCGTGATCCACAACGCCGGGAAGATCGGATA 

CAGTCACTTCTGGTATCACGGGATACTCATCATCCAGCTGGGGTGGTACGACTA 

CCGCACGGTCTTCGCACAACCCGAGTTGGGGTTGGTGATGGAGGACATCCTCT 

ACGGTCAACGCCCTATGTTGGGTATCTGGATCGCGGATCGGCGTGAATACCGT 

AGTATGAGTGAAGCTGTAAACCACGTGCGCGACCTGGAGTCGGCCGTTCCCGG 

ACGTACGATGGTGGTATGGCACGGATCGTGTCGTAACGGTAACCCACTTTGGA 

ACCTCGGATGTGGTGCGGAACCGTACTTCTGGATCCTCTCGGCGTACGGTGGG 

CGTGTCCTCGCACTTACCTTCGCCGTTTTAGGTAACTTCGCCCCTATCGTCTTCT 

ACGGGGATGCGGCGCTGGCGGAGCTCAGGAACTACGACAAGCTCCAGGCGCT 

GTACAACAGCGGGACCTTGAACCGCTACGCCGTAGATCCTTACCTCCGCAAGA 

AGCCGATGCCGATGGGACCGCGGGGCGTGTACGACTGAGAGGGGGTGAGGC 

CGGTGCTGGAGCCGCTCGCGGAATATCACTCGATCGATGACGATGAACTCGCG 

GCCCGGTTCATGGTAGCACGGACCCTCCCGGTCGAAACCACGGAGGGGGAGT 

TAGAGGACCTGTGGAAGGAGCACGAGGAAGCTATGGAGGAATTTCGCGCGAG 

GTGGGAGGAGCGTCCCGCACCCGGAGATATCGAGGAGACCTCGCCGAACCTC 

CTAGACTTGAAGCTGGAGATCGCTCGGAAGATCCTCCGTGAATGCACGTTCTGC 

GAGCGGAGGTGTCGGGTCGATCGAACCCGTGAGGACGGGTTCTGTCGGGTTC 

CGATCAAACCCAGGATTTCCTCGGAGTTCCTGCATATGGGCGAAGAACGCGTG 

CTCGTGCCTTCTCACACAGTGTTCTTCTGCGGGTGTACGTTCCGATGTGTCTAT 

TGTCAGAACTGGGACATAGCCTTCCGACCGACCAACGGGGTATACGTTAAACC 

GGAGTCACTCGCCCGGGTGATCCGGCATCGACGATCTCAAGGTGCCAAGAACG 

TGAACTGGGTCGGAGGAGACCCCACACCGAACATTCACTACATCCTGGAGGTG 

CTCAGGCGGCTCGACGTGAACGTCCCGCAGGTTTGGAACTCCAACATGTACTT 

GACCGAGGAGGCCATGAGGCTGTTAGACGGCGTTATCGACCTGTACCTGACGG 
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ATTTCAAGTACGGCAACGACGAGTGCGCGGAGAGGTACTCGAACGCCCCGAAT 

TACTGGGAGATAGTGACCCGGAACCACCGTGAAGCGGATCGGCAGTGTGGCCT 

GATCGTGCGTCACCTCGTTTTACCCGGTAACGTGGAGTGCTGTACGTTTCCGAT 

CCTGGAGTGGATCGCCGAAGAGCTGGGTACGGACACGCCGTTGAACGTGATG 

CCCCAGTATCGCCCGGAGCACCGCGCGTACGAGTACCCGGAGATAAACAGGC 

GACCGTCCGCGGACGAACTGGAAGAGGCGTGGGAGAAGGCGAGGGAGCTGG 

GGTTCCGATACTACCGGCTTTAGAGGGATTCGTGAACTTTACCCGGTTCCGGTA 

GGCCGAGCTCCTTCCGCTCCTCGATCTCCTTCTGGTTCTTGTTCTTCTTCACCT 

GGGCGAGCTTTTGAATGAGACCGAGACCTGGCTTGACCTCCTCGATGCTCTTAA 

CCTCCAGCAGACCCTGCTCCACCATGTCGTCGAGGATCTCCTTGGCCTTCTCC 

GTCCGCACGATCACGGTGCTCCAGCCGTCCGGTGAACCCACCGAGCCGGCGG 

TTAGATCGGAGAGCTCGGCGCAGTAATCCGTGCACACGTGGCACGGTTCACCC 

TCGAAGGGGTGCGTTTCGTCGATCGGGATCGACTTCACCTCGCCGTCCTTCGT 

GTACACCCAGAACTTACCGTTACCGATGTCCATCTTGGTGACCTCACGTATCCA 

CACGCCGCAGAGCTGCTCGATGATGGTCTTCATACCCTCGTACGGGAAGTTCT 

CCATGCAGATGATCCCTATCAGTAGCTCGATCTTGTCCGGAACGTGCCTCATCC 

CGATCGGGCAGAGCTGTGCCTTACGGACGGCCCGGATCTGACACGGAGTCCC 

GACCATCGCTACTTTCTCGCAACCGTAGCTCCTCACGGCCTCCTTGAGGACGCT 

CACGTTGGGACAGTACGTGTACTTGGTTCCGGCTGCCTCCAGGACCTCGTCCG 

GGTCGGTGATGACCACTGGGCGTGGCTTCCAAGGCTCCTCGGGGTCGTCCGG 

GTCCGCGACGGCGGCGATCACGCCGTCGAACAGTCCCTCTTCAAGGCCGTAGA 

TCATGACGGCGGAGGCGATACCTCCGTCCTGGGTGACCTTCGTGACCTTGCGC 

TCGGTCGAGCGGGCCGTGAACACGCCGAGGTGGTCTCCCAGCAGCTCTGGAT 

CGCCCTTAACCATGATCTCATCCAACTTGCTCATGGTTACTCACCCCCCATGATT 

AGCTCCTTGATGGCCTCGTCACCCGGCCAGATCGTCCTCGGGCACTGCGTGAA 

GCACGCACCACACTTGATGCACCGGTTCTCGTTCACCACCGGTCTGCCGTCCA 

CGATCTCGATCGCCCGCGTGGGGCAGGCCGCCGCGCAGGTGCCGCATCCCAT 

GCACATGCTCTTGTTCACCACGTGGTACATCAGGTCGCAGCCGCAGTACTCCGT 

CTTACCTTCCGCCAGCTTCGCGAACGGCTCGAGCAGCTCCTCTTTACCCTCCAG 

AAGGAGCGTCAGGAACCGCTTGATAGCCTCGGGGGCTGGTGGACATCCCGGG 

ACGGCGTAGTCGACGTCCGCCACCTCCGTGAGTGGCACGAACGCCTCGTGCG 

TGGGAGCCGCCTGCTGGTTCCCCCGCGAGAGTCGCATGAAGTTCCCCGTACTC 

GCGCACGCACCTAGTGCCACGATCGTGTCGGCGTGCTCCTCCAGCTCCTCCAC 

TTCCTCCAGCATGTGCTCGTCGTTAAGGCACACCGCACCTTCTACTACGGCCAC 

GTCGCACTCGGGGATCTCGCGCTCGTCCATGAGGGTCTGACAGTAGACCAGCT 

CGATGGAGTCCAGTATATCCAAAAGCCGCTCGTACGTGTCGGTTAACGACACCA 

GACACCCGCAGCATCCGGCCAGCTGCACGTAGGCCACATCGCATGATGACCTC 

GGCGTACTCTTCGTTTTCGCCCTCGATAGCCTTCTCCACCATCGGACCAACCCA 

ACACCCCCGAAGGGGAAGAAAGGTGGGAAGAACGGGAACGTCGGGAACGTAG 

GGTCAAGGGTGCCAAGGGTGAGGTGAGGAAACCGGCCCCCCACGTGGGGGG 

CGGTCGCGCCGCGGGTCCCCGTTTCGGGGTTCCCCGCGGCGGTCATCCCGAT 

AGTCGGTTTTAGGCGAGCTTAACTACCGACTCCCGGATCTTCTCCCGGGAGTC 

GGCGTCGCGGACTTCCTTCACCACGTGAGCG GCAC ACGATGCTCATATGTCGT 

AACATCGCATGATGACCTCGGCGTACTCTTCGTTTTCGCCCTCGATAGCCTTCT 

CCACCACCGGGAAGTTCCACGTGGAAGCCGCGATGATGCGATAGTCCTCGACG 

ATACCCTTCTCGTTCACCTTAGCGATGTGCACGTTGGTGCCCCGTGGGGCCTC 

GTGAACTCCGATTCCGACTCCTGCCTTCGGCTCCCACTCGGCCAGGGTCTTGC 

CGCTGGTGTTGAGTTCATCCAGGATCGTCATCGCCCGGTCGATGGCCGCGAGT 

GTTTCCTGTGACCTTAACACGTGGATGTACAGGACTCCGCGTGGGTCCACCCC 

GTCGAAGAGTATGTACCTGGCTCTGGGTCCGACTTCCACCGGAACACCGTCGT 

AAAGCGGGATCTGGCCCCGGTGCTGGTACGCGACTTCCTTGTGCTCCTCTCCG 

TAGTACTCGATCGGAAGCAGCTCCACCACGCGGTCCATGTCCAGCCGGTCGGG 
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ATCCCCATAGGTGGGATGCGTCGCCAGGAACGGCTGGTCGTGTCTGCCGAACT 

CGTCGATGTCGAGGTCGTTCTCGTCGCCGAACCTCTCGACGATGTTCACCATGA 

ACTCGTGCTGCTCCATCATCAGCTCGCGCGCCTCACGTAGCCTGCGGTAAAGC 

TTCCTACGCGCGGCTTCCGAGATGTTCTCGGCCATCCCTCCGATCCTGATGTTG 

GGTGGATGGATTCCCTCACCTCCGACCACGTCCACCACGTACTGTCCGATCCG 

CCTGATCTGCTGGATCCTCTTGACCGCCTCGACCTTCTCGCTCTCATCCTCAAC 

GAAATCGTCCAGTACTAGCAACTGATGGAGCACGTGAGACTGAATCCTGTTACC 

CAGGGCGCAGAGTTCCCGCAGGAGTTTCCCGTCCTTGGGAGGTTCGATGCCCA 

TGGCCCGCTCGAAGGCCTCGGCGGATGCGGTTCCGTGCGTCGCCTGGCAGAT 

TCCGCAGATCCTCATAACGGCCACCTGAACGAACTCCGCGGGCCTTCCCTTCG 

CCAGCGCTTCGAAGCCTCGGACCGCCGAAGTGTTCAGGTAAAACGCACGCTCC 

ACGTAACCCTCGTCGTCGACATATAATACTAGCTTAGCGTGACCTTCATGTCTC 

GTGGTCGGTTGAATCTCCACGGCACCTTCCGCCAACGCCTCACCCCCATCGGC 

CCGTCCCGACGGCCACGGAAGAAGAACATAAAACTCGGGTGTGTTCAGTGATC 

GAGTAGAGGCACATTTAACGGTTGAATACCCTGTCCGTCCGACGACGAGAGGG 

TTACGCGGATTGAGTCAAAGTGTCTTGATAGTAGACGCGCTGGGCGCAGGGAA 

GGGGTGGAGGACTAGATCCAGAGACGTTATCGGGGCGGGTCCTAGGACCGTC 

GCATCGCTACTGGAAAGTGATTATGAAGTATCGTTGATTACTTATGAAGATCTGC 

AGAAATTAGGACTAGATAGTGTTATGGATTACGATACCGTAGGTGTCAGTATAAT 

GACCGGCGACGAGCGGGCCGCCCGGAGGATGTTCGACCACACACGTTCTCGG 

ACGTTTCGGTTCATCGGTGGTCCCGGAGCCGCCGATCCGAACGCACTCCTCAA 

GACTGGAGCCGACGCGGCCGTGATCGGTGAAGCCGAGGAGACCCTACCTGAA 

CTCTTGGAGGAGCGTGGACCCGTCCGCGGCGTGTACTTCCGGAGGGGAACCG 

AGGTGGACTTTCCGGGTCCTAGGCCCATTTCCAGGCGATTCACCCGGGTCAAT 

CCGGAGTACATCCGTGCCTACGCACACCGATGGGCCGCACGCGTTTACGTCGA 

GATCGTCCGCGGGTGCAGCAACTCCTGCAGGACGACCTTCGAACTGCCCGACG 

GCCGCAAATGTTCGGGATGTGGGAACTGTCGGGAGGGTGAAGGTGGGGAGCG 

ATGGGAATGTCCCGAAGGTATTCCACCGGGTTGCGGGTTCTGTTCGGTACCCT 

CGATCTTCGGGCCGACCAGGTCGAGACCGTTGAACGAAGTGGTGCGGGAAGTA 

CGGGGGCTCGTCCGGGAGGGGATCCGTCGGGTAGTTCTCAGCGCCTCCGACG 

TACTGGATTACGGTCGGGGCGACTTACTGACTGATCCTCGGACTCCGCCCCCG 

AACGTCGAGGCCTTAAGGCGCCTCCTGCGACGAACATCGAAGCATGTGGACGT 

GCTCTTCGTCGAGAACGTGAAAGCGTGCTTATTGAACCGTGAGATCGCGGAGC 

TCCTCGGTGAGTACTGCCGCGGTACCTCGGTGAGCGTAGGTGTGGAGACGGG 

AGACCCGAGGCTGCTCCGCGCGATCGGGAAACCCTCCACGTTGAAGGAGGCG 

TTGCGTGCGATCCGTCTCCTGCGGAGGGCCGGTTTACGGCCTCATGCCTACTT 

CGTGTACGGACTACCCGGGCAGACGATGAAGTCCGCGAAACTCACGGCTAAAG 

CCATGAAACGAGCCGTCGAGATGGGAGCCGAGAAGATCACCGTGTACAGGTTC 

CGACCGATTCCCGCCTCGGCCTTCGGAGATTTCCCTCCGGGTCCCAGTCCACG 

TAACGACGAGGCGAGCCGGCTCATTGCGGACACGGCGCGTCGTTTGAACGAG 

GCGCTGAAACGTAGGATGATCGGCAAGAGAATCCGCGTATACGTCGCCGAGCC 

CGACCTACGCCGGCCTCGGGACGCGATAGGTTGGCCGGTGAAAGGTGGTCCG 

AAGGTTCGGCTTAAGGGAGCTCGGGAGTTAGTCGGCACGGAATGTGAGGTAGA 

AATCACGGGAGTAGTGTCGGACAAGGTGGTCTCGGGTAAAGTAGTGAGGATAC 

TGGAAGAGATCGACGTGGAGGCGTTAGAGGGACGAGGGGTTCCTGGCTGAAG 

TCGGGTAGTACGGGACGTAGGTGTACCACCGCGCGAGCCACCACAGATGGCA 

AGGTCCGCGTCCGGGTCTGCCCGGGCCACCGCGCCATCTGCCCCGTCCTCTC 

CACCTCATCGTTAGGTGCCCCTAATGGACGGGTTTCGGGAAAACGTTAAACGTT 

TCGGTCCTCGCCGCCCCCGGGCCGTGGTGAGAATTCCTTTAGCCGACGCTCGG 

ATGACGAGTACTCCCCAGGCCGAGCCTCCGTCGGACTCCAATCCCCCACGTCC 

GAACGCTCCATAGCGTACTCCGCTACCGCCTTGATGATCTCAGCGTAATCCACG 

GTATTCGAGCGTGTACCACACCGGGGACACACGAGCCTGACGGACTCGGGATC 
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CTCTCCGTCGAGAGTGGGTGGATTCCCGCACTCGGGACATCTCAGGTGTCGGA 

CGAACCGGAACACCGGGCATCCCCGACCGCGCTCGCACCTCGTGCACAGGTG 

GTACTCCCGGGCGCAGGGTACCTCCGCGTTGAGAGCGGGCTCAAGGTCGACG 

GAGAGCCCCAGGTGGGGCTCGATCACCGCCGCGTCGACGTCCAACTCCCGGA 

CGAACCACGGGTCGTAGGCGATCAAGTGCACGGGTACCACGATCCGAGGCTTC 

GCCTTCCGGCACAGCAGTTCCAAACCCACTCGGTCCAGGTGCCCGGGCACGC 

CGGAACACTCCGAGATCAGAACGTCCGCCCGCGGTAGACGGGCGTCTAAGAAC 

GTCTCGGGGCTCACATCACCCGTGAAGAGCACCCGGATACCGTCCAGTTCCAC 

CAGGTACGCCACGGCGCCCGGACAGTGGCCGGTTTCCACGGTTTCCACCACG 

ATCTCACACCGGTTCGGATCCTCGGGTCTGTAGTCAAACCTCCGCTCGATTCTC 

TCGGCCGCACCGGGGTGCGCGAAGGGTTCCCCGTACTCGCCCCCGTGTTTGG 

CGTGATCCGTATGATGATGTGTGACCAGGGTGTAATCGGGATAGGGCTCCCCG 

AACCGTGAGAACAGGCCCGGTGCCGACTTCAGGTCCTCGGGTAGTTCGGCCCA 

CGGAGGCACCCTTCTGTTGTACCCGGGACGCCAACCACCCGGATCGAACAGGA 

CCTCGATGTCCGTCAGAGAGATACCCACGACCGCACCCGGAGTAGCCCCGAAC 

AACCGGACCGGTGACCAGATCTTGAGCTTCATCCACCTACCCCAGTGCGCTCT 

CGATAGCGGCGGCGAGCTCCGCCACACGCTCCGGAGGTAGATGGAGCGGACG 

CTCGGATAGTAGGTCCTCCGGGAGCTCTTCCAGTACCTCTCGAGCCTG CTCGC 

GATCGGTCGCCCACTCGTGAGCGGAGAGGAGTAACGCGTTCCTCACCGTTTTG 

TTCTTGTGCTGGAAGAGGGCTCGACACACGGATTCCAAGGTGTCCGGATCCAC 

ATCGGGGCGCTCCTCCTCCGACTTGGGCGTCAGGCGGACCACGGAGGAGCCC 

ACGCGCGGGGGAGGGATGAAGGCCCTGCGGGGTACCCCTCTGAGGAGCTCCA 

CGTCCGCGAGCAGGTTCACCATCACGGTGAGGCGGCTGTACTTCTTGGATCCG 

GGTTCGGCCACCATTCGCTCGGCGAACTCCCGTTGGTAGGTCAACACCGCGAC 

GTCGATGTCCAGCTCCAGGAGCTTGAACGTGATCGGAGACGAGATGTTGTAGG 

GGATGTTGGCTACGACCTTGTTCACGTCGTCCGGAACGTCGTACTCCAAGAAGT 

CGGCCCGTACGATCTCGAGGTTGGGGGCCTCACCGAGCTCCCGCTTTAGAATC 

TCCACCATGCGTCCGTCGAGCTCGACGGCGATCACTTGACCCGCTCGGGTCAT 

CAGGTAACGGGTCAGGAGACCGGGTCCGGGGCCTATTTCTAACACTATGTCGT 

CCTCGCGTACCTCCGCCGCCTCCACCATGAACTCCAGGATATTATCGTCTACCA 

TGAAGTGCTGGCCCAAGCGTCGCCTGGGACGGATCCCGTACTTGGATCGCAGG 

TACGCGAGGTACTCAACGCTTCTCAACGCCGACGGACACCCTCGGTCCCAGGA 

CGTCTACGGTGACGACTGTTCTCGGGTCGTTCAAGTTAACCTCGCGACCGACG 

GATGTAAGTACGTCCCCTATGAACACCTCGGCTTCACGTGAGGAGGAGAACGC 

CCCGGCTCGTGCGATCCGGGCCCTGACGGCGAAGGGGTCGAGGATGCGAGGT 

TCGATGTCCTCGAGGATCCTTTCCCTGAGCTCGTCACGGTCGAACTCGCCGCT 

GATCAGGAACCGTCTGATACGGAACACGGGGAGCTCTTCCTTAAGGAGCTCGA 

CGGCTTCGTCGGGGTCGCCCCTGGTCACCATTATCTCGACTCGACCTGAGAGG 

TTCTCGGGGGCTGGGGCGATATCGGCGTCGAATCCACGCCCCGTCAGCAGGC 

AATAAACTCGGGCGGCTACGTCCTCCTCGGTGAGATAGGGGTTACCCCCGAAC 

GTCAGGAGCACGTCCAACCGGTCCACCGGGTCGTAGCCTAACGGCTCATCGG 

GGTGGACCTCCACCACCTCCACGCCGCTCCTGGCCAGGTAGTAGGGACCGAG 

ACCTCGGCCTCGGCCGAGGTATACGACGCCCGCCACACCGGCTTCCGCGAGT 

TCCCGAGCGCAATAGAGGCACGGTCTGGCGGTCACGAAGACCACCTTTCCTTC 

GACGTCGTGTCGTCGTACTAACTTACGCTCGGCATGCTCGTCGTCGGCTTCCTC 

GACGGCTACGATCTCTCCGCCCTCCAGCAAGGCCGCTGTGACCGTGCGTTTCG 

GAATTTCGTTCAGGATCTTCTTCACATCCACCGTTTGCCCCGCTAGGCTCACCTT 

CATAACGTCGCTCCCCTGTAACTACCACAGGGAGATTCGAGATGCCGGAGCGC 

CTGTACGTTAGGGACTACATGGTCGTAGGTGTCGCTCAGGTCCGGATGACGGA 

CACCGTACGAGACGCCGTTCGTGAGATGGCCCGGGCCGGCGTACATGGATTG 

GCCGTTGTGGGCCTTGACGGTGAGCTGGTCGGAGTGCTAGAAGAAGAGCACAT 

AATGGATCTCGTGGTGGAGCGGAGGGGAGATTGGGCGGATATCCTCGAGACG 
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CCTGTCGAGAAGGTGATGAACCCTGAACCGGCTATCGTGTAGCCGGGCGACAC 

TCTCCTCGACGCACTGGAGGAGATGGAGCGCAAGAAGACCACTCGAGCTTTCG 

TGGTGAGCTGTGAAGGAACGCCCGTCGGCGTCATCAGTGTCACGGATATCCTG 

AGTGCGATCATTCAGAGCTGATTATCGGCAGTATACGCTCCTCCGCCATCTTCG 

CCACGGTGAGGTAGGTATCCAGCGACACGGGAAGCTCCGGTGCTGAGCCTAG 

CTGGCTGGGTATCCGCGGGTGCTCCGGGGTCACCGGGTGCCGGTCGTGAATC 

TCCTCCCCGAGGGTCAAAGCTAGCTCTTCGACGCGCAGGCCCATCCTCCTAGT 

ATCTTCTTCGAACACCTCCACCACCCTCACATCGGTGTCCTCCCGTACACACTC 

GGTTACCCAACCTTCGCATTCCTCACGCGTGCACAGCAGTATGACGTCCTCTAC 

GCCTAATTTCTCGAAGGCCTCCATCTGCGTCCAGAAGACGTAGTGACACTCGCC 

CTTCTCGTCCTTCCAGAGTTTCCTCTTGGACCGCTTGGTCCGTCGCTGTAGGAA 

CCACATGTACGAGAAATCGAACAAGGGTACGTTCAGGAGGGCCGACAAGAAGT 

GTGCGTACAAACTGCTCTGGATATCCACGTATCCCACCGCGAGGTCTGAGCTC 

CTCCATCCTATCTCGGCCGTGATCCCGTCGACACCCCAAGCCA TGAC CCTTGG 

GAGGTACTTCCAGTTGAGCCACCACACTTTCACATCTTCCGGTATTTTCTTGAGC 

GAGATCACTCTGTTTGCGGGGATCGCATCGAGTTCGACGATCTCCCGGCCAAC 

GCGCAGGTAAGGCGAAACGACGGTATCGGCTTCTACTTCCTCCACCAGGTTCG 

TTGGAGACGAAACCGCGTTCCTCGCGGCGCAAACCGTCGCTGTCTTGGCCAGT 

GCGAGCGCGAACAGTGCCCGTTTCAGTTCGGTACGGCCGAACACGTACGAGAT 

GCGGCCCATCGAGTACTCCAGCTCGAGTAACGTGGGTGAGTCGACCTCGAAAA 

TCGGTGGGATCGCGACCTCCGACGGGGCCTCCTCGCGTCGGCTCGTCGAGAC 

CGATAACTCACGAAGCCTGCGCCTGAACTCACGGACCGCGGACAGTAGGCGGT 

CCTCCAGTCCGCGCTCCGGCTCTTCTTCCCTCTCGACGTGGACCCGGATCTCC 

ATCGGCCCTTCGGCAACCCGAGGTGAGATCGTTACGTTCTCTGGAACGTTAAG 

GCGGACTTCCATGGACTCGTCCTTCGAGAGTATCAGGAGATGTTCTCCGTGCCA 

GACGACTCGGCAACCCTCGGGTACCTTGATTTCGGCGGAGTCGAGAGAGTCAA 

AGGCGCGAGAGAGGCAGGCGACCAGATTAAGTACGGGGTTATCGGCCTCCTC 

CATCCCTGAACAGCCCGGCCCTTATCAACCCTTGATCAATTTGACGACTTCGCC 

CACACGACGGCCGGTATTACGCGCCGTTTCGATACCCGTTTCATCCTCCTCCAC 

GTCTCCGGGCTCGAGTCCTACGCCCGCACCACCGAAGTGCGCCGTGGGGTCC 

GAGTCTCCGACCACGATCATGGCGTGGATCATGAAGAAGTTCTGGATGTCCCG 

TAGTGTGTGCTCCTGACCTCCGTTACGGGCACCTCCTATGGCGATGGCTCCCC 

CGACTTTGTCTTTCAACTCCCAATTTATCCTCAGTGGGCGTGTTCTATCTATCAG 

CGCCTTCAGTTGCGCACTCACGCCGCCGTAGTACACGGGGGAGCCCACGATCA 

TCCCGTCACACTCGCGCATCAGCTCGTAAACGTCCTGCATGTCGTCATCTATGG 

CGCACTCGCCCGTTTCCAGACACTCGCCACACGCTTCGCAGGGGGAGATATCC 

AGATCTCGCACGGTGATGAACTCCGTCTCCTCACCGGACACCTCCTCCGCGGC 

CTCGAGGGCGATCCTCACGAGGTACTCCGTGTTCCCTTCCCGCGGGCTCCCGG 

AGATGCCTAAAATCATCCTACGTCGCACCCCCGGGGTTTCGAGTTGAGACGCG 

TCGTGATACTATGGAACCCGGACGACCCAGCCTCTAAAAACATCGCGGAAAGC 

CTGACCGAGGACGCCGAAAAGCTCGATACCGAGGATCTCCAACACTACACCGT 

CGAAACCTGGGAACGTGACGGTGTCCGCTTCCACCTGACCGCCGCCCTCGGC 

GATCTCATCGAGGAGGACGAGGCACGGGAACTCGCCCGTAAGTTCGACGTCAT 

CGTGTTCGCCTCACGCCACGAGAGCAGGACGAAGAAGCCCTCACTCACCGTGC 

ACGTACCCGGCAACCCGACCCCCGAGGCCAAGTTCGGTGGTAAGCCGCTGGA 

GGTCTGTACGGCCGATCCGGCGGGTATGAAGGCCGCCCTCCTCGAGCTCAAG 

CGTTTCCGGGACAAGCGTGGCCTGGATTACGACGTCTGCTACGAGGTAACGCA 

CCATGGACCCCGCGATCCGGGGGCTCCCTGCTTCTTCATCGAGATCGGTTCCG 

ACGAGGAGCGCTGGACGGACGAAGAGGCCGGAGAGGCGTGCGCCCGCGCGA 

TACTCGCGGCCGTCGATCCACCCGACGTCAAAGCCGTGGTCGGCTACGGCGG 

TGGACACTACGCTCCCGCCCATACCGACGCGGCCCTCTCCAATCGGAAGCTCG 

CTTACGGTCACATAGTGCCGGACTACGCCGTCGATCACGACTACCTACGCGAT 
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CAGTTCCGCGAGGTGGTCGACAAAACCCCTAGAGCCCGCGAGATTATCGTCGA 

CGACCGTAACCTCGATTCCGGGATCGTGGAGCGGCTCGAGGATCTCGTCCGCG 

ATCGCGGTCTCCGTCTCCGTGACGTCGAGGAGGTGAAGTGAGTGATCCGCCGC 

GGGCAGAACCTCGAGGGTCCGCCGGGCCGATACCGACGGATCGGTGCGGTCG 

TCCGAGTCGGTCCTTACGCCCTTTTCCTCACCGTCCGTGGCCCGAGACCCGCT 

CCTAAGAAGGTCCGCGTCGACGGGATCCGCTGTCCATTACTCCGCGAAGAACC 

CGGGCTCAACGTCGCCGTTTACGCCTTCGAGTTCCCCGAGATCGTCAAACCGG 

ACGAGATCGCCGAACCCGAGCTCGGTGAGGCCACACTCGAAGCCGGGGACGA 

GTATCCCTGCCGTATCGAGGATGTCGACAGGAACAACCTCCGGATCACCATCC 

CCTCCTACCTCCCACGGCCCGGCGACGCCGGCGCCCCGATAGTCCAGAACGA 

CCGCGTCGTCGGTATGCTCGCCTCCTATTGGCTCAACGATATGCTCGGAATGG 

GGCCCCGCGCCGACGTCGCCCTCCGCGAGATCGTCGATTACCTCCGCCGTCG 

GACCCGCAGCTCCACCGCGTAGTGGTCCAACGCCGGGGAGAAACTCTTCACGC 

GCCGTACTTCCAGTACCTCGCCCTCAAAACCATCCGGCAGCGCGTTCAGCACTT 

CTCGGGCCACCCGGTCCTCTCCCCATCGCTTCTGGAACACCTCGTGTACGACC 

AGGACTCCACCGTCCCGTACCGCCCGACACGCGTACGGCAAGAACTTCAGCGT 

CCCCTTCAGATACCCCATCAACACCCGGTCCGCCGCCCGCACGAACCGTGCCA 

CCTCTCGACAGTCCCCTAAGAACACTCGTACCCGCCCTTCCACACCGTTCAGCC 

GCGCGTTCTCCACCAGGTACCGGCACGCCACGGGGTTCAGCTCTGCCGCTATC 

ACCTCCGCCCCCGCCAGTGCCGCCGGTAGCGTGAAGTAACCGATCCCGGCGA 

ACATGTCGAACACAAGCTTTCCTTCCAGGTCCGATTCCAGCAGCCGGCGGCGC 

TCCTCCAGGTTCCCCCGTGCGAACATCACCCGCGTCGGGTCCAACTTGAACCG 

GATTCCCAGCTCCCGGTGCACGGTTTCCGCGTTCCGATCCCCCGCTACGACCT 

CCCCAACCGGCTCTCGAAACGTTCCACTCACGCGGCGTAGCGCCACCACCGAT 

CGCGCCCCGGTCACCTCACGGAGGATCCGTCCCACCTCCCGTCGGTACGCCC 

ACGCCCGCTCGTCGAACAACCGGATGACTACCACATCGCCCAGCTCCTGCCAA 

CGGTGTGGTACCGAGTCCGCGACATCCGGCAGTTCCTCCTCCAGTCTCCGCGC 

GAACTCCTCGCGGGACAGCACTTCATCCCCCCGCCAGCTCGGCCGCCAGTCG 

CAACGCCCGTGCGTAACCCGACGCCCGCTGCGCTCGTGAGGTATCCACGAACA 

CCACACCTCGTTCGAGCGCCGCCAGCACCGGTGCCCCATGACTCCGGAAGCC 

CGCCACCAGCGACAGGCACCGGAACGTCAGGTTCCCCAGCACCCCGTTCACG 

AACAGTACGACGTCACGTTCCAGTGCTTCCTCCACCAGAATTCCGACGTGTTCC 

ACCTCCATCCCGCGCTCCTTCAACAGCCGCGCGACCAACTCCCCGTCCGCCAA 

CCACCTGTCGATCTCCGACCGCCTACCGAAGTCCTCCAGTCGTCCCGAGGACA 

CCACTGCGACCGACGGTTCCCTCCGAGTCAGCCGTCGGTGGAACCTCGCGGC 

CAGCTCCCCTAACTTCACCAAGGATTCCACCTCCCATCCCTCGTCGATCCCCAC 

CGGGGCCAGCAGCACCCGTCGACCCTCCGCTTCGAGCACCGTCGACCGGCCC 

GTGAACGGTAGGTCCAGTGCGTCGACAAGCTCCCGTACACACCGTCCCGATAC 

CGCCCCCCGCACCGCCGCGTCCAACCTACCCTCGACGAGGTCCTCCACCAAC 

GCCCGCCCCGGGTCCTTCGCGCGTACTTCCTCCACATCCGCGTCGAGCTCGAC 

GTTGTGGTACACCACGACGTCCACGTCCGCGCGTTCCACGGCTTCCAGCACGC 

GCTCCGCGGCACCAGGCACGTCGCCGGACAGCGCTATCCCGACCCTCATACG 

GACACCCCCGGCGACCTCCACCCCTCCCGGAGAACTTACCGTCCACGGTCCGA 

CAGCGACCGGCTCGGGCACGCGACCGCGCTCCCTGATGACCGTCCGGGGCGC 

CCCTCCGACGCGTGGCTGAACGTCACACGTCTCCGTGCGTCACGACGGCATCG 

CTATTAACCGGCGGGCCCACCCGGGACCTCCCGGGAGGGTGAGGAGAGACGG 

CCCTGGCCGACGTCGATGAGGAGGCTCGGGCAATTCCGACGGCCTCGCCCTC 

TCGGATTCCCTCGAGAGGCGACGGTCGGTAGTACCACTTACGTACGGCTTCCG 

CACGGTCGTCGAAGGACCGTATGGTGGTCTACGTATTACCATCCGGCTATCGTC 

GTATAGTGGGTGCGATCTACCACTACGGTCTACGTACGGCTCGCATACCGTCG 

GCGCATCGTCGTCCGACGGTTACGGGACGGTTGGGTCGGTGAAGGGCATCGC 

AGCGACCGCCCTGCCGACCGTCCGAAACGCCACGTGTTTGGCGGAAAAGGAA 
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CCTGTTTCTGAAATCTATTCGCGTTGGAGCCGGTGTAGTCCCAGGATTGGCGGT 
ACGATGAGTTCTTCAGAGGATCTCCCAGCGTCGGTCGAACGCGTTCCACTGGA 
GATGAACGCGACGTCTTCGGGCTTTCCGGATGATCCGCTCGGTTTCTTCGGGC 
CCCTCGGTCTCGGCCGCGGTGGCCGCACCGTGGACCGCCCAACCGTCGCCGA 
5 ACAGGGAACCGTCGGGAAGCGGTGTCGCACGGTACCGGGTTGCGAGACTCCA 
GAGTCGACCGAATGGATAGCGATCGGGTGGGTTACGAGCCACGACGGTGGGA 
ATGCCCTCGGGACCGGTCAGCTCGAGGCCGAGCTCGACGGCCTTCATCACGG 
TCTCCGGCTCCACGTCGACGAGTAGCACGGCGGCTAGGAGCAGGCGGTGTCG 
GTACACCAGCATAGCGTGCGGTCGGAGGTCGAGGGTGAGACGGCGCTGGAGG 

1 0 AAGCGATCGAGGAACGTCGCCGCTACCCTTCGAGCTTCCGGCGGCGGTTCCCC 
CTCGATCCTGTCCCTCCAAACCCGGGAATCACGCCGCAGCAGGATTCGAAACA 
GGAGGGCTCCCCCCACGGAGCGGTGGACGTTTTAACGTCCGAGGTCACGGGG 
CGCCGGGGGTGCGTGCGATGTCGCGGGTGGTTCTCGCGTATTCAGGAGGCTT 
GGATACCTCGGTTTGCATCGAGCTCCTGCGGGAGCGGTACGGGTACGACGAG 

1 5 GTGATCACGGTGACCGCGGACGTGGGTCAGCCGGAGGAGGAGCTGCGGGAG 
GCGGAGGAGAAGGCACGGAAGCTCGCGGATGAGCACTTCACGGTCGACTGTG 
TGGACGAGTTCGTGTGTGAGTACTGCTGGCGAGCCGTGAAGGCGAACGCGAC 
GTACGAGGGGTACCCTCTGAGCACGGCGCTGGCCCGACCGCTGATCGCGCAG 
AAGGTCCTGGAAGTGGCGCGTGATGTGGACGCGGACGCGGTCGCACACGGGT 

20 GCACGGGGAAGGGCAACGACCAGTTCCGGTTCGAGTCGTATTTGCGGGCGCA 
CGGCGGTGAGGAGTTCGAGATCGTGGCTCCGGTTCGGGACCTGAACCTCACG 
CGCGACGAGGAGATCGCGTACGCCGAGGAGCGGGGTATCCCCGTCCCGGTGG 
ACGTCGACAGTCCCTACAGCGTGGACGAGAACCTATGGGGTCGATCGATCGAG 
GGCGGCGTCCTGGAGGACCCCTCCGAGGAACCGCCGGAGGAGGTCTTCGAGT 

25 GGACCGTCAGTCCCGCGGAGGCCCCGGACGAGCCCGAGGTCGTGGAGATCGA 
GTTCGAGGACGGCGTGCCCGTGGAGGTGGACGGGCGGGACGACCCGGTCGA 
GATCGTCCGGTACCTGAACGAGACCGCGGGCGAGCACGGCGTGGGTCGCATC 
GATATCATCGAGGACCGGGTGATCGGGCTGAAGTCACGCGAGGTGTACGAGG 
CACCGGCGGCGGTGACGCTGCTCGAGGCGCACCGGGCGCTGGAGGCGTTCA 

30 CCCTGACACGCCGGGAGCTGTCGCTGAAGGCCTCGCTGGAGGAGGAGTGGGC 
GCGACTCGTCTACGACGGGCTGTGGTTCAACCCCCTGCGCGAGCACCTGGAG 
GCCTTCTTCGACTCGACGCAGCGGCACGTGGAGGGGACCGTGCGCGTGAAGC 
TGTTCAAGGGCTCCGCGACCGTGATCTCACGGGAGTCCCCGCGAGCGCTCTAC 
GAGGAGGAGTTGATATCGTACGAAGAAAAGCAGTTCGATCAGCGGACGGCCGA 

35 AGGAGCCGTGAAGCTTCACGGACTCCAGGAACGGTTGGCTTTAAGGCGTCGTG 
GGTGAGGCTCGGCGCGCTCCGTTCCGGTCATCCCCGCGGTCCCCGATGCCGC 
CTTCCTCATCCGAACGTCACCCGGCGTTACAGGTGCTCCCGTATCCTGTCGTAC 
AGCATCGCGCCCGTCGCGATGAACACCGTCGCGAACACCACCAGGACGGCGA 
TGTCGACGGGGTCCAGGTAACCCAGGAGGGCCGCCTTCCTGGCGGCGTCCCC 

40 CATGTAGTACATCGGGTTCACCCGCGCGACCTCGTAGGCCCACTCCGGCATGA 
CGCTGGGTGGCATGAAGATCCCCGACAGGAACATCATCGGGGTCGTCAGCGC 
CCCGGTGAGCATCTCGGCGACTTCCGACCGACCCGCCAGCGACGCCATCAGC 
AGGGCGAACCCGATCATGGTGGCGGTGGACAGGATCCCCACACCCAGCAGGA 
GGAACGGGTGCGGCACCTTCGCGCCCAGGGCGAGCGCCGTCACCAGCACGAT 

45 CCCGCAGCGGACGGCCCCCCAGAGGCTCATGTTGAGGAACCTGCCTATCACGA 
CGTCCCTGGGCCTTATCGGGGCGGCGAACAGCGCGTAGGTGACGCCGGTCTC 
TATCTCCTCCATCATGACGCGACCCATGCCGAAGATCGACCCCATGGTGGCCG 
TCAGCACCACCAGTCCCGGCACCAGGAAGTCGAAGTACTTGAGCCCCTTCACC 
GGCGCCTCGAAGTCGAACGGGTTCCCGGGCACTCTCGAGATCGGCGGCTGGG 

50 GCGCCGGCATCCAGCGGAAGGCGGCCTGGAGGTCGCGCACGACCTTCTTCAT 
CTCCTCCGAGACGCGCTTGACCCAGGCGCGCTGGATGACGCCCCGCACGTAG 
TTCGATCCCATGGGGTCCGAGGGGTCGTAGTACACGGTGGCCTTATCCGACGG 
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GAACCCCTTCGGAACGTACACGAAGACGACGGCCCTGCCCTCCTTGACCATCG 

TCTTACCCTCGTCGACGCTCCGGACGTGGACGACGCCCACCCGGTCGTCGGAC 

TTCAGGGCGTCGAGGACGGGGTCGAAATCGGAGCTGTGGCTCAGGACGGCTA 

CGGTCACATGCCTGGGCTTGACGTCGTGGAACGCGCCGTACATCACCAGGATC 

GTGATCACGGGCATGATCAGAGTGGGCGCGAGCCTCCTGCGGTCCTTGAGCCA 

GGCCCTCAGATCGCGGACGGCTATCACTCGCCAGGACAAGAGGCGACCCCCT 

CGTAAGCCTCGAGCACGGAACCGTGACGCTCCATCACCTCGTCGAAGGGCTCG 

TCGAGCTCCTTGCGACCTTCGAGGAAGATCAGCACCCGGTCGGGTCTCAGCTG 

CTCGACCTCGTAGACGTCGTGGGAGACGTACAGTACGGTGGTCCCGCGGCGG 

TGGAACTCCTTCGTCACCCGTATCACGTCCCTACGCGCCATGGGATCGAGCTC 

GTTCGTGGGTTCGTCCAGGACGAGCACCTCCGGCTCCAGAGCGAGGGTGATG 

GCGATCGCGGCGCGCTTCCGCATACCGCCGGAGAGCTGCCCCGCCTTCCTGT 

CCATGAACCGATCCACCTCGAGCATCTCCAGGGGCTCGGGGTCCGGCTCCCGA 

CCGTACAGCTTGGAGTAGAACCGGAGGTTCTCCCGGACGGTCTGCTCGGGGTA 

CAGACCGCCCTGCTGCGGGACGATACCGACCCTGCGCTTGATCTCGGGGTCG 

GCCGGATCGCCCCCCAGCACCTCGATGCGGCCCGAGGTGGGACGCGTGACAC 

CGCAGACGATCTTGATGAACGTGGACTTACCGGCGCCGTTGGGCCCCAGGATG 

GCCACCAACTCCCCCGCCTCTATCTCCACGGACACGTCGCGCAGCGCCACGAC 

CTCGCCGTACTCCTTCCTGAGGTCCTCCGCGACGATGGCGGGCGGCATCCTAG 

ATACCCCCGAACCGGCGCCGGTCATTCCTTCAGGAAGGTTTCACACCCTTCAC 

GCCGAGGGAACCGGAGGGTAGCGATGGGGTCACCTCGACGTAGACCGAGGCC 

GTAAATGCTCACACATCCCACGGCGATATGTCGGGTTTTAGGGCGCGCTACGT 

CCCGTGCCTCAGCCTCCAGTGTTCGAGTTCTAACCCCACGTCGGGGATCTCGT 

ACCTCCCGTCGAGGGACCTCTTTCTAGAACGGATCACCTTGCGGAGGTGGATC 

GAGTAGTGGGCGGGCCATCCCCCGAGGGTCCTGATCAAGAACGACTCGAGTC 

GATCGGGGAGTTCCTCGAGTAGATCCCGGATTCTTGGTGACTCGGAGGGTCTC 

GCGTTGAAGGCGAGGCTCAGTCCGCGGGCGAGCACCCTTCGAGCCCGTTTGT 

ATGGCAAGTCCGAGACTTCGGCGAGTAGTGTCTTGAGGACCGAGCGGAGGTTC 

CTCATGAGGTGTCGCGCGAGCTCGAGGACCTCTCCCCGATCCAGTGAGACCAA 

CCACTCGACGAACCGGACGCTCTCGTTCTCGGGCTTACCCAGGTAGAGCGTGC 

GCCCGTGCTTGAACCGCGAGTCCCTCCGCCAGCGGGCCACGTAGTACGGGCC 

GCACGTGCTCCCGCCCATCGTCCGGTACGTGACCTCGAGACTGGGCTTCTTCC 

CACGACGGTAAGCCTCTCGGAGTACTCGGAGTGCCCGGATCCTTTCCACGGGG 

TCCGAGGGTATCGGGACGTGAGCGTGCGACGTGATCAACCCCGGTACGTAATC 

CCCCGATGTGCCTCCGAGTTGTATGGAGGCAGGGGTGAAGCGGCACCTCAGG 

ATATAAGTCTTGTCGTCTCCCACGGAGGTTCCCGACTTCTGCCATACAACTTTAC 

TCGCTCGGGAAAGCGACCGGTCGCGGCGGGGCGGTTTAGAACCCCCTCGGAA 

AAATTACTGCGGGAAACGGTCCGGCAAGCGTCTCCCCCCTACGCGGACGGGA 

GCTCCACTCCACTTCGTTATAATTGATTTAAACTAGTCAGGAATCTCGACACCGG 

ACTTTCTGTAAGGAAAATAGCACTTCGGGGGAAGAGTAATTGAAAGCTCAAATA 

CCGAAATTTTACGCCTTATGTTACCCACTAATGTATTCGATTTCGGGCTTTATTAT 

AGCTACACTTACCGCCTTAAATGTGGCGATTCCGAGAGTCTTCTGGAGTATACT 

TTTAAGCTTATATGTGATATCACACGTCGGTAT CGTT ACGATAATAATCCTTATAT 

CCAAGCTGATATCACCCAGTAGAAAGCGTAAGTTTTACAGAACACTGGCCTTTG 

TATATGCTGTACTGGGCTTCATTCCACCCTTCGCCTGGCTCCTCGGCGGGTTCG 

CCTGCCACCGGATTAACCTGGATCTCCGCGAGCGAGGTTGCGCATCGGAGCGA 

CACACGCCCAGGTACGCCGTACTGACGATCTTGACCCTCGGACTCTACCAGTC 

CTACTGGTGGTACGTAACCACCGAGGACGTCAACCGCTGCCTCCGACGCGAGT 

AAGATGTTGGCTCGGTCGCGCCGACTCTTTCCCCGGACGATGGACCGTCGGGA 

GATCGTGGATAAGGCCTATCGCTGTTCCATACAATAGAAACTTCGGACACAGTT 

GCGGAGGGTCGACGTGGACTGTCGTCGAGTCACCGGCTTCGAGTTCTACTCGT 

CGATGAGCTCACACCGCGTCTTCCAGTTTCGTTCCCTTACTGAGAAGGTCGCGC 
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TCCCACGACCTCACGTCCGATACACGTTCCGCCCCGGGACACGTCCCGTACGG 
GGGAGTGTCACCCGCCTCGATGAGCGTCGGTCGGACGGAACACGTACCCCCG 
GTTTCCACGATCCACCCGTTCGGTCGTACTGTCTACCGCGGGCTGA CATTCT CA 
TTGTAACGTTAACGATTCGACCGTTACTTTTCATCGGAAGGGAAACTCTTTTTAC 
5 CCTTCGAACGGTGGGGCGACGTGCGAACCACTCGGCGGCTAGCCCCCTTCCC 
ACTGGGGGGAGGCAGGTGAGCCGTCGGGTGGTCACCATCCCGGCGCTGATCG 
TACTCTTCACGGTCTTGGGACCCGTCGCGGCCGGTCCCGTGAACCTGTCCCAG 
ACCAGCGGTGGAGAGCGCGTTATCGTCGCCTTCAACCCCGATGACCCGAACGC 
GTGGTCCGCAGTCCATCGACACCCTGTAGGACTCGAGCGCGGACCCTGGGCC 

1 0 GGCAACTTCTACGACGCGCGCTGTTTCCCGAACGAGGTTACTACGCACGGTAC 
CAAGTTCGTCTTCGAGAAATCCGGTGGGCTAGTGTACGGACTGAAGGTAGAAC 
CCGGTGATTCGATCACCCTACCCGAACCCGCGAGCGTGGTGTCCGTCGCGTAC 
GCGGCCGTATGCTGGTGGGAAAACGGACAACCCTTCAAGCGCGTCACGCTGAT 
AGTGGAAGACTCACACGGTCGTCAAGCCACCACCAGTCTAACCCTCGCGGACT 

1 5 GGTGCGCCCGCGCGTTCTCACCACACGCCCCAGACCACAACTTCCTCGTTTGC 
GAGTTCGACCACCGGCTGAGCGTCGAGGAGCGGAAGATACGCTTCTTCATCAT 
TCCCATAGGGATCACCTGGAAGTGGCGCGTTGCAGGTCTGAAGTGCGGCGTAT 
GGGCCTTCCGGTTGAGCGCGAGCGAGCTGGGCCTCCGTGACATCACGAGGAT 
CGAGTTCCGATACGGAGATGGGCACCTGTACATCCTCGCAGTCACCATCACCC 

20 CGACCGGACCGTTCGACGACATCGTGGGCGGGCCGAACTGCTCGGGTACCAC 
GGTCGGCCCGGACGGCATGGACGAGGTGGGCTCGTGCTACTGGGAGGGTGAG 
TGGCCGGCGAGGTTCGGCCACACGACCGTGACCGCGAACGGCGTGCCCTTCC 
TGATCCCACCCGCGAGCGGCCCGAACGCGCTCCTGGCGAACGGGCGACTGGT 
CGAGCTCCCGCGACCTGCTCGCACGGTCTGGTTCCTCTACGCGGCCACGAACT 

25 GGTGGTTCGGGGATAAGCCGTACGGACCCGTGGACCTCGTCGTGGTGGACGA 
TCGGGGTAGGACCGTCACCGCGCGCGTGCTCCTGGTGGACTGGTGTGCGCAC 
GACGTAGTTCCCAACAACATCGAGGTCCTGGCGTTCAACCACCGCGCGATCCC 
AGGTGGCCTACAGTCCATACACTGTGGCGTGTGGGCGTTCGAGCTCGATGCGG 
GCCAGCTCGGTCTCCCGAACATCAAGGCCGTGTACTTCCCGAGCATGGGGCGG 

30 CGGAAGGTCTGGATCCTCGGCGCCACCCTGGACGGTCAGCCCGTCGGTCTAG 
GGGAGCTCAGGCCCCACAGGATCTCACACCCATGGTCCGGGTTCAAGAGGGG 
TGTCGTGTACCCGGGCGGCGAGACCCTGGACGGGACCTTCCTACTACCCTCGG 
AATGTAGAAAGGTACAGAGGACGCCGATCGAGGGCCTAGCGGACGGTAACGC 
CGAGCGGCCTCTCGAACTCGAGGACCGAGGACGGGAGCGTCATCTACGTACC 

35 CGTGGGTAACGATATCGTCCCGATCGAGCTCCATACGCGCGCTTTCGACGCGG 
TTGGAACCCGAATAATCCTGCCCGAGGATAAGCACGTGACTGCCGTGTACGTC 
CTCTACGCGGCGACCTGCTGGTGGGACAAGGACGGCAACCCCGTGGACGCCG 
TTCCCATGACGGTGTGTTACGACGACGGCAGCGCGTACTCGACCTCGGTGGGA 
ATCATCGACTGGTGCGCGACGGATCCCCGCGCGTACGACGACGAGAAGCGCA 

40 GGGTCGCCGCCGCCTGTGCCGTCCTACCCCAGCTCGAGGCCCACTGGGTGCG 
GGGAGAACCGCTGGTCTACCAAACACCCACCTTGGTCTTCCCCAAGCGCGTGT 
TCGCGGACGGGCGGGAGGAGCCGAACACGAAGCGTCCGATCCTGTGGCTGCT 
CAAGCTCGTGTTCCCACCCGATAAACGACCGACCTGGATCGAGTTCGGGTATC 
ACCCGGGTCACCTCTGGGTTCTAGCGATCACCGTGCGCACGACGGACGGGAA 

45 GTACTACGCGTTGGACAAGGACGGTCGCAGGGACCTCGGCGAGCCAGAGCAA 
AAGGTCGTCCTGGAACCTAACGGTGGCGAACTACTTACCGCAGACACCAGCGG 
TTCGCTCTTTGGGACTTCCGTCAAGGTGACCGCGGAATGGTGCTGGCCGAAGA 
ACGCACAGGTTGAAGCTCTGAATCTCAAGTTCGAGTGGCCTTTGACAACGACCG 
CCCTAGGCAGTGCCTTGTCGGTGACCGTCCGCGTACCGTCGGGTCATCTACTC 

50 CGCGACGCTATCCCAACTCCCGATGACTGGTACCTTAAATGGCTAAGGGACCAA 
TTGAGGGATGAGATAATCAGATCGGCCGATAACGAGCTCCGCTCGCTGTCCCTT 
TCTGAGGAGGAAAAGGAGATCGCACGCCGCTGCATCGAGTATAGCGCCAACTT 
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GACCGCCAACACGGCCCGGGGTGACGCGTTCGCCGCCCTCACCCTCGTGGCG 

CTGTACGACCGGCTGGCCTCGCGGATCGCGGAGAAGCTCGGCGTCCACGTTTA 

TCGAGCCGTCCCAGCGTACGTGACCGTCCTGACCGCCTGGCGGGCCGATCTTT 

GGGCAATCCTCGAACACGTAAACGAGCGGATATCCAAGCACTCGAAAGTGTTAA 

CGTCGTTAGCGCTTCCGAAGGGATACGACACCCTCAGGCACATTGCCTTCACG 

CAGTTCCTAATCTATCAACCCACCCTGGGTCTGGAAGTGTACGGACCATCCCTC 

GAGGCCCGAGCCGTCAACGCGGTACTCTCCCTACTACTCCCGGGTCTCGAGCA 

GACGATCCTCGAGATCGGCAGGGGAGCCTCGGTAGCCGAAGGAGATCGGGTC 

GATGTCGATTGGCAGGAAGTCCGGGACAAGCTGGGGAACAATCTGAGAGAAAT 

CGGGATCAAGGATCCCGAAGGTACCGCGCAGGAGATCGTCGAGGCCTTAAAGT 

ACCTGACCGAGTTAGTGAAGTACGAGGACATGGACGAGCGGCTGAAGTCCGCG 

GGCGTTCAGAGGTACGTCGATCCCTTCCTCGAACGCGTTCCTGTTATCTTCAAC 

CGCACCCCTAGCCTCGAGGCGGCGGTACTATCTTACACGGACGTGGCCACGTG 

GACGACCACGATCTACACGCTCTTCCCCGTTCCGAGCAAAGGTGCGAGTACTC 

CCTCCGGTTGCTTCTGCGGTCCAATGACCGATAACCTGAAGAGGTTCTGGAATA 

GCTTGGCTGACAGCATCTTATACTTCCTAGCTTACCACGCCCTAGGAAACGCCG 

CTATTTCATTAGCAATTTCGCTTCTCATTGGCGGTGCAATAGGAGAAATAGCAGC 

CGGCGTGCTGACGCCTGTCATTGTAGCGGCAATTAAGGCCGGGTACTTTAACG 

ATTGGAGTGACTGGAACAAGCTAAAAATGTTCGCAAATGAGACTGCGAGCACTG 

CCCCCGCCTCCTTTACCGCAAAACTGCAGTGGGCCATC CACT GTTATGGGGGA 

GGTAGGGCGAAAGCCATAGCGACGACGGTCTCTTTCGCTTTTGCTTACCTATCG 

AGCGTTTGTACCGGGGCGAAACTGCCGTAGGGGGCTCTCGGGTGGGTGATCC 

TTGGGAGGAGTTGGAACGCTTCTCAGACCCGGAATTACTCGAATTCTCCAAGCG 

CCTCGACGTCGAACTCTCCGGAGAAGAGTTGAAAGCCACTAAAAGGCGGGTTG 

AGCACGTTGAGTCACTGAAAATTAAGTGTATAATAGTCATTCCGATACTCGCTCT 

TGTAGGGTTAGCTATAAATGGTAAAATGCTTTCCATCCTCGCCAGCATTTATTAT 

GAGTATCCTGCTTACGCGCTAACGCACGCCGCAGCAGTCCTAGCCTGGGATGT 

CGCCGTTATCTACATGCTCCGACCGGGGTTATACAGGAAG GAAAA GCGCGCGC 

TCGAGCTCGCCCTACGTGTCAAAAAGCCCGTGCTCGCATAl I I l iCACTTTACC 

ACCCCTTGACGGCGCCATTGGCTGGGTTTATCATACTGATATTCTCCTCGTACA 

AGCCATTACATATCCTATATAAGAACCCTAAAGGAGCTATAATAATGGTGATAGC 

GTATCATGTTCAGATATTTATACCGTTAATATCATATCTTGTACTTAGACTAACAA 

GAACCCCTGTAATACTATCATACAGCTTGATAGTGACTAAATTTGCAGTTGGACG 

ACCGGTGGCCGTCGAGAAACTCTGGCAAGAGGCTCGCGAATATCGACCGTTAA 

CGTTACCCCGAGTAGCGTTCATCGGGGTCTCCCTCGCGTCGACCATAGGCATG 

CTCCTACTCATAGGCTTGGTTAGATTGCTTCACATCGAGTACTCTACCAAGGGTA 

TAGAAACGATCGCCCGAATGGCTCCATTAGTAACGTTAGGAGTGACTCCAATAG 

TCACTGTCAAAGCGCGTAACTTACTCGCTAGGGTACCACCGACGACAATGGCAG 

AGGGAATCTTGACAGCCCTCAACGTACTGGCCGCGTTCACGTATACCATCCCCT 

TTTTCGTGATTCTACTGTATTA7TGCCTCCCGTGAAGTTAATACTGGAGACTTCA 

TCACAGTGGACCAACCCCGTGTAACCCGAGTGGGTGATCTTGGGAGGAGTTGG 

AGCGTTCTTCCGACCCGGAACTCCGATCCCCACGCCGACGTCTGAGCGGCATC 

CGGTGGATCGGAACCGCGCGTCAACCGAACGGTGTCCGCCAGGAATCCCTCAA 

CGTTCGGTAAGAATGTTTATGCATCAATTACCACAAATACTCTTACTAGTATCAC 

ACTATTTATGTATTGTCTACTGGTGATCATCCGATAATAGTAATACAATCGTTCAG 

GTTTGGTGGAGAGTGTGAAGGACGTTAAAGTGGGGGAATCAGTGTATCCGTAG 

CCCAGCCCGTTCAACACCAGTTATAACCCCGAACGTGAGGGAACGCGTTCCCG 

TAGGAACGGGCGGGGAGAGCCCACCGCGATGTCCGTACTCGGTAAGAACGTT 

CACCCACTATCCATCGGAAGTTGTATTGCTGATATCACATTATCTACGAATCGTC 

TACGTATGACTATTCGACGATGGTAATACGATCGTTCAAAATTAGCGGCGGGTA 

CGAGGGAGGTTAACCCTGAGAACGCGTACCGGTGAATTAACCGGTTCGATCCC 

TGTCTTGACGTGCTCCTACGGCGCGTCTCATGTCGTGATTATCGATGGGAGATC 
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CCGGAGGCCGGCGCGGTCACCCGACCCTCCGTTCCAACGCCCTGCGGAACGC 

CTCCGCCAGCTCCTCCTCGTACCCCACCAGGTACACCGCCCTCACGCTCTCCA 

GCTCGGGTGCCAGCCTCTCGATGACCTCGACCATGGTCTCCGCGGCGTCCTCG 

TACGGTACGCCGCCCACTCCCGTGCCCATCCCCGGGAACGCGACCGACTCGA 

CGCCGAGTTCTTCGGCCTTCCGGAGCGCGGCCTCCGTGGCCTCGCGCACGTT 

CTCGACGCCGATCCTCTGGGCCGGCCGTTCCATGGTGGGGGCGTGGATCACG 

TACTCGGCGTCGAGATCACCCGCCGTGGTCTCGACGGCCTCTCCGACCGGGAT 

GAGCGCCTTCTCCATCGCCTCCCGCTCGATCTCCTCCCCACCTTTCGCCTTGAT 

GGCCGCCGCTACGCCACCTCCCATGACGCCGCGGCTGTTGGCGGGGTTGACG 

ACGGCGTCGGCGTTGAGCTCGGTTATATCCCCTCTTAAAACGACGACCTTTATA 

TCCTCCAATTCGAACTCGGCGACCCTCTCAAGCTCCATGCGATCCGCCCCCGG 

GCCTCGGCAACCCCGTCGTCTCCTCACATCTCGGCTGGCACGGTGGTCCCCAT 

CGGCCTCGGGCCCCGTCGTACTCGTCAGCGGGTTTCCTCGGCAGGGACAATG 

CTCGTCACCGGCCCGGACGCGCCCGGTGATCGGGCGCGCCCTCGAGACGACG 

TTCTCGCCGGCCCGGTTGGGGGACGGCGGGTCGCCCTTCCCCGGGTTAGGGG 

ACGCCCGTCGGCGGTCCTTCCCGGGTGTGCCCGGCGGCTTGCCCGCCCCCTC 

ATCCCGCCCGGAGCGGGCCGTCGGGGACGGCCTCGACCGGTGTGACCGGGC 

TACCGACGGGCCGGATCACCGGGGGCGGCGGGGGAGGCCGCCCGATCCTGA 

CCGGCCGTACTCCCGAACCGGTGAACGGCCTTAAACCGTGTTCGGTCCGCGCG 

CTCCCCGTCCGGGGGAGTGATCGGGTGGATCCTTGGTCGGCGTTGGCCGTCA 

TGATGGGGTGCTTCGTCGGGTTCCACTTCCTCTCGGAACTGCTCGTGGACGCC 

ACGGTCGGCCTCGCCCGGAAATACGGTCTCTCGGAGTCGGTCGCCGGGGCCA 

CCCTCGCGGCGATCGGGACCAGCGCACCCGAGTTCGGCTCCTCGCTGAGCTC 

GATCCTGCTCGAACACCCGAACGTGGGTGTGGGTACCATCCTCGGATCGGCCG 

TGTACAACGTCACCGTCATACCCGGGCTCGCGGCGCTCGCCGCGGGCGGTCT 

GACCCTCGAGCGTGCCGTGTACCGTCGAGACGTCCTCTTCTACCTCCTCGCGC 

TCGTGGTCGTGCTCGTCAGTCTCTGGGACCGGGTGGTCCTCCGCGTCGAGGC 

GCTCGCGTGGGTGGCGTTGTACGGGCTCTACGTCCTCCTCATGAGACGGACCG 

ACGAGAGTACCATCGGGGCCGAGGGCGACACCGGCGAGGCCTCGCTGCGGA 

GCCTCGTCGTCCGGGTATCGGTGGCCGTGGTCGGGATCGCGGCGCTCTCCGA 

CCTGATGGTCCGGGCGACCGTCGACTTCTGCGAGGGGTTCGGTCTGTCCGAGT 

CGAGGGTGAGCCTGCTCCTGAACGCCGCGGGCACGTCGGTGCCCGACACCCT 

GGCCTCGGTGCACGCGGCCCGTCGGGGTTTCGGGAGCCTGGCGGTCTCGAAC 

GCCGTCGGGAGCAACACGTTCGACCTCCTCGTCTGTTTGGGGGTTCCACTGTC 

GCTCGTGTCCCGGACACCGGTCCACGGGGAGTTGGGGGCGACGGTGCTGGCG 

CTGGTCGGCTGCGTGGTGCTCCTGTACCTGGTCACGGTGGACGGGAAGCTTCG 

CAACGTGGAGGCGCTGGCGCTGCTGGGGGCGTACGCCGCGTTCGTGGCGTGC 

TTACTGGTATTATAAGAGAGGAACCTTCGACGTACCCGGGCACTTGAAGACTCC 

CGGTCCCTAGTAGGCCCACCGGAACCGCGCACCCCTGAGGGTCGGTGCTAAC 

TAATACCCCCCACCTCACGGAGAGGAGGGGTGCGGGGCCCGCGGAACCGATG 

GGGAGTCGTACCATGTCCGATGGTGCACTCCGCGAGTGGGAGGGGCGAACCT 

GGGAGGAGGTGGACGGGAAGGTACGGTGTTTGGTGTGCCCGCGGAAGTGCGT 

GATCCCCGAGGGGGAGCGGGGGTTCTGTCGCGTCCGGGAGAACCGGGACGG 

CGAGCTCGTCTTGCTGATCCACGGGAAGGTCAGTACGGCGGTCCCGGACCCCA 

TCGAGAAGAAGCCCCTGTTCCACTACAAGCCGGGTACGGACGTGTTCTCCCTG 

GGCACCGTCGGGTGCAACTTCCGGTGTAGACACTGTCAGAACTGGCAGATCAG 

CCAGGCGGGGCCGGAGGAGGTCCCGCTGGAGGAGTGGCCCCCGGAGCGGAT 

CGTCGGGGCCGCGAAGCGTACCGGGTGCGAGAGCGTGGCGTTCACCTACAAC 

GAACCGATCATCGGCCTGGAGTACACGCTCGAGACCTTCGAGGCTTGTCGCGA 

GGAGGGGCTAGGGTGCGTCTACGTGACCAACGGGTTCGCGACGAGACGGACC 

GCGAAGATACTCGGCGAGGTCCTGGACGCGGCCAACGTCGACCTCAAGGCGT 

TCACCGAGGACTTCTACCGCGACGTCGCGAAGGCCTGGTTGAAGCCCGTCCTC 
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CGCACGTGCAAGATCTGGAAGGATATGGGCGTACACGTCGAGCTGACCACCTT 

GGTGATTCCCGGGTACAACGACTCCGAGGAGGAAGCGCGGCGGATCGCACGA 

TGGATACGGAAGGAGTTGGGTCCCGATACCCCGTGGCACGTGAGCAGGTTCCA 

CCCGGACTACAGGATGCTCGACGTGCCGCCGACGCCCGTCGAGACCATCGAG 

AAGTTCGTCGAGATAGGCTACGAGGAGGGCCTCTACTACGTGTACGCGGGTAA 

CGTTCCGGGCCACAAGTACGAGAACACGTACTGCCCGGAGTGTAAGGAGCCG 

GTCGTGGTGCGCCGTGGGTTCTCGATAGTGAAGATGCACGTCACCGACGACTT 

CCACTGCGAGCACTGCGACGCCGAGCTACACTTCGTGACCTGAGTCGGCCAAT 

CGAGGCGTCTTCATCGCCTCTCCGGCTCCAGACGGCCCACACTCGTCATCCTT 

CCAGTGAGCCTTATCGTCGGGGACCGACTCGGGGGTGTGTGAACGCGTTCCGT 

GACTCCGGTGGAGGTCGGGGACGCACCGGGCGGAGCGAGTTTAAGGCAGGTA 

CCGGGGCGGCGGTCGGGGTGAGAGCGTGAGGGCTTACCTCGAGCTCGCACG 

GCCTATCAACTGCGCGATGGCCGCTTTGGGAGTGGTCGTGGGTGAACTGATCG 

CGGGAGCCAGGCTCGACGTCGGGGCGGTCCTCGCGCCGGTGGTCGCCGCGG 

TCGTGTGTGCGGGAGGGAACGCCATCAACGACTACTTCGACGCCGAGGTCGAC 

GCCGTGAACAGGCCGGATAGGCCGATCCCGAGCGGTAGGGTGTCCCCACGGT 

CGGCCCGGATGTTCGCCCTCGGCTGCTTCGCCGTCGGGGTCGGGATGGCCAC 

CGTAATCAACCGGATGTGTCTGGCGATCGCCGCCCTGAACTCCGTTCTACTCTA 

CCTGTACTCGTGGCGCCTGAAGGGGACTCCCTTGATCGGGAACGTCATGGTCT 

CCTACCTGGTGGGATCCTGCTTCCTGTTCGGAGCCGCGGTGGGTCAGCGGCC 

GGCGCCCGCGGTGTGGCTCTTCTTACTGGCTTTCCTGGCGAACCTGGTGCGCG 

AGATCCTCAAGGACCTGGAGGACGTCGAGGGGGACGCGGCGCTCGGTCTCAA 

GACGCTCCCGATCGCGTACGGCGAGGGGGTCGCCCTCCGGGTGGCGACGGT 

GTTCGCGATCGCGCTGGCCGTCCTCACGCCGCTACCCTACCTGGACGGTGTCG 

TCGGGTGGCCGTATCTGGTCCTGGCCCTACCCGCCGCCGCGGTCATACTCCTG 

GCCTCGGTCCTAGCGGTCGCCGGGAGCTGGGACGCGGGTAAGGCGCAGCGG 

GTGGTCAAGGTGGGGATGCTGCTGGGGCTGCTGGCCTTCCTGGCGTCACTCCT 

CTAGATCCTCGAACCTGTCCTCGAGCTTCTTCAGTACGTCCGGTAGCGTCGTGT 

ACTCCAGCTCCTCCTCGGACAGCAGGTGCGGCTGGAACGGTCCGTGTCTCCGG 

ATGTAGTCCGCCACCTCGTTCGCGATCTCCCTCGCCCGGTCGAACGCGGGGTC 

CGCGAACAGGTCCTGCGGGCCGACCAGCTCTCCGTTCCTCAGCTGGAACCCGA 

GCGCTATGATCCTTGGTGGACCGTCGAACCTCGTCGGGTGCGCCTCCTCCTCC 

GATACGGGCATCAGCGGACCGTTGTGGCTACCCCTCATCCATCCGGCCACGAG 

GTGCGGGAACGTGAACGGTTCGAGCACCTCGCCGACGGCGGGGAACCCGCTC 

TGGCACCGCACGATGGCGACCGGGTCGTCCTTACCCACGTACTCGCCAGCGAT 

CAGGTTCAGCCGCTCCGTGCTCGTCACGGCCGCGATGCGCTCGGCCTCGTCC 

CCGTCTCCCTTCTTGTACACGCGCTTGATCGCGTAGCGCTGGGTCTGACCGAT 

CAGGGCGAGCAGATCGTACATCTCCTCGGGACACTTCAGGATGACCTTCTTCTG 

GTCGATAACGTCGTGAACCTCGAACTCGAACCCGTCGTGCATGCTCGGATCCA 

GCACCAGACCGGCCGTGTTGTTCGGGTCCGCGAAGATCCGGAACAGGGGCAG 

GTTGAACGCGCTCGGCTCGGTCTTGTCGCAGCAGAACACGATGATCGGCTCGC 

TCGGACGCTCCACCAGCTCCATCTCCGCCGCGCCGGGACCGAGCCCGCGCAC 

GTTACCGCTGAACGCGTCGGACAGCAGGTCCTGACCGGCGCCGTACAGCTTCA 

GGTCCTCCGCGACCTTCGTGGCCTCCTGGAACGCGTTCCACGCGAGCTCGTGC 

ACCTTCTCGTCGTCCTCACCACGCGTGTGCGTCATGATGAGGTCGATATCGTCA 

CCGCACCGCGTCACGTAGTAATCGATGATCACCTCATCCACGGCATCTTCGAG 

GACTCCCTCACAGGCCTCCAGAAGATCCGGGTGAACCTCCGAGTGACCCGGGA 

AACCTCCCACGTCCGCCTTGATCACGCTCACGGTGACCTTCTCCTCGGCCACC 

GAAACCACCCCCTACCGACCGGCCATCACCCGTATTAAAAGGGGCTTCGGTCA 

CTCACTCGCCCTGCAACCGCATGATAGCTTCCGCGAGGTCCCCACCGGTCTCT 

TCGAGTGCCTTCCTAGCCTCCTCCTCGGAGACCCCGGCCTGCTCCGCGACCAA 

CTTCACGTCCTCGTCCGTGAACGGCTCCTCCTCCGGCTTCTCCCGCTTCGCCTT 
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CCCGGCCACCTGGTAGAACTCCTGGTTCATGATCTTCATCCGGATGACCTGTGG 
CTTCTCGAAGACGAGCTTCGAACCGTCCTTGAGGTGGATCTCCACCCGTTCCAC 
GCCGCTGATAGGTTCCTGCTCCATGCCCATCTCACGCATGAGTCTCTGCAACTT 
CCTTGGGTCGATCTTGCCGCCTGGGAACAATTCCCGTCCCCCTCCCTCCCCGG 
5 GCGAATCCGGCGATAAAAGGATTAACTAGAGGCCTCGACGCACGCGGACCGCG 
ACCCCGTGCTCGAAGTACTCGACCTCCCACCCCGAGAGCCTCATCTTGCCCAC 
CGCCAGCAGCTCGTCGTCCTCCGAAACCACTAGGCACTCGTCCCCCGGTCGAA 
GCTCCTCCCAGCCTCGAAGGGCGTACTCGCAGAAGAGGTCGCGACCCCTCCTC 
ACGGCCTCGACCCACTCGTCCGCACAGACCACGCGGTGCTCGGGAGGCTCCG 

1 0 TGGCGGCGTGTAAGCGTCGAGCTCCCTCCGGGGCCAGCGAGACCAGACCGTC 
CGAGGCCCTCACGGTGCACAACCTTTTCCCGTCCACGAACACCTCGCGCGGGC 
GACCTCGGCGTACTCGCACCTTCACCTCGCCGTCGAGCATCGCGTCCGCGGCC 
TCACGCCCGAACTGGTACGCCAGGATCCCACGCACGATCTCCACGTAGCGGCT 
CATGGGGGAACCCACCCGTTGGATCCGGACGTCCTCCTGAGGCACGCCGAGG 

1 5 AGATCTCCGACGCCTGTGTCGTTTACGCCCTCGAGGGAGAACTCGTCGAGATC 
GAGGCTTCCAACGGGGAACTCCGGAAGGCCGACTCCGACCGCGTCCGCACTT 
ACGCCGTCCGTGTTCTCAAGGAAGGCTCGTGGGGAGTCGCCTCCGGTCCCGA 
CCCCGAGCGGGATCTCGTTGAGCGGGCTCTGCGGTCCACCGGTGAGGGTTCC 
GCGGAGATCCCTGAGGAGGTCCCGGCCGCCGAGGGATCGTACCGGTGGGAAG 

20 GGAAGCTCTCTCCGCTCGACTCCCTCGACGAGGCCGCCGAGCTGGCGGTGGA 
GTTATCACGTGAGGTGTCGTACGACTGCGAGATCACGTACTCCGCCGGCTCCG 
TCCGGTACACGATCACATCCACCTGGGGATCCGAGTGCGAGGTCCGACTCGAC 
TGCGTGAACTTCGGGGTTAAAGTCAGCGGTAAAGGGACCGCGGGTAGGGAGG 
AGTACACGGAGCGGGACGGGGCTAATTGCGCGGGTTTGGAGCTGTTCTTGGAG 

25 CGGGCGGAGGAGGTCAGGGACGAAGCGGTCCGGAGGCTCGAGGATTTGTTGG 
AGGCGGAACCCGGTCCGGAGCGTGCGGAGTCGGTGATCACGGACCCCGAACT 
CCTCGGCGTGATAGTCCACGAGGCCTTCGGACACGCCGTCGAAGGTGACCTCG 
TCGCGCGCGGAGAATCGGTGCTTCAGGATTGGGTTGGAGAGCGGGTTGCCTC 
CGAAATCGTGACCGTGGTGGACGACCCCACCGAGCGCGGTGCGTTCGGTTCTT 

30 ACCCCTTCGACGACGAGGGAGTCGAGCCCAGGCGAACCGTCCTCGTGGAGGA 
AGGTGTGCTGCGAGGCTACCTCACCGACCTGACCTCGGCCGCGGAACTCGAC 
CTTGAGGTCACCGGAAACGGCCGTTTGGAATCGATCGGTGACCACGTGCAGGT 
CCGAATGAGCGTAACGTACGTCGAGCCCGGGGACGCGTCGCGGGAAGAACTG 
TTCGAGGAGGCGGGTGACGGTGCCGTCTATCTCCTGGGATCGAAAGGAGGTCA 

35 GACCGATACGGCCACCGGGAACTTCCAGTTCTCCGCCAAGCTCGGGTACGTGG 
TGGAAGAGGGTGAACCATCGCGTCCCGTCCGCGACGTGGGTTTGACGGGTGA 
GACCTTGGAGTTCATGAAGAGAGTCCGGATGCTCTCTGACGAGCTCAGGCTCC 
ATCCGGGGTACTGTGGCAAGGGCGGCCAGTTGGTGCCCGTGTCCGACGGTGG 
GCCACACGCGCTCGTGGACGGCCCCTTCCACCTTAGATCGGGGTGATGGCGTT 

40 GGATGACCCGCTGTCCCAGTTCGAACCCGGCCGGGCGGTCCTCCTCGAGGTG 
GAGACCGAGCGGGTCGAAGTGGAACGCACCCACGACACGGGTGACCGCGGAC 
GGGTCTCCGCCGATCGTACTATCGTCGTCCGCGTGTCGACCGATGGGGGACTC 
GGTGTGGCGACGGTGGCCGACCCCGGAGAAGTCGACACGGCGGTCGAGCGC 
GCACTCGCATCGGCCGAGATGGGGACATCCGAGCCCGTCGAGTATCCCGATTC 

45 CGTCGATCCCGCACGTGTGAGCTCGTGCGATCCTTCCGCGGTCGACGAGGAC 
GAGTTGTGGGACCTCCTCGAGGCGGTCGTGAACGAGGTGTCTGACGACGTGAC 
CATCACCTCGGTCTCGGTCACCGGTGTCCGTCGTCGTGTGATCTTCAGGACTC 
CTTCGGACCAGGCCGAGCGTGAGGAGTCTTCCGTCACCGTGAGTTTGGACGTC 
ATAGGCGAGTTCTCCGGGTTCGCTTGGGATACCGCCGTCGGTCCACGGGACAT 

50 CGATCCGGAGCTCCTCGCCCGAGAAGCCTCGGAGATGGCCTCCGAGGCACCG 
AAGGAGCGGGTAAGCGGTGGCGAGCTCGCCGTCGCCTTCCACCCACGGGCGT 
TCTCGGAACTCCTCACTTACGTGCTGATACCGGCTCTCTCCGGGCTCGAGGTAC 
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TGAAAGGTACCAGCGGGTTCGATCGGGGGGATATCGGTCGTAAGGTCGGACCT 

GAGAGCCTGCGCGTCGTGAACGATCCGACACTCGACCGTCGGCCCGGTTCCTA 

CGCATTCGACGACGAGGGTAGTACTCCGAAGCGTATGGAGCTGATCTCCGATG 

GAATCTTGCGGTCTTTCTACACCGACCTCTACTCTTCCAGGCGGCTGGGAATGG 

AGTCTACGGGGAGTGGATTGGGGATCAGGCGCCCGGAGCCGTCGCCAGCGAA 

TGTTATCGTCCAAGGTGACGCCTCCGAGGAGGAGGTCCTGGAAGAGGCGGAC 

CTTATCGTATACAGGACACTCGGCGCACACACGGCGAGTAAGGTGAGCGGACG 

CTTCTCGGTGACCGCACTGTGGGCGGAGACCGTGGAAGGAAGGGCGGTGCCG 

GTATCGGTTCGGGGCAACCTGTACTCGTCCCTGAGGGACGCCTTGATATCCGA 

GGAGACCGAGCGCACGGGTGTCGTTGAACCACCGTACGCGCTGCTACGATGC 

CGGGTGGGGTGAGTGATCACTGTCAATCTTGACGGTACCGTACGAAGAATCCA 

ATTCACTTAACTACCGGAACCCCGCCAACAA TTCTC CTATGCCTACCGCCGGTT 

ACCGGCACCGGAATAGTAACTCCGCGGGGGTTTTAGTGACCGGGGGGGGGCG 

AATGGGGACGTGTAGCCCGTACCGCGTGTACACCCTTCCGAAAGCCTTCGAGC 

GCTTTTATGAACCTCGGTGGGGGAAATTCACTCGACGAAATGACCGGTGGTACT 

TCGGCACCCTTGAATTGGATCCGCTGACGGAAGACGATGTGGAGTTACGGGAA 

ATAACCCTTATGGTCCCCATCGCCGAGGCCAATTTGATCAGTAACCACAAGTTC 

CGGAACAGGAAGAGGGACGCGGCCTACGCCTCGTATCTGGTAGGGTCGTCATC 

GACGGATGTGGACGACGTCATCCCGGTGACGGTCAGAATCCCGTGGCCCAAG 

GACGTGAAGGCGCCACGTGAGATGCCGTTGGTACCGGGGACGCTCACGCACC 

ATCGCAGGTTCTGCTTCACGGTTCCTAACCCGCCGGAAACTAGGAAGCTTTCCG 

AGAAAACGCTCGTCACGGCGGCGCTGCTCAGGACGCTGTCACACGAGCTCGAT 

CTGACGTCAGCCATCCGCTACTGATAAGTGCACGGCGGATCCGTCAACTCCAG 

GGTTCACCAGGTGGCGGACGTGAAAATAGGATTCGAGGTCCACGTGCAACTCG 

ACACCCGCACCAAACTCTTCTGTGACTGTCCCACGGACTACGAGGACGCGGAA 

CCTAACGAGAACACGTGTCCCGTCTGCACCGGAATGCCCGGGGCGAAACCCCT 

CCCACCCAACGAGGAAGCCCTCCTGATAGCCCTCGAAATCGCGCATATGCTGG 

ATTGCGAGCCCGTTCTGGATCGCCCGTTGTACTTCCAGCGGAAGCACTACGAC 

TACCCTGACCTGCCCTCCGGGTACCAGCGTACCAGCGTGCCCATCGCGGTCAA 

CGGCGAGCTCGACGGTGTTCGGATCCGCGAGATTCACGTCGAGGAGGATCCG 

GGCCGTTGGGAGCCCTCCACCGGGCGCGTCGATTACAACCGGAGCGGCGTCC 

CGCTCATCGAGATCGTAACCGAGCCGGACATGCGTTCCCCGGAGGAGGCTCGA 

GACTTCCTGCGTCGTCTCATGCAGGTCCTCCGGTACTCGGGTAAGGTGAAGGG 

TGACGGTGGCATCCGTGTAGATGCCAACGTCTCGGTCGAAGGCGGGGCCAGG 

GTCGAGATCAAGAACATCAACTCGATCAAGGGCGTGTATCGGGCCCTCAGGTT 

CGAGATCCAGCGACAACTCAACTTGATGAAACATGGGCGCGAGGTCCGCCGCG 

AGACCCGTGCCTTCCGTGAGGATCAAGGTACCACGGTCGCGATGCGTTCCAAG 

GAGACCGCGGAGGATTACAGGTACATCCCGGATCCGGACATACCGGTGTTCGA 

GATCACCGAAGACCTATGGGAGAAGGCCGTCGCACGGGCTCCGGAGCCACCG 

CACCACCGTGCCAGGCGGATGGCGGAGGAGTACGGTATCTCGTTGGAGGCCG 

CCGAGGCCCTGGTCACGGAGCGTGAGTGGGCCGATTTCTTCGAAGAGGTAGTG 

GAGAAGGCCCCGGATGACTGGGACATCGAGTTCATCGACCAGTGGGTGCGTAA 

GGAGATCAAGAAGATACTCAACAAGAAGGAAATGACTTTCCGTGAAGCTAAGAT 

AACCCCGGAAGAGTTCATCGAGCTGCTCGAGCTCGTTCGTGAGGACAAGATCA 

CACGCCAGAACGCTCTCAACGCGCTGTGGGAAGCGGTCGATTCAGACAAGAGC 

CCCGTTGAGATCATCGAGGAGAACGGACTGCTCAAAGTTAGCGATGAGGATCG 

GTTGGCGCGCGTCGTGGAGGAGGTCATCGAGGAGAACCCGCAGGCGGTGGAG 

GATTACAAATCGGGTAAGGAGGAAGCCATCCACTACCTGATGGGCCAGGTGAT 

GCGCAAAACCAGGGGACAGGCCGACCCGGAGGTCACCATGCGACTCCTCAGG 

GAAAGGCTGGATTCCGACGGCTAACGGCGTCCCTCACATCGGAACACCACGGT 

CGGGGTGTCCGGGAAAGATTCCGCTCTCACCTCCAGAAAGAGCCGACTGAGGG 

CTCGGTATATCCTATCCTGCCACCGCGGATCTCGACCCGCGAACACCGACGCC 
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GTACCCTCGTCCTTCAGCTTCTCGGCTATCGTCCTTAGGAACTCGGGAGAGAAC 

AGCCGTGGGTTGCGCCCAGGACACGGTCCCCCGTCGTGAACCACATGATCGAA 

ACCTCTCGGGAGTTTCGGCACGACTTCCACGGCGTCGCCCAGTAGTATCTTGA 

CCCTGTCGTCCCTGAGCGCTTCGGAGAACTCCGGGACCGGGTTCCGGTACAAC 

GCGATCGCGAGCATTCGAGGATCCACTTCCACCGAAACGATCAGTTCCGGGTC 

ACCCCACCTCAACAGCGCCCAGGTGGTTCTGCCCAATCCCGTACCGATCTCCA 

GCACCATGCCTCGAGCCTGCTCGGGCCACGCGATCACGTACCCCTTGAGCCCC 

ATTTTCCCGACCTCGAACCCCTCCTTCCCGTGGCCCAATCCTCCCGTCCGTTCC 

CTCACGTATCGGAACAGCTCCTCCTCATCCAACGACTCCGCCCACTCCCGGTAC 

CGCGCGGCGGCCTCACGCGCTCTCCTGTCTTCACTGAGTAACCCGCGACCGAT 

ATTATCGACCACCTCTCCTACCCCCATGGGGACCGCTCTTGCCGGAAGACCCC 

CTTCGCGGCTACGAGCCTTCGGTGAGGGATTACTTGGCCCGATGTGACACCGA 

CGAGGAGGCGCTGGAGGTGCTCCAGTACCTGGTGAAGCGGGGTGAGCTGGAC 

GAGGAGCGTGCGTCCGAACTCGAACGGGAAATCCGAGAAAAGGGAGTTAGATC 

GCTGGTGGAACGCAGGCACTTCGGCTATTACCTGGAGCGCTATTACGACCCGG 

AGGAACGAAGGTACCGCGGGTGAGCCGACGTGTCATCGGGGGCCGTGGAGCG 

ATCCCCGGCCGTCGCGGGTCAGTTCTACCCCGCCGACCCGGAGGAGTTGAGG 

AAGATGATCGAGTGGTGCTTCCGACACGAGCTAGGACCCGGTGATCTACCCGA 

GACTAACGACGGTCCCTGTACCTTGCCCGGCGTGGTGGCGCCGCACGCCGGT 

TATCAGTTCTCGGGACCGGTGGCCGCCCATACGTACAAGGTTCTGGCGGAGTC 

AGGAACCCCCGAGACGGTGGTGATACTGGGACCGAATCACACCGGGCTTGGG 

TCCGCGGTCGCCACGATGACGGACGGTGCTTGGCGCACGCCGCTGGGATCGG 

TGGAGATCGACTCCGAGTTCGCGACCGCGCTGGTACGGAAGTGCGGCGTGAT 

GGACGACGACTTAACGGCCCACGCTAACGAGCACTCCATCGAAGTACAGCTGC 

CGTTCCTCCAGTACGTGTACGGGGAGAGTTTCCGGTTCGTTCCCGTCTGTATGG 

CGATGCACGACCTTCAGACCGCGAGGGAAGTAGGTGAGGCGATCGTGGACGT 

GGCGGAGGAGCTGGATAGGAACACGGTGGTCATCGCGAGCACCGACTTCACG 

CACTACGAGCCGCACGATCAGGCCCAGAAAAAGGATCGTAAGGTCATCGAACG 

GATCACGGCCCTCGACGAGGCCGGTATGATCGAGATCGTGGAGCGATACAACG 

TCAGTATGTGCGGCGTAGGACCGACCGCCGCGACCATAGTGGCGGTCAAGGC 

CATGGGTGCCTCCGAGGGGGAGCTCCTGAAGTACGCGA CCAG TGGAGACGTTT 

CCGGAGATTACTCTCAGGTGGTCGGTTACGCCGCTATCGTTTTCCGCCGCGGG 

TGACGACGGATGCACCCGATCGAGTCGTTGGATCTAGCGTTGACGGCGCTCAT 

CGCGGGCTTGATCCTCACGTCGGAGGCGCTGCGCCTCTTCCCGTTCCTGTCGT 

ACCTCGTCAGAGTGCCCCTGAGGCCTATAACCCTGGTACTCGCGCTGGCGGCC 

CTCGTACTCACATTCATCGCTCCCATCAAGGGGTACGTCCCGACGCTTCTGACT 

CTGCTGTGCTCCGTGCCGAAGCTCAGTATCGGAGGGTACCTCCTCAGCCGCGT 

GTGGTGGGTGGTCTCCGGCTTGCGTGATGGTCTGATAGGAGCGCTCCGGCTGT 

CCTTAGAGATCCGGACTCTACCCTTCGACCTGTCGGTAGGCTGTGCACTGACG 

GCCAGCGGGGTACTAGGGGTCCTCCGGTGGATGACCTCCGTTCCGGCGGTGC 

CGTGGTGACGGGGGCGGGAATTCCGTGGAGATGGAGCGTGAGTTCGAAGAGG 

CTCTCAGGAACTCGAAAACGTTCCTGAGGTCGATCGACCGGGTGATCACGGAC 

TACCCGAAGTGGCGAACCGTCGTCGTGGACTTGGAGGAGTTCGACGAACCGGA 

CATAGCGTTCGCGGTGTCCGACGACGTCGTCGAGGCGATGAAGGTCGTCCAGC 

GGGTTGCCATGGAGCTCATCAAGAAAGAGCGGCCGGACGTGGATCGTGTCTGG 

GTAGAGTTCCGTGGGTCACCGATCCGTCTCCGTGCCCGGGATATGAGCGTCGA 

GTTCAAGGATCGTCTCGTCACCGTCGAGGGGATCGTTCGTCGCGTGGATAACG 

TGGCCGCCGAGGTAGTTCGCGTGGAAGCCGAGTGTCCGCAGTGCGGTAATCG 

GTTCGAGGTCCGTAGGCGCGAGTACAGACCTGACGTGAGGTGTCCCAACTGCG 

GGATGCGGTGCGAGCCCGACGAGCTCTTCTACACCGACTATCAGCTCGTAGTG 

CTCCAAGAAGCTCCAGAGCACGTGAGAGGCGGTGAACAACCGGCGACAGTCG 

AGGTGGAGTTCCGGTACGATCACATCAACCGGGTACGGCCCGGTGACCGGGT 
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GAGGGTTACGGCGGTACCTCGGGTACGACTTCCGTCGAGTTCTCCACGACCGG 

GTGATACCGGGGAGATAGTCCTCGAGGCCCACGGTGTCGAGAGGTCCGACAG 

CCCGCTTCCCGAGGAGGACCTCCGGTTCACGCAGGATGAGGTCGAACGGTTC 

GAGGAACTGGCCGAGGGTGATCCATTAGGTGAGTTCGTCGAAGCGGTGGCGC 

CCCACATTCACGGGCACGAGGTGATCAAGAAGGCCGTGTCGTTACAGCTGTTC 

TCCTGCGTGGAGGAGGGTCAGATACGGGAGCGTGTTCACGTTCTCATCGTAGG 

TGATCCGGCGACGGCGAAGTCCCAGATCCTCCAGCACGTGATCGAGCACCTCG 

CCCCCCGCGGCGTGTACGTGAGCGCCCAACACGTGACGGGGGCCGGACTCAC 

CGCGGCCGCCGAACGTACGGAGGACGGGTGGACGCTGGAAGCGGGAGCCGT 

GGTCATGGCGGACGGCGGCGTGATAGCCATCGACGAGCTGGACAAGGCGTCC 

AGGGGCGATCTGAACGCGCTCCTCGAGGCGATGGAGTCGGGTAAGATCAGCG 

TCGCGAAGGCCGGTATCACGACGACCCTGAACGCCCGATGCGCGGTCCTGGC 

GGCCGCCAACCCCGAGGCCGGCCGCTGGCAGGGCGGTCACCCCATCGAGGA 

GATCAACCTGGACCCCGCCCTCCTCTCGAGGTTCGACGTCATCCTGTTCACCC 

GAGACGAGCCGGATCCGGAGCAGGATAAGCTGGTCGCGGAACGGATGATGGA 

GGCTTTCGACGGCGAGTTCGATGAGATCGAGGGTAAGTACGAGCTGTTACGCC 

GCTACGTCCTGTACGCTACGAAGGAGTTTCCGAACGTCACCATCTCCGAAGAC 

GCCCGGGAGGAGCTTCGAGACTGGTTCGTGTCCGCCCGACAGGAGGCGGCTG 

ATCGGATCGACGAGGGAGATCTACGCACCGTGCCGGTCACACGGCGTCAGATG 

GGCTCCGTTCTGCGACTAGCCCGAGCTTCCGCCCGTATGCGACTCTCTGAGAC 

AGTCGGTCGAGGGGACGTGTCCGTAGCTCTGTCGGTAGTAGAAGAGTTCATGA 

AGGAGGTAATGCAGGAGGACGGCGTACTGGACGCGGACGTGATCGAGACGGG 

TAAACCCAAGTCGGTGCGAGAGGTCCGTGAGTACGTGCTGAAGGTGGTGCGGA 

AGCTGGCGAAGAAGCACGAGGACGGTGTACCCAAGCGGGAGATCGTGAAGGC 

GGTTAAACACCGCGTGAGCCGTGAGCGGGTCGAGGAGATCCTGGACGACCTC 

GTCGAGGAGGGCTCCCTTCTCCAGCCGCGGCCCGGAGTGTACCTCCCGATGT 

GAACGGGTGGTTGAACATGAGTGAAGAACTCTCTCGCAGGTATCCTGCCGTCC 

GTGTCCCGGCCGGCGAACTGGCGCATTCCGAACCCACGGAGGATGGTTTCGTC 

ACGCCTAGAGGTGTCAGGTTTCACAGGGCTCTGGTAGTCGGGGTGCTCTCGGG 

ACGGTACGTGGACGAGGAGCGGGAGTTCGCAGTGATCACGGTCACCGACGAC 

ACGGGTTCCGTCGACGTGTTCGCGTTCGATGAATGCTACGAGCCCGCCCGGAC 

GCTCGATAAGTGGAGGCAGATCAAGGTGATCGGTCGTCCGATGGAGCCACGTG 

AAGAGGGTCGTCCCGTGGCGCTCAGGGCCGAGGTAATCCGCCTTACGTCGTAC 

TCCGAGGAGCTCTTCCGCAGGTTGGAGTACGAGCTGATGGCCGGGGGCGAGG 

TACCTACCGTCGAAAAACCCCCGACGCTCGACGAGGCGATCGAGATGGTGTAT 

AAGGAACTGCTCGAGAGGGAGGAGGAAACGTTCTCGAGGGAGGAACTGTACGA 

GGTCATCCGCTCCGTCGTCCCCCTCGCGGACGAGGAGTTCTGCGAGAAGATCA 

TTAAAGAGATGGAGGAGCGCGAGCTCCTGTACCCGATGGATCTGCCCGGAGGG 

AAACGTTGGTCCGTGATAGAAACCGGCTGGGGGTTGTAAACCGTGGTCGAGTA 

CGACTACGAGGAACTCCTCGAGCGCGCTTACGAGCAGCTTCCCGAGGAGGTGC 

TCGAAGATCGCCGGTTCGAGATGCCCAAGCCGAAGGTCTCCGTGGAGGGTAAG 

ACCACGGTCATCCGCAACTTCAAGGAGATCTCCAAGAAGCTCGACCGCGATCC 

CGAGCACATCACCAAGTACTTCCTGAAGGAGCTCGGTACCGCGGGACACGTCG 

ACGGTGGTAGACTCATCCTGCACGGGGTTTACCATCCTAAGCTCGTCGAGGAG 

GAGCTTAAGAACTACGTCGAGGAATTCGTGCTATGCCCGGAGTGCGGGAAACC 

CGACACCAAGCTCGTCAGAGAGGATCGGCAGTGGATTCTCAAATGCGAAGCTT 

GCGGTGCCTGGTCCTCGGTTCGGAGGCTGAAGTGAATGGCTCGGGTGCTCTTG 

AACATCCACGGGACCGGAGACACCGTGGTCCTCGCCCTATGCGACGAGGATCT 

CCTGGGTGTGGAGTTGAAGTACAAAGGGCGCACCCTACATATCTCCGAGCCCT 

TCTACAGTGGAAAGTCCCTCGAACCGGACCGCGCCGCGAAGAAGATCCGGGA 

GGCCGTCCAGGAGTACGAGGACGAGAAGACAGTTGCAATCAACGCCCTAGGC 

GAGCTCGCTTGCTCCGTCGTCGTCGACGCGGGTCTCGCCAGGGAGGATGAGA 
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TAGGGGAGCTGGGAGGGGTCCCACACGTCCAGATCTACATCCTCCCGCGGGA 
GCCGTTCCTTTGACCTCGGGAGTACTGTGCACGACCGCTCCGGGCCTCGAGGA 
CGTCTGTGCCCAGGAACTCGGCGAGATCACCGGAAAATCCGTGCGTGAGAACT 
ACCTCGGCGTACGCGGTCGCGTGCTCGTGGAGTGCTCGGAGCACGAGGCCCT 
5 CGACCTCGCCCGTGAG ATCAATCG CAGATCCCTTACCGTCCACCGAGCCG CG G 
TTCTCCTGGGCGGCTTTGAGATCGAGCACCGCGACGAGCGTGGCCTCGAGGA 
GATACGTGAGCGCTGCCGGGAACTACCTTTCGAGCGTTACATCCACGAACACG 
ATACGTTCGGTGTACGGCCATCGCGGCTCGGAGAGCATGATTTCACCAGCGTG 
GATGTGGGGGCCGCCGTCGGCGATGCCGTCATCGAGCGGATAAAGAGGGAGG 

1 0 AGGGATTCAGACCTCAGGTGGATCTCGACGCGCCCTCGGTGATCGTCAGGGCC 
GACGTCGTGGGAGACACCGTCATCGTCGGAGTCTGTACGACCGGTGACCGCTC 
CCTCCACCAGCGCGGTTACAGGGTATACGACCATCCGGCGGCGCTCAACCCCG 
TGATCGCTCAAGGCATGCTGGAGCTGGCCGGGGACCCGGACTCTCTCATCGAT 
CCCACCTGCGGTGGCGCCACGGTGCCCATAGAGGCCCTACTCAGGGACCCGG 

1 5 AGACGGAGGCCGTAGGTGTGGAGAAGTTTCGAACGCATTACGAGGGAGCCCG 
CCTCAACGTCCTGGCCGCCAGAGTCGACGTGGAGCTCTATCTGGCGGACGCGA 
CTCGACTGTTCGAGGAGGTTCCGGAGCTCCGAGATCGCGAGTTCGACGCCGCC 
GTCTTCAACCCTCCGTACGGCCTCAAGATAGCGAACCCGCGCGTCGTGAAGAC 
GCTCTACCGAGGTCTCGCGCGCGTTCTCTCGGATCTCGTCAGTGTCGTCGTGA 

20 CGGTGACGCCACGTGACGGTTGGATGCGGGCGGCGATGGAGGAGTACGGGTT 
CAGGTTGAGCCACGATCGCTGGGTGAGGCACGGTGGTCTAGACGTGAGGCTC 
CTAGTCTTTCGCTAACTCCCTGACGACGTCCAGTAGCTCCCGTGGCCTGTCGAT 
TTCGAAGTCCGGAACATCGTCGTCGTTTCTCGGCTCCATATCCTGGTATTTGCC 
CCTCCGGATCCTCACCGTTACCATCCCCGCGCGGTTCGCCCCCCTGATGTCCT 

25 TGTCCAATCGGTCTCCCACGTACACGGCCTCCTCCGGTTTGACTCCCAATCTGC 
GCGCCGCTTCGATGAAGATCTTCGGGTTGGGCTTCTCCACGCCGATTTCCTCG 
GAGATCACCACCTCGTGGAAGAAGTGGTGAATACCCAATCGGATCAGCTTCTCC 
CACTGCTTCACCGCTAGCCCGCTCGTGACCGCTCCCAGCTTGAATCCCATTTCC 
CGCAGCTGCATCAGTGTCGGGATCACGTCCGGGTAGGGCTTCAAGTAGGCGAA 

30 CTTGGTGTCGTGGTATGCCACTACGGCCGCCGCGACCAGCTTCGGTTCCGGAT 
CCGCTCCTATCCTTCTGAGCAACAGGTCGAAATGTCTGGGATGGTTCGAACCGT 
ACTCCTTTACCACCTCCTGCAGCTCCCGATACAGCTCCTCTTCCGACAGATCCG 
TTTCTAAACCCGCCTCGATCATAGCGCGGATAGCGTTCCTACGCGCTTCCTCCG 
CCAGCTTGGAGGACGGGTACAGTGTGTCGTCCACATCGAACAGTACGGCTTTG 

35 ATCATGGGGGGACTCCCCACGCTTCGCATCGAGCCGGTTCCGCTGGAGAGGAA 
GGTACGACCCGGAGACGACCTCGCGGAGCTCATCGCGGAGTCCGCGGAGCTC 
GAGGAGGGGGACGTCCTCGCGATCGCTCACACGGTAGTATCTAAGGCCGAGG 
GGGCCCTAATTAGTCTCGACGAGATCGAGCCCAGTCCCTTCGCTAAGACCCTC 
GCCGAGCGGACTGGTAAAGATCCGCGTGTGGTCGAGGTGATCCTTCGGGAAG 

40 CGGAGTCCATCGTGCGGGTCGGTCCGGACTTCATCATCACGGAAGTGCGAGGA 
GGGATGGTCTGCGCCAACGCAGGCGTCGACGAATCGAACGCACCGCCCGGGT 
ACGTGATCGTCCTGCCCGAGGATCCCGATCGCAGCGCCCGAGAACTCCGTCG 
GCGTCTCCGCGAACTCGTCGGAGTTGACGTAGGAGTCATCATCACCGACACTC 
AAGGTCGACCTTTCAGGGAAGGGGTTGTCGGCGTAGCGATCGGGGCCTCCGG 

45 AGTGCCCGTACTGGCCGACCGGCGTGGGGACCGCGATCTCTACGGTCGCGAG 
CTGAAAATCACGATCGTAGCGCTCGGTGACCTCCTAGCCTCCGCGGCGGAGCT 
CGTGATGGGGCAGGCCGACGAGGGTACGCCTGCGGTCATCTTCCGTGGGCTC 
AAGCCCGAGCTTGAGCGGTTCGAAGGTCCCCGGAAGGCTCGAGCGATTATCCG 
CTCTCCAAGTAGGGATATATTCAGATGAACAAACATTT GGCCC ACACAAACCTCA 

50 CGTGGGTTATCTCACCAAAAAGTATTTAACTAATTGTGGTTTTCAGTGAGTTCTG 
GATAGTACGATGATACCCCGGGTAGCTCGGGCCGAAGCCCGGGTCCGGGGTT 
GATGTAAGTCGGGGGGTAGGTAGGAGGTTCAGGATAAAAGGAAACACCGAGCT 
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ACTAACTTTAACAGTAATCTTCACACTAATGACACTGTGTGCCAACAGTGCACAG 

GCTAACATTACAGTACATATCACGGTGTACAACGATTCGGACGCATGGGATCAA 

TCACATATCCAAGCATATGATGAGTTCCTAACGCGGTGTGAGCAAAACGGTGTC 

AAGGTGGCGGTGTTCCACTACCCACACTGTGAAAACACCGCCTCCGGGATCAC 

CGACGTGATTAAAGGACATCTCGGTCCCAACGGGGCGATCGAGTTCGTCGGCG 

TACACGGCACTTCGCACTCGATCGCCGGACTCCCGGAGGACGTCCAGAAGATG 

GAAATCCAGTACTGCTGGGAGTTCCTGGAGGATCAAGGGCTCGGACCCTATCT 

ACGCAAGGACATAATCTCCCCGTCGCCCGAGTGGATCATGGACGACACGTTCG 

TCAAGGTCTGTCAGGAACTCGGGACCCGAGAGGTGGTCTGCGGCTACAGGAC 

GTGGGAGCTCGACCCCGATAAGCACCCGCGGTGGTACGGTAAAGACTACGACT 

ACATCGCGGATATCATGGTGATCAAGAAGCTGAATACTAACGGGTACACCGTGT 

ACGTCTGTCCGGTGATCGACTTCGAGGAGCTCGTAGGTGACGTAGTGGATGAA 

CTGGGCGTCTACAATCTCAGTAACCTTAAGACCATGCTGCGGAAGGCCATCGAA 

ACGCTGCGCAATACTGGCGCGATTCGCGACGGTAGCCACCTTATGATGTGGGT 

ACTCATCCACCCGTGGCAGCTAACCGAAGATATACGCGTCGGCAGGAATGACA 

ACACAAGACCAGGTATGGAATTGATCGAAGAGTTCATACAGTGGGTCAAGAAAG 

GTCAGCTGGACTATGAGGTGAATGGGATTAACATCAAGTTCGTACTCGAGAACC 

CGAGCGATGCAATACGGATCGAGAGGAACATCGAGCAGAACCCGACGGCCTAC 

GGCCATCCGATGGTGACCGTGACGAAATTGGACTGGGTCTCGATGATCAAGGC 

CAGCGGAGGTAAGACGGCCAGGGAATTGAAGCATGATCACCAGAAGCTCGTCG 

ACATCTGGGAGCGGGCGATGAAGAAGCTCCAGAAGGTCGCACCCCAGTTGTCG 

TCCCTGAGGCAGACGGTGGACAGGCTGGTCTACGACGTCGTGCTCAGGGCGA 

CCAACGAGTTCAGGCTCAGCGTGATGGCGACGAAAGGGGACTTCTGGGGTACC 

AAGTACGATGCCACGCAGTACGTGCAAATGTGGGAGCGGGAGATCCAGATACT 

GGAGGGGGCTGATTCAGGGGACGATCCAGTACGTGGGAACCGAGTCGGTCCC 

GGGAGCCCAGGTGATGGTGTTCAAGCAGGACGATCAGACCATCAAGGTACTGT 

TCCCCGAGAACAGGTGGTACTTGTCACAGACTATCCTCACGGCGGGGCCTCTG 

AGCGCTCAGAAGACCGACTACGGGGCCGACTACGCGGTCCTGACGATCCGGT 

GTCCAGTGACCACCCAAGGATGGAAGATCACCGGCGGCGTGATCGTGATCAAG 

GACCAGAAGGGCAACGAGCTGGCCAGGGTGAGGTTCGGTCCCAACAACGTAG 

TGAACGGGGAGCTGGTCAAGGAGGTGAGGCTAGAGGGTCTCGGTTCGTACCC 

GCCGGAGTTCCAGGTAAGGATCGAGGTGGTGTTCGAGAGACGCGAGACCTGG 

CGGACACCGAGTCAGACGATCACCCTGACGACGAGCGGTACCTCCACGGTCAG 

GCTAGCTCGGGCGTCGGTATCGGGCGAGCTCAAGGTGAAGGACATCTCGGGA 

TTACAGGCGACGTTGGTGGTCAGTTACTCGGTGACCACTGAGAACTGCGACGT 

CGAATCGGTCACGATCGAACTACTGCGTGACGGTCAGATGGTCGACAGGAAGA 

CGGTGAGTTCTCCGCAAGGTTCTGTTGAATTCACGGTGACCGAGGAGGGTGAG 

TATCAGGTCAGGATCATCGTCGAATGTACTCGCGGTGTAACAGCTGAGACGCTA 

ACAAACTCCGTTACAGTGCGGTTCCCGAGTGCTTCGGTGTCTGGTGGGCTTAGT 

ATCGAGAGTGTGAGCTCCTCATCGGCGGTGCTTAAAGTTGACTACTCGGTGACA 

ACCGAAGACTGTAGCGTCGAATCAGTCACTGTAGAACTACTATGCAACGGTCAC 

GTTATCGACACTAAGACGCTGAACTCACCACAGGATTCAGTCGAGTTCACGGTG 

ACCCAAGAGGGTGATTACACGGCCAGGATCATCGTACAGTGCACGAGTGGTGT 

AATCACTGAAGCGATGACGAATACCGTCACAGTACGATTCCCAAGCGCGTCAGT 

ATCCGGTAAGCTCAGTATCAAAAACTTAGGCGCCTCATCTGCGGTACTGGAAGT 

CGACTACTCGATAGCAACCGAGAATTGCGGTGTCAACTCAGTAACGATCGAGTT 

ACTACGCGACGATCAAGTAGTCACTACCAAGACTGTTAATTCACCACAAGGTTC 

CATCGAATTCACGGTGACCGAGGAAGGCAAATACAAGGCCAAGATCATTGCGA 

GATGTACGAACGGTGTGACCATCGAAACACTGACCAACGCAGTTGTAGTACAGT 

TCCCGAGCACGCAGACGCCGGCCGGCATTCGGTTCGATCTATCGATCCTATCG 

CCGCTGGCGGCGATCGCGGGTATAATGTTGGCGTGGCAGCTCCTCGGCCAAC 

CGGTTCAGACCACGAGTGAGACCGTGGAAGCACCTACAATCCCGAACAAGCAA 
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GTAACGGCCAAGGAGGTTCAGAAGGAGGGAGTCGAGCAGGAACGTAAGACGA 

CGAACGTCCCGGAGACCGAGAAGATCAAGGAGGGTAAGGAGCTCGGGAAGCC 

GCTGTCAGAACTCCGATCTCGAGAGGAGGTGGAGAAAGTGCGCGGAGCGGTG 

GAAGTCGGAGAGTCAGTACGGAGTGAGAACGGTTCGAGCCGTCGGCGAGGTG 

GTACGACCGGTGTCCTGGTGATCGGTAAGTACGTCACGGGAATCCCGGGCGTG 

CTAGCGCTGCTAGCCGGAGTGTGTGCTGTAGTCGGTGCAGCGCTGATCTTCAG 

GTGTCGGCGCTGACGCCCCTCGATCATTTTATATCTTCCGAATCGTTACTCGTC 

TCAAAACGTTCGGGGGAGTACGGGGTTGCATTACGTCCTGGAGTGTGTTGAAT 

GCGGTTCGGAGTTCGATGATGACTCACTGGTACGGTGCCCCGAGTGCGGAGGA 

CTCCTGGAGGTGGCACTGCGCTACGACGAAATCGAGGTGAGTCGGTCGACGTT 

CGAGGGTCGTCGCCTCGGCGTATGGGCCTTCCGGGAGCTCCTACCAGTGAACA 

CGGACGATCCCGTCACGATGTCCGAGGGCGGTACGGGCTTACACCCGTGTCC 

GAGACTGGGCGAGGAGCTCGGTGTTAGGGAGCTGTTCGTGAAGAACGAGGGC 

GAGAACCCCACGGGCTCCTTCAAGGATCGGGGAATGACCGTGGGAGTTACCAA 

GGCCGTGGAGCTCGGTGCGGAGGTCGTCGCATGTGCCTCGACGGGCAACACA 

TCGGCCTCGTTGGCCGCCTACGCCGCCCGCGCGGGCCTTACGTGTGCCGTCC 

TCCTTCCGGCCGGTAAGGTGGCCCTAGGCAAACTCGCTCAAGCCCTCTTCCAC 

GGTGCCCGCGTGATTCCAGTGAACGGCAACTTCGACGACGCCTTGGATGTCGT 

GAAGAAGCTGGCCGATGAGGGCATCGTGTACATTCTAAACTCCGTGAACCCGTT 

CCGCCTCTCCGGTCAGCGTACCATCGCGTACGAGATCTGCTTGCAGTTGGACT 

GGGAGGTCCCCGACGCGGTCGTCGTGCCGGTCGGTAACGCGGGTAACATCAG 

CGCGATCTGGCAGGGGTTCCTCGATCTCTACAGGCTGGGAATCATCGACGAGC 

TCCCGAGGATGTACGGAGTACAGGCGGAGGGTGCTCGACCGATCGTCGAGGC 

GATTCGGCGGGGCAAGGAGGACATCGAACCGGATCCCGAGCCCGAAACCGTC 

GCCACCGCGATCCGCATCGGTAACCCAGTGAACGCCATCAAGGCTCTCCGTGC 

CATCCGGTGTTCGGGCGGCTGGGCCGTAGAGGTCTCCGACGAGGAAATACTCT 

CGGCGCAGCGTGAGCTCGCAACGCGGGAGGGGATCTTCGTGGAGCCGGCGA 

GTGCCGCCTCGATAGCGGGACTCAGGAAGTTCGTGGAGGAGGGTGAGATCGA 

CGCCGACGAGCGGGTGGTCTGCGTGACCACCGGACACGGTTTGAAGGATCCG 

GAGACGGTCATGGAAGTGTGTGAGCTGCCTGAACCCGTGGAACCGGATCCCGA 

GACCATACAGCGTTTAATCGCCGAGTGACCTCTACGGCTCCCTCGGATGTCAGT 

CTTACTCACAGGGCAAGGTCGCTCCGCGATCCTTCCAACGTCGGAAAACGTTAT 

GAACACGATAACGAATCACGAGGACGGCGGCGGGCGCGCCGAGGGGTGGACC 

CGGCCCCCGGAGCCCGGTACTCCCCCGGCCGACCTGCCTCCGGCGACCCCCG 

AGCGGCCGCGGGTCCGGGGTGGGCTGCTCCCTCTCGGGCCTGACCCGGTGC 

CCCGGCAAAGGCGGTGGCGCGCCGCCCTCCGGCGGCGGCCCCGCCACCCCG 

GGCCCCCGGGGGGCCGGAGGGTCATCGGTCGGGTCCGGGGGGCCGGTACTC 

CGGGGGACCGGGCCGCCCCCTCGGCTTCGGCCCCCGCATGAGGCGGATTTCG 

GGTTACAGCGGACCGCCAGCCCGCCGGCCTAGCCCGCCGCCATCGAGATCGC 

CTCAAGGACGGTACTTATAGTTTAGGTCGTGATCGGTCAGTATCACTCCCGCGC 

GATGTACACGTACGCCTCATAACTACCCAGGGATGTTTTCACCTCCACCCGTTC 

GCGCTCGTAGAGTACCGGGTATCCCTCGTACCTGTCTATCGCCCGGATATCCTC 

GTCACTCAGCCCGACGAGCAGTGCTCCCTTTACTTCCGATCCTTCCCGTTCGCG 

GATCGTGTTGTACCGGCCCCCAACGTCCTCAAGCGCTAGCTCGTACCCTTCCA 

GTACCGCCGGGTAGATGATCGTAGGCAACCTGTTGAGGACACCGACGACCATC 

TCGGGGTCAGTGAGGGTTCCGTACGCAAAGACACGCTCCGGGGGAAGGTCTTT 

TGACGGTTCCTCCTCGGTCGGAGTGACTACCAGTGCTCCGTCGGATTCCGCGA 

CCTTATACGAGAACACGGCCTCTTCTTCCTCCTTCGGGTCCCTCTCCGGTAGGA 

ACATTTGACGACCACCTCTTCCCACGTACACGTACACTTCCACACGGGTCCCCG 

GGGGGAACCCGCCCGTTGGCCCGTCTTATGCGTTTGTCCTTCCGACTGCCCTC 

CCTCCGAGATTGCGTCTTAGGATGGATCCTCCTCCTAGGAATCTCCGCGCTATA 

CTCGCCCCACTTGACGGTCTACGTGACGTTACCCGCGCTTGCTTCATTCGTCAT 
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CTTACTACTGGACCGTCTCGCTAAGCGGGACGTGCCCCCGAATCGGTGGCCTT 

TCGTCGGTTTAGTCTACGCGGTACCGTTAGTCCTGAGTGTCCCACTAGGGACC 

GTCGCAGTCGCCGTCACGAAAGGCGTAATGTCGACGTTCTTGACCTTGGCTCT 

GCTCGGAACGGTTCGCTCCGGGGTACTCCGGGCGGTTCCCGTGCTCGCGTAC 

CTCGTGATAGACTCGCTGGCCCTGGCTACCTTGACCGGAGTTCCCCTCCCACC 

ACTCCTTCTGGCATCACTCACGGGAGGCGTCGTCGGGGCCGCCGTGGTGGCC 

GTTGTCGACACACTGACCTTGGCATCACTCGGCATCCGGACAACCGACG CCTT 

CGGAGAATTCCTGTCCTTCAAATCGGGCCGCGATCACTCCCTGCACTCCCTTTT 

CAGGGGAATGGAGACTCGAACGCGGGTTCGGGTTCCAGTCCGGGTATTCGCGT 

TCATGACCAAGAACGGCGACGTGAAGGGTTGTTTCGTGATTCCTTGGATCCATC 

CTGGCCCGCTGGGTGACGTGGGAGGAGGGGAC CTCC CCGGCAGGATCGTGC 

GACGGTTGCTGAAGGAGGGGATCGTACCCCTCGTTTTCCACTCCACGACAACG 

CACGATTTCAACCCGGTGGATCGGCGGGAAGCGGGTAAGATCGTGGAAGAGAC 

CGTCAGATTGGTGCGCGAGGCTGCGGATCGAGAGGGTTGTAGTGTAGGTTCCG 

CTCCGGTCCGCGGGGAAGAGACGGACTCGGTCGGACAAATATTGGGGGATAG 

ACTCTTCCTAGTGCTGTCGAAGTACCCAGAGCCCAGCGACGACATAGACGCTG 

CCACCGGGATAGCCCTCGAACGCGAGACCGGTGGCTGGGTTGCGGACTGCCA 

CAACTGCTTCGGAGACCCCGATCGTGGGAGGGTTTACGCGTTCTCCGAGGACT 

TCTGGCGGCTCATGCGGGACGCTCGTAGAATCTCTGAGAGGGTGGAACCGACC 

CCCGGACTCAGGGCGGGATTCGATCACGCCGACCCAGGCCTCGACCCTGAAA 

CGGGCTTGGGCAGCGGTGGGGTCTCCGTGGCAGCGGTGGAGGCTGATGGAAC 

GCGCACACTATACGTCGTGTTCGACTCGAACAGCATCGTCCGCGAGCTCAAAG 

AAGAGGTAGAGCGGACGCTACGGGACCTCGCCGAAGAGGTCGTGGTCTGCAC 

GTCTGACTCTCACGAGGTTAATCCCAGGGGCTACAACCCGCTCGGGCAGATAA 

TGGGACGAAACGATAAGAGGAGGTTACTGAAGGCCGTCAGATGCGCGGCCGA 

GGGGGCGATCGAGGATCTCGAAGAGTGCGAGGTGGTCCCCGTGGAGGGATGG 

GTGAAGGTAGAAGTCACGGGTCCGGGGAGCTTCCAGCGACTCGTTCACTCCGT 

GGAGACGACCAGGACGGTGATCGGAGTACTCCTTCCGACGGCGTTCTTGGGG 

GTGGCCCTTCTTTCGCTCCTATTCGGAATCCGCACGTGATGGTACGAGGGTATA 

CTGTACGGCCTTCGGCCTTGGATTCGGTCACGCTTCGAGGACTGTGGGGCTCG 

GTAGAGAGCTACGTCGGATCGGACTGGAGCCCGTGTTCAGCTCCTTCGGTGAA 

GGGCGCGAGATGCTCATGCGTGAGTTCCCGGACGCACCCGTGTACGGACTCC 

CTAAGATAGAATTGTTCTCAGAGGACGGTTCGTTCGATCTGCTCCTACTTCTACG 

CCGTCACCCCG ACTTACCG CTG AGGTTCTACG CGGG CGTAGAGGCCGATCGG 

CGCGTGATTCGGCGACACGGGTGCAAGGTCGTCGTTTCTGACTGTCAGTTCCA 

CGCCCTCGTTGCCGCTCAGATCATAGGTGTACCGGCGATAGTAATCTCGAATAT 

GCTCAGAGTACCCGGCGAAGGTTCCCTTGTGCGGCTGATCAACGGAATGCTTC 

GACGCATGTTCGAACTCGCCGACATCGTCCTCATACCCGACACCTACGACGAC 

ACCTACGACGTTCCGGAGATAGACACGGAGGTCGTATGGGTAGGACCTATCCT 

GAAGCGTCGACCCGACGAGTTGCCGCCCAGAGACGCGGTACGTCGGAAGTAC 

GGGATTCCGGACGATGCGACAGTGGTTCTAGTCACGGCCGGGGGGTCCAAATA 

CGGCCGTCGGATAGTTCGGATCGCGGTGGAAGGACTTAAGCTACTCTCCAAGT 

CGATCGACGTGTTCCCGGTGATCATCTCGGAAGAGCGTGTCGGCGACGGGCTC 

GGGCTGCAGTTACGGTACGTGGACAACCTCCTGGAACTTATCAAAGTCTCGAAC 

GTGGTCATTACTCACGGGGGCCACACGACCCTCTCCGAGTGTGCCTGCTTACG 

GACGCCCGTAGTTTCGGTACCTCTGCCCAATCATCCCGAACAGCACATGAACG 

CCGAGCGAGTTCTCCAACGGGGATTAGGGGTCGCCGTGCCTCCCGAAGAACTC 

TCACCGAAGCGGATTGCGGAGGCCATAGAACAAGCCATCGACTGGAAGGTCCC 

GAAAATCAGGATGATGGATGGAAGGGGGGCCGAGCGCGCTGCGCGCATCGTC 

GCAGGAACGCTTGACTAGCAAGGAGTTGGGTCGCCAGCTTATCCACGCTACGT 

TCGGTCTCCTGTTCCTCCTCCCTCTTCACATGCTCGGAGTGTACGAGTTCGCCT 

TACTACTACTCTCAGGTCTCATCGCTGGTGTATCCGTATCTTTCGCGTTAAGGC 
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GCGGCCTTCACGTTCCCATAGCGAAAGAACTCGTAGACGCCTTCGAACGGCCC 

GACGAGATGCACATACCCGGTCAAGGAACGCTCCACTTTGTGACGGGTCTCCT 

CCTGGCGACCATCATCTGCCCCTACACGAAGGTCCTCGACGTTACGATCATCGT 

CTTATCCGTCGGAGACAGTGCCTCCACGATCGCGGGTAAAGCCATCGGGCGTA 

TCCCTATACCCTACAGCTCCAGGAAGACCGTGGAGGGCAGCCTCGTGGGCTTC 

ACCGCCGCCGCCCTAGCCTCACTGGCTTGGACTGGGGATGTGGTGGTTTCGGC 

TCTAGCGGCGGGGGTCGGAATGCTCGTCGAAAGCTTGCCCACGCCAAACGACA 

ACGTGACGATACCGGTGGCCGTCTCTGTGGCGCTAGGCTTCTGGTGGGGACTA 

CTGTAGATTGCGCTGGAACCTGACGGTAGGGGTCACCGCCCTGGCCCTTATTC 

TCCTCGTCACCGCGCTGGCACCGTCCTACATTCCGGCCGCGTGCCTACTGCTG 

GAAGGTGGAAGCCGCCCTAAACTCGTAGCTTTCCTAGGGCTTCTCACGGCGTTT 

TCACTGGGGTCTGCAGTCGTAAGAAAGCGTCCCGATCCTCTCATCACGAGCCT 

CCTCCTCTTAGTGCTTCCCTTCACCTCGAACCTGCTCCATTGCGTCGCCGCTAA 

GTCGATCGGTGTGCCGCCAGGCTCGGAGTTTTTCGTGTTCAACGGCCGAGTAC 

TCGAAGGTGACTCGCCTCTCCATACCCACATAGGCAAAGCGGCACTTACCTGG 

GCGCTCGAACGTGTCTGCAGGATCTCCCTGTACATCCACTGTGGCATGTCACTG 

GTGGAGACGTACCCTACCTACGTCCTCGCCGCTGAATTCGTGGTAGTATCTCTC 

TCGGTCCTGTTAGGTGTGTTCAACACCAGGGACCC TTTGT CTTGCCTAGCTTCC 

TCTCTGTTAGTCTTGAGTTCTATCGACGGTGGAGCGTTTTCTCTTCCGTACGTCC 

ATGGTAGCTGGCTGTTGGCGTTGAGATACGTACGTGAACCeGAATTGATGATCA 

TACTTCTATGGTTCGCAGCACTGTCCCCGTACTGCAAACTGGTCTTGGGAACGC 

TCCTAACCCACGCATATTACGGGGAGCGGTGGGATTCGGTTCGCCTCCAGGTA 

CTCGCGGGCCCGCTCGACGGGCCGTTGAAGTCGCTCGGAGGGGTCCGATGCG 

ACGGGTACTACGTACTCCCGGTGAGGAGTTGCGCGGAGTGGAAGGAGTTCCTC 

CGAAACCTCGAGGATTCACTTCGACGGTCGAAGGTCCGATGGGTCGCCTTCTG 

TACGTTTCCTAACATGGCTATGTACCTTTGACTAGTCTATCCCGTAGTATCTCTT 

CCAGAATCGACTGGGTGTTCAACCGTAGAGCTTTCCGTAGGGCCGACGAAGCC 

TCCTGAACGTAACTTTCGAGGAGTTTCTCGTACCTCTCCTCTAGGTCCTTCACCT 

TGCTCTCGAGCTCTTCGGTTTCAGAGCTTAACTTCGAGCGTGCCTCTTTCAACT 

CACTGCGTAGCTGTTCGATCTCGTCACGCAGTTCTCGGAGCTCTTTCCTGACGC 

CCTTCTCGCGGTCGAGCGTCTTCAGTACGAGTTCAACGTCGAAATCCGCCTGAA 

CTAGTCTGGTGAGCACGCGGTCGTACTCAGCCTCTGAAAGCTCTTCCCTTAACC 

GCTCGGTCAGATCCTCGAGGAACCTCTCAAGGCGCCGTGCGATCTTCGGATCT 

AGGTCCCGAAGGACCTCGCCCAAAGGCGCTGTGTACGCCTTCAACTCCCGTCC 

CCTTCGAGTTCGTCAATGCGGACCGGCAACGTAGCGTCGGGGGGAATCTTGCG 

GATGTACCTCCGCCTGACCTCCGGATCCTGCATCCTGCAG TGGG GTCTCCACT 

TGCCCCACTCCGGATGTGAAGTCATTCGCTTCCACGCCGCTTTTAGTCCATCCT 

CGCGGATATTTCCGAAGGAGATCGGGGTGAAGTCGCACGGTGTGACCTCGCCG 

TCGTTAGTCACGTGGCACTGCACGTACCCGGCGAAGCACCCGGCTCCGTGCTC 

GCTGTTCACGTAAGACATCGCGGAGACCCGTGGTCCACTACTCTTCTCGCGGTT 

CCACCTGAGATGGAGGTCAATGAGATCTTCTCGGTGCTCGTCCGATAGTATCAC 

ACTCTCCTCGTGAAGCAGCCGGCCGGTCGGTACGGCGTCGAAGATCGTAACCT 

CGTGCGCTCCCAGGTCGGCGGCGAGACGGACCACGTCCTCCACCTTGCCAGT 

CTCCACGGTTTCCGGTGTAGCATAAGTCGAAACTCCGACTAGCAGTCCCGCATC 

GAGGGCGGCTTTGATGCCGCTTATGCACCGCTCGAAGAGTCCGGGGACGCCT 

CTCAGTTCGTCGTGCTCCTCGGGGTCCGGACTGTCGATACTGACGTGTATTGC 

GTACAATCCGGCTTCTTTCAGCTCCTTCACTCGGTCTTTCAGGGTGTACCCCGA 

TGTGAACGCCGTGGCAATAGCTCGGTCGTCGTCCACGGCTTGAATGAGTTCGG 

GTAAATCCTCTCTGAAGAGCGGGTCTCCCCCGGTGAAAGTCACGTTGTATGTGC 

CGAGGTCGAGCGCTTCCCGAATCGCCCGATGCCAGTCCTCCGTCGAGAGTTCC 

GTCGGTCTCCGTCTGTCGGCGCTGCAGTGCACGCAGTTGCATGGACACCTCTG 

GGTTACGGCCATGGTGACGGCTTCTGGAACGCGGCGGCCCAGGACCTCGGAC 
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TTCAACCTCGCCCGGAGGAGACGCGTGAACGCCCGGCTGGGGAACGGTGGTA 
AGTACAGTGAGAACACGATCCTGTCCTCGCGGACGGCCGCCGGCTTCTCCTCC 
TCTAGGTGTTCGAACAACCTCTTGAGTGGTCTCAGGAGTGAAGCGAGCTTACCT 
TCCATCTCGAAGCTAACACGGCCCTGTTTCACCCTGGCTTTGACCCGAATCCCC 
5 GGCTTCTCGAGCACCGTAATAGCGGTCAAAGGCTGTTACGTCCCCAACACGTG 
ATAAGGTGCTCTTAAGTTGAGTACGAGGAGGATCAGTGCGACTATGGAGACCGT 
GGTTGAAAGACGGGAGGCTAAAGATGGGTCCAACACCTCCCGAAGCACCTCAT 
GGACTATCCGTCCACCGTCTAATGGTTTGATGGGGAGCAAGTTAGCGACACCG 
ATGCCCAGTGATAACATCCCCAACATGTTCAGGAACATCACGAGCGCCACCATC 

1 0 ACCTCGGAGACGAGGTACCCCCCGAAGTTCGGTATGACGTAAACGCCAAGCAC 
CGGCCGACCTCGGTGCTCGTGTACCTTCACCAACTTGGTCCCCGAATCCGTGG 
CCACCTG GACT ACGTCGCCGGGCTTGTGGTTCGCCAGTGCCCGTCGGAGATCG 
ACGATGGTTTTAACCGGTT GTCC GTCGACCTCCCTGATCACCTCTCCCGTATGC 
AGTGGTACGTCTTTGAACATTTTACCGTGGACCATTACACCCGACGTCACGTAT 

1 5 CCCGGTATCGCGCTTAAGCCGAGTACGGCCCCCATAGCGATGAACGACGTAAG 
CACGTTGAACGCCGGTCCGGCACTGAGAACCTCTATTCGCCGCCTCAGTGGGG 
CGCGTCGGAACTCTTCCTCTTCGAGTTCTACGAAGGCGCCCGGGAGGACGACC 
ACCAGGAAGAACCCTATTCTCTTGATTCGGATCCCTGAGAGTCGTGCGGCTACC 
GCGTGGCCGAGCTCGTGGACCGTCAGGATGACCGCCAACGATGCCAGGCCCG 

20 AGATGAGCGGTAAGGTGATCCCCGGGAGGAGTACGGTGAACCCACCAGAACCT 
TCCGAGGCCCCCTTCACGAGCGTATATATTGCGAACGCTAAGCCCGCGAAACC 
CAGGATCGGGGACGCACGTACCGAAACTTTCAGGACAGGGCCCAAGAGCGTAT 
GCTCAAGCCAACGGTCCATGAAGCCGACGCTCCGAGTCGCACGGTAGAGGATA 
CCGTAGCGGAACTTCATCCCCGCGGCCCGTCCCAGGGCCATCGCGGCCAGGA 

25 TGATCGTGAGTGCGATCGCGACCGTTTCAGCTTCCAATGGAATCCCCCGGTGT 
GAGTGGACTTGAGGGAGGTAAGGTACACGGAGGAGCATTGGGAGCTGCTACG 
CACGCTCAGGGATCGAGCCAGAAAGGTCGTGGAAACTCTATCACAGTTTGGGT 
TAGAGGGTTGGGTGCACGGAAGTGTCGCCCGAGGCGACGTGAGACCGGGTAG 
CGACGTGGACGTGTTCATACCGACTCCCGTCTCACCTCACGTAGTCGACGCGT 

30 TCATGGACGCGGCACCGTTCGAGGTAGTTGGCGTTACCGCGGTACTACCCACA 
CCTCGGGACTGCGTCCGTATCAAGGTCGCGATGGAGGAAGACGTTGAAGTGAC 
GTTCCCCATTACGCCGCCGACGGACCGTGAACTCGAG Mill CGACTTTTCGGG 
AAAGCTCACCCCCGACTCGCTGGAGCGGGACGAACGGGTTCCAGGCGTGGAC 
AAGCGACTGAGGATGATCGAGCCCAAACCCTGGGGCCATGTGGAGTACTCGAT 

35 CCTAGGCCGCGAGGGAGAGGTGGCTACGAAGCTCGGGGTGAGCACACAGCTG 
ATTCACGAGAGGGTTCGCGCCTTGACGCGCAGGGATAAAGTAGGGGTACAGGG 
TGTGCACGCGAAGGTCGAAGGTCGGCCGGGAGAGCCGGTCATCGAACTCCTT 
CGGGAGCTCGGAAGGCGTAACCCGAAGGCGGCCGAGAAGCTGTCCGAGCTCG 
GGGTGTAAGCCTTGACGAAGCCCGTCGAGCCGGACGATCCCAGGATACGACTG 

40 CTTCTGGCGTACGTGAACCGAGTGAAGGACCGAGCCGCTTCCGGCGGTTACAG 
CGGTGTCAATCGACGACAGCTCACGGAGGTTCTGCAGTCCATAGAGTCGACGC 
TCCAGGAGCTCAGGTACTCGTATTTGCCGCCGGAAAACGTCTCGGAAAGACTG 
AAGGACTTACTGCCAGACCTGGAGGACGTCGTCGATCCGGAGGAACCCGAGCT 
CAGGTGGCTCGTTGAGTACTTGGAACACGCCGACGAAGTCTTCGAGCGCGAGA 

45 TAGGGGACGAGGCCGACGCCGTACTGTGCGTGGTCGGCGAAGTCGGAAGCGT 
CCGAGAGCATCCGAACGCGGACAACCTCTACATCACGGTGGTAAACACGGGCC 
GGTTCGGCAAGCGTACCGTCGTTACGAACCTCACCGACGTGGAGGAGGGCGA 
CTCGATGGCCGTCGCTCTACTCCCGCCTAGGGAGTTCTCCGGAGTCGTCAGTG 
AGGGGATGTTCTGCGGGGAAGCCGACGGAGAGCCGGGGGAAATCATAGAACC 

50 ACCCGAGCGCGGTGAGGTACGGAGTATCGTACTGGAATGGATAGAAGGGGTGT 
AAGGACTATGGTTAGCGCTGACGATCTCACGTACCGCGAGAAGCTGGTACTACT 
GGCGCTATACGAGGAGTTCGACGGCGGTCCCGCCGGAGTGAAGAAGCTGGCG 
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CCGGTCGTACACATGGACAAGACGAAGGTCTCGAGGGCCCTGAACGCGCTCGA 
AGAGAAGGGACTCGTGGAGTTCGAGCACATGGAGGGACGTCGCCTCACCGAC 
GAGGGCGAGAAGATCGCCGAGGAGATCGCGGAGGAGATGGAACTACCGGAGG 
ACGAAGGTCCTTACCAGTGCTCCGACTGCGGCAGGAAATACAAGCACCTACGA 
5 CTCAAGTGCGCAGTATGTGGCGGCGAGATCGAAGTGAACAAGGACCATCCGGA 
CGCGGCTAAAGCCGAGTGGAACCTGGAGCGTGCGAGGATGGGCTACCTGTAG 
AGCCCTTGCGATGAAACGTCAAAACCCGCCTGTTCTTTTCCCATGACACGTGTA 
CTTCTCCGGAGTCAGTGAATTGAACGACAACAATTTCCCGTTTCTTCACGTCACC 
CCGAGCGTTCACCGTAGTGACTTCGGCGCGGATGTAAGTCACGTTACCCGCCT 

1 0 CGTCCTCGAACAACGGTCGGATTCCCACGATAAGTTCCCCTCCTCCCTCGCCAA 
GACGGAGTTGGCGTAGTACACTAGGGGTCGATACTGCTCCCACTTCTTGTCGTA 
AACCGTGATCTCTTCAGGCCCCACGCCTATCACCTGGAGAATCCTCGTCAGCAC 
GAGACCGGCCCCCGAGGTTACCGGCGGAAAAGGCGTCGCCACACCGCTCCGT 
TATTTATCGACCTCGAGCGGGCAAGCCCACCGGGGAGCTGCTGCTTGACCAAG 

1 5 GAACACTGGTCGGAGGTGAAGGCGCGGGAAGTTACCGAGCACTGTCGGAAGC 
ACGCTGACGAACTCCCCGACGAGATAGTCGTGGCCAGCGGGGCTTCGACGTC 
CGGGCGCCTCCATGTGGGAAACGCCCGAGACGTTCTCACTGCAGACGCCGTG 
G CCCGAGTCCTGCGAG AGCGCTACCATGAAGATGTTAG GGTCGTGTG GATCTC 
CGACGATGTGGATCCCTTACGTCGCATCCCACGTGACCTCGACGGTAGACTCT 

20 CGGAGGATTACCTCGGTGTACCGTACAAGGCGATCCCAGTAGGCGACGAGCCC 
TATTCTGACCGCTGGGCTCGTAACTTCGTGGAGGAGCTCCGGGAGTTCGGTGC 
GGAGGTTGAGTGGATCTCGTCGGCCGAACTGTACACGGACAACGGCTTCGTAA 
AGCTGGTCCGAGAGGTCGTGAACGATTACTACGGCGGCGGTGGGAGGCTCGC 
GAGCGTCCTCGAACGTTTCGGACTGGAGGATGCGCGGGTCTACATGCCGGTCT 

25 GCGAGGAGTGCGGCCGCATCGCTACTACTCGGGTGGTCGACGTAGACGGTTG 
GCGTATCGAGTACGTCTGCGAAGGACGGCATGAGATAGGGGACGCCGTCCTG 
GAAGGATGTGGGCACCGTGGAGAGCTCGACCTCAGGAAACCGATAGAGGTCAA 
TGGGTTCGAGATACCACCGGGCAAGCTCGGGTGGAAGATCGAGTGGCCGACC 
CGCTGGGTCTACCTGGGTGTCGCCTGTGAACCCTTCGGCAAGGATCACTACGT 

30 GGCCGGAGGCTCGTACGAGGTGGGGTCGGCTATCGCCGAGGAGTTCTTCGGG 
TTCCCGGCCCCGGTACCGGTCCCCTACGAGTGGATCACGCTCGACGGCAAGG 
CGATGTCCTCCTCCAAGGGACACTACGTGACCCTGTCCGATTGGGGGGAAGTA 
TGCCACCGCGAGGTGCTCCGCTACCTCGTCCTGCGCGGCAAACCGCTGAAACA 
TCTCGACCTGGACCTACGGTTCGGTCTTCTGCAGGCGGTGGACGACTACGATG 

35 AGTTAGAGAAGCGGTACTTCGCCGGTGAAGCCGACGAGAGGGAGCGGCGCAT 
CTACGAGCTTTCCCGAGTCGATGAGATCCCGGAGGAGTGTCCACCCCACGTAC 
CGTTCCGGTTCTGCGCCGTCGTAGCTCAAGTAGTGGGTATCGAAGACGACGTC 
TCGGAGGAAGAGTTCGAGCGGGCGCTGGAGATATTCCGGAGGACCGGACACC 
TTGAAGCGGAGCCCGAGGGCTTCGGTCGGGAGTGGCTCCGGGAGAGACTCGA 

40 GAAGGCATCGCGATGGGTGGACAGGTACGCCCCGGAAGAGGCCCGGTTCAGG 
GTTCGAGAGGAACCGGAACCCGTGGAGTTGTCAGACAAGGAGCGGGAGTTCCT 
CGAGGACCTGGTCCGCCGGTTAGAATCGGAAACAACTAAAGAAGATCCGGAAA 
CACTACAGCGGACGGTGTTCGAAGCCGCCCGTACCGCCGGGCTACGTCCCGC 
GGACGCCTTCAGGGTGTTTTACAACGTCGTGGTCGGGAAGGACCGAGGTCCAC 

45 GTGCTGGCACCCTCATCGCGGCTGTGGGGGTGGATCGGATTTCGAGGCTGATC 
CGGGGCTGCCTCGAGGCTTCCGAAGACTAGACACCGGAAATGTGGTCCGTGGT 
GCCTTCCCGAAGGGTTGTAGGCTCTGCGTGTGCGGCGCCAAGCTGGTGGTGTT 
CGTGACCGGGGTCTGTAACCGCGGGTGTTGGTACTGTCCCGTATCGCCGAGGA 
AAAAAGGGAGTGACGTTTCCTTCGCCAACGAGCGTCCGATACGGTCCGAGCGG 

50 GACCTGGTGAAAGAAGCGGAATTAATGGACGCGGAAGGAGCGAGTCTCACCGG 
TGGCGATCCGTTAACGCGTCTCGAGAGGGCCGTCAACATCATCCGCACGCTCA 
AAGACGAGTTCGGCGACGACTTCCACATCCACCTCTATGCGCCGGCGGAGTCC 
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GTCAGGGAAGGGGCGATTGAAGAGCTAGATGGAGTGGGACTGGACGAGTTGC 

GCGTGCACCCCTCCCCGGACTCGACTGTCAACAGGCGTGCGGCCGAGGTCCT 

GGAGGATTCCGGAATGGATCTGGGGTTCGAGATGCCCGCCATTCCCGGGGAA 

GAAAACTGGATCCTGGAGGTAGCTAAACTGGCGGACGAGTACGGGTTCGACTT 

CCTCAACGTTAACGAGCTGGAATTCACCGAATCTAACGCCGAAGAACTCAGAAG 

ACGTAGGTTCGAGCGCGTAGATGACGACCTGTCCGACGCCGTCGCCGGGAGC 

GAGAGGACGGCCCTCACCGCGCTATCGGAGGTTGCTAACGACGTCGGCATCAC 

CCTCCATTACTGTCCTTCCGAGGTGAAGGATGCCGTCCAGTTCCGGAAAAGGAT 

CAAGAGAATGGCGAAGAACGTGGCACGTGACCACGAGGAGATAGATGAGGAAG 

GGCTCATAGTGAAGGGGATTTTCGAAGTAATATCCGGTGATCCGGAGGATCTCG 

CCGACGTGCTGATCAACATCCTCGAGGTGCCTGAGGAATGGGTGTATGTGGAT 

GGGAGCCGAGTAGAGACGAAGCCGTTCGTCGTCGACGAGCTCGCCGATGTACT 

TTCGGACCTGGAGGAGGCCTCTCGATGCGAGATTCGGGCCTGGATCATCCGGG 

AGTACCCGACATGGGATAGAACCGTGGTAGAACGATGGCCGGTGCGGGGGTG 

AGTGCGTCGCGTGAAGACATCGCACTCCGGCTACGGCGTGTGAGCAGAGTCTG 

GGGAGCGGCACTGTACGTAGGCTCCGTACTCCTCATCGTCCTGATCGCCGTGT 

TAGGACTCGGAGCCCTAGGCCAATACAGCTACCAGGCTCAAGTGCTGCTCTTC 

GGTAACTACAGGGGGCAGCTGGCGGAGATCGATGAGAAGTATCAAGTGCTCAA 

GACGGAGTTCGATCAAGCCAATCATAAGCTACAGGCACTGCGTGACCTGTACC 

CGATTTCGAGTGCCGACCTCCACCAAGTCGAGAAAATCCGCGCTAAAGCTTCCC 

TAGAGCTCCAGTCGTTGAAACTGAAGAAGAAAGACACCGAATTCGCGGTCTACG 

TGCTGAAAGATCCGGCAACCTCCGATCTGAAGCTGAAGGAATGTATGGCGGAG 

CTGCGACGCGCGGAAGCAGCGGTGAAGGCGTTCGTACGGGCGGTCAAGGGGC 

TTGAAGACAAGTACGCCGGCAGGGTCCACTGAAGTCGACCTGGGCTCCCTACA 

TCCCGGTCTGAAAGTCGAGCGACACTCCGGCTACTTACGGTTCAGACTTTACGG 

ACTGATCGAGTTCGAGGTGGACCCCGAAGAATTCCGCCGAATGGTGACTGCCG 

TAATCTCCAAACGTGAGCGGCGCACGGTACCGGTCACCCTGCAAGGCACTCGT 

GTGGCGGCTCCGGTACCCCGTGAGGTGCTGGTCGGCGTTCTAACAGATCTCAT 

ATCCAGACTCGCCGGCGAGTCCGGAAAGAACGCCTACACGGGTCGTAGGGTGT 

ACTACATCACCGAGACTACAGGTATCCCGCTGATAGGCCACACGGCTTTCGGC 

CTCATCGACCGTGGAACCAACGTAATACAGGTGCGCCCGCTCTCCGGGTGCAA 

TCTCTGCTGCATATACTGCAGTGTGGACGAAGGACCGATCTCCCGCACGCGTT 

CGCGGGATTTCATGGTGGACCCTGACTACCTGATGGAGTGGTTCGACCGCGTA 

GCCGAGTTCAAAGGTCAGGGACTCGAAGCGCACCTCGACGGTCAGGGTGAAC 

CCACGCTGTACCCTTTCCTGCCCGATGTGGTTCAAGCCCTCAAGGAGCACCCA 

CACGTCGACATCGTCTCCATACAGACCAACGCCGTACCGCTGAGCGAAGACTT 

GGTGGACGAGCTCGTCGAGGCTGGAATCGACAGGTTCAACGTGAGCGTCAACT 

CGCTCGACCCGAAGAAAGCTCGGGCCATGGCGGGCCGGAAGGACTACGACGT 

CGAGCATGTGAAGAGGGTGGTCGAGTACATAGCCCAAGAGACCGAGGCCGAC 

GTGCTGGTGGCGCCGCTGTGGTTGCCGGGTTACAACGACGATGATATCGTGGA 

GATCATCGGGTGGGCGGCGAAGATAGGGGCGGGGAAGCGGTGGCCGCCACT 

CGGGATCCAGAACTACCTAGAGTACAGGTTCGGTCGACGACCTAAGTTCCTAC 

GTCGGGTTATACCGATGAAAGAGTTCTACAGGTGGCTCAGGGAGCTGGAAAGC 

AGGACGGAAGTGCGTCCGCTGGTGCTCAAACCCGAACACTTCGGGACCGAGC 

CCAGGAAATCACTACCGAAACCGTTCCGACGGGGAGATGTGATCAGAGCGGAA 

ATAGTGTTGGAAGGACGGTTGCGGGGTGAGATGATAGCCCGAGCCGCCGATC 

GCGTGATCGCCATCCCGGACTCCGCCAAGATATTAAACGTGGGAGACCGCGTC 

CGGGTGAAAGTGACGAGGGACAAGCACAACATCTTCGTGGGGATCTTGGTCTG 

AACCAGGGGGAGAGTCACCAATGGCGGAGGAACGCTCGAAGGATGACATACC 

GGACTGGTGGGAGAAGGAGTGGGTTGAGTTCAGGTACCGGGGCTACACCCTG 

GGCGAGCTGATGAAGATGCCTATCGAGGAGTTCATCGAGCTACTCCCCGCACG 

CCAGCGTCGCTCGCTGAAACGTGGCCTGCCCTCCAGGCACAAGAAGCTGCTGC 
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GCAAGGTCCGGCGAGCTCGGAGGCTCCTGAGACGCGGTAAGAAGCCTCCGGT 

AATCCGGACCCACTGCCGGGATATGATCATCCTGCCCGAAATGGTAGGACTGA 

CCATCGCGGTGTACAACGGAAAGGAGTTCAAAGAGGTGAAGATCGAGCCGGAG 

ATGATCGGTCACTACCTCGGTGAGTTCGCCAAGACCAGGAAAACCGTCGAGCA 

CGGAGGAATCGGTGCTACACGGAGCTCGTTGTTCGTGCCACTGAAGTAATCAC 

CACCTAGCATCGGGCACCTCGACGTGTACGCCGTACAGGGACAGTTTCCTGTC 

CACCTCCAACACCCTTCTCACTGCGGATAGAGCTATTGAACCCGATTTCAGCGC 

GACCCAGTACTCGAAAAGGCCGTCGTACTCCGTGCCCACC TTGC TGTCCTCCAT 

CACCAGTATTCCAGGCTCGTCAGAGCCCAGAGAGGTGACCTTTTGGACCATCTC 

CCGGAACTTGTTCGTGACCTTCCACACTTTCCATTCGCGCTCTACATCGTACTC 

CCTGAGGTAGCGTAGGGCGATTTTCAAAGCACCTATCAGCGACCGTCCCCGCC 

TCTCCACAGGTTCATCTACCGAGGCTGACCCGTGAACCTTGAGCTCGTCCAGC 

GGCCCCCGTGAGCGTGCCTCGTGCCTTTCGAGGATCACCTCTACGATCCGGGG 

GCGAGACGTGGAGTCCGCCTGGCGTACGGTGACTTCGAACGTATACCTGGTAT 

CGGATGTCACGTACTGCGCGATGCTATTGGTAGGAAGCTCCTCCTCGGCACGC 

ACCCACACCATCAGCGAGCATCTAGCCTCCGAATACTCCTTCAGAG GAAC GCG 

CTCGGCCATTTCTTTTAAGGTCTTGTAAATCTCCTTCACGCGTCCACTTTTGAGC 

TCGGGGGCACACTCCCTGGCTAACTCCATCCCGGTCCTGCGAGGCGAGGTCC 

GTACCCCCCGGACGGAGGTGATTCCAACATGATCGATGTCCTCCTGATCAACC 

CCCCTGATGTCACGACTAAGTACCAGCGATTCTTGGGCATTACAGCGCCTCCGC 

TTGGACTAGCCTACATCGCCGCGGTGCTCGAGGAGGCGGGATACACGGTTAAA 

ATCCTCGATTGTCCCCCACTGGACATGTCCTTCGAGGACCTGAGACGAGCCGT 

GCGGAAGCTCCGTCCTAGAATCGTATCCATCATGGCCACGACTCCGATCATTCA 

CCAAGCCTACCAGGCGGCCAAGGTCGTCAAGGAAGAACTAGAGGACGTCATCG 

TATGCCTTGGCGGTTATCATCCTACCTTCATGGACGTCGAGTGCCTCAAGGAGT 

GCCCCTACGTCGACGTCGTGGTACGGCGTGAGGGCGAATTCACGCTCCTGGAT 

CTGGCGAAGGTGTTCATCGACGGCGTAAAGACACTCTCAGAGGTACTGGGGAT 

CACGTACCGGGAGAAGGACGACATCGTCAGAGCCCCTGATCGACCCCTCATTC 

GCGATCTCGACGCACTACCGTTCCCCGCGCGTCACCTGCTTCCCATGGACAAG 

TACACTTTCTTCGGGGCTAAAACCACCGCCACCACGATGGTGTCGAGCAGGGG 

TTGTCCCGTAGGATGTGACTTCTGCGCTTCTTCAGCGATGCACGGCCACAAACT 

CCGGATGCACTCGGCCGAGCGTGTGGTTTCCGAGATGGCGCATGTCCACGAGA 

ACTACGGATCGGACATCATAGCCTTCGTCGATGACACGTTCACGTACGATCGGC 

GGCGTGTCGAGGAGATCTGTCGGCTCATCGTGGAAAGCGGTCTAGACGTAACC 

TGGGGCTGTGCCGCACGCGTCGACACGATCGACAGGGAGTTACTTGAACTCAT 

GCGCGAGGCGGGATGCTCGGTCCTGTTCTTCGGAGTCGAGTCGGGTAGCCAG 

GAGGTCCTGGACAACGTCGGTAAGGGGTTTACGGTCGAGCAGACGAAGAAGG 

CGTTCCAACTCTGCCGCGAGTTCGACATAGTGACCGTGGCTTCGGCTGTGATC 

GGCTTACCGGGCGAGACCCACAGGAGTGCCCGGCAGACGATAAAGTTCCTGAA 

AGAAATCGACCCCGATTACGCCGTGGTGTCCGTCGCGACGCCATATCCCGGCA 

CTAAGTTCTACCAAGAGGCCGTGGAGAAAGGGCTCATCGAGGAAAAGTCGTGG 

GACAAGTACACCCTCATGGACCCGGTGGTCAGGACGACCGAGCTGTCCCCAGA 

GGAGGTGAAGAAGTACCAAAAGCGCGCCATGATCGAGTTCTATCTTCGTCCCC 

GGTATCTTATCCGACGGCTGAAGGAGGACGGCATCGATGCCGTCCGTGTGACC 

GGAACGATGATCGCCGAGGTCGCGTTCAAGAAGATGAAAGCGTTGTTGGCTAA 

GATCCCGAGTCCTCGGTTTTCACACCGCAAGGGCTCGGACGAGTGACGAACGC 

CTCGTAACCTAAGGCGCTTAGCGTTTCGACGGCACGTTTCGCATCCTCCTCCCT 

CTCGAATAACGCGACCGCGCATCCTCCTCCTCCGGCGCCGGTAACCTTCGCCC 

CTAAGGCGCCCGCGCTCCTGAATACGTGTACGATCTCCTCCAGGGCACGCGTG 

GAGACGTTCAGGGCCGCCAACAGCCCGTGGTTGGCGTTCATGAGCTCCCCTAC 

GGTCCTTAAGTCCCCATCACGCAGAGCCGCCTCGAGGTCATCGACGAGCTCCC 

CTATCAGCTCCATGACCCCGTCGACGATGTCCAACCTCTCGCGGAGTTCGGCC 
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ACCCGGCGCACCATCTCACCCGTACGACTGGGTTCCTGGGAGTGCGCCACGAC 

CAGCACGGGGTTACGCTCCGGTTCAATCAGCTCGAACTCCCGCCCTGAAACCC 

TCACGAACCCGCCGTACGTGACCACCGTGGCGTCGGTCCAACTCGCCTTCCCC 

TGCACCTCGAGCTCCACCTCACGGACAAGTCTCCGTATCTCTTCCCTGGAGACG 

TTTACACCCGATACCTCGGCTAGTCCGAGTAGCACTGCCGCCGTGACCGCAGC 

CGATGTGCCTAGACCACTCGCCGGGGGAGCTTCCGACAGAATCCTCAGGTTAG 

AGGGAGGAGCGTCGAACTCCTCCGATGCCTTTCGCACCGCCGTAGCCACGTAC 

GTCAGTTCCTCGTGCAAGCTCTCGGATCGGAAGCCCTTTACATTTCCGTCACGT 

GTGATCTCAGCCCTTACGTTCCCCTCGCAGCTCAGCTCGGTTTCCACCCTGAAG 

CTGTCGTCTCCGGGTTCCGCCGTGACCCTAACATAGGTATCTAATGCCACTGCG 

ACCGCCGGATACCCGTAAACGACGGCGTGCTCGCCCGCCAGGATAGCCTTCAG 

TGGAGCCTTGACGGAAATACGCAACCATAGTCCCCCGGGTGACCGAGCTTGAT 

GTTGCCGAAGACCCTTAAGCCCGTGGTGGAGGATAAGTACGTTGAGAGTCTCG 

AAGAGCTGGCGGACCTGATCGCCAGCGCGGATCTAAGGACCGGAGTTGTGAG 

GATCACCGCACGGTCCGGTGACGCCCTGCTCGACGCGTTCATCGTAGTCCTCA 

ACGGTAAGGTCGTCTACATCGAGGTCGAAGAGGTACGGACCGGGGAACGATG 

GCGGGGAGAGGAAGCGTTAGAGCACCTGAGGGAGATCTTAAGTGCAATTGAGG 

GAGGTCAGTCCGCCGTTGTCGACGTGTTCGAGGCCTCGGAAGACGACATCGAG 

ATGATCTTCGAGTACCACGGTATACGGCCGAAGGAGATCGAACTGGAGGACGT 

GCTGCCAGTCCCCGCGCTCGAAGCCGATATCGAGTTCGAGACCGAGGAACTCG 

AGGGCGCCGAGAAAGAGGAAGCTACGGAGGAAACCGGGATCGGAGTAGAAGA 

GATCGAGGAAGCCTATGACGAGGAGCCGGAGGCGGTAGAGTCCTACGACTTCA 

CGGAAGAGGTAGAAAGAGAACCGGAATCCCTGTCGCGTGAGGAGATACTGAAG 

AAATATGGGATCAAGGAGCCGGACGAGTCCTTCGTCGAGAATATCCTGAAGGA 

GTTCACCGGAGTGGAGACGGACCTTCGAGAGCGGATCTCGAGGGTTCTTCGCA 

GCTACGGTATAACGGTCTTCAAGGTGGAAGGTATCGTCGAAGTCCTGCTGGGG 

AACGACACCGACGAGGAGGAAGTCGTTGAGACCATTCGGGACTTCATGAAGGA 

TGCCGGCGTCGACGAGCTGGAGGTCCGCACGTACCGACCCGAGTGGTTGGGG 

AGAAAGATTTAAGGTAACCCAGTCGGGTTAGGACCCGGGCTCGGGCCGGCAGC 

TCAGTCTGGACAGAGCGCGGGCCTTCGGAGCCCCGTGGTCCCGGGTTCAAATC 

CCGGCCGGCCCACACGCGTTATCGTTATGGTATCCGTAACAATGGGGTTCTCG 

AATTGGACGATGAACTCCGGAAGCTCGCAGAAGCGGGCCCCTTCGAGGTCACG 

ATCGCGAAGCTGGAGGAAATACTGACGCGCCTCGACCGTCTTGAAGCGAAGAT 

CGACGAGGCTCTCGCGCGTATCGAAAGGCTGGAACGGGAGCTGAGGGAGGAT 

GAGCGTGGATGAGCTTCCATTCGACAGCGTTGCCGTCATCGGGCTGGGAGTGG 

AGGGACGTACCTGCGCGGCGAGGTTGGCGGAACTGGGACTCAAGGTCTACGC 

CTCCGACATCAGGGAAGACGTCGACGTCTCATCGCTCGAGAGGCTTCCCAACG 

TCGAGGTAGAGCTCGGTCATCACGACATCGACAGAATCCGCGAGTGCGACACC 

GTGTATTTCTCGCCCAGCATACCGAACGACGCGGAGATAGTCCGCGAAGTCCG 

CAACATCGGGGTTCCACCACTTGAGGATCTCCTCACATGGCCAGATTCTTCGAA 

ATTCGTCGTGGTCAGCGGAACCAACGGTAAAACCACGACGGTTCATATGATCGA 

TCACCTACTCGACAAACTCGGTATCGATCGAAAGATCGGTGGGAACGCCGGAG 

GGGGTTTCGACGGGTACGCTACCCTCTACGTGCGAGCCGAGTTGGCGCGTCC 

GGAGGTCGTAGTCTGTGAGGTGTGTGACATGACGCTGGACTATTTCTCCGACC 

GAGCTCCACGGTACGATGTCGCGGTCTTCCTGAACCTGGGTTTGGATCACCTG 

GACTACCACGGTTCGATCGAGAGGTATGCGGCCCGAGCAGCCCGTTTCTGCGA 

TCGGGCCCGAGAGACGGCGATCGTCAAGTGTGACGGGGAGGAACGGAAGGTA 

GTCGAAAGGATGGAGAGTACTCCCAGGTGTTATGATGAGTTGGACGTGGAAGT 

CGATATACCGCTCCGAGGGGAGTTCTACAGGCTGGATGCCAAGGCCGCGCTGC 

TGGCCGTCGCCGAGATAACCAGCGAACCTCCCGAGGAGCTGGCCCCGTTACTC 

TCGGACTTCACCAGTGTTCCCGGACGCATTAAGGAGTACAAGCTAGGTGAAGG 

CCGGCTGGTCATCGGAAAGACCGACAACCTCTCCGCCCTGAAGGTCGTCTTAA 
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GGGACTACGGACCCCTGGACGTCGTCTTCTGGGGGACTCCGAGGCCGGGCGA 

AGATTACCGAATCGAGGGAATCGGCCGGACCCTCCGGGAGGCGGGGGTAGAA 

CGCGTCTACGTGTTTCCCGGCCTGTCGGAGGAGACCGTGGACGACGTGATCGA 

GGAGCTCACGAGCTCCGGAATTGAGGCGTCTCCGGTAGAGCCTTCCGAGGTCG 

CCTCGAAGGCTCTGGAGCTGGCGCGGCGTGGTCGGGATGTGGGAGTGCTAGG 

AAACGGGCAGGATGTTATAATCTCAATACAACATGACGTCGAGCGTGCGGTACG 

CTTTTTGACCGCTGGATCGGAGCGATCTCGGGGATGAGCCGGGATGGAGGTTG 

AATTCATACGCTTGGCGGACGAGATCCCGGAGTGTGAGTTCTTGATTGAGGGAT 

ACCCAGGTATAGGGATGGTGGGCGTAATCGCCATCCGCCACGTGGTGACGGA 

GTGCGGGGCCGAACCGGCCTTCGTGATGAAGATCGAGGAC ATGC CGACGGCG 

GCGATCGTGCACGAGGGTCGTGTGTACCCGTCAGCCGGAGTTTTCGTGCTAGA 

CGACCTATCATTCTTCTACGCGGAGCAGGCCGATATGCGTCCCGGAGTCGTTC 

AGAATATCTCGGAGTCCGTAGCCGAGTTGTCCCGGGAGATAGGCGTGGAGTGC 

ATCGTGTGTCTAGCGGGTATCAGAGCGCCTGACCT CGAG GATGAGCCCTCGCT 

GTACTACGCCGCCACCTCGGATAAAGCCGCCGAGCTTTTCGAGGGTATCGCGG 

AGCCACTCAAGGGGGGCACGATCACGGGGGTCAGCGGTCCGTTGCTCCTAGA 

GGGTAGCTTGCGCGGTTTGGATGCAGTCTGCTTACTCGTCGAGACTCCCGGTA 

CGTATCCTGACCCTAAAGCGGCATCGCGGGTCGTAGAGGCCCTCAACGAGGCG 

TTGGGTCTCAGTGTGGACGTGTCGAAGCTCGAGGAGGAGGCGGAGCGCATCG 

CCAAGGCTGTTGAGGAGACCGTACAGCGTCTCCGGGAACAGCAACGGATGGA 

GGAAGAAGAGGCAGAACCGACGGAGAGGATGTTCGTGTAGCAGGCTGATACCT 

CCTCGCACCTTGAAGGCGGGGGTCCTACCTAAGGGGTTGTGAATCGGCTTGAA 

AATGCTCGCAATCACCGGGGTGAGCTTCCGAGTCGTCGAGCAACTCCTCACAC 

AAGGGTCTACTCAGATAATAGTACGTAGCGGTAACAACCTCGACGCAGTCGTCC 

GCCTCCAGCCTGGTGATCTGGTCTTCGTGACCACCGTCGGCAAGCGAGAGCTC 

AAGAAGGGCGTCAGTGGTGTTGTAGCCACAGTGCGCTCCGTCAGCGTGGTCCA 

CGAGCACGTCGTAACCGGGGGCGACGAGCACTTCGAGCGGGAATTCGTGGCG 

GCCAGACTCATCCTGAATCGGGTCGGGTCCGGTCGTGTTAGGGAGTACAAAGA 

CTGCGGTGTGGGTCGTCGCGTGGAAGTCGACGTAGAAATGGAGTCGGCGGTTT 

CGGAGGCCTACTGAAGGGGTGGAGTGGGATCAGAAGGATCGCCGCCGGGATC 

CTAGTACTCCTGCCCCTGGCCCTCGTCTCCGCGTACGCGGTCTACCACGACTA 

CGTCGAGGCCGAGAGGTACGTGAACGCTGTCCGCGCCCGTATGGGTTGGTCT 

CCACTACCACCCCAACTCCTTCCCTACTGCGATCGGTTCGACTTGGTCGCGTAC 

CAGCAGGGAGGTCTCGTAGCCTTCAAGCTCTTCGTCTACCCTCCCTTAACCGCG 

GTACCACCGGTCCTCCCCCAGATAAAGCCGGGTGAGGACGAGCTCAGTGTCGT 

CCGCACCCTGGCGTTGTTCGTGTCCGACACCATGCAATACGATGTCGGGGCGG 

AACCTCCGGAGTACGTACCTCCCGTGCTCCGACGCGCCTTCGCGGAGCTGGAG 

CTGAGGGGCAGATGGCGTGGGGCCTGTGGAACCGCCTCGTACATGTTCTCCTA 

CCTATGCCGTCTCTATGGGATCCCGACCCGCCTCGTACTGATAGAACCCACGG 

ATACGGGGACCGTGGTTTCGGGAACGGGACGGGAGCGTGAGAGGTTCGTACT 

CCACGCGCAGGTTCAGGTCTGGGTTCACGGTCGCTGGATGACCGTGGACCCTT 

CGGTTGGGTTAGTGGGGACCTCGGACCGGCCTGTGCAGGGGCACCGAGTACG 

TCCCGACGGCACTGAGCTCTACACACCTGGGGTCAAGAGCTACACGGTCTGTA 

CCCAAGGACCTTTGGTCTTCTGGGATACGCTCACCGGGCTGGTGGAGTTGATA 

GTCTAGTGCTTCTGCAGTACTTCCTCGTAGATCCTCCGAACCTTCTCGATCGTG 

TCCGCGTCTTCCGGACCCAGATCGTCGCGCACGCGCACCAGTCTCGGGAACC 

GAAGGGCGAATCCGGACGAGTACTTCGGGCTCTTCTGGATATCCTCGAACTCC 

ACCTCGAAAACCACCTCAGGCTTGAACCTAACCTCACGTCCCGACTCCTCCACT 

ATCAAGTCCTCGAACATCTTGGTCAATCGCTCGAGTGTCTCGTCGTCCATGCCC 

GTTCCGACCTTACCCACCTCAAGCAGGTTCTCCTTGTTCTCGTCCCAGACGGCC 

AGCAGGTAGGAACCGATGAGTCCCTTCCGCTTGCCCTTACCCCAAATACCGCC 

GATGACCACACAATCCAGCGTCTCGAGTACCGGCTTGACCTTCAGCATCTTCTT 
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GCCGCGGACGCCCGGAGTGTAGTTCGCGTCCAGGTCCTTCACCATGACCCCTT 
CGTGGCCCATCTCTAGGGCTCGATGGAACATCTCGGCAGCCTCCTTGGGATCG 
TCCGTGATCACCTGCTCGACGAGCATCACCTCTCCCTCGCGCTCGCGCACTAT 
CTCCTCGAGTCGACGTCGACGCTCTCGGAACGGGGTGTCGACCAACGACTCGC 
5 CGTCCACGTACAAGCAGTCGAAGAGGTGCAGCTCCACCGGGATCTCCTTGCGC 
ACCTCCTCGATATCGTACTTCCGCTTGATCCTATGGAGCAGCTCCTGGAACGGT 
CTCGGTTTGCCCGTCTCGGGGTTGATGGCCACGGCCTCGCCCTCCAGGATGAA 
CTCGTCCGCGTCCACGCAGTCCTTCACGGCCTCCACGATATCGGGGAGCGCGT 
GGGTCACGTCCTCGATCCTCCTGGTGTACACGCGCACTTCCTCTCCGTCCGAG 

1 0 TGTACCTGCACGCGGGCGCCGTCCAGCTTGATCTCCACCGCGCCCTTCCCTCC 
GACCTCGGCGAGCGCCTCCTTCACGTTCCTCGCTGCTTGCGCCAGCATCGGCT 
TGATCGGTCGCATGGGTCTCAGGTCGATCTCGCGGAGACCTTCCTCGCCCTTC 
GTCATCGCCACTTTGGCCACCAGTCCTAGGTCGTTCGACAGCATGTGGGCCCT 
CTCGACCAACTTCCTGCTCACACCGAAGGCCTGGGCGATGGCCTCCTCCACGG 

1 5 TGCTCTCCCGTACGCCCGTCCGCAGCTCACTCAGCGCCTGCCGAACCAGGTAG 
CGGGCCTCCTTCGGCTTCGCCCTGGCGAGCAACCCCATCATCAGCCTCATCTT 
CCGCTTGACGGCTCCCTCACCCTCGACTTCCGCTATCTTCTCGAAGGTTTCCCT 
GACTTCGCCCACCATGAGGGGTCGCGAATCGAGCAGCGTCGACGTCTTCCGAC 
GCTTCAGCAGCTCCTCGGCGGTGAGTCCGAGATCGCCGAGCCGCTTGAACAGC 

20 TCCGTGACCTCGGAGTCGGTAGACCCCGTGGCAGTCGCGATCACCTTCCGCAT 
CAGCTTGGACCCGATGCCGAGGTCCCTCGGATCCCATCCGGGGAACACCTGAT 
TGGCCAGGAACAGTGCGACGGTGTCGACGACGTCCTCCGGACACTGCCGTAG 
GAACTGGGCGATCAGGCTTATCTTGGCCTTCCTGGAACTGATCCGCT CCAGC CT 
CTCGAAGGCCTCCGCCAGGGACGAGTAGTACACGTCGTCGTCCGTCGTTTTGA 

25 CCTTGAACTCGGCTCCACTGGGACCGACCGCTTTGGTGGGCTCCCTCTCCCGC 
TCCTCCTTACGAGCTCTCTTACGCTCCTCCGCCTCTTCCTCCTCCCTCTTCTCCT 
TCTTCCTACCTTTCTTCCTGGGAGGAGAGGATATGAAGAAGTCGAGTTTCCTGG 
ATTTGGGGACGGGTCGAGTCACGTTCACCACCCCTACTGACGGGTGTTCGCCC 
CTTTAGGAATTACCCGTTTTCGCTGCGGAGGTAGCCAGACATGGTGATGGTGGA 

30 GAGGGTGGTACAGGCCCTTCCGGAGATGGAACCCGAGGATTTCAAGGTCCTAC 
GAGCCCTCGAGCTGGAGATGCGCAGGCACGATTGGGTCCCGTTCGATCGACTG 
CTCGAACGCACCGGTCTCGACGAGAAGGAGCTAGGCTACCGTCTGTCCAGACT 
CGATCGTTGGGATATGGTCGTCCGAACGCGACGGCAAACGGTCGGGTATCTAG 
GTTACCAACTGCGTCCCGAAGGGTACGACGCCCTCGCCCTCCGGGCGCTCGT 

35 GGACCAAGGCGTGTTGGAAGGACTCGGCCCGGAGATCGGGGTGGGAAAAGAA 
GCTGACGTGTACTTGGGCATCTCCCCCAAGGGCGCGCAGCTGGCCGTCAAGTT 
CAATCGAATCGGTCGTACCAGTTACACTAAGATCAAACGGTACCGTGAGTACGT 
GAAGGATAAGCGTCACATCTCGTGGCTTTACGTTAATAGACTCACGGCCGAGCG 
TGAGTTCGAGGCGCTTTTACACCTGTACCCTGAGGGCGTTTCCGTCCCCAGGC 

40 CCGTCGCTCAGAACAGACACGTACTCGTGATGGAACGCTTCGAGGGACGGGAA 
CTCGCGGAAACTCGGGTGGAAAACCCCGAGGCGGTCTTGAACCGGGTGCTCG 
AGGAGTACGAACACGCCCTCGAGGTCGGCGTGGTTCACGGGGACCTGAGTCA 
GTTCAACATAGTCGTCGAGGGCGACGACGTGCTGCTCATCGACTGGGCGCACT 
GGGTCGAGGTATCCCACCCCTCGGCCCGTGAGCTCGTCGAACGCGACGTACG 

45 GAACGTATGCGACTACTTCCGCCGGAAATACGGCGTTCACAGGCATCCGCGGG 
AGTTCTTCGAGAATTCCGGATGAGGAGGCTTACGGGGATCGAGGCGCGCCGAT 
GAGAGGGTGGCCCGTTACCGACGGGCCATTACACGTCGCGATGGGGGATAAC 
GTTCCCCGATGAATTCGACAGGGTACAACACCCGGGCCACTCTCGCAACCGTA 
AAAAGAGCTAGCCTGGGAAGCTCCGCCGGGGGCTCGCGCTCATGCCGATCGA 

50 GATCGATATGGACTCGTGTTTGCTGTGCGAAGCGTGCGTCGCAGCGTGTCCCA 
CGGGTGCTATCCGCCGCGAAGATGGGGACATGAACCACTGTATCGTCTGCGGC 
GCCTGCGTGAAGGCCTGTCCCGTCGACGCCCTGGAGCTCGAGGACCTCGAGC 
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GTGAAGTGGACGGAGAGAAAGTGGAACTCAAAAGGATAGCTTGGAAGCCCGAG 

GAGTGCCACAAGGAGGATCCACCTCAGTGCGGTGAGGTGTGCCCGCAGGAGA 

TCATGCGGATTGAAGACGGCTATCCGGAGCTCCGCGGATTCTGCGTCATGTGC 

CTCAAGTGCATGGAAACGTGTCCTATCGACGCAATCGGCATGAAGGGTGTCGT 

CGAGCCCAAGTCCGAGCCCCCAGAGCATCCCGAGGATGAGGATGTCTATGTAC 

ACCCCGAACGGTGTGTCGGGTGCACATACTGCCTCCAGGTATGTCCGACCGAC 

GCCATCGAAATGGTGCCGACAGATGCCGAGTTCTTCAAGGCCGAGGAGAACGA 

GTGGTCGCCCGTTTACGTGGACCCGGACACGATGGAGCTGAAGCAGGGCCGG 

AAGGTCGCCAAGATCGACCCGGAGAAGTGCACTGGATGTACACTGTGCGCCCA 

GGTGTGTCCGTGGGGAGCCATTACGGCAGCGCGTGACGTACCGGTTCAGTCC 

CGCGAAGTCAAGAACGAGATCGACGAGGACAAGTGTGTCGGATGCGGAGTCTG 

TGCCGAAGTCTGTCCAGGCGACCTGATCGAGGTCGACGGTGTCGCCAAGGTGC 

CGGAGAAGTGTCCCGCCTGTAAGCTCTGTGAGCGCGCGTGTCCCGT CGACGC 

CATCTCAATCAACGTCTCCTATGAGCGCTCCGGTGAGATGGAGTGAG I C 

ACCCACCCCACCCGCTCCGCCCGGGGCGAACGTTGCGGGTAGGGACCTACCT 

GGTGGATGGCACCCCTCGTCCCGCCGTGTTTCTCGACGACGAGGTCCACGTCT 

ACGACCTTCCCGTGCTCGAATTCATCGAAGTCGTCCACAGTGACGGGTTGGGT 

GATCTGGACTACTCTGTGTATCCGCTATCGGAGCTCAGAATAGGTCCCCCAGTT 

CCGCGGCCTCCTAAGATAATCTGCTTCGGACTCAACTACCGTGAGCACGTCGA 

GGAGTTACGCGAAATGGGAATGGACGTCCCCAGTGAGCCCGTCATGACCATGA 

AGGCGCCCACCGCGGTAATCGGCCACCTGGATACCGTTAAGTTACCGAGGGAG 

GCACGCAGGGTCGATCACGAGCTCGAGCTGGCCGTGGTGATCGGAGAGCGAT 

GTCGTAAAGTGTCTCCTGAGGAGGCTCGAGACGCCGTTCTCGGGTTCACTATC 

ATCAACGACGTGACGGCTCGTGACATAGAGAAAAGAGAGGGCCAATGGGTCCG 

AGCGAAGAGCTACGACACGTTCGCGCCTTTAGGACCGTGGATCGAAACCGAAC 

TAGAGCCCGACGGACTCGAAATGGAGCTCCGTGTTAACGGCGAGGTGCGCCA 

GCGTGCTACCACCGACGACATGGTTCGGGATCCGTACGAGCTGGTATCTTTCA 

CGTCTAGGGTGATGACGCTCGAGCCCGGTGATATCATCGCTACGGGAACCCCG 

CCCGGTGTGGGTCCGATGGAACCGGACGATAAGATCGAGTTGGAAATCGAACG 

CATTGGCAGGCTCGTACATTACGTAGGACAGTGAATACCATAGAGACCGCGTGA 

CACCGTTTAGCGTCCCCACACAGTTTCTTTACGAACAGAAGAAGCTCCGGGGAG 

AACTCTCAAAGGTAGCCGCGAGGATCACTGTAAGGAGTATTGGTATTATACGTA 

AGTCGGCAATCCGGTTATTCGTCATCGGGGTAACCTCGGTCGGGTCCGCTCGT 

CATCTTTGGGGGGTTGGAACCATGACCCGCGAGGACAGGAGGAAGCCCCCGG 

GCGTAGACGAGCTCGTGACGGACGTCCTCCGATCCAAGCACTGGCTGGCAGAA 

GTTCCTAAGGAGATAGTACCACCGAAGCGCAAGAGACGTGCTAAGGGATTGGG 

GATTTAGTACTCACGGTAGCCGCGACTCAGCGACTCAGCGGTGAAGGCTCGAG 

CAGTCCTAACTCCACTAAATACTCAGGTTTCGATAGGTGTCTCCGGGCTACGGG 

AGGTGCCTCGTACGTCACTCCTTCGACCAGCTCTCGAGGTACCTC TACTCC GAT 

CTTCGAGTCCTCCGGAGCCCGTTCCCCACAACTGCACTTGAACCCI I I I I I CCG 

TCCTGCCGACTTCATCGACCTCCGACACCGTCCGCACACGGGATTGCGGACCT 

CTTCCACGCGCTCCAGTCTCAGCACACGGAGCTTTTCCACGTTCACCGTGCGG 

GGGTGTTTCGGAGTCTCCGGTCTCAGCGCACCCGCCACACGGATTTCATCGCC 

GGGATGTAGTGCCGCCACGACTTCGGTGAGCGGTCGGGCCGGACGAAACGCG 

GCGATATCTACCCTGACGCCCTCCTCGTCCTCACACCTCACCACGACGTGACCT 

CCCGGTATTCGCCTAGGCTCTTCAACGACCGTGAGGTCTAGGACGGGGTTGGA 

GTAGTCCTCGGCGTCCGCCAACCGATCCACGCGGACGAGGTGCGCATCCGTC 

GCTTGGTTCGATTCGAAGATCTCGTACTCCACCACCGGCTCTCGCGTCTTGATC 

ATATCCGGAGCGACCTCTAGGACGTCCGGTTCCACGGATCTCACTCCGTAGAG 

GACGGGACATGGCGTGTTGGGCGTTATGAGCACGTCGCCGTCCCTACTATCCA 

GATTATCGAACGTTACGGGGAACGTCCTACGGTCGAACTCTCTGATCGAACTTT 

CCTCCACACGCCGCTCCGTTCCCCAGTACTTCTCGGCACGGTACGCGATCCCC 
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TCGAACGTGACCTCGTGGTCCTTCCGGACGCGGGCGAAGCCCAGGGCCGCAA 

CGGCACCGACGATACCGCGACCTTCTAGGACCACGTTGACGTCGTCGTCGACG 

CTCTCTTTCACCCTCCCGGGGTTTAAAATGCGCCGTACCGCCTCCTCGTAGACG 

GATTCGCAGACCCTCGGCGGCTCACCTTCGCAGACCACCAGACCCGGCCGGG 

TCTCCGGGTAACCCTTCCGGACTACCTTCTTAAGTGCACGTAGCACCACCGCTT 

CGATGTCGACGCTCCACGGTGCTTCCACCGGCAGGGCGACCGCCGCGTTACC 

CCTAGTCTTGAACGGCACGTTCGGATTCAATCGAACTAACAGCGGGCGACCGA 

CGGGTTCCGCACCGGCTTCCGCCAGCTCCGCACGGAGTAAGACGGCCGCGTG 

GGTGGTACATCCCCCGGCGGGTGAGTCGGTGTCATCGAGTGCCACCCAATCCA 

TCGAACGTTCCACCCGGGGGTGATCATGTGGTCGTCGGTCAGAAGATATTGGC 

GTCGGCCGTCGCCCACCTCCTGCCTTTCTTGGTGGGCGCCGTCGGGATTTACT 

TCATTCTCACGGCGTCGATGAAGGACGACGAGCACTTGCGCAGGTTAGGCTTC 

TTGATCATAGTGATCGGGGGTCCAACGTCGGTACTAGTGTCCATCGCGATAGTC 

GGGGGGTGACGGGGTGCGGGCCGAGCTCTGTGCGGACCTCGAGGAGGCTTT 

GAGGGCCGGAGGCCACGAAGTCGTCCGCATCGAAAGGGCTTGCTTCGACATCT 

TCGTGCGTACCCGCGATGGTCGCGCTTACATAGTAAAAGTGTTGATCAACGCCG 

ACGGGCTGCGCCGGGAGGTAGCCGAGGAGCTCAGACGCATTTCGCACTTCTTG 

GAGGCCGTACCGGTGGTCGTGGCGCTTAAACGCCACACCGGCCCGCTGGAGA 

AAGGCGTGGTCTACCATCGGTACGAAGTCCCCGTGCTCGACCCGCTGACGTTC 

GCCCGGCTCGTGGAGGGGGAGCCGCCGAAGGCCGTGGCGGACCGGGGAGGA 

CAGTACGTCGTGATCCGTGCCGACGAGGTGGATGAACTGGACGTATCTAGGGT 

GCGCCGTCGCCAGCTCCGGCGTGAGGGCGGTAGGATCACACTAGCACGGGCC 

GAGGAGGCCGACGTCGAGGGGGTACCGGTGGAGCTCAAGACCCCGGAACACG 

TGGACACCGGACGCGACCGAATGACGCGGTTCGAGCGCCGTGTAGCGGAGCT 

CTTGGAACGGATGGGTGCCGAACGTACGGGGAAGGTTCGCAGGGCCCCCTTC 

AAGCTCCTGGCTAAGGACGGCGAGACCGTGCTGGCACGGGCGGAGGAGGGG 

GGAGACCGGGAGTCCATAGCTCTCAGGGATGTGGCCAGTGCTACGGGGTCGA 

TGGGTGTGATCGTGACTCGAGAGCGTTGCAAAGACACGTACGTGCCCACGATC 

GACATCGGGACCCTCGAGGAGATCAAGGACCTCGAGGACCTCAAGGAGTACCT 

CCAAGAGCGCGATCCGGAGGAGCGTGTGAGACGGCTCGTTGAGGAGGCCGGC 

ATAACGTCCCCGAGGGAGATAGCGCAACGCACCGGGATCCGTGAGTCGGTGAT 

ACGAGAGTTCCTGCGCAGGATGGGGATCACCGACGAGAGAAAGGTTTAAATAT 

AAGTGCTCATCGGTATGCGGATGGACGAAAAGAAGCCGGAAACGGGGGAGTCC 

GCGTATGGCGATGCTAGCAGGTGATGGGAGGCAGGTTCTGATCCTGCCGGAAG 

GTTACCAGCGGTTCGTCGGTCGAGACGCTCAGCGGATGAACATCATGGCCGCG 

CGTGTGGTAGCCGAGACAGTCAGGACCACTCTAGGTCCGATGGGCATGGACAA 

GATGCTGGTCGACGAGATGGGCGACGTCGTGGTGACCAACGACGGTGTAACCA 

TCCTGGAGGAGATGGACATCGAGCACCCGGCCGCTAAGATGGTCGTGGAGGT 

CGCCAAGACGCAGGAGGACGAGGTCGGTGACGGTACGACCACGGCCGTCGTG 

CTCGCGGGTGAGCTGCTGCACAAGGCCGAGGATCTACTGCAGCAGGACATCCA 

CCCGACCGTGATCGCACGCGGTTACCGAATGGCCGTCGAAAAGGCCGAGGAG 

ATCCTTGAGGAGATCGCCGAAGAGATCGACCCGGATGACGAGGAGACGCTCAA 

GAAGATCGCCAAGACCGCGATGACCGGTAAGGGCGTGGAGAAGGCCCGAGAC 

TACTTGGCCGAGCTGGTCGTGAAGGCCGTCAAGCAGGTCGCCGAGGAGGAGG 

ACGGAGAGATCGTCATCGACACGGACCACATCAAGCTGGAGAAGAAGGAGGGT 

GGCGGGCTCGAGGACACCGAGCTGGTCAAGGGCATGGTGATCGACAAGGAGC 

GAGTGCACCCGGGTATGCCGCGCCGCGTGGAGAACGCCAAGATCGCCCTGCT 

GAACTGCCCGATCGAGGTCAAGGAGACCGAGACCGACGCTGAGATCAGGATCA 

CCGACCCGGAGCAGCTGCAGGCCTTCATCGAGGAAGAGGAGCGCATGCTGAG 

TGAGATGGTCGACAAGATCGCGGAGACGGGTGCGAACGTGGTCTTCTGTCAGA 

AGGGTATCGACGACTTGGCCCAGCACTACCTGGCGAAGAAGGGCATCCTGGCG 

GTACGGCGTGTTAAGAAGTCCGACATGCAGAAGCTGGCCAGGGCGACCGGAG 
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CCCGCATCGTGACGAACATCGACGACCTGAGCGAGGAGGACCTAGGTGAGGC 

CGAGGTCGTCGAGGAGAAGAAGGTCGCCGGCGACAAGATGATCTTCGTGGAG 

GGTTGCAAGGACCCGAAGGCCGTGACCATCCTGATCCGCGGTGGTACCGAGC 

ACGTGGTCGACGAGGCCGAGCGAGCCATCGAGGACGCCATCGGAGTCGTGGC 

GGCGGCCCTAGAGGACGGCAAGGTGGTAGCCGGCGGTGGTGCTCCGGAGGT 

CGAGGTAGCCAGGCAGCTGAGGGACTTCGCGGACGGAGTGGAGGGCCGCGA 

GCAGCTCGCGGTCGAGGCGTTCGCCGACGCGCTGGAGATCATCCCGAGGACG 

CTGGCCGAGAACAGCGGACTCGACCCGATCGACGTGCTGGTGCAGCTGCGCG 

CCAAGCACGAGGATGGTCAGGTGACCGCCGGTATCGACGTGTACGACGGTGA 

CGTCAAGGACATGCTCGAGGAGGGCGTCGTCGAGCCGCTGCGAGTGAAGACC 

CAGGCGCTGGCGAGCGCCACCGAGGCCGCGGAGATGATCCTGCGAATCGACG 

ACGTCATCGCCGCCAGGGAGCTGAGCAAGGAGGAAGAGGAGGAGGAAGAGGA 

GGGCGGTAGCAGCGAGTTCTAACGCCCCTCTCCCGAACAAACATGCCTTCGCA 

CCAATCGTTTTGGATCACATAACGTTTTCGAGGACGCGCTCAGCGGAACCCCTT 

GGCCGCGCTCCACATTAGGAACAACATAATCAGCATCATCGCCAGTGCCAGTAC 

TGCCACGATCAGTGCCATTTTCGGGGAGCTTCCCACAACTATCGGCACGGGAC 

CGATCAGGATCACTCCGCCCCACTCTCCCCTACCCGAAGCGTTCTTGATCGCTA 

ACAGGAGGATAGCCAGTGCTGTCAGAACTATGCCCACGAACGTTATCAGCACA 

CCGGCCTTGAGGACGTCCTCGACTCGCAGGGCTATCACCCCTCGGGGGGCGC 

GAGTGTGGGGTTGTTCGAGAAGTACGTCTCCAACTTGAACCGCCTTCTGATCCT 

CACGATGGTGTTCGCTGTGATCTGCGCAGGATCCACCCTCGCCTTAGGGGTCA 

AAAAGGGCATTGATCTCAAAGGAGGTACCATGGTGATCCTGAAAACGGAGAAG 

GATCCCGATACGGTAACTAGCGAGGCTTCGAGGATCCTCGGCGTGTCCGACGT 

GGAGGCTATACGTTCCTCCCAAGGCGACGTGATCGTGCAGGTTCCTAAGTATCT 

GTCGGCAGATGACGTGAATAAACTCGCACGGGCCGTCGGAGGGGAGGTCGAG 

TCCGTCCAGACCATCGGACCGGCACTGGGCCGCGTGTTCTGGGAGAGCGTCA 

AAGTAGCCGTACCACTGGCGCTGGTCGCGGTCTCCATCGTCGTGTTCGCCATA 

TTCCGGAAACCGCTGCTGAGTGCCGCCGTGCTGGGAGCGCTGGCCTTGGACC 

TCGTCGACGCGCTCGGACTGATGGCACTCACGGGCGTACCGCTGACCCTGGC 

GAGCTTCGCGGGCCTCCTTATGATCATAGGTTACGCGGTCGACAGCAACATACT 

CCTCTCCATGTACACCGTGAAGCGTCGCAGGGTCAGGAGGGTCGATCGGGCG 

ATCGCGGACTCGTTTAAGACGGGTATCACCATGGTAGCCACGACCACCGCGGC 

CGCATGCGCGCTGTTCTTGCTATCCATGTCGGAAGCCATGTTCGAAATCGCCGC 

CGTCGTGATCTTCGGGCTAATCGCGGACGTCCTTAACACGTGGATCTTCAACGC 

TTGGGTCATCCGCGAGAAGATCGCGGGGAGGTGATCTTTGTCCGGGCTGGGAT 

GGATGAAAGAGAACTGGAGACTACTCGTGATAACCGCCGTGTGGATCGTAGCA 

GCGACGTCTCTCGCGGTGAAGGGAGTGAACCTAGGTCTGGAGCTTAAAGGTGG 

CACGATGGTCATCGCCAAGACGGATCACCCGGTTAGTAAGAAAGAGATGGATC 

AGACCGTGACGGTACTCGAGAGTCGTCTCTCTACCTTCGGCTTCAAAGGCATCA 

AGATCCAGCCAGTCGGGCGCGACCACATCATCGTGATGCTTCCAGGTACACCG 

CCCAAAGAGGCGGTCGAGCTCATCACTAAGCCGGGACGTTTCGAAGCCAAGTA 

CAAGGGCAAAACCGTCATCACCGGCCAGGATATAGAGTCGGTGGAGTCTCCGA 

GGATAGAGCGCGTTGAAGGCGGCTACCAGTGGTCGGTCCCGTTCAGGCTGAC 

GGCGGAAGGCGCCCGCAAGTTCGCGGAGGTAGCCAAGAACGCCCCGGGCCA 

GCCGATCGACATGTACCTCGACAACAAGAAGGTGTCCAGCCCGCGGATCTCCG 

AGGACCTGGCCATGGCCGCGGCGTCCGGTCACATGGAGCGGGAGATCGAGAT 

CGTAGGTGGTGCTAAGACCAAGGAGCAGGCGGAGCGTGAAGCCAAGGAGATC 

ATGGCGGTCCTGCGTTCCGGTCAGCTGCCGGCGAAGCTCGTTCCGGAAGGTGT 

TTACTCCGTGTCCGCCACGCTGGGCCAGAACTTCCTCAAGATGGCGATGATCG 

CCGGAGCGATCGCGTTCGCGGCGGTGTCGGTAATCATCGCGCTGAGGTACAG 

GGACATCAGGATCTCGGGTCCGATACTGTTCACGGGATCCTCCGAGGTGGTCT 

TCCTCATAGGTCTCGCCTCGCTGACGGGTTTCACGATCGACCTGCCCGCACTG 
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GCGGGAATCATCCTGTCGATAGGTAGCGGCGTGGACGATCTCATAGTGATCAC 

CGACGAGATCGTCCGCGGTGAGCGCAGGAAGGAGGAGGTTACACTCCGTCAA 

CGGATCAAGCGGGCCTTCAGCGTGGTACTGGCGTCGTTCGCGACACTGGCGG 

CGGCGATGGCGGTATTGTTCGTCGCCGGTATGGGCCTCCTGAAGGGGTTCGC 

GATAATGACCATCGCCGGAGCGTTTTACGGTGTCGTCATCACCAGACCGGTGTA 

CGCAGACCTGCTGAAGAAGATACTCGGAACGGAGTAGGGGGGAGGTAGAAAC 

GGACCCGATCGTGGACGTGAAGCTGGTGAGCAGTATCCTAGGAACCGTCGTGA 

AGGTCGCCGCCGTGCTCCCGCTACTCCCCCTCCCGATTTCGCTACTTTACGGG 

GAATTAGACTGCATCGCTCCTCTCCTCTTGACTTCCCTCATCATGCTCGTCTGC 

GGGGTCGCCCTCGAGCGGATCGCGAGGGTTGAGCGCCACGTTCGTCCGAGAC 

ATGCGATAGTTGCCGTGCCCATAATTTGGCTCGTGATCCCACTCTTCACGTCGC 

TTCCTTACCGTTTTTGCGAACACATGTCGTGGCTGGACGCTTACTTCGAAAGCA 

TGTCTGGATGGACTACGACAGGTCTCACCGTGCTCCCGGACATCGACCACGCG 

CACCGCACCATCCTGTTCTGGAGAAGCCTCGAGCAGTGGGTAGGAGGCCTGG 

GTATCGTCGTGTCGATTATCAGCATCCTCAGGTTCGAAACACCGAGCCTTCTGT 

ACGTCGCCGAGGCCCGCGAGGAACGGATCAGACCGAACGTCGTTAACACAGC 

GAAAGAGATGTGGAAGATCTACATCACGATCACCGCGGTGGGTTTCCTAGCCCT 

GTGGGCCGCGGGGATGAATCCCTTCGACGCGCTGAACCACTCCATGACCGCG 

GTTGCCACCGGAGGGTTCTCCACGCGGTCCGAGAGCGTCACCGCGTGGCACT 

CACCGACCGTTGAACTCATCACGGTCGTCCTCATGGTGCTCGGTGCCACCAGC 

TTCGTCACTCACTACAGGGTGGCCAAGACCTTCCGTACGTCTCCCGCCGAACTT 

CCGAAGCGGATCATCAAGGCACTTCGACAGTACCTCCAAGATCGTCAGTTCCTC 

ACCATGATCGGTCTCACCGCCGCCGTCACCGCGTATGCGGGCGCGGTATCCG 

GCGACCGAGCGTGGGACGTCGTCCGGTACTACGGGTACCAGGCGGTGTCCGC 

CATCACCTGCTGTGGATTCTCCAACGCGGACGTTCTCTCCTTCCCCGAGTACGC 

CAAGCTGGCTATAACCATCCTCATGATAGTCGGAGGATCCACGGCCTCTACGG 

CGGGAGCCATTAAGGTCTTGCGTTTCCTGATCATGGCGGAGGCCGTGAAGGCG 

GCCATCGCACGTAGGACTCAACCTATCCGAGGCGTGGTCGTCCCTCGCATCGG 

CAGTAGGGTACTCTCCGAGGATGAGATCTCCGACGCGTTCGCGATCGCCTCGG 

CGTACATGTTCTTCCTGCTCATAGGCACGCTGCTGCTCACGGCGTACGGATACC 

CGCTGGTCGACGCCCTGTTCGAGGTCGCGTCGGCACAGGGCGGCGTCGGGCT 

GTCCTCGGGGATCACGGCGCCCAACGCGCCGGCGTTCGTGAAAATCCTGCTTA 

TCTTCCACATGTGGATAGGCAGGCTGGAGGTTCTGCCGTGCCTAGCGGCCCTC 

TACTGGCTGACCTTGATCCTGAAGAGGCTCGCCGTCAAAGGTAGGGACTGATC 

CCCTCGCCCTCCAGGGTGGGGTTCTCCGGGGGTCGTGAGGGGCATGTACGTG 

GTGGTCGTGGGGGGCGGACGCGTCGGTAGGATACTGGCCGAGTTGCTGATAG 

CTCACGGTCACGACGTCGTCGTGATAGAAAAGGATAAAAGGAGAGCCAGGGAG 

CTCGCGCAGTCCGAACTGGACGTCCTGGTCGTCCAGGGAGACGCCACCGACC 

TCGACGTGTTGCAGGACGCCGAGATCGAGACAGCGGACGTCGTCGCGGCCGT 

GACCGATAAGGATGAGGTTAACCTCGCCGTGTCCCTGATAGCCAAGGAGGAAT 

TCGGTGTCGAGCGGGTCGTATCCCGCGTGACTGATGACCGGTTCGTGGACGTA 

TTCCGACGCCTAGGGGTGGATGCAGTCGTAAACCCCGATCGCAGTGCCGCGCA 

ACTCATAGAGAAGGCGATCACGAGGCATAATCTCGTGGATGTGATTATGTTCGG 

GCGCGGCGAGGCCGAGCTCTTGGAGTTCGAGGTGACCGAAGACTCTCTGGTAT 

CCGGGAAGAAAATCTCGGAGATCCCGGCCGACTGCGTGATAGTGGCCATATAT 

CGGGATGACGAGCTGGAGCTACCCCGCGGCGACATGGAAATAAACCCGGGTG 

ATCGGGTCCTCGTGCTCGCGCTACGTGACAAGCTCAAGAAGGTCGAGAAACTC 

TTCAAAGGCCGCGACGAAGGGGAGTGACCCACATGGCGTCCGTTGCTCAGGTT 

CTAGACCGTATCCGATCCGCCGAAACCGAGGCGCAGCGCAAGGTCGAGGAGG 

CTCGTGAGAAGGCCGAGAAGATCGTCGAGGAGGCCGAGAAAGAAGCCGAGGA 

AATCGTCAGGAAGGCCCGCGTGGAGGCCGAGGAGGAGGCCGAGAAGATCCTC 

CAGCAGGCGTTGAAGGAAGCCCGTGAGGAGGCCCGCAAAGTCCGCGAGGAGG 
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gtgagcgggagatcgaggagctccgaagtcaggctgaggagagactggatga 
agccgccgatgccgtcgtcgggctagttctgggggagtgaatagtggccatc 
gagccgatgcgtgaggtcttcgtgttctgcctggacgagaaggtgtcggacct 
actcaagcgggttcagctcgagggttgcctccacgtcgaggatttctgggagg 

5 ctcacggcgtcgagaagttctacggtgtgaaacgcccggaggtacctcaggaa 
ctgatgaagctcaccgacgtactcacacggcttgcgaggatcgaggaatcgct 
ccgtcgcatccacgaggaagtccggtccaccgggctactcgatgcactgaaac 
ccatgttcaaggcggagcggcctgaaaccgtggagttcgagctcaagccgacc 
gaagagatcgtagaggacgcgaacgagttcctcgaggagctggagtccgagg 

1 0 ccggggagaaactgaagcgactgaacgagctcaaggacgagctcgagcgact 
cgaggaggcgtgttccttcctggaatacgtggaagaggacttcaacgtctccc 
acctgggtgaaggaccgcgcgtggtcgctcgactctacaccgtgcgggccga 
ctcctgggacgatctagtccaggagctcgacggcgaacccgcgtacgtgggg 
aaggtaggggagaccgaagacggcgatcccatagccgtgatagcgttcccgaa 

1 5 gggtagcggaatagagtccgaaatccgcaggctcggagccatggaagAggag 
gtagtgaacgaggtcctcgaggatcgtgaaggttccgttcagtcggtccgcga 
ggagttggctgaggagatagaggaagtcaaggacgagctcgagcgaacgaag 
catgaactcgcggaattctacgaggagcgtggtacggagatccgagcgtgggt 
ggagcttctggagaacgagcgcgagctgttcgacgtgttacccaagctcgcca 

20 tgaccgataggacctacctgatctatggctgggtgccggaggaggaagtcggc 
aggttcaaggaggtcgtgaaggaggctaccgatggactatgcgagatagtagt 
gcacgagccgtcggacctcgagaacatgcccgtacgcctacgtaacccgaggt 
tcatccagcctttcgaaaccctcgtggagatgttctccctgccgaagcccacg 
gagatcgatcctacaccgatagtggcgatattcttcccgatatacttcggtttca 

25 tcctgacagatgccgcctacggggccatcctcacagcattggcagcagcgatc 
cgtatgggagcggggcgggtcgatgagagcatccggaaattctccgagatact 
gctgtacgcgggtatcgttacgatcatcctcggtgcactcaccggcggttactt 
cgggaacctgttggggatcaaaccgctgtgggtagacccgatgaaggacccga 
tcacgatactcatcgtggcgctgggcttcggagttctacatgtcggtatcggat 

30 tgatgctcggaatgtacgtctccctcagaaagcagcgtgacatgaggtccttca 
tgctcgactacctgtgctggttcctgatcctcctcggcggtctgctactggcg 
gtggcgtacaagacgggcggaatctacacaccactcggatacgccggaatcgc 
catcgcggggctgggcttcgtcctcgtactggccggtcacaagctcctgggtg 
tcctggacaccatcgggttcatgggtgacatactatcctactcacgactgctag 

35 ccggatgtctgtcaaccgccggtatcgcgctggtggtcaacctgctggctaaa 
atggtcgagggactcggtgtagtggggtacgtgatcgcggggatcatcctcat 
cggtggacacttgttcaacatggcaatgaacggacttggagccttcgtgcaca 
gcctacgattgcactacgtggagttcttcagcaagttctacgaaggaggcgga 
aagccgttcgaaccgctagagctcaagggtgagcacgtagaaatacgcgcttg 

40 aggggggaaatccggatggtgagtaccgaactcacgatcgccgccatcggag 
cgggtctggcggccggcgtcgcgggtgtgggttccggtattggtcagggtat 
cgccgcggccgccggtgccggggcggtagccgaagacgaagcgacgttcgg 
taaagcgatcgtgttctcggtgctcccggagacgcaggcgatctacggactac 
tcaccgcgatcctgatcatggtcggaattggactgctcggagctgcgaaggcc 

45 gttaccgtgggtgccgcactagcggccctgggtgcgggtctcgccgtgggac 
tcgccggtatatccggtattggtcagggtatcgccgcggccagcggaataggg 
gcggtactcaaggatgaagccctcttcggtagagccatcgtgtacgccgtact 
accggagactcaggccatttacggactgctagtggcgatcatcatcatggtcg 
gctccggtctgctcggtggagccggtggtaaggtctcactgggagcgggtct 

50 ggcggcgatgggtgccggactggccgtaggtctggccggaacgtctggtatc 
ggtcagggtatcgccgccgcgagcggcattcacggcgtgctccgcaaggagg 
agctcttcggtaggctgatcgtcttctcggtgttgccggaaacccaggccatct 
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ACGGACTACTCACCGCGATTCTGATCGCTAACTTCGTCGGTCTGTTGGGAGGTC 

CCACCAGTGTTTCAGTCGGTGCGGGTCTGGCGGCGATGGGTGCCGGACTGGC 

CGTAGGTCTGGCCGGAACGTCGGGTATTGGCCAGGGTATCGCCGCAGCCAGC 

GGAATCAAGTCCTTGATCGAGGAGGAAGGAGTGTTCGGCCGGGCAA TCGTC TT 

CTCGGTGTTGCCGGAGACTCAGGCCATTTACGGGCTGCTAGTGGCGATTTTAA 

CGCTGTTCTCACTACTCAAGCCAGATCTAAGTCTCGCGGCCGGACTCGCGGCT 

TTAGGAATGGGTCTCGCCGTCGGAATCGCAGGGACTTCAGGAATCGGTCAGGG 

TATCGCCGCGGCCAGCGGAATCGCGGGGGTCTTACGTAAGGAGGAGCTCTTC 

GGTAGGCTGATCGTCTTCTCGGTGTTGCCGGAAACCCAGGCCATCTACGGACT 

ACTGACCGCGATCCTGGCGATGTTCTTCCTGGGTGCCGGAAAGCCGACACTGG 

CCGCAGGACTGGCCGCCGTCGGTGCAGGTCTCGCCGTGGGCTTCGGAGGAAC 

GTCTGGTATCGGTCAGGGTATCGCCGCCGCGAGCGGAATCAGGGCGATGATA 

GAGCGCGCCGAACTCTTCGTGCGAGGGATGGTCCTCTCAGTGCTCCCGGAGAC 

GCGAGCGATTTACGGACTGCTGATCGCTATCCTGGCGCTCTTCATGATGAAATC 

GGGCTCCGTCGGTGCCGGGTTAGCACTCATCGGAGCCGGTCTGGCAGTGGGT 

CTCGTGGGTGTTTCGGGAATCGGTCAGGGCTTCACCGCGGCGACGGGTGCCG 

CCACCCTAGTGAAGAACGAGGGCTTCTTCGGTCGAGCTATCATCTTCTCAGTAC 

TGCCGGAGACTCAGGCTATCTACGGACTACTGACCGCGATCCTGATCATGATGT 

TCGCCGGCATACTGGGTGGAGCGGGAGCTAACATCGGACTGGGAGCGGGCCT 

CGCCGCGGTCGGTGCCGGTTTGGCGGTCGGATTAGCGGGTAGCTCCGCGATC 

GGTCAGGGTATCGCCGCGGCCGCCGGTGTCGGAGCGTCCGCGGAGAAGGAG 

GAGCTCTTCGGTAGATCGGTGGTATTCTCGATCCTGCCGGAGACTCAGTCCATC 

TATGGATTACTCATCGGCATCCTGCTAGCGGTGTTCGCGATGAAGGCCGGTTCC 

CCGGTGGGCGCAGGACTCGCGGCTCTGGGAGCGGGATTGGCCGTCGGAATCG 

CCGGCTTCTCCGGTATCGGTCAGGGTATCGCCGCGGCCGCCGGTATCGGAGC 

GTTGAAACGGGATCCGGGCTCGTTCGGTCGCTCGCTGATCTTCTCGATCCTGC 

CGGAGACGCGATCCATCTACGGACTGCTCGTGGCGATACTGGTGATGGTCGGA 

CTCGGCCTGATGGGAGGTACCTTCAGCGGTAACGAGGCCGTCGGCCTAGCGG 

CCCTCGGCGCCGGTCTGGCCATCGGCTTAGCGGGTCTGTCGGGAGTCGGTCA 

GGGAGTTACGGCCGCCACGGGTATCAGCAACGTGGTGAAGGACCCCGGAATG 

TTCGGTCGTTCACTGCTCTTCTCGGTGTTTCCGGAGACGCAGGCGATCTACGGA 

CTGCTGATCGCCATCCTAATCATGATGTTCGCCGGTATACTCGGCGGCTCCAAG 

AGCCCGGCCTTGGGTGTGGGACTCGCGGCCCTCGGTGCCGGTATCGCCGTCG 

GTATGGCCGGTACCTCGGGTATCGGTCAGGGTATCTCCGCGGCCGCGGGAGC 

TCGGGCGACCGCCGAAGATCCCGGTAACTTCGGTCGGTCCATCGTGTTCTCGA 

TCCTGCCGGAGACGCAGTCCATCTACGGATTGCTAGCGGGAATCTTGGCGCTG 

ACACCGGTGCTGACAGGGGCCGGAGCGCACTTGGCGGCCGCCGCCGGTCTGA 

TCGGTATCGGCGCCGGTCTCGCCGTCGGAGTGGCCGGTACCTCGGGTATCGG 

TCAGGGTATCGCGGCTGCGGGAGGTACCGGTGCACTCGCGGAACGTACGGAG 

ATGTTCGCCAGGTCACTGATCCTGTCCATCTTGCCGGAGACACGATCCATCTAC 

GGACTGCTGATCGCCATCCTGAGCATGTCACTGACGGGAGTACTCGGAGGCGC 

CGGCAAGGCGAGCCTGGCCGTAGGTTTCGCAGCCGTCGCCGCCGGAATCGCA 

GTAGGTTTCGCGGGACTATCTGGAATCGGACAGGGTATCACGGCGGCCCGCG 

GTTCCGCCTCGATGGTGAGACGGGAGCAGGTGTTCGGAAAGTCCCTCGTGTTC 

TCGGTGCTCCCGGAGACTCAGGCTATCTACGGACTACTGACCGCGATCCTGAT 

AGTGTTCGCCGCCCTCGCGGCCTCTTAACCACCATATTCTCAGCTGAGTTGGG 

GTGTTACACATGGGCGTAGAGGAGCTCGAGCGTAAGATCCTGGAGGATGCCGA 

GAAGGAGGCCGAAGAGATCCTCGAGGAGGCGAAACGAGACGCG GAAC GTATC 

CGTGAAAAGGCGGAGCGTGAAGCCGAGGAGGTGCGTCGAGAGATTTTGGACC 

GTGCTCGGCGTGAGGCTGAGACCCGACGGAGGCGCGAGATAGCGCAGGCCAA 

GCTGGAGATCCGTCAGGAGAGGCTTCGGGTTAAGGAGGAGTACATCGAGAAGG 

CGATCGAGCGGGCCGAGGAGAAGATCAGGGAGCTGGCGGAGGAGGGTCGGA 
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AGGAGTACCTGGAGTTCCTCAAGCGTTCCGCCATCGAGGCCGTGAACGCGATT 

TCCTCCGATGAAGTCGTGCTCCGAGCCAACGAGAACGATCTGATGCTGCTGGA 

CGAGATGCTCTCGGAGATCCGCGACGAGACCGGTAAGGACGTTGAGCTGGGC 

GAGCCAGTGGAGGCCGTGGGTGGTGTGATCGCGGAGAGTAAGGACGGCTCCG 

AGGCGTACGACAACACCGTCGATGCCCGGCTCCGTCGCCGGCGCTCCGAGAT 

AGTTAGACGGGTCTCGGAGACGCTCTTCGGGGGATAACCTTTGCTAGGACTGG 

CCGGCCTGCAAGATTACACCCTTCTCGCCGTCGGGATCATCGCGCTGGTCACG 

GTGCTCTCGATAATCTTGTCCATACCGATCACCGACGTCGTTTGGCGGTACGCC 

CCCTACGCTTACCCGCTCCCCAGGGCCAAGGCCGTCGAGGCGGAGACGCTAT 

CCGACGAGGATTACGAGGAACTCAAGGACGCCCCGGTGCGGGACCTGGTCAC 

CAGGCTCGAGGAGCTCGGAGTCGAGCCTGAAGCAGCCCGGGCGGTACTCGAC 

GGGAACACGGCTCCACTCGAGATAGAGCTCAAGCGCCGTGCCGTCGAGTCCGT 

GATGGAGAGAATCGTCGAGACCAGCCCGGAGGACGTTTCCGAGCTGGCGCGG 

GCCCTGATAGCCAAGTACGAGCTAGAAGACATCAAGGCGGTACTGCGTGCGCG 

CCATGCGGGTGAGGAACCAAAACACCTCGTGGACGCGCCCGTACTGCTCGGA 

GCGGAAACCTGGCGAGAGCTAAAGGAAGCGCGCTCAGTCCCGGAGGTCGTAG 

ACTACCTACGCGGAACTCCGTACGATCGCGGATTAGAGGAGGCCCTGCGTGAG 

TACGAGGAGACGGGCTCTCTACTACCGCTGGAGTTGGCCCTTGATAGGGCTTA 

TTACGAGCACCTGTGGGATCTGGTGGTAAGCGAGAAGGTTGACGAGGAACTGG 

CCAGGCTGGTCGGCCTTGAGATCGACCTATACAACGTGGAGGTCGCGCTTCGA 

GGTGCGATCCTGAACCTGGACCCGGAACGTGTGCTCGAGGCTATGGCGGAAG 

GCGGCTGGGAGCTGGCCGAGTGGAGGAAGCGGGAGCTGGCGGAAGCCGAAG 

ATCCCCTAGAGGTCGTCGAGAGACTCTCAGGGACTTCCCTCGGGCCGTACTTG 

GAGGAAGCCGCCGAGGAGTACTCGGAAGGGCGTGGAGTTCAGGTCTTCGACG 

AAGCCCTCCGTAAAGCCCGCTACGAGCTGGCCCGAGAGATCGCGGGGTCCGA 

TCTCATCGGAGCACCGGCCGTGGTGCACGCGGTGTACGAGAAGCAGCGTGAG 

GTCGATAACGTGATCTCCCTAGTCAACGCCAAGGTGGCGGACGTCGAGACCAT 

GTTAGTGTAGGGGGAGCCACCCGTGTACGTAGTAGCCGCCGTGGTGAACGGG 

TCCGTCGCCTCGGGGTTCAGGCTCGTCGGCGTGCGAACGATCGACGCGGACC 

GTGAGGATCCTAAGGAGGCCGTGAAGAAGCTCGCTTCGGATCCGGAGGTTGG 

GGTGATCATTCTCACCGAAGATGTGGCCGAAAAGGTGAAGGA AGAG GTAGAGG 

AGATCCAGCGGGAGAAGGTCTCTCGAGGTGAAGCTACTCCTATTTTCGTGACC 

GTTCCCGGACCGGAAGGCCCAACCGAGGAGTTCGAGATCGAGGAGATAGTTAA 

AAAGGCGGTAGGAGTGGAGATCGACCTCGAACGCATCGAGCGTTAGGGGGAT 

CTTCCGTGTCCAACAGCGTGAAAGGCGAGATAGTGAAGATCGCGGGACCCGTC 

GTGGAGGCGGTGGGTTGTGAGGGCGCGAAGATGTACGAGGTGTTCCGGGTCG 

GCGACGAGGGTCTAATCGGTGAGGTCATCAACATCGAGAGCGACCGGGCTACT 

ATACAGGTCTACGAAGAAACTACCGGTCTGCAGCCCGGTGAGCCCGTCAAGGG 

TACCGGAGAGCTCCTATCCGTGGAGTTAGGTCCCGGACTGCTTACTCAGATCTT 

CGACGGAATCCAGCGCCCGCTGCCCGAGATCCGTAAGGAAGTCGGTGACTTCG 

TCGAGCGTGGTATCCTCGTGTCGGCCCTGGACCGGAAGAAGAAGTGGGAGTTC 

ACTCCCAAGGTCAAGGAGGGCGAGAAGGTCGAAGAGGGCGACGTCCTCGGAA 

CCGTGCCGGAGACGGAGTTCATCGAGCACAAGATCATGGTTCCGCCCGGTGTG 

TCCGGTGAGGTAATCGAGATCGCGGCCGACGGAGAGTACACCGTGGAGGACA 

CCATCGCCGTCATCGAGGACGAAGAGGGCGAGGAGCACGAGGTCACCATGAT 

GCAGGAGTGGCCCGTGCGGAAGCCGCGACCTTACAAGCGCAAGCTCGACCCG 

GAGGAGCCCCTGATCACGGGTCAGCGTGTCATTGACACGTTCTTCCCCGTGGC 

CAAGGGTGGAACCGCCGCTATTCCGGGGCCGTTCGGGAGCGGTAAGACGGTT 

ACCCAGCAGCAGCTGGCGAAGTGGGCGGACGCCCAGGTAGTGGTGTACATCG 

GATGCGGAGAGCGTGGTAACGAGATGACCGAGGTGCTCGAGGACTTCCCGGA 

ACTCGAGGACCCACGGACGGGTAGGCCCCTGATGGAGCGTACGATCCTGGTA 

GCGAACACGTCCAACATGCCGGTGGCGGCCCGTGAAGCCTGTATCTACACCGG 
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TATCACGATGGCGGAGTACTACCGGGACATGGGCTACGACGTGGCGCTCATGG 

CCGACTCCACGTCGCGGTGGGCCGAGGCGCTGCGTGAGATCTCAGGTCGACT 

GGAGGAGATGCCGGGTGAGGAGGGTTACCCGGCGTACCTGGCCTCCAGACTC 

GCCGAGTTCTACGAGCGTGCGGGTCGCGTCGTCTGTCTGGGTTCCGACGACC 

GAGTAGGTTCGGTCACCGTGGTGGGTGCGGTGTCCCCACCGGGTGGTGACTT 

CTCAGAGCCCGTAACGCAGAACACACTACGTATCGTGAAGGTCTTCTGGGCGC 

TCGACTCCAAGCTGGCGGACCGTCGGCACTTCCCTGCGATCAACTGGTTGCAG 

TCGTACTCGCTGTACCTGGACGACGTCGAGAAGTGGTGGCACGAGGAGATCGG 

TGGTGACTGGAGGGAGCTACGCGACGAGGCTATGGAGATACTCCAGCGCGAG 

TCGGAGCTGGAGGAGATCGTGCAGCTGGTGGGACCGGACGCGCTGCCGGAGA 

GCGAGCGTCTGATCCTAGAGGTCGCGAGAATGATCCGTGAGGACTTCCTGCAA 

CAGAACGCGTTCCACGAGGTCGACACGTACTGCCCGCCCGAGAAGCAGTACGA 

GATGCTCAAGACCATCCTGCACTTCAAGGAGAGGGCCGAGGAGGCCGTGGACA 

AGGGAGTGCCGGTGGACGAGATCCTCAAGCTCGACGTCATCGACGACATCGCC 

AGGATGAAGGTGATACCCAACGAGGAAGCGAAGGAGAAGATACAGGAGATCCG 

GAAGAAGATCGACGAGCAGTTCGAGGAGCTCATAGAGGAGGCCTCGTAAATCC 

CCCTTCTCTCCCTCGGATCGTTACGGGGGTCGTAACGTGAGAGAGTTCCTCGTA 

CTGTTCAACCACGCCCCTACGTCACCCGACCGCGTGCGGCTCAAGGACCTTCC 

CGGCTCCGGACGCTTCGATCTGGTGTGTCGCGTTACGACCCAAGCTCTACTGT 

ACTCCCACGGGGTTCGAACGGACACGGTGGTACATCTCCTACTGCGCGGTCCC 

GACGATCCCCCGAAAACCATCACCGTGACGGGTCGCCGTGTGCGCCGTTTGTA 

CCCGGACGAGCGTACCACCGCGATCCATCTTCGACGCGCCCTCGAGGCAGAC 

CCGGACACCGAACCCCATCCCGGGATCTTCGTCCGTCGCGCGGACCTCGAGG 

ATCTGCTCGGTGAGATGAAAGGTGCCAAGCTCTACTACCTGAGTGAGGACGGT 

CGGGATTTAGAGGAAGTGGAACCGGAGCCCGATGCCGTGTTCGTCCTCGGAGA 

TCACGAGGGTCCTACGCCGGAGCAGGATCGTCTGTTGAGACGGCATGCCGAC 

GCCGTGATATCGCTCGGGCCGATCCCCTATCACGCCGATCAATGCATCGTGAT 

CTTGCACCGGTACCTGGACGTGAAACGGCCGCCTGAATACGCTCACGGCCCCT 

CGAACGTTATGTAATCCGTGACGTACTCCCGTGCGCTTTCGCAAAACTCTGTCG 

GGGAAATTGCTAACAATCGGTGATCGGCACGGTAGTTTAGATACGGGGGCACC 

GATGCGACACCTCTACCTTACGGTTCTCCCCGATCGCACCCTCTTCGCGGCTCT 

AGACGAAGAGTTCTTACCGGAACGTGCCTATCTCAGCCACCGCGGTGACAAGT 

TCAAGTTCTCTACGGAAGAGACCGAACTCAGCCGCGAGATCGAAGACGAGACC 

CTGTTGGAGGCCCGTAAGACGTTGGAGCGGAACGTGGGGGAGGTCTTGGGGG 

AGAAACCTAGACTACTGCGCGTTGAAGAGAGGGAAGACCTACCCAAGGGACGC 

GCGGTGGAGGTGTACGGTCGGGGAGGGACCAAGGAGATCTTCGTTGGAAAGG 

TGGAGCTAGGAGAGGAGGTTCTACTGGCCTCGCGCGGTACGGGCTCCGAGGA 

GGCCAAAGAGGTCACGGAAGTCGCGGAACGTGTGCTCAGCGGCCTGCTCGGT 

CGCGTTATCGACCTTTACTACTCCTGAATCTTCCGTTCCACCGACCGCACCTTA 

CCCTCCGCGGTCAGCTCCTTGTCCCTGCGCTCGTCTATCTTGACTACGAACACG 

GCACGGTCCACGACGCGTAACGCGGCCTCCCTAGCGACGCGGAGCGCCTCCA 

AAGCGTCCTCGAAGGTTTCCACCTCCACCACGGTACCCATCGGGCCTACCTGC 

GGCTCGAACCCGGCTTCCTTCAGGGCTTTCACTACCTCGACTATCTCATCACTG 

ACGCTCGGTGATCCGGTTCCGATCGGGTAGAACGAAATCTCCATCACGACCGC 

CACGGGTTCCGCCCCCTCGGCATCAGAATCAACGGGAGCACGGATAAAGGATT 

GAAGTTACCACGCGGTCCGGTGATCTCGACGATCACGTCGTCGTAGTCCACTA 

CCCCGTCCCAACCATCCTCGAACCCGAACCTCAGGTACCATACACCGTGCTCG 

CACTTGGTCGACCCGCGACACGCGTCTACCCTCCGTCCGACGACCTCCGTCGT 

CCACGCTATTATGGCGCCGTCGAGGAATGCCCGGAGTTCCGGCGACTCTTCGG 

CCAACTTCCTGAGCACCTCGGCCGTCTCCGCGTCCGAGCATAGGACAGTGTCT 

TCACCTTTCAGCGCGATGCCGAGACGTTCCGGGTGCACGTCCAGTGTTCCGAT 

AATCGGTGAAGCTTCACCATCCGGGGTTATTCGTATCACTGAGCCCGTGGACC 
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GGTCCAGCAACAAAACGTCGTACTCCTCCGGAGATTCGCGCTTGATCGAGATCT 

TCAACTCCCCTACCGAGACCACGACCGCCTCAAGGGTCACCTCTATGACGGCA 

TCGTTGTAGTCGGCGTCGGTCCCATCCTCGAACGCGAACTCGAACCCGTCCGG 

TGTCCTCCTGACGATACAGCAAGGCCTACCCTGTACCTCCGTCGTCACGATCAC 

CGGACCGTTGAGGATCGTTCGCAGTTCCGGACGATCCAACAGCCTCCGGAACG 

TCGCCGCGGTCGTGGGGTCCGAGCACAGTGCTACTCCCGGCCATTCACCGGG 

CTTGAACGGGATCACGACGGCACCCAGTGCGTCCGGATGCACCTCGCCCGGTA 

TCAACGGCTCAGGCTTCCGCAGTGTACGCTCAAGGACCCACGGTCGCGGTCCG 

GGCGACGCGTCGGTGCCCAGGTACCAGAGCGCTCCACTGGCGTTGTCCACCA 

GGAATAGATGATGTGTGTAACCGCTTTCACGCGATATCCATACCGCTCCGAGCT 

TCATCCCCGAGCATCCAACCGGTGATATCAACAACGCTAGCAAAAACACCGTTA 

GCATCGCCGCTCCCCCGATCCGTGGGGGGTAACCTACGTGACCGTTCTGGTTT 

CGACTCTTGCACTGGGCGATTGGTGGGCAGATCCGGAGCGCGTGAACGAGCTA 

CCCGAGCTGACGGGAAGCGACGGTGTTGAGCTGATCCTCGAAGGGTCGTTTCA 

ACCGGGGCGGCTCGATCCGAACGAACTCAACGTTGAGGTCTCCTCGGTACACG 

CTCCCTTCGCCGACTTAAACCCAGCGAGTCCGAGCGATCATCACCATGAGTACA 

TCCTGGAGGTCATCCAACGGGCCGCTGAGCTCGCCGCGGAGCTGGATGCTCA 

CTACCTCACGGTTCACCCCGGGCACTTGACACCGGTGACGATCCACGACCGAG 

AACTGGCCATCGAGCTCGCCATCGAGACCTTGGGAGAGCTCGCCGACGAGGTC 

CGCTCGTTCGGTGTCGAGCCGCTCGTTGAGAACATGCCGGATCACTCGCTACT 

GCTGGGCACCAGTGCGGACGAGATGGAGGAGATACTCCGGGCGTCGGGGTGT 

GGGTTCACGCTGGACGTCGGTCACGCTCTGACCGCGGAGGGTAGTCTCCGTC 

CGTACCTGCGGTTGCGGCCCGATCTCCTCCATGTTCACGACAACTCGGGCGAC 

GGCGACGAGCACCTACCACCCGGGAGCGGAATCTTAGATTTCGAGGAGTTGCG 

AAGGGCACTGCACCACCGGGTGCTGCCCGTGGTGGAAGTCCGGGGGATCGAG 

AAGGCACGTGAGGCTGTGAGGACGGTCCGCGAGATCATGGAACGTCCTGAGAA 

CTGAAACGATACGTGTGGGCGGTGGGGGAACCGCCCCACTAGATTTCAACAAT 

TCTGCCTATGGCGTACGTGTCACGTACTGACACTATTTTCACTAGCACCTTGTCA 

CCCTTCTCCGCTTCTGGTACGAATATTACGAACCCATTGACCCTCGCGACACCG 

TCACCTCGCTTCCCTGTGTCCTCGATCTTTACCTCGTAGACGTCCCCAACATCC 

ACGGGCTTGTCCTTCCCTTCCAAACCTTCACACCTCCTTCACCGAGAACGCGGA 

TTTCCGGGAATTCACATTACTTATAGTTTTCCCCCAGCGTGTCTCCCGACGGTTC 

AGATGCGGACACGGGACGTAGTCCGTTGGCGCTCGCCGCCTGCTACTCGGTA 

GCGATGGATGATAGTACGAAGACCGGCCGAGTCGATATGCTGGCCGTCGCTCG 

GGTGAACGGTCAGTCGGCTTTCCGGGCCAGACCGTCCAACGCTATCGCTTCAC 

CGTCAATCAGAAGGAGGGGGTTCACGTCGAGTTCGGACCATCCTTCCTCCTTGT 

ACACCCCGTGGGCTGCGTTGACGACTTCGGCGAGGCGGTTAGGGCCTATCTCG 

GAGAGTAATCGTTCACCTCCGGGCACTCTACGGAGGCCCCTCTCGACGTCCTC 

TCCGTCAACCGGGGGTCGCCGCACGATGTAGGCCCGAAGTTCTTCGACGAGCT 

TCCCGCCGAGACCGAGCAGTACGACGGTACCGAAAGTGTCGTCTTCCTTTATC 

CCTAAAAAGGCCTCTATGCCTTTGACCACGTCCAAATGTTCCTGAACGATGACA 

CCGACTGCGTCGGGCCAGCGCTCCAACAGCTCGGCCACGCGTCGTTCGAGCC 

GCTCCTTGGACGGTACGGCCGTGTATATGGCACCGACACGGGCCCGATGCGC 

GACTCCCGAATGGAGGAGCTTGACGGTGTAAGGGGGATCG AACGG TACGTCG 

GAGGCCTCCTCGGGGCGCTCGAGGACGGTGAAGCGTGGCGTTTTGAGACCGC 

CCTCACGAAGCGCGGTAAGCACATCGTGCTCCAGAACGATCTCAGAGCTCACG 

ACTTGATCAACTCCCCCATAACCTCGTTGAAGGCCTCACAGAACCGCTCTATGT 

CCTCCCGTGGGGCCGAAAACGCCACTCGGATGAACCCCTTACCGCGGCGTGG 

GCTGGTATAGTAGCCCGTCCTCACGAAGATACCGTGCTCGGAGTACAGTTTACC 

CACGACGGTTTTCGAGTCGATATACCCGTACTCGGAGAAGTCGATCACGAGACA 

GTTGGCGTGCGAGGGGTACACCGGTATCTTCACTCCGTCTCCCTCACACTCGC 

GCTTGATCAGACGCTGGTTCCGCGTGACCTCCCTGAGCAGTCTCGGGATCCAT 
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CGATCGCGAACCTTCAAGGCGGTGATGGCGGCCTCCTGAGCTATCAGGTTTAT 
CCCTAACTTGCTCACCTTGTACTTGGATACCTGCTCCAGCAGTTTCCGCTCTCC 
GATCACGGCTCCGATCCGAAGGCCGGCGAGTCCGTACGTCTTGGAGAAACTGT 
ACAGGTCGACGCAGCGTTCCGGGTCCATCTCGCAGGCTACTGGTTGCTCCGGA 
5 GCGAAGTCCCTGTACGTGCAGTCGTGTACCAGGAATGCGTCCGCATCTTGGGC 
GAGCTCCACGAGACCCCGGAGCTCCCGCTCGGACATGGAGCTGCCGAGCGGG 
TTGGAAGGGTTTATTACGAAAATGAGATCGAGCTCCCGGAGGTTACCATCGAAC 
TCCTCCATCACGGCGTCTACCGTCATCTGATAGTCGAACTCCTCGGAGTATATG 
TCGACCTCTTGGACGTGAACTCCCTCCGCCATCATCATACCGTCGATCGTCTTG 

1 0 TACCCTGGATCCGGAGTCACGGCCACACCGTTGCTGGCGAACGCCCTGATGAC 
GGCGTGGACGCCCTCGATGGCGCCGTTGGTGATCACGGCGTCGAAATCGTCG 
TCGAGTTCGAAGTACTCCAGGAGTCCCTCTCGAAGTCGCCGGTCGCCCTGCGG 
GTGTGCGTACACGTTGTACGGTGCCTCCAGTGCGGCGCGCACGACCGCTCTAC 
GGACCTCCTCGGGGGGTCCCAGTCGATTGGTGTTCTGGCCGAGCTCTATCACC 

1 5 TCGCCGGAATGTATCTTCCGGAATAGTTCGTCCGGTGAATCG GGAA TCCAGTCG 
GCTGACACCGGCCCCACCCCGAGGACTTTAGACCGCCAGACTTTTGTGTAAATA 
CCGAAAGGTATTGGGGGTATCGAGATCGCGCCTCAGCGGCCGCGCCCGTGAC 
ATCTTGGAACTGGTAGTGAACAACTCCGGGATCACCGTCTCGGAGATCTCGAGA 
CGGTTAGGACTCCATAGAAGTACGCTGGATCGATACGTCAAGATTCTCAAAGAT 

20 CTAGGACTCGTCGAGACTAAACCGGGGCGTGGGGGTGGTGTCTATCCGACCAA 
GGACGCCGTTCTTCTCGTGCGATCGGGTGGTAGGGTCACGATCGTCCGACGCG 
GTGGCGGTCGCGCGAGGATACTGATCGAGGCCGAAGATCGGCCGGGATTACT 
CGCCGACGTCACCAACCGGTTGGCGAGCGCCGGCGTTAACATCTTAGAAACCG 
AGCTCAAGGTGGAAGAGGGAATCGCCATCATGGAATTCGAGGCGGAGAACGTC 

25 GTTCACGAGGAAGTCCTTCAGGAACTCGACGGACTGAGCGGTCTGATCCGCGT 
CGAAGTCGAACCGCGGGGGCGAAAGTAATCTGCCGCTCACTCCCGCCGAGGC 
GCTTCTGGAGATCCTAGGGACGGCTAACGTCCTAGTCCCGAGATCGTACAAAC 
CCGGTAAAGCCACAGGCCGCGCAGCGGTGAACCGGTTCGCACTGTACGCCGT 
CCGCAAGGGACTAGGGTTCGAGGTCGAAGAGAGACCCGTCAGAGTCTACACCT 

30 CCTGGCGTGGGCTGTCGCTCGCGGTTCCCGGCGAGGAGACTACCTCCGATTAC 
CGGGCGACGCCGAGGGGTCGGGACGTACCTCCTGAAGAGCTCGCGGAGGCA 
GTGCCCGACTATCCGGCCCGTCCGCATTTCGTGGTAGACTACCGGTTCTGGGG 
TGAGCATTCCGACTTCGGCCGCACCAACCTGATACGTCAAACCGCCGTGACAG 
CTTCGACGCTCCGACTGTACCTTTCGGACCGTCATATGAGCTTGGTCAACGTCA 

35 CCCCCGAAGCCGAGGAGAGGTTCCTGAATGCCTTTCCTTCCTTCGAGGGTGGG 
TTGTACGAGGACTGGGAGGACCTGATCGCCGAACTCAGTGTGGATAGGGTCAT 
CCTCTTAGATCCCAACGCCGAGGAGGAACTCGACGAGAACGAGATACGCGAGG 
ACGCCGTCTTCGTACTGGGTGGAATTGTCGACGAGAATATGCGCGGATGGACT 
GCGAAGCTGGCTCCCGGCATCCCATGCGACGTTGAGCGGCGTCGTATCACGCT 

40 CAGGGGTAGCATCATCGGAGTTCCGGACAGGATCAACGCGCTCGTGGAAGCTC 
TCTCCCGTGTAATCGTCGAAGGTGAGTCGCTGGAGCGGGCGATCCTGCGGGTA 
CAATCACCACGGTTCGCCAGACGACGTCTGAGCAGGGAACTGCGTAGGCTCGA 
CAGGCTCACGGAGGAGGAGCTGCGCCGACTGCGAGAAGTAGTTAACCTCCCG 
AAGCGTGAGATACTGCTTGAGGCGCGCCGCCGGGGGATCGAGCTGAAGGTTG 

45 ACCTGCAGGATGGCTGAGCTCGGGTACGAGAAGGCCGAGAGATGCGAGGTCG 
GAGAGAAGCCCGCCTGTAAAGTCGGCTTACGTGATGGGAAGCGGTTGATACAC 
GACGCCCATCTATCGCGTCCCGAGCATTACTACTCCGTGTACCAGAGCTGCTG 
CAACTGGGAATGTTTGTTCTGCCATTCTTGGCGGTTCACACAGCGTCCCGTGGG 
TACGTGGTGGAGCCCCGAGGACTTCGTCCGGCACGCTCTGGAGTACCGTGAGA 

50 CCGTCACAGTCTGGGAGCCGCGGAGCCGCGCCACATCGTTTCACGCCACGGA 
TCTATGCCTGGGGTGCGGTCGGTGTGTGACGTTAGGCGAGAGGCCGGAGTGG 
TGCCCGGGCGAGTTGGACCCGGATCAAGTGGTCCCCAGCCCTCAAGGATGGG 
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GGCCCGCACGCAACATCGTGGCGTTCACGGGCGGTGATATCGCGTGTCGTCC 

CGAGTTCTACGTCGAATCGATAAGGGGGCTCAAGTCCGAGACGGACGATCTCT 

GGGTCCTTCTCGAGACGAACGGGTTCGGGTTGGTCCGAGAGAACGTGGAAGA 

GCTAGTCGCCGCGGGTTTAGACGCCGTCTGGCTCGATGTGAAGGCGTGGAAG 

GAAGACGTGCATCGGAAACTGACGGGAGCGACGAACCGCTACACCCTCAAAGC 

GATCGAGTTACTCGTCGAGCACGACGTGGTCCTCGAGGTATGCACACTCTACAT 

CCCCGGTTACGTGGAGGCCGATCAGATCCTCAGGATCGCTAAGTACGTGGCGG 

ACATCGACCGGAATATTCCGTTCACGATCCTGGCGTACTTCCCCGAGTACAAGC 

TCTCCGTGAGACCTCCAAAACGCTCCGAACTTGAGACCGCCGAGCGATTGGCG 

CGGGAGGTGGCCGGGCTGAAGAACGTGAAGATAGGCAACGAAGGTGTGGCAC 

TACCGGGTTAACCGGGAAACACGCTACAAGAAGGAATAAACGCAATCCGTTCCC 

CCGCCGAATGTGGGGGTGTTCGAAGGGATTGTCCGAGTCCGAAATCCGGTGTC 

CGTGTATCTGCAACGGGAAGTACCCGGCACCGGCGCTCACCGTGGACGGTATA 

GTCCCCTATCGTGGGGGTATCGTGCTGATACGACGGGGGAAGAAGCCCTTCAA 

GGGTAAGCTGGCGCTGCCCGGGGGATTCGTGGAGTGCGGTGAAACTGTGGAA 

GAAGCGGTAGCTCGTGAGGTCCGGGAGGAAACAGGACTCAAGGTTCGGCCTG 

TCGAGTTGGTGGGGGTGTACTCGGACCCCGGGCGTGATCCGCGGGGTCACGT 

CGTATCGGTGTGCTTCAGGTGTGAGGTAGTGGGAGGCGAGTTACGAGCGGGCT 

CGGACGCGGCGGATGTGAAGGTCGTAGACCCTTCGGACTTGACTCCCGATGAC 

CTCGCGTTCGACCATTACGATATGCTTCGGGACGCGGGGATCGTGCGTTGAAG 

AGGGGGTTGAAGATAGCAGCTTACGTAGCCGGTGGTCTGCTTCTGTGTACGGT 

GTCCGCGAACGCATTACTCGGTATGCGTGAGCCTCCGAGGTTCGCCGAGATCG 

ACAACCCGAGCCTCGGGGATCGAGTATTTCTGGCGATTTCAGGCCTGGTGGTG 

GGCATCATGGGGGTCAGTAGGGGCATTTGGGAACTGAGGAACGTCGAACGGG 

TCCGGGCGGCGCTCGGTCTCCTGAAGAAGGCTGAACGCTACCTCGAAGAAGGT 

TCGGAGAGGATTCCGGCGAAGTACAACGCCGTGACCTACGCGCTGAGAGCCCT 

CAGATGTGTGAAGAACGCCGTCGAAATCCTTGAGGAGATGGAAGAGGAACTGG 

AAAGTCAGGAGCGAGAGCTGAAGGAAAAGGCGAAGGAGAAGGAAAAGGCGGA 

AAAAGAGGGGGAGGAAGAGAAGGTCGAGAAGCGGGGTAGTTCCGATGTACGA 

ACCGCTGAAAGAAGGGACGGAGCCGGGGACGAGAATAGTGACGACAGGCGTA 

GTCGTGGGGACGGAACCGCTGACCGTGGACGACGGGAAGAGGATCGTGGAGT 

GTCCGACGGTGGGGGAAGTGAGGGTTCTGGATGAGCGCGGTGTGGAAATCGA 

GGATCCCCCCGAGACAGGTGAGGTAGTACGGGTCTTCGGTTCGATCACCGAGA 

TCGGTGAGACCGTCAAGGTCGAGCCTCACGCGGTGCAGCGGTTGGGGATAGA 

CCCGGAGTTGTGGAAGGACGTCCGGGAGGCGCTGGGGTAAGGGTTTATCTTTC 

ACACCCTCGCGCCAGAGTGCATCGGGGTGCTTAAGTTGGTGGAGTTCAGGGCC 

TACCAGGAGGAGGCTAGGTACTTCAAGTACGCGTTCAACGCGGCGGGCAAGGT 

GGTCGAAGAGGCCCCCTTGATCGTGACGGAGAACGGGATCGTGTCCAGGGCG 

ATGGATGCCTCGCATATCGCTATGGCAGTGCTGGAGATGCCCTGGGAGATGTT 

CGACGAGTACGAGCCCCCGAGCGACGAGCTGATGTACGGTCTCGACATGGAG 

GAGGTGACCCGGATAGTGCGGCGTGCGCGGGTTACGGACGAGATCACCCTGG 

AGGGTGAGGACGAGGAGGAGGTGATAATCAAACTCGGATCCAGCGGCTACGA 

GCGTGAGTTCAGGCTCCGGAGTATCGACATCGATGACATCCCCGACGAGCCCG 

AGCTGGATTTCGCGGTCGAGGTTACCGTGGTGCCGGACTTCATCCAAGACGCC 

GTACGGGACGCGGATCTCGTCAGTGACACGGTCAAGGTCGGGGCGAAGGGTA 

ACACGTTCTACTTCAAGGCCGAAGGAGAGCGTGGTCGCGTGATTCCGAAGGTT 

CAGGAAGGTGCGGAAGCGTTACTGACGTTCGAAGTCGAAGAGGATGTCGAGAC 

CGCGTACCCGCTGGACTACCTGAAGGACATGATCCAGGCTGCTCAAGGCGCGG 

AGAGTGTTAGGATCAGACTAGGTCAGGACATGCCTTTGGAGCTGACATTCAGGA 

TCGGTCCCGCAGGTGAAGGTAAGTTGACGTTCTACCTCGCGCCGCGAGTGGAG 

GAGTGAACCCTTCCTCCTTCTCGCCAGAATCCCGCATTATCCGGGACAGGACC 

GTGGCTGGGTGGGGGACTAGCCCCCGTACAAGTACCTGTCGAGGAGCGCTTTC 
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GGGTACCCTACGTATGGTATCCTGAGAACCACCCTACCGCTGATCTCCTTGGGC 

CGGATCGGGCACCATGGATCGGGCAACGGGTTGTTGTCTCCCTTGGTGATGAC 

GCCCTCCGGCGTTTTGGCTATCACCCTGTGAACCACTGGGATCGGTTTCCCAG 

GCAGCCGGTACACGATGACGTCTCCGACTTTGATGTCACGGTACGGGACCCCG 

ACGACCAGGAGCACGTCGCCGACGTTGTAGTACGGGTACATACTCTCGGAGAT 

CACCGTGACCACCGGATCGGGCGTGCCCAGCACGAATCCGAGCCCGTACCTG 

AGGCCGTACCCCAGGGCCACTCCTAGGACCACGTAGAAGACCGCGGCTTTCCA 

GCCCCTGAGTTCTCTTACTTTCCTCCAAGCCCTCTTGACGTTCAACGCGGACCA 

CCCCATAGACCACCGGAACGGGTCGAGAAATAGCCACCGGACCGTGTGAAACC 

CCTACGTACTGCTCCATCGCTGAAACTTTGCCATCTCAAACCTATTTCATAACCG 

ATTTTAATCGAAGATAAGCTTAATATCTCACCCGAAGCTTACCGAAGTGCGGGG 

GGTGATAACGTGGTCGAGGAAGACGTCGTCGAGATAACCTCCCGCTATCTCCG 

CAGGGATCCCGATAAAATCGCTGAGATCTACAAAGCCATAGGTATCGAGACACT 

CTCGGACCTCGCTGCGACCGACCCTGCTACAATTTCGGACGCTTTCGGTGTGA 

AGGAGAGCACAGCCAAGAAGATAATCGCGGACGCCCGCGAGGAAGCCAGTAA 

GGGTATCATGGAGGCCAAGACCCTTGCGGACCTCCTAGAGGAAGAGAAGAAGC 

GTGACGTAATCCCCACGGGTATACAGGGTTTCGACGAGCGGATGGGCGGTGGA 

CTACCGACCGGCGTTATCGTCGGTATGTACGGACCGCCAGGTGCCGGTAAGTC 

ACAGTTCGCCACCCAGGTGGCCGCGCACGCCCTTAAGGAGGGTGAGTCGGTG 

CTCTACATCGACACCGAGAACGCCTTCCGACCGCAGCGTCTCCTAGAGATCGG 

TGGGTTCAAGAAGGACGAACTGAAAGAAGTTTCCGACAGGTTCGTGCTGCGGC 

GTATCATCGACGCCGCGGCGCTGAGACAGTACTTCGACGAGAAGGAGGGCGA 

GTTCATCAGCGAAGCCTACGAACTGACACCGAAGGTCGTGGTCATCGATTCCAT 

ATCACAGCCGTTCCGTCCGTACAGCGCCCGCGATAAGCTACCGGAGCGATCGC 

GTATGATTGCCCACATCTTGAACACACTGCTCAAGTACTGCACCGCTTACAACG 

CCCTCGGCATGGTCACCACTCACGTCCAGGCGAACCCGGACGCTTGGGGTAAG 

CGCTGGCAAGACGTGGCTCCAACGGTGCTCAAGCACATCGCCACGTACCGGTT 

CAGCATCGACTACAAGGGTAGGACTGAGCGGGTGATCACGCTCGAAGACGCTC 

CCGACAAGCCACCGTTCGAGGTCCAAGTGGAACTCACGGACCGCGGTTTAGTG 

GGCTAACTGCGCAACTGTGCGATCCCCGGATGAGGATACAGCCGGGACCCCG 

AGGACCGATGCGGAGTGTGGCCGTAGCTGACGGGCCTTCACCTCCGCACACG 

GACCATGAGTCCGTCGCGCGCCACGACGACTACTGGAAACACCTCCCGAGCCT 

CCTCCCTCATTCTTTCCGGATCCACTTTCGTGGACAGGTGCGTCAGTACAAGGA 

GATCGACGCCTGCCTCGCGGGCGACCTCGGCAGCCTCTAAGTGGGTCGAGTG 

CAGGTATCTCACGGCTTCCTCATGATCCTCAAAGCACGCTTCATGTACCAATAC 

CTGGCAACCGCGGACGTTCTCAGGATCGGCCGGACGACCGTCTCCTTTCACAT 

ACACGGATATCTTACCGGGTTTCGTCAACGAGTACGGGCGCTCACCGCGTAAG 

AGCACTTCACGCCGCTTCGATGGAGGGACCCTTCGTATGTACTTCGGATCCGC 

CTTTCCCGGTATTTTCGGTGTCTCGATCCGATAGTCGACCGTAGGAACCCCGTG 

TTCTGACTCGTACACCAGCACCCTGAGGTCACCGATTTCTACTTCGTCTCCCGG 

ATTCACCTCCCGGTACTCGATCACCTCGAGGTCGGAGATGTCCAAAGCGGACT 

CAGAACCCGCCGTGGGACCGTAGACTTTCAACCTACGCCCGTGGAGGAGGTCC 

ACGGTGGTCGCGAGTGGTAGGAGGCCCGCGACGTGATCGACGTGGTGGTGGG 

TGAGCAGCACAGCGTCCACATCGTGGATCGTGACACCTTGCTCCATGGCCCGC 

CGCTGGGTACCCTCTCCGCAGTCGATTAGAAGCTTGGTTCCGGAGAACTCCAC 

CAGCAGTCCCGGGTGGCTCCGATCCTTCGACGGGACCGCGCCACCCGTTCCC 

AGGAAGCGCATCACCAGCTCACGGTCCACGATCCGTCCCCCGGACCTCGGAAA 

CCGCCAGCTCGAGGCGGTCGATACCCTCCTCCAGGAACGAGAGCAGTTCATCG 

ATCGTCTCGAAGTTCACCCTACAGGGTCTCGCCATCGCTTTCACGATCCGCTCG 

ACGTCTTCCCTCGAAACGCCTCGCCCCTCGTGTGCGAAGAGATGGCGTGCCTT 

CCGTAGCTCCGAGCACGAGAGTACCTGGATGTACCTCGACAAGGGTCCGAACA 

CGTCCTTTTCGACCGCACCCACTTCCAACGCCCCAGACAGGACCTTCTGGGCT 



397 



WO 03/076575 PCT/US03/06664 

ACGTGGAGGAACGCGAGGACTGCTCTCCCTTCTCCTTCCTCTCCTCTCAGTTCC 
CTCAGTACCGCCTCGATATCCGAGTCGAGCCTATCCTCTACCGCCCCACTCAGC 
TCCTCGCTCGAACCAAGTAGGTCGGCGAGTAGGCTGGCGAGCTCTACGGGATC 
GGACGTGGTGACGCGCTCTCCAGACAACCTCTCGTACAGCAGCATAAAGCAAG 
5 CCTGGGTGTAGTTCTCGTAAAGCATGCTCAATCTCACGATGAAATCCCCGAACT 
CCCCGCGGATCCATTGGTACCGGGCGTTCTCCAGTACCACCCTCATGTGGTGG 
ATTATCCTTCGTATCGGGTCCTTCTCGGCTTCCCTCAGCTTCCTGAGTCTTCTCC 
GGGCTTCGTGTCTCAGTTCATCCAGATGAGCTGACCGTGTAACCTCGGCGTAG 
AGCCGCCGGGCCTCCTCGTAGTTGAAGTTGAGCTCCGAGTCCCGGGCCCTGA 

1 0 GATACACCGGCTCCATCCTGTCTTCGTAGGCGGAGAACCGTTCGGCTATTCCG 
GCCGCCACCTCGAACAAACCGTGCTCTATCAGCACACACTTCATGGTTTTCATC 
GGGAGAATCAGAGGAGACGGCTCCACCTCCACGTTCTCGTCGAGCACCCTGAG 
GGGGTGAAACCTGTCCTCCCATAACGTCGCCCCGATCAAACGTATCGCCCAAC 
CCACGTTCGGGTGCGCGCCGCCCACGTAGGCGTATAGTTCCGATCGTTTCAGA 

1 5 TCCTCCCTGCGGTGTAGGGTCTTCAGGACGTCCTCGATCTCCCGAAACACCTC 
GAACCGGTCCGGGTCTTTCCTCAGGACCACGGGGTCTTCGACACGAACGCCCC 
ACTCTTTCTCCGCGTACAAGGAGACGAGCCGAGCACAGTACTCGGTGTCCTCG 
GGGTGATGGCCGTACTGGTGGTCCAGACGGCGGGTTCCCAGCGATATGAGTGT 
GATCTCCCGCGGATCGTACCCCTCCTCGTAGAGTACGAACCTTATAATCGCGTC 

20 CAGCGTCGGGAACGAGGCCTCACCTAAGGCACTCGGGTCCGACAGCGCCCGC 
TCGTACAGACGCCGGGACGCCTCGAAGAGGTTTCCACCGCCGACGATCACGTC 
CCGAGGTCCCGCTGGAAATAGCACTACGGCCTCCACGTAATGTCCCCCGAAGG 
CAACATGAGTTGTCCGTCGTTCGGCGGTATTGAAGCGTTGCCGTACCGACTCG 
GCCGGGGTCGACGGCCGTGACCGAAGGGTTTGAGGCGCTACCGGACGACGTA 

25 CAGAGAGTAGTGTACTCGAGGTTTGATGAACCCACTCCACCCCAACGCGTAGC 
GATACCCGAGATTATGGATGGGAAGAACGTCTTGGTGATAGCCCCCACCAGCT 
CCGGTAAGACCGAGACCGCGGTATTACCCGTGTTCTCCATGGTACGTGAGCTC 
GACGAGCCTGGGATCAAGGCGCTTTACATCACCCCGTTGCGGGCCCTTAACAG 
GGACATACTGCGAAGGATCCGCTGGTGGGGGGAGAAGCTGGGCCTCGAGGTT 

30 GCGGTGCGTCACGGCGACACCCCGCAGAGCGAGCGGAGGCGTCAGGCGGAG 
GACCCGCCGGACGTACTGGTCACGACTCCCGAGACCCTCCAGGCCATACTACC 
GGGTAAGCGCATGCGTGAGCACCTCTCCCATGTACGTCACGTGATCGTGGATG 
AAGTTAACGAGCTCGCCCTGGACAAGCGCGGTGTACAACTGACGCTCGGACTG 
GAACGACTCGCCGAGGTGGCTGGTGACTTCCAACGTATCGGCCTCTCCGCCGC 

35 CGTGGGCTCGCCCGACCGCGTGGGTAAGTTCTTGGTCGGCGATCGCGACGTC 
GAGGTGCTGGAGATCGAGGCCGAGCGTTACCTGGACGTTTCCGTGGCTCATCC 
GACCGGGCCGCACGAGGTTAAGGAACGGCTGGAATTGATCCACGAGCTGGCG 
AAGGAGCGGGACTCTGTTCTCGTGTTCACCAATACTAGACAGATGGCCGAACTA 
CTCGCGACCCGCCTGAAAACGGAGTACGACGACATTGAGGTGGAGATACATCA 

40 CAGTTCAATATCGAGAGAGAAGCGCATGGAGGTCGAAAAGAGGTTCAAAAAAG 
GTGAGATCGATGTCCTCGTGTGCACCAGCTCACTGGAGCTCGGTATAGACATA 
GGCCACGTGGACTTGGTGGTCCAGTACGGCTCGCCACGTCAAGTAACCCGCCT 
CGTGCAGCGAGTGGGACGCGCGGGCCGTCGACGTAAGCGGGCCGAGGGTCT 
CGTGATAACGTCAAATCCAGACGATCTCGCGGAGGCGGCGGTGATATGTCGTC 

45 GGGCGCTGAAGGGATCCCTGGAACCCACTGAGATCCCGGAAGGTTGCCTGGA 
CGTCCTCGCCCACCAGCTCGTGGGGTTGTGTCTGGACGGGCACCAGGTCACC. 
GTGGACTACGCGCTGGAGGTGTTCAGACGGGCTTATCCGTACCGCCATCTCGA 
CGCCGAGACGCTCCGAGAGGTGGCCGAGTTCCTGGACGATATCGAGGTGCTC 
CGGGTGCGCGGTGACCGTGTGTACCGGACGAAGGACGCCTGGAAGTACTATTA 

50 CTCGAACTTGAGCATGATCCCCGACGAGCGACACTACCGGGTAGTTACGGAGA 
GCGGCGGACACGTCAGCGTCCTCGACGAGCCGTTCGTCCTCGAGTACCTAAGG 
CCGGGTATCAAGTTCATCTGCGCCGGTAGGCCGTGGATCGTGCAGGACGTGGA 
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TCACGACCGTTACGAGGTGCTAGTGACGCCGGCCGAGGCCGTGGAAGGCGCC 
ATACCCTCGTGGGTCGGCGAGGAGATCCCGGTCCCGTACGAGGTGGCGCGCG 
AGGTGGGGGAAGGGATCGGGCGGGCCGAAGCGGCGCTGGAGGATGGGTTCA 
CCGAGGCCGTCGAGGTCGCGGCCGAAACCTTCGGTCTAGGACGCCGCGAGGC 
5 CAAGGTACTAGCCGACCTGATCCGTAGGCAGCGGGAGCACTCAGCGGTGCCG 
CTTCCGGAGAGGCCCGTCATCGAGGACCTGGGTGGGACCCTGGTGATCCACG 
TGTACGGTGGTACGAACCCCAACCGCACCCTGGAGAAAGTCCTCGGGACCTTG 
ATCTCGGGACGTCTGGGGACGACGGTCAGGACGTACTCGACCCCGTACAAGAT 
CGTGATCTCGGCGGAGAAGCGGGCGGGACTCGACGCGGACCTCCTCATGGAG 

1 0 TGTTTGGAGACGCTGCCTTCCGACGAACGCGGGTTCCACGCCCTCACGCTCAG 
AATCGTCGAGAAATCCGAGGTCTTCAAGCGCCGATTGGTGCACGTCCTGAAGC 
GCTTCGGTGCGATAGAGCCGGACGCCGACTACAGGGACGTCTCACCGCGACG 
CCTCCTGAAGGCGTTCAAGGGGACTCCCCCGTACTACGAGACAGTCTCGGAGG 
TCGAGCGGGATCTAGACACCTCCGTGGCGTTCCGACTGGTGAAGGAGCTGGAG 

1 5 GAGAAGGCGGAGATCGTCCGGGTGCGCGATCCTTCCCCGTTCGCCGAACACG 
TGTTGGAGGGACTCGGAGAGGTAGGGCGCGTGACTTCGGGACTCCTGGCCGC 
GCAGGTCGAGACGCTCAAGCGGGACCTGGAACGACGCAAGCTGTGGCTCGGC 
TGCCCGAACTGCGGCTGGCGCGGTCGACGCTCCGTCAAGACCGTTAAGGAGG 
AGGGTCTCGAATGTCCCGACTGCGGCGCTACGTACCTGGTCGCTGCCAAGACC 

20 GAGGAGGGTCTGGAAAAGCTGCTGAAGGACTCCGAGCGCGCTCGGCGGGTGG 
CCGATCTGCTCGAGTCATACGGTGCCAAGGCCCTGGAGGCCCTCGCGGTACC 
GGGTGTCGGGCCCGAGGCCGCGGCTAAGGTGCTCCGATCGACCGGCGGACGT 
GAGCCGCACTTCTACCGTGAGCTACTGCAGGAGCGCCTCCGTTACCTCCGCAC 
CCGTCGGTTCTGGGACTAGACCGGTAGGTAAGAGAGCCCGAGGAACGTCAGCA 

25 GAAGGAAGAACAATCCCGCGATCCCGACGGTCCCGATGAAAGGTATCGGTATC 
CCTAGGGGGGGTGATGGACCCTCCCCGCTCTCCACACCGTTCAGTGGTCTCCG 
CGTCTCGACGTCTCCCGTCACCGGTGCGTCGCAGCGGATCCGGGTCACACCG 
CCGAGGTCCAGGAACGGTTTGGAAACCGCGACGGCGACGGGGTACCCCTCCA 
GAGCGGCCTTCCACAACTCTTCCGTGAACGCCGCCAGGGAGTCACCGGGTAG 

30 GTCTGTCAACAGGACGACCGTGAGGGTACGACCGCGCTTAGAGGACACGATAA 
CCGTCAGCGGGGAGATAGCGCCGGAGAGTACCGAGTACAACCTGTTCACGACC 
TCCACGGGCCCGAAGAACTCCAGGATACCGGGGTGAAGGTTGGAAAGGAAGA 
GATCGTAAGGGACCAGCAAAAGCTCCCCCACGTCGCTCGTGGACTCGTCGTCC 
ACGACGAAGTAGCGACGAGATCCCTCTTGGACGGCCCCGAGGACGAGTACCG 

35 CGTGGTACACCGAGGGACGGTTCAACAACGAGACCACGGCTACCTCGAACACT 
TTCGAGGCCGCATCCGAGCCCGCGATCGCCTGGAAGGCGTCGATGATGTCGA 
GGTTATCGTCGTCGTGTTCCCCCGTAGCCGAAATCTCGTACTGAAGTGGGGTCA 
CGGGATCGCCGTTCCACCATCCCATGGCGACACCCAAGTTGTACATGTCCACC 
GCGCACGCCTCCGCGCACCAGATCCTGTCAACGCGCCCATCTCCGTCGATATC 

40 GGACCCGAAAGAGGTGTTCGGAGCGTCGAACTCCGGGTCTAAGTAGTAATGAC 
CGGAGACGAACCCTCCCACTCGACCGTGAGCGGGCGTCATCGCGATGGATAC 
CGCGATTATCAGCACGAGGGCGGGCAACATTCGGGTTCACCTCTCGGGCTCGA 
AGAGCGCCAGGTAGGACGTTCTCATCCCCGAGAACAGCGTCCCCCGCCGGAG 
GACCTTCCCTTCTCCCCACACCATGCATAGGCAGGATCGTCTCCAGCCGTCGA 

45 GCGCCTTGACCGCCGTGGCGAAGGTCTCGGGTGTGACGGCGTTTAGCAGTATC 
GCGCGTCGCACGCGCTCGGCGAGGGCGAGGAGTACCTCTTCCAGCCGCTCGG 
AACCGGACACGACGGCGGCGTCCACCTCGTCCACGTCCTCCAGGGCCTCGGG 
GGCCCACCCGCGCACTATCTCTATGCGATCCTCCAGGCAGAAGTCCCGGACGT 
TCCGCTCCAACGATCGGAACGCTTCCTTGTCTCCTTCCACCGCGTACACGCGG 

50 CCGAGAGGCCCTACCGCCCGGGCCAGCTCTAGGGTTAGCGAGCCCGATCCCG 
CACCGATCTCGAGGATCCTCTCGCCCGGTCGCGGTCGAAGTACGGCCAGCACC 
GTCGCTTTCATCACCGGCTTGGTGGGGCCTGGAACACCCTCTGTGACCAAGTC 
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GGAGGGGTCTACGACATTGAACACGGGAGCACCCACCCTGTACGGAGTGGGC 
CTGGGCCCCGGGGATCCCGACCTGCTAACTCGTAAGGCGATCAGGATTATAAA 
GAAGGTACCCGTCGCGATGGTACCCTTCGTGGGCGCGGAGAGTCGAGCCGCC 
AGGGTAGTGCGCGCCGTCGACCCGGAGGCCACCGTGGTCGGTTACCACGCAC 
5 CGATGACCAGGGACCCGGAGGAACGCGATCGGGCGJACTCGAAGGCCGCGGA 
AACCTTGGCGGAACTGCTCGAGCGGTTTCACGAAGTGGCGGTCTGCAACCTCG 
GAGATCCCACCCTCTACGCCACGTTCTGGCACATCGTGGAGCGGATCCCACTA 
GAGGACTTCGAGATAGAGCTGGTCCCCGGAATCCCGGCGGGACTCCTCTGTGC 
GGCTCGCATCGGCCGCCCCTTAGCGATGGAGAGTGACAAGGTCCTAATCTGCA 

1 0 CTCGGGAACCGCCAGAAGACCTCGAAGGCATGGATACGGTGATACTCTATAAA 
CCAACCCGGCGAGGCGTCGAAAGGCTTCTCAGGGAGGGGTTCGAGGTCTACG 
CGTGTCGGGAGCTGGGGTTCGAGGGAGAGCGAGTGGAGCGCGTAAACGGGG 
CCGAGTTCGAGCCCAGTTACCTGTGCACGATAGTCGCCCTCCGGCCCTGAGAT 
ACCAGGGCGGGGGCCGGGTTTTTACCCGGTGACTACCCGGGAGGTTCGGGGG 

1 5 CGAGGGTTGCTCCGTACAGTGTGGGTAGATTACGCCAGGAAAGGCGAACCCGA 
TGTCATCTTAGTCGGTCGGCGGGAGGACGGGAACCCAGCTGCCCTCGTCGTTA 
AGGGGTTTCGTCCCTACTTCTACGCGGAGGTGGAGGACGGGTTCGATCCGTCC 
GAGGTGGAGCGTCTGAGCGGTGTGGTGGAGGTCGAAGAAGTCCTGTTGGAGC 
ACCCCTACGGCGGCGACCGGGTGGAGCTCCTACGGATCGTCGCCACGTACCC 

20 CAAGGTCGTCCCCAAACTGCGCGAGCAGGTCAAGAAGCTGGACGGCGTGAAG 
GAGGTCTACGAGGCGGACATCCCCTTCGTGCGCCGTGCCGCCGTCGACCTCAA 
CTTGCCGCCGGCGTCCGAGGTCGACGTCTCCGACCTGGACACGGGGTCCTGG 
TCCGGACTTCCCGCGTACTTCGCGGACGTCGAGGACGCCCGTGAGTTGGACCA 
CCGCCCCTACCCGATCGAGGACCTCGTCGTCGCCAGCTTCGACCTCGAGGTGC 

25 TGGCGGAACCCGGAACGACGATCAAGGGAGCCTCGGGCCCCATCATCGCCAT 
CAGCTTCGCGTACAGTACGCCTGACGGGGAGCGCCGTAACTACGTGATTACCT 
GGAAAGGAGAGGACGAGTCGTTCGAAGTGGACGGGGTGGAAACCGAGGTCAT 
CGTGTGTAGGTCGGAAGCCGCCGCGCTGCGGAGGTTCTTCGACGAGTTCCGC 
CGCGTTGATCCCGACGTGGTGTTCACATACAACGGGGACGAGTTCGACCTGCC 

30 GTACCTGCAACACCGGGCCGGGAAGCTGGGTATCGACGTCTCGCCCCTGGCG 
CGGCCGGCGGGCAAGCGTGGGATCATACTGAAGCACGGGGGCGGCCGTTATG 
CCTCCGATATTTTCGGACGGGCCCACGTCGACCTGTACCACACGGCGAGGAAG 
AACCTCAAGCTGGAACGCTTCACGCTCGAGGAGGCCGTCAAGGACGTGCTCGG 
TGTAGAGAAGGAGGAGATGGAGCTAGCCGACATCAACGAGGCCTGGAAGCGC 

35 GGTAATCTGGACGAACTGATGAGGTACTCGGCTGAGGATGCCCACTACACCTTA 
GAGTTGGGGCTCGAGCTGGCGCAGGTCGAGTTGGAGCTCTCCTACCTGACACG 
GCTGCCGCTGCCGGATGCGACCCGCTTCAGCTTCGGACAGCTCGCGGAGTGG 
AGGGCCATCTACAAGGCGCGCCAGGAGGACATCCTGGTACCGAACAAACCGAC 
TCGAGATGAGTACAAGCGGCGGCGTCGCAAGGCGTACAAGGGCGCGATAGTG 

40 TTCGAGCCCGAGATAGGGCTCCACGAGAACGTGGTCTGCGTGGACTTCGCCAG 
CCTGTACCCCAACGTGATGGTCGCGCACAATATCTCGCCCGACACGTTCGACT 
GCGACTGTTGTCCGCGTGTGACCGTCGAGGAGGTGGACGACCCCACGGACGC 
GACCGTGGCACCGGACGTGGGCCACAAGTTCTGCAAGCGGCGTAAGGGGTTC 
TTCCCCCGGCTCGTAGAGGGACTCATCGAACGCCGGCGTGAGCTCAAGCGCC 

45 GCCTCCGGAAGCTCGATACCGAGTCGCATCCTCACGAGGCTAAGATCCTCGAC 
GTACGACAGCAGGCGTACAAGGTCCTGGCCAACAGCTACTACGGTTACATGGG 
CTGGGCTAACGCGCGCTGGTTCTGCCGCGAGTGTGCCGAGAGTGTTACCGCTT 
GGGGTCGCTACTACATCAGCGAGGTTCGAAGGATCGCGGAGGAGAAGTACGG 
GTTGAAGGTCGTGTACGGGGACACCGACTCGCTGTTCGTGAAGCTGCCCGACG 

50 CGGACTTGGAGGAAACCATCGAGCGGGTGAAGGAGTTCCTGAAAGAGGTCAAC 
GGCCGCCTCCCCGTGGAACTAGAGCTGGAGGACGCCTACAAGAGGATCCTGTT 
CGTGACCAAGAAGAAGTACGCCGGGTACACCGAGGACGGGAAGATCGTTACGA 
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AAGGTCTGGAGGTGGTCCGACGGGATTGGGCGCCTATCGCCAGGGAGACGCA 
GCGTCGAGTCTTGAAGCGGATCCTAGCCGACAACGACCCGGAGGCGGCGCTG 
AAGGAGATCCATGAGGTCCTCGAGAGGCTGAAGTCGGGCGACGTCGACATCGA 
CGAGCTCGCGGTCACGTCCCAGCTCACGAAGAAGCCCTCGGAGTACGTTCAGA 
5 AGGGTCCCCACGTCAGGGCCGCGCTACGGCTCGCTCGACACCTCGGAGTGGA 
GCCCGAACCGGGTACCATCGTGAGGTACGTCATCGTCCGCGGTCCCGGTAGC 
GTCAGCGACAAGGCGTACCCGGTGGAACTGGTGCGGGAAGAGGGGAAAGAGC 
CCGACGTCGATTACTACATCGAGCACCAGATACTACCGGCCGTGGAGCGGATC 
ATGCGGGCGATAGGTTATTCCCGCGGGCAGATCGTCGGTGAGACGGCCTCACA 

1 0 GAAGACGCTGGATCAGTTCTTCGGCTGACGGGATGACGAGAGCACCCCTAAGT 
GATCGGTGATCGGCTTCACCCTGGCCGACCGTGGGTGTTCTCCTTGCGAGTGG 
CCATCCTGGACGGGTACACGGATGAGCCGGCGGGTCTAGGTGTACCACCCTAC 
CTCGGGACCCACCCCCGGTACGCCTACGGCGCGGCCCGGGCCGCGGGAGCC 
ACTGAGGTGCGGTACGTGCCCGTCGAGCGGGTGAGGTCGGGCGACGTCGACC 

1 5 TGAACCGCTTCGACGTCGTGGTGGGCATCTGCGGGGTGCACACGCCGGGGAA 
GTACCTCGGCGCCCGGCCGGCGGACCTCTCCGAGATGCTCCGTATCCTCAGTG 
AGGTCGACGCCGTCACGGTCCTAGGTGGGCCGGCGGCTCAGTCCGGACACGG 
TCGGGTCGGCGGTGAGCTACCCGAGACCGAAGTCGAGGGTGTGGACGTGATC 
GCCCGGGGCGACGTCGAGGCCGTGGTGTACGACCTCGTTTCCGAGGGCTCGC 

20 CCGAAGCCGTCGACCCCGACCGGAGGCGATCGATCGAGGAGCTCCGGGAGTA 
CTCCGTGAAGGGAGCACCCGCGGCCCGCGAGCACGTGGACTACCCCGATGCC 
GTGATCGCGGAGTTGGAGACCTACCGAGGTTGCCCCCGTTTCCTGTCCGGTGG 
GTGCTCGTTCTGCACCGAGGTCCCTAGGTACGGCGAGCCCGGAGTTCAGACCG 
CCGGAGGACGTCGTTGAGGAGGTGAAAGCGCTGTACAAGGTAGGTGTCCGCA 

25 GGTTCCGGGTCGGACGACAACCTTGCGTGTTCTCCTACATGGCCGAGGGGATC 
GGGGAGACCGAGCGACCCCGGCCGAACCCCGAGGCGGTGGAGAAGCTCTTCC 
GGGGGATCTGCACGGTCGCCCCCGACCTCGTGACGCTCCACGTGGACAACGC 
GAACCCGGCGGTGATCGCGGAGCATCCCGTCGAATCCCGGGAGATCGCGAAG 
GTGTTGGTCCGTTACGGCACCCCCGGCAACGTCGTGGCCTTCGGCGTCGAGAC 

30 CTTCGACGAGCGGGTGGCGAGGAAGAACAACCTGAACGTGGAGTCCAAGGAG 
GAGGTCTTCCGGGCCATCGAGGTGGTGGCCTCCGTAGGCGGGTACCGCGGCT 
GGAACGGGATGCCGTATCTCCTGCCGGGGCTCAACTTCGTGTGCGGTCTCATC 
GGTGAGAACAGGGAGCGTTACCGTCGCGACGAGGAGGTCCTTCGGGAGCTGG 
TGGAACGTGGTCTTCGGGTGCGCCGGATCAACGTCAGGAACGTCGTACCCTTC 

35 CCGGGCACAGAGATGGGGGAACACGGTACGAAGTGGCTCGAACGCAACAGGG 
AACGGGTGGCCGCGTTCAAGCGCTTCGTCCGGGAAGAGGTGGATCCCGTCCT 
GCTCCGCCGGGTGCTACCGAAGGGCACCGTCCTGAGGCGCCTCCGGGTGGAA 
CCCAGAGAACCGGAGTTCGCGCGGCAGGTGGGCTCTTACCCCGTGGCCTGCA 
GACTACTCGCCGAGCGGGAACCCGGTGAGTGGGTCGACGGCCTGGTGGTAGG 

40 TCACGGGGCTCGTTCCGTCGAGGTGATCCCGCTGCCGGTACGGCGGGAGGAC 
GGTCCGGACGTCCTCGCCAAGCTACCCGGGGTCGGTAAGAAGGAGGCTCTGG 
ATGCCTTCCTCAAGGGCCGAAGGCCGCGGGTCCCCTATGCCCTGCGGTCCTG 
GTTCGCGTTCTGAATCACCAGTTCCACCTACGGAACTGCCGCCGCGCCCAAAG 
GACCACGATCATCGACGCGGCCAGTAACCCCACTACCCACTCCCAGATAACCC 

45 TAGGCGCGGGAGCACTCTCCCGGACCATTGCCCTCGCCTCGGACTCCTTCGCG 
GCCTCCGACTTCAAGGGGACGGCTCGACAGCCGGATCCCGAAGTACCTCCCGT 
CGAGATCGCTCCTCCGACCGGTAGGCGACCGTGGAAGATCACCCCGGTCGTA 
GACACCAGCTCCGACGCCCTCGACACCGACCCCGAGGGGAGGTTACCCACCT 
CGAGGTTGTTCGCTCGAGGCGATTCTACGAATTCTACCGCCCGTAAGGATCGA 

50 GGGGAAACGGATCGTGGTTCTACCGCGCGGTAGGATGCCCTGCTTCTGGTGAC 
GATCATCCTGATCATTTCCGCGACTACCTTGGGGTTGTCCAGCGTACGGTACGC 
CCGAACGATATCGGGGAGCATCTTCAGGACGTCGTTGAGACCCAGGGACGCCG 
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CCAGGTTCCGGACGAACGGCACCGTGGACGGGTTCAGGCTCGTGTGGTGGCA 

CGTGGAGGGACCGTACCGTGCCGTGACTTCCGCCCAGGCCCTGACTAGGGCC 

TTGAGGGTGTTCCGGTCCGGCTTCCACAGACCCACACGCACCGCCTCCACGAG 

CCACGAGAGCGTCGACTGTACCTCGGCCCAACCCTTCGGGGTCGACGGTCGG 

TAGCGTTCGAGCGCCGACAGTATCGTCGACGCCACCTCGGTCAGCAACGTCTG 

AACCATCGGTCTGACCTGGGTCGTCGTCACCGCGATGCCGACGATGTTCTGCA 

CGCGCTTCATCACCTCGTGCCATCCCACGTCCGGTCCGTGGGCCATCAGTGCC 

TCCCACCAGCTCGGGCTCAGCAGTTCCGTCCGCACCTCGATCGCCAGCCGCTC 

CGCCAGGGTTTGTACGTGCGCGGTGGTCGGATCGCGGGCCACCGTCAGGAAC 

ACTAGTGGCTCCTTCTTCCTGATCAACCGCACGTACGTCACCATCCCGCCGATC 

CAGGAGTAGTAGTCGTTCACGTCGATCACGTTGAACGCGTTCACCACCTGATCT 

ATCACCGCGTCCACGGTGCTCGCGAGGTACCGGAAGACCTTCACGGCCTTAAC 

TGCGGCCTCGTACCCAGTCAGCTCCTCTCGAAGCAGCTTGGAGCCGTTCGGGT 

TACCCGTGACGGTGAAGGCGTACGCCACCCTGGACTCGAAGATTTCCGCGATC 

TTCTCCGAGAACCGCGCGTCGACGGTCCCCGCGCCGTCGATCCCCAGGCCCTT 

CGTGAGCTCGGACCAGCCCAGCTCCACCAGACGGTTGACACCGGTTCCCTGGA 

TATCGCCCGGTGGCTCCCCGAACACCCCGGTGGCCGCCAGCGGCTCCGGTAC 

CCCGAGCTTTAGGAGCTCGAGATAGTGCTTCCTACGGTGGTTGTACGCGAGGG 

GCTCCTCCGCGTCGGAGGCGAGCCGGAAGGCGGCGGCCAGCAGTTGGACCAC 

CGGCTCGATGGAGTCCAGGACGGCCGTGCAGAGCGCTACCACGTCGATCCTC 

GGTCGGTTGATCCACCGGTTACCGACCTTCACCTTCAGCTCGTCCAGCGGGAT 

CAGCTCCACTCCCAGAACTTTGCCGCTGTTCGGGTCCCAGACGGGCTTGACGC 

CTAGGAGGTACAAGACCTGTGCTATTCCTAACCCGCCGGACGTCAGCTCGTGT 

GATGCGAAGAGCACGATGGGAACGGTCTCGGGCCACCTACCGTATACGCGGTA 

GTATCGGGCCAGGAAGTCGTCCATGAGACGCTTAGCGACCTCCCAGGCTTCTG 

GAGTGGGAAGGGTATACGGGTCGAACGGTACGCCGTTCCGTCCGGTGGGATA 

GGCCTTGGGGTTCCACAGGGGCTCCCCGAACCCTCCGGTCGGGACGTGCCCG 

CCCCTCAGGAAGTTGACGAGATTGTCCAGCTCGTACTCACCGGATTCGTACACG 

TGAACGAACTCTCTAAAGGCCTCGGCTATAAGCTTAATAATGTCCTGATCGTACT 

GATTCGTGACCTCCCATAGACCTATTTTTAACAACG ACTG TCGGTACAATCCTAA 

CAAATTGAGCTTAAATCGTTGCAGTATGGTGTCCGCTTTTGAGAGCAGTGACGC 

GTCGTCTCGTAGCTCACCTTCGTCCTTGAGCTCGACCCACTGGAGTAAAACCGA 

CCGCAGGTAGGGGTCGTTCCAGATTTCGTGGAGCATCGAGCGGAGCAGCTCGT 

ACGTCCGGATCTTGACATCCTGGTAGAAGTCGGGGTTCTCGTCCGCTAACCTG 

CGGAACAGCTCCAGGTCGGCCTTGGGGGTTAACCCCGTCGTGACCGCCAAGTA 

GGGGGCGAACCGCGGTGCGAAGAGCAACGCCGCCTCCTCTACAGCGAGCTCG 

ACCGGGAGGTCCTCACCGATGACGTGCAGACCGTAGAACGATTTCTCGTCTCG 

GAGCGCCAGCAGGTAATCGTGCAGGGCGTCGAGGAACTCCTCCAGGTGTCGC 

TCGGCCCAGGACTCGGGATCCTCCGGAGGGCTCTCCCCACGCTCGGCGAAGA 

TGGACTTCACGACGTCCTCGAGGATCCCCAGCTCCCTCGCCTTCTTCAGGATCT 

TCTCCGCGATAACCTTCCGTACGGCCGGATCGCCGCCGTATATCGAGGAGCTC 

ACGTACTGCGACCACAACCGCTCCAGCTCCGCGTATTTGCGAAAGTCCTTGAAA 

TACCCGGATGGAGGGGACGGATACGTCAGGATCACGGCCCCGCCCCGGTACT 

TCGCCAGCGTCCCTTCACCCGGGTTGCTCACAATGTAGAAGTACGCCTGGGGG 

ACGTCCGGGAGCAGCAAGTGCGTCCAGTCCGTGACCGTGAGTCCGCGGTCGT 

GGCCCGGTAGGAACTCGAAGGTGCCGTGCGTGCCCACGTAAACCACCGCGTC 

CGCGTGGAAGACCCTGCGCAACCACTCGTACGCGGCGATGTACTGCCAATGCG 

GGGGCAACTCCCTGGAGTGGTAGACGGCTTCCGGGCTCCCCGACCAACCACG 

CACCGGCTGCAGGACCACCGCCACGTTGCCGAACCTGAGGGCGGGGACGAGG 

TACCGGCGACCGTCCGTCATGATCCCTCGGTTGTCGGTCACGTCCCCCCAGGT 

CCTCCGGAAACCCTCGATCATACCCTCCACGGCGGCTCTGACCGCCTCGGGAT 

CCAGCTCACGGACGAGGTCGAGGTACGCGTGCAGCCGCCTCACGACGTCCTC 
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CTCGAACCATTCCCGGACGTTTTCGGCCGGAATCAGTTGGTCCCGGGAGATCG 

AGCATAGCACGAAGGAGCGACCGTCGACGCTGACCGTGACCTTCCCATCGCGC 

ACCTCGATCTCGACCTCGCGTCCGTCGACGTTCAGCGACCACTCGCCGTACCC 

GCCCTCGTACAGGTCGAACATCCGTCGAAGTTCGCCCTTCGCCCATGGTCCGA 

CGTTCGCGAGCAGGAGCACCGACCGACGCGGGTCGTGGGGGTCTACCGCGGA 

GGACATCGCGTTGAACACGGCGACGAACACGTCCTCGAGCGTTCGAGCCTCCC 

GTGGATCCTCTCGGTACGCGCGGTAGAGCTCCCGGAAGAACTCCGTCCCGGG 

GCCCAGGTCGAACCCCTCACCGGCCAGCCTGGCCAGGATCCGCGCGAGGCTC 

CTGGGGACGTCCAGGTACGCCGCTCCCAGCTCCGCGCGTCCCGGCGGGTAGC 

AGTACACGACGAGCGCGACCCTCTTCTCCCGGTCCGGCAACAGCCTGAGTCGG 

AGTATGTGGTCGACCAGTCTCCCGAGATCGTCCAGTGTCCCGGGTAGCAGCAC 

GGGCTCGTCGTCCTTCCCGTTCAACCACAGCACCCGGTACCAGAAGGATCCTT 

CCCGTTCGGAGCCCAACTGTACCTGATAGGTCCATTCGAGTGAGGGCCCTGCT 

CGATTCGTCGCGTACTCTCCCAGGCCCATGCTGGCGTCTCCGGTGAAGGGGAA 

CACCACCTGGATGACCGGCGTGTTTAGCCTGATGACGACGTACTCGGCCGGTT 

TCGGGAAGTTCAGCGTGAACGCCCGGACGCTGATTAAGGCCTCCACGCGCTTG 

TGCTGCCTTTCCAGCCCGGAAAGTACTTCTACGGGCTTCACGAACGACGATTCG 

CAGAAGACCGCGACGGTCCGAACGCCGTATCTGCTTGTGACGTCGTCTAGCGC 

CTCCGTGAGTCGCAGTACGGCGTCCCTGCGCGGTCCTACGGCGTCGATCCCGT 

GGGCGAGTACCAGGACGAGGTCATTGGGAAGCCTGGACGCGAACGCGCTCAG 

GTCCATTCCACGCAGGACGTCGACAGCCCAGCTCGGTAGCTTCTGGCGGAACC 

CGAAGAGTACCACGGTCCCTTCGGTCTCTCCGCGGGCCAAGCGTCGGAGCCAA 

TCTCGGAAGGAGGCGGTGTCGAAGTGTGGGATTCCCCCGATCCATCCGGTCCC 

CGGGATGTAGGCCGAGAGAGCCGTTCTAACGATCGTTCTAGGAGGTTCCACGG 

CATCCGTCGGGAAGGAGGGGTCGGCCAGCCATAGTAGGAACGTCACGAGAGC 

GCGCGTGTCCCCCGCCGTCAGACACAGCCAGATATGCGCCGCGACGGCCACC 

TTGGCCTTCACGGGCCGACCGCGGATAACCACCAGCGCGCGCTCCGGATCCG 

ATGTGGCCACCACGACCACGCGCTTCGTCGAGGCGAGGGCTTCGGCCAATGC 

GTCAATTATCGTCCAAGGCAGTCCCGAGGGTCCTCCGGGACAGTTCTCGGGTG 

AAAGCCGTTGGGACCGTCCCCATACGCTGGATCACCAACACGTCGGCGGATCG 

GACGTCCCTCGAGATACCGTCCCAGTCCAAGTTCCCTATGCTCGTGGGATCCTT 

CGGGATCCGATGAACGTGTACGGGGATCCCTAACTCCCGGCCTACCTCTTCGG 

CGTTCGGCAGCGGTGTGGTGCTCAACACGGTGATCTCGACGGCGGAGGCGGA 

ATCGGAACTTAAAATTTGGATTAACACAACCATTGTAAGAAGTAACACAACTGAC 

GTACGTCGTAAGTGTTTTAACATCTTCTTGAGTGCCCCGCGCCGGCCACGCGAC 

GTGTCGAAATAACAGTTTCGGTGGGGGTGAGTCGGTCTGCGCGCGATACCTGT 

GGCGGCCCTGATCGTCGCCCTTACCGACGTCCGCGTGGGCGGCTGACTGGGG 

G AGATCATCGACAAGTCAGTGAGGTTTTACTTCGCAGTCG ATAAG GCCAG GGA 

GCGTGGTGTGCCTATCAAGGAGTTCAAGCTGATTCAGGAGGACGGTTCAGTGT 

ACTGGGAAGGCAAGTTCGGGAGATCTAAGTGGGAGACATCGGGTGAGGTAATT 

TACGGCAATATGGTAGCTCTATCCGGGATATATCTAGGGTTACTCAGCGGCGAG 

GTGAAACCGAAGACATGGCCCGAACCAGAACGATCCCGATTCGAGAAAGGCAT 

TACCGTCGGACTCGCTCGGATCCTGTCACTCCAGCAGGAAGATGGTGGCTGGG 

GATGGAAAGTAGTCCTAGTGGAAGGCAAGACCAGGTTTCCAGCCGGCAAGGGC 

CATGTCCTGTAbACGGCGAAGATACTCGCTAAAGTGTTGATCCCGGCGCTGCG 

GTTGAACATTAAGAACGTGAGCTACGGCGGGACCACCTACGACGTCGCCGAAC 

ACGCGCGTGCGGCGGTGAGGTTTCTCATCGACCAGCAGTTGGAGAGCGGTGG 

ATACAGCGCCAACAAGGAGTGGTCGATGACCGAGGACCCGCTCTACACGGCGT 

GGGCCCTACGTGCGCTGTGCGAGGCGTACCGGTACAGGGACCTACTGGGGCT 

CGACGACGCGACCGTCCAGCAGGTCAAAGAGGCGATCCGTAGGGCGGTCGAC 

TGGTTACTCTCGCACCAGGAGGACGAAGGTGACTACGCCGGGCTATGGGAGAT 

GAAGTCCGCAGCGATCATGGGATCCGCGTACGCCCCACCGTCGGAGGCTCAAA 
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TCGTACGTGCACTTATCCAGGCATACTCGATCTCGGAGGAATTAGGGTTGAACA 

AGGCCGAGCTCAAGGAGGCATAGATCGGGCGCTGGAGGCGATCGTGGACTGG 

GCGCTGAAGTACCAGGATGCCTCGCTGGTGGAGTTCGACGGTCGGAAGGTGCT 

CGGCTGGGCCTACTCGTCGACACGCCTGGAGAGTTGCGGTCCGTACCTCGGG 

TACACCGCCCTCATAGCCGCCACGCTGAAGCTGGCGCAGGAGCTGGGCCTAG 

GGTCGAAAGCCGTCGAGAAGATGAGGTCCGTCGGAGTGACCTTAGAGGATGAG 

GCGGAGTGGGTGGCTCACGAGTGGCAAGAGATCGACGGACTCGGGTACTTCC 

TGTACCCGAACTCCAAGGCCGAGCACAAAACGGTGACACCGTCGAGCCAGCTC 

TACGGACTGACCTGTGCGGTGGCGTTCTCGCACCCAGAGGTGCTGTTGAAGCG 

CACTACGGCGGACGTTTGGAAGCTGGTGCCTAAGAAGGGAGCGTGGAAAGTTC 

CAGTGTGGCCGGTGGTCACGGTGGTGCTGCTATTCGCGTGCCGACGCCGCTAA 

CCCGTTTTCTGTCCTCACGGATACTCTTTCGTATCCGTTCTTCTCTGAGGTGGC 

GGGTGAAAGTACTCACAACTAATTCACGACTTCTTCCAACCAGTGTAGAAATTTC 

GTTGACAAAAACTCGGTTCCACTTTAATTTAAAGCCGCCGGCCATGTGGGGCGG 

CTGTAGGGGGTGAGACCGTGAGGTTCCCGGCGCTGGTCATCGGGCTACTCGTT 

GCACTGGGTCCGACCGCAGCCAGTGAAAGTCCCAAGGTTGCCGTAGTGATGCC 

GTACCACGGCAGTTACGATCCGCACTGGATCTACATGGCCCACGAACTCCCTG 

AGAAAGTCCAAGAGATACTGAGCGTAACCTATGACGAATACAATATTCAAGTGTA 

TCCAGGCAGTTTCGAAACCTACGACGTGACCAAGGTGCGACTTCAGGGCGGTA 

AGGAGTACGTCATCCATCAGGAAGAGGTGAACACGGGCGAGGAAGTCCTAAAG 

ACCGAACTCGGGCACGCCCTCAAGGAGGCCGAAGAGTTCACGAACTCCGGTAG 

GGACGGTCTGATCGTCGTGCTACCGGCCTTCGTGAACCGAGGAGGTCAGCACC 

AGTGCGTGGAGATCCCGGAAGTTATCGACATCATCTTGGGCGATAAGGTGCCC 

AAGTACTCGGTCCACTACGAGCCGTTCGGTATTACAAACTGGGACCGCCAGAA 

CGACATCGGTATCGTACCGGAGCTGCTCTTCAGGAACATACAGACGGAGGCTG 

AGAAGACACTGACAGGACCGAACGGTCAAGGTGATCCCGAAGACGTGTTCTCG 

GCGTACAAGGATAAGAGACTCCTGGACTTCCTGGTGGACCACAAGGACGAGGT 

CGGTCTCCTCGAGATCATGTTCGGCACCCTGCGGGTGGGTTACTGGGACGACT 

TCAAGGCGAACGCTATGTACGTACTACGTGGTGTCGCCGAGAGACTCGGTAAC 

CTCCTGGGGACGACGATCCCGGTCGGTGAGGTCGACTGGGCGCTGGAGAACC 

CGTTCGTGAGGGAGGGTAAGGCGTACTTCTTCGCGTTCCAGAACCCGGAGATC 

GGTCCAGAGAACTGGGAGAAGTCACGCTGGGAGGTCCGATACGAGCAGTTCCA 

GAAGCTGATGCAGAGTCTCTGCAGGCAGGGCGTCAGGTACGTGGTCGCATTCC 

CGTACATCACGGTGACCGGTATCACGGACCGCAAGCTGTTCGAAGGCAACCCG 

GAGCACGGTCCCGAAGGTGACGAGCCCGAGGCTTACGACTATCCGGAAGCCAT 

TCTGCGGCATTTCGGTGCGGAGTTAGTGGCGGAGACCGTAGCCGACGTCAGGA 

AGTACACGTACGTGCAGGAGGGTCAGGAGAAAACCCGGACGGTGTACATCAAC 

GCTCGGATCTACCGGATCCCGAAGGAGAAACTGGGCACGGACGCCGACATGTA 

CGTGATCTACGTGAGACGCGGGCTGTTGGACGCTCCGAACGCGACGGAGAAG 

GTGGCGCGGGTGTACGCCAACTACATCGCCACTCACCTGCCGACGTGGTTGAT 

GGAGTACGAGGCGGTGAAGGGGATGAAGGAGGGGTTCGAGGGCGAGATTAAC 

TCGCTGAGGAAGGATGTCAAGAGCCTCAAGAAGAGGAAGGTCGCGGTGTATCC 

GGCGGTAATCGCGCTGGCGCTGGCGATGATCCCGCCGCTCCGGCGCCGCTAA 

CGCCCCCCACTTCGACAAACGTTACG AATGTATTAACGATCGACCGTG GGGG C 

GTTAAGGGGCTTCCGCGAGCTCGTAGGGGTCGTGATTCACCCGGACCTCGCGT 

CCCGGACCCGTCAGCTCCACCTCGGGCGCGTACCCCAGGGACTCCAGGTCCT 

CGTACAGGGCCAGATGTCCCGAGAGATCACAGTACTCGGCCCTCAACGCACCG 

GCGAGGTGTGCGGCCGCCTTTACGGAGACGGCGCTCTCCACCTCCGTCAGCA 

CGATGATCTTGAATCCGAGCTCCCTGGCCTTGCGTCCGAGCAGTACCGCGTCT 

AGGAAACCGACCTCTTGAACGCTTAAAGCCACTCCCTCGGCTGAACCCAGCCC 

GTGGATGTCCTCCTCCGACGTCACACGGACGTAGATGGGGACCTCCGCGTCGA 

ACTCCTCCGGTGAGATCACGACTATCTCCGCGTCGGACACGGACCGTACCTCC 
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TCGAGGGCCCGCTCAGAGGGTCGGTCCGTGAACTCTAGAAGTACGGTCTCGAA 
GTCCAGGGCGGACACCGAGGACAACCCCGCCGAGTCGGCGCGTACACGGACC 
ACCGTGTACCCGACGGAGAGGTTGTCACGCGCCTCCCGGAGTGCCCCGTGCTT 
TCCGAGTTCGTGGACGGAGCACGCGGACTCGACGGTTCTCGGCTCTCCCCCCA 
5 GCAGTTCCGCGAGTGGGAGGCCCTGAGACCGGGCCTCGGCATCCATCACGGC 
CATCTCGTGGGCTACGGCCGGATCGAACCCCGAAACCGGTCCCGTAGTGGCC 
CTCCGATGAGTAAACCCGGCACACGTAGCCGTCGACGCGACCGGCGGCACCG 
TTTAAGGTAACCCGGCGGGTCTCGACGGGTCTCAAGGCGGATCCCGCCCCGC 
CGGGAGGGTGAACGTGTTGAAGCGGGTTATAGTTGTCGGAGCCGGCAGTGCG 

1 0 GGACGGTCGGTGGCGCGGCTGCTGAACCACGTGGGGTACGACGTCGTGATCA 
ACGACATCCGCGATTGGGAGGACTTCACCACGGAGGAGCGCGAGTATCTGGAG 
GTTCTCGAGCGCGAGGGCGTCGAGGTGGCCCTCGGGGGACACGATCGGGAGC 
TCTTCGAGTCGGCCGACGCGGCCTTCGTGTCCCCGGCGATCCCCGAGGACGC 
CGAGGGTAGGAAGCTCGCGGAGCTGGTCCCCGAGGAGATCACCGTCGAGGAC 

1 5 GTTGCCGGGCTGTTGGGAGACCTGTTCCCCGTACCCGCCATCGGGATCACAGG 
AACGAACGGGAAGACCACCACGACCTGGGCGGTGGCGCATCTCCTGGAGGCC 
TGCGGGTACGAGGTCTGGCGGTGCTCGTCCCTCGACAGGCACCTCGTCATCGA 
GGCGATAGTGGACGGCGTGGTGACGGGTGAGATCGAGGGCTACGACGTGGCC 
GTCGTGGAGCTCCCACACGGGACGATCAGACTGGCGGCCGGTATCGAGCTGG 

20 ACGTCGGGGTGCTGACGAACGTCTCACCGGAGCACTTGGACGAGTTCGGCGG 
TTCCTTCGAGCGGTACGTTCGTCGGAAACTCACGATAACTGAAATGAGTGAAGT 
GCTGGTGGCCGGCTACGACTGCGAGGAGCTGCGGAAGCGCCTGAACGACGCG 
GTCTGGTACTCCGTGCGGGATCCCGACGCCGACTACTACGGACGTAGGGAGAA 
CGGACGTCTCGTGGTGAAGGGACCCGACGCCTCGGTGGAAGCCGACTTCCAC 

25 CTGATCGGTTACTACGTAGAGAACTGCACGGGAGCCGTCGCCGCCTGTCTAGA 
GTTCGGCGCCGATCCCGAGGGGGTCGCCGAGGGTCTCGCCACGTTCGAGGGC 
GTTCCCGGGCGCATGGAGCTGCTGGGGGAGTTCTCGGGTCGTGTAGCCTACAT 
CGACGCGGCACACAATCCGGACGGTCTGAAGGCGTCGCTTCCACCGTTCCGG 
GAGCTCGCGGACGAACGGGGCGGAAGACTGCTCGTCAGCGTGGACAATCCCG 

30 ACACCGTGACCGAGCGCGACAAGTTCGAGTTCGGGCGGATAGTAGGGGAGTA 
CGCCGATTTCGTGGCGGCCAGCGGGTACAACGAGACCCTGGAGCGGCTCGAC 
CGGTCGGCCGCCGAGGAGGTAGTGAAGGGCGCCGAGTCGGCGGGTTGCGAG 
GGGGTGGCCGTAGACTCGGTCCGGGAGGCTGCCGAGGAGGTGGCCGCACGG 
TCCGAGGAGGGAGACGTGTTGCTCCACGTGGGGCCGGGGGTGGTGAACGCGT 

35 ACGATCGGGTCAAGCGCGCCTTCCTGCGCGGTCTGACCTCGGTGCTGGGGGA 
ACCTTCGGATGAAGCATGAGATCGTCCGGCAGGCTCTCATCTACGCCTGCGAG 
GAGATGGGGGCCCTGCTCCGCCGTAGCGCCTTCTCCCCGAACATCCGCGAGC 
GGGAGGATTTCTCCTGCGCGATCTACGACGCGGACGGTGAGCTGATAGCCCAG 
GCGGAGCACATTCCGGTGCATCTCGGATCGATGAGGTGGGCCGTACAGGCCG 

40 TCCTCGATGAGTTCGGGTCCTCCGAGATGGAACCGGGAGACGCCTTCCTGCTC 
AACGACCCGTACGCCGGAGGTACCCATCTCCCCGATCTCACCGTCGTCGCTCC 
CGCGTTCCACGACGATGAGCTCGTGGCGTTCGCCGCAGTTCGTGCGCACCACG 
CCGACGTAGGTGGGAAGGTCCCAGGGAGCATGCCTCACGACGCCGAGGACGT 
GTACTCGGAGGGGCTCCGGATTCCCCCGATCAAGGTCGCCGAGGACGGTGAG 

45 CCCCGAGACGACGTGCTACGCCTCCTCGAGGCGAACTCCCGGGGCGGTGAGG 
AGCGGCGGTACGACCTCACCGCTCAGATCGCCGCGGCGTTCCGAGGATGCCG 
CCAGGTGAGGAGGATCATCGACGAGCACGGACGGGAAGCCTGGGAGAGGGCC 
TGCGAGTGGTGTAAGGACTACGCCGAGCGTCGCATGCGCGTGGCCATCGAGC 
GGATCCCCGACGGCGAGTACAGCGGGGAGGATTACCTGGAGGGCGACGGGAT 

50 CTCGGAGGACCCCGTGCGTATCTCCGTGACCGTGCGCGTGGAGGGGGACGAG 
GTGACCGTCGACTTCACCGGGACCGACGAGCAGACTCGGGGTCCCGTGAACG 
CGCCTCTGCCGGTCACGTACTCCGCGGTCTTCTTCGCCCTCAAGGCGGCCCTG 
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GACCCGGAGACACCCGTTTCAGAGGGGACGTACAGGCCTATCGAGGTGATCGC 

GCCACGCGGAACGGTGGTCAACCCCGAGCCGCCGGCCCCGGTATGCGCGGG 

CAACGTGGAGACTTCCCAACGGATCGTCGATGCCATCCTGGATGCACTACGTG 

AGGCGATCCCTAGCCTACCGGCCCACTCGCACGGCTCCATGAACAACGTGGCC 

ATCGGCGGGGTCGGATTCGCGTACTACGAGACCGTGGGCGGTGGGGCCGGCG 

CATCCCCGGACTGTGACGGGGAGAGCGCCGTGCACGTGTACATGACCAACACC 

GCGAACACTCCGGTCGAGCACGTGGAGCGCGAGTATCCGATCCGGATCCTCGA 

GCATACCGTCCGGCGTGGGAGTGGGGGCGAGGGTAAGTACCGCGGCGGCGA 

CGGTATCATCAAGCGATACCTCGCCCTGGAGCGCTGTCGTGTGACCGTGATAG 

GCGACCGGACCATGCACCCGCCGCGCGGCGTCGACGGAGGGAAACCGGGGA 

AGACCTCCGAGTACGAAGTCGAGCGATCGAACGGGAAGGTAGAGAGGCTAGGT 

CCGAAGGACTCGACCGTGCTCGAACCCGGTGACATGTTGATCGTGCGCACCGC 

TGGCGGTGGAGGTTACGGAAAGGGGGAGTGAACGGGGAATGGAGATCTCGGA 

GTTTCAGCGTCTGATGGACGAGCTGTACGGGGAGAAGGATCGGAAGCGCGGT 

CCCGAACGGACGTTGCTATGGCTCGTGGAGGAAGTCGGCGAGCTGGCGGAAG 

CCGTGCGTAAGAACGATCGACAGGCGGTGCGTGAGGAGCTGGCGGACGTGGT 

GGCGTGGACGTTCTCGCTGGCCAACGTCCTCGGTATCGACGTGGAAGAGGTGT 

TGAAGGAGAAGTACCCGGGCCGGTGTCCCAAGTGCGGTGAGATACCGTGTCGT 

TGCAACGAGTGAAGGACGGTGTGCTGACTGCCGAGGCGGGACTCGTCGGCAG 

GGACCTGGAGTTACTGTCCCCGATAACGATCGAGATCGAGGACGGTAGGGTAC 

GACGGATCGAGGAGGGACGTGAACCCGGTGCGGACGACGACTTCGACGTCGT 

TCTGCCCGCACCGTTCAACGCACACGTCCACGCCGCTGACTGGGCGTTCCGAC 

ACGCCGGCCTCGGAATGCCGCTCGAGAAGGTCGTCGCCCCGCCCGACGGCCT 

GAAACACCGGCTGCTCGAGAAGGTCGGGGAGCGGGAGCTCGAGGTCTCGATC 

CGGGACTTCCTCGAGACCTCGCTGAGCTTCGGATGTCCTGGAGTCGCCGATTT 

CCGGGAGGGTGGCGTCGAGGGTCTGAAGCTGGGCCTCAGGGCAGCCGAAGG 

CTTCCCGACCTACGTCCCGATGGGCCGGCCGAAGGCGCTCGACGACCCCGAG 

AGGGTCGAGGAGGAACTCCGGGTCCTGTCGGAGCTGACGGAGTTCGTCGGGA 

TCCCCGACGTACACCTGCCGGACGACGTGTTGGAGGCCGTGAGGGATTCCGG 

TCTCCGGGTGTACGTGCATGCGAACGAGAACTGGCGGTCCGTCCGCGAGTGC 

GTCCGCGAACACGGCGCCACCGAGATCGAACGGGCAGTGGACCTGCTCGAAC 

CGGAGGGGATCGTTCACTGCGTGGTCCTCACGGACCGCGACCGTGAGCTGCT 

GGAGGAGCTGGATCCCGTCGTGATACTCTGTCCCAGGTCGAACGACTACTACC 

GGCTCGGGAACCCGGATCCCAGACGACTTCGGGGTCTCCGGGTGCTCCTGGG 

GACCGACAACGGAATGTCCGTGGAGCCGGATCCGTGGGCGGAGGCTTACCAC 

GCGTGGATCCGTACGGGCCTCTCGCCGCTCGGGGCGCTTCGGGCGCTGACAG 

TCGAAGCCGCGTCCGTCTTCGACCTGCCGATATTGGAGGAAGGGCGGCGACTC 

TCGGCGGTTGGGTTAAAGGGCCTCCCGCTCCCGGAAACCGTGCTCGGGTCCA 

GACAGCGTCTGGCCGCCCACGTCCTCCAGTTGATCAAAACGTCGAGGGTTCAC 

GTGCTGTTGGGGGCCGAGAGTTGACCCGGTACGTCGTGCTCCTCGACGGATCC 

GAGGCGTCTTTCGAGGCGTTGGAGCACGCGCTGGAAGAGGCGGACGAGGTGA 

TAGGGGTCTACTTGATCGACTGTCGGGCATTCAAGGGGCTGAACGAAGACATG 

GCGAGGGCGCTGGAGGAGTTCATGCGGCAGGAGGCGGAGCTGATCCGGGAG 

ACCGTCGAGAAGCGCGGTGCGGAGTTCGAGATCGTGCGAGGTGAGGGTCCCG 

AGGCCGTGATGGAGTACGCCCGGGAGGTGGGCGCGGACGCCGTGGTGGTAG 

GCGTGGGTCACATCCCCAGGTTCGAGGATATAACGTTCCGACGGGGGATCGAG 

GGGCACGTGAGGGACGTTCCCGTGGTTCTGGTGCCTTCACGTTAAATCCTTAC 

CCATGTACGGGCCGACGCGCTCGTACCCGAGCTTCCGGTAGTACTCGCGCGTC 

CCGATGGCACTGATCACGATGATCTTGTCCGCATCCAGCTCGCTGGCGGCGAG 

CTCCTCCGCCTTCCTCATCAGCCGCTCGCCGAGGCCCCGATGTTGGACGGCGT 

CCGTGTCCCGCTCGCCGATCGGCACCGTCGGTCCGACGACCTTCAGCTCGCG 

CACGATGGCCGTCTCGGGATCGATCTCCGGTCTGTGGGCCAGCTCCGTGGGCT 
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TCCTGAGCCTCAGATAACCGAGTATAGCGTCCGCCTGCGGATCCTCGTACGCC 

AGGAAGTAGTCCATGCCCCCCTTCCACGTACGCTCTTTGATGATCCTGAGCTCG 

GCTCGCCCCGGATCCACCTCAACACCTTGGCGCATCCTGTGACCCGCCTCCCG 

ACAGCGGATACACCGACACTCCCAGCCTTTCTCCTCCAGGTAATCGTGGACGA 

GCTGGCGTAGGTTCGTCTTCCGGATGCCGGCGGCGGCCAAGTGGGCCGGGAT 

GTCCCGCTGAACCCGCATGATGCGGCAGTACTCCGGTACGTAGCGGTGTTTCG 

CCTCGGCGATGACTTTCACCGCGGTTTCCTCGTCGTATGGCTCGTACTCGCCAC 

GTTTCCACGCGTCGTATAGGGGCGTATCCTCGAAGACCATACACGGGTAGATCT 

TCAGCATATCCGGCTTGAACCGCGGGTCCTTGAACAGTCGCTTTAACATCCTGA 

GGTCGCGTTCGGGGTTCGAGCCCGGGAGACCGGGCATGATGTGGTAACACAC 

TTTCAGACCGGCGTCCTTGAGGATACGTGTCGCCTCGACGGTATCCTTCACGGT 

GTGACCGCGGTCCACGCGCTTCAGTATGAAGTCGTAGATCGTCTGGACTCCCA 

CTTCAACCCTGGTGGCGCCCAGCTTGAGCATGTGGTCCACATGCTCCTCCTTG 

CAGTAGTCGGGCCGCGTTTCGAAGGTGATTCCCACGGGTCGGCGTTCCGAAGT 

TTCCGCGTACTTCTGCGCCTCCTCGATCGTGAGCGCGTCCTTCCCGGTCATCG 

CGTTCAGACACTCCCGCACGAACCACTCCTGGTAACACAACGGTGTCGCGGGG 

AACGTACCCCCCATCACGATCAGCTCGATCTTGTCGGTGGGGTGACCCGAGAT 

CTCCAGCTGCCGTATGCGCGCCTCGACCTGCTTCCGTGGGTGGAACTCGTGCT 

CCTTAGCCCGACGGCCGGCCGGCTCCTTACCCGTGTAGCTCTGTGGTACGCCC 

TTCTCGGGACCACCCGGGCAGTACGCACAACGGCCATGTGGACACGGATAGG 

GCTTCGTCATCACCGCGACGACGGCCACGCCCGAGATCGATCGGACGGGTTTC 

TTCACGACGATCTCTCGGAGTTTCTCGCGCTCCTCCGGGGTTGCGCGTTCCAG 

GACGTCCGCGTCCGTGGGGAACTTCGAAAGACCGTATTTCCTGCAGACCTCGC 

GCTTGGCCTCCTGTAGCTCGCCTTTAGTTCGGATCTCACCCGACAGCATCTTCT 

CCACGAGTTCGCGGCACGCCATGTCGAAGGCGTCGGCCTCGGACACATCTCTC 

ACCCCCGTACGGTTCTCCGGTACCGTGGGGGCGCAACACATTTAATCGATCGT 

CGGGAGGGTACAGCTGGCGCCGGATGGAACTGGTGAAATCCGGCGTTTGTGG 

GGATCGCCGCGGTAGCTCAGCCTGGTTAGAGCGCCGCCTTGGTAAGG CGGT G 

GTCCCGGGTTCAAATfCCCGGCCGCGGCTCCAGTTCGATTCGTTATGGATTTTAT 

AACGTTCATCGGGGCGGTGGAGCGCGGCTCCGGTTAAGGTTGTGTGGGCTTCC 

GCGCGCTCCCCCGAGACGATGGTGCCTACCCCACCCGACCAGGAATATCCTCG 

ACAGCACCCGATGCGCCCGCTGTCTATATCGTGATTTCGACGATGACCGAAGAT 

CGGACTCCATCGGGGGTCAGGGGAGTTGCCTAAGATCCCCGTCGGCTTAGGGT 

ACAAGCTGGCGTACAAGGGCGCCAAATTGGGGCTTTGGAAGTGGGGAACCACG 

GCGAAGACGGGGTTCTTCTCACTGATACTCCACTCCCTGATCTTCGGCCCCCTG 

GGTGTGGCGATCGTCATCGCCACGCTCTTCCACGAGTTAGGTCACTACCTGGC 

GTGCAAACTGCTCGACGTTCCCGCGTCCCCGCCGGTGTTCCTCCCCCTCGGAG 

GCGCGTTCGTTCAGCACGGGTGGACGGATCCGGATAAAGAGGTGTTCATCGCG 

GCGGCGGGACCCTTCGGTGGGGCTCTAGCAGGAATCCCGCTCCTGGTAATCTA 

TCCGAAAGCGGCCGTGTGGAACGGGCTGATACAGCTGTTTAACCTGCTTCCCA 

TACCGCCTCTGGACGGGAGTAAGGTACTGCGTGGGCTCTGGATGCCCAGTCCG 

ACCGCGTGGATCGGCGTGGCGACGGCGGTACTCGCCGCAGCCCTCTCGCTGG 

TCGGTATCCTCATGGGTTTGCACGCGTAGCGTTAATCCACCTGGACTAACCGAC 

CCATTCGAGGATACGTCCCGGTACGGTTCGGATCTTCACCGTTCCCTCGATCGC 

ACGTCGACCCGACATCCAGCCCGGAGGGACCCCCTCACGTTCGTCACGGTGC 

CGTCCAGAACCCCGCTCGGTATCTCCACGAGGTGTTACGAGGAGGGCATTTCG 

AGCCGCCCACGTCCACAGAGGACGTCCGCGAGCGCCATCCTGGCCAGACCAC 

GGGCCAGGTTCTCGACGGCCAGCTCGTCACGCACCCTGGCTATCTCCCGTAAC 

CGTTCTACCAGCTCCGAGGCCGTACGCCTGGGTGAGTCCGAGTTCCGGTACCG 

CTTCGCGTAAGGGCATTCGGGTTCCACCTTCGGGAGACCCAGTCGGGACGTCA 

CCTCGTGATACACGCGGGCTGTGCGAAGCTCGCTCACCACGTACAGCGGTCGT 

AGTAGTAGCGCGTCGTCCTCCTCCAGTAGATCCGCCGGCGGGAAGGTACCGG 
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CGTCCCGCCTTCGGTTCACGCTCATCAGGAGGGTCTCGATCGCGTCCTCGGCA 

GTATGACCGTAGACCACCACGTCATGTCGCTCCGCGAGGATTCTACGCCTGAT 

CGCCGAGCAGATCTTGCACGGGGGCTTGTTCAGCTCCTCCGATGGCTCGGCCA 

CGTCTTCCTCGGCGCGGACCAGCTCGAACTCGTATCCCAGGGCCTTCGCCATT 

CGATCGAGCTCCTTCCGGTAAGGCCGCCAGACTTCCACTCCGCGGACTCTCAC 

GTCCACCGTGACGAGCTTGGGGTTCACGTCCCACTCCCGGAGGAACGGCTCGA 

GCGCCAGAGCACAGGTAAAGCTATCCTTCCCGCCGCTGAATCCTATCGCCAAG 

TCACCTTTCGGCTCGTCGAACGCCTTTTGAACGATCTTCAGCAGACCCGCCACG 

TTCCGGTAGATCCTCATGTAATCCTCACCGTAAACCGAGTCGGGAGCGAGAGG 

GCGCGCATCCCACGATATCGTCAGCCCTTCCAGCTCGGTCACCTCCATCGCCT 

CGCTTCCCCCTCTCGAACCGCACGACCGCCGGCTCCGAAACCGCCCTCCATAC 

GGTCGTGGGCTCACCTCGACGGGAACCTCGCCACCGTGCGAGCAATGGCCGT 

ACCGCGGTAGAGCCGGACCATACACGTCGGCGCTCGAGAGGGGAGCCCGACC 

TGATCACACTACCACCGGTCGGAACGAATGGATCCGACGTCTACAGGGCCACC 

GGCGGGAAGAAAACGATGTGTCGACCGAGGGCCGTTGGTGGGAGTGCACCTC 

CTCCCGCGGCCGGGAGTCGGTACCGAGCGGGGCCTCCTCACCGAATCGGTCG 

CCACCACCCTCCCCATCATCGTGTTCCGCGGCGCTCGGCAGCGGTCTCCTCGA 

TCATCCCTCCGGCCGGTCTCCCCCGCCCGCTCCTCACAGCTCCGAGATCATCC 

GAGCGTCGGGTGGTGATACACCTTGTGGGAGGCCGAGAGGACGCTGGCTTTA 

GTATACCATGAGGAGTACCTCCGACACGAACAGCACCCCACGCATCCGGAACG 

TCGTGAGCGTCTCTCCTACACGGTGGACAGGTTCGAAGAGGAGGGGTTGTTCG 

AGATCGAGGGGATCGATCTAGTTGAGCCCGACCCCGTCGACCGCGAGGTGATC 

GAACTCGTACATGATCCCGAACACGTGGAGCTGATCCGGCGGATGAGCGAGTC 

GGGCGGTGGTATGATCGACCTGGACACCGCCGTCGCTCCGGAGACCTACGAT 

CAGGCCCTGCTAGCGGCCGGAGGCTCCGTTCTCGCCGTCGAGCTGGTCGTGC 

GGGGAGAGTACGACACGGCTTTCGCGATGGTTCGACCGCCGGGCCACCATGC 

CGGTCGCGCCAAGGCTGCCGGCTTCTGCTACTTCAATAACGCGGCGATCGCCG 

CCGAGTATGCGATCCGCGAGCTGGGCGTGGATTCCGTCGCCATCCTGGACTGG 

GACGCCCACCACGGTGACGGGACTCAGGAGATCTTCTACGACCGTGACGACGT 

GCTCTACGTCTCGATACACCAGGACGGGCGCACCCTGTATCCCGGCACGGGCT 

TCCCGTACGAGGCGGGTGAGGGGCCAGGTGAAGGGTACACCGTGAACATCCC 

CGTGCTCCCGCGTTCCGGTGATCGGACGTACCGTGAAGCCTTCCAGCGGATCG 

TGGAGCCTGTGGTGCGGGAATTCGACCCCGATCTGATCCTGATCTCCGCGGGT 

CAGGACTGCCACTTCACGGACCCAATCACGGATCTCGCGGTCACGGCTGAGGG 

ATACCGGTGGATGATGCAACGGGCGACCGAGCTCGCGGAGGACCTGGGAGCT 

TCGGGACCCGTCGCCGTGCTGGAGGGGGGTTATTCCGTCGAGGACGGGCTCC 

CGTACACCAACCTGGGCGTCGTATGTGGTATGGCGGGGGTTCCGGCCGATCTG 

CGGGAGCCCATGGATCCACAGGAGGAGAATCCGCGGGGGCCGGAGGGGGTT 

CGAAAGGTGGCCCGTGAGCACTCCCGGTACTGGACCTCTGTGAAGGCGTGAGA 

CCTTCGGGTGACGTCGAGGGCTTATACCTGGCGGTATGACGTATCGAGCGGGG 

CTCAGCTGCAACCGGTAATGTCCGGCAGTTCGTGATCTCACGCGGTAACTCGC 

GCCGGTGTCGACACTTACTCCGACGCTTCTTCGCCACGTTATCACCCCCTCCG 

GGCGATGAGGATCGGTAGATAGGGTGATCGGGTGATCGGGACCGCCGTTGCC 

GAGCCGGGTCCTGGAAGTTAAGGTCGGAGGGCGCGTAGGTCCCTTGACTCTCT 

TCCTCGAAAATCTGAACGGACTGGATCGATCGGAGCGGAGGTTCGAATCGCCC 

TTTCGGACGATGACACCGGTGAGACGCAGCACGTCAACGGCTACTTCCGGACG 

TTATCCGTCCGGTCTGAGCTCGAGACCGTCCCTGCCGATCGGGACGCCCGTCG 

GTGGCTACCGCGGTTGACAGGGCTAGAGGCACATGCGGCTCACGGTTCGGGG 

GCGGGGGTATCGCTGGAGGGGGCGTGGGACCGACGTATCGGTGAGTGGGTG 

CCTGGGAGTCGATGGGGCTTCATCGCCCACGACTGAACACGCGGCTGATCACC 

ACGTACAGCGCCGGGAAGCCCACGAGCACCAGCGTCAGCGTCGAAAGCACTC 

CTATCCCCTGGTAGAGTCCCATGTTCCTCATGATACCCGTGTGAGACAGCAGCA 
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ACGAGAGGAAACCGATCGCCGAGGTCAGCCCGCTGAACAGTACGCCGGGTCC 
CGCTCGCTCCATCGTATGGGTCCAAGCCTCCTTGACGCCGTGCTCCTTCCGCT 
CTTCCCGGTAACGTGAGGCCAGGAACACGCAGTAGTCCATTCCGATACCGAGC 
AGTATACATATCGTGGTTTGCATGGCCAGGAACGACGGCACTATCCGCAGCAC 
5 GCCGCCCAGGAGTCCAATAGCCCATAGGATGCCCGAGCCGATGGCGACGAGC 
CCGAAGACCGGCGGTATCGGGTTTCGAAAGGCGATCGTCGGTATCGCCAACAC 
GCCGATCGCCGACGCGATGGTGGACCGGCGCATGTCCTCGTTCACCTGCTCGT 
GCATCTCCGCGAACGCCACCGGGAGACCCGTGACCCCCACCTTCACGCCCGT 
GGGTGGGTGTTCGTGCCGGACCATGTCCAGGATCTTCCGACCTTGCACCTTCG 

1 0 GGTCCCCTGGTTTCAGTTGTACCTGGATCACGGCGACCTTCCCGTCCCCCGAG 
ATGACTCCTTTCTCCATGTCCTCGACCTTCGGCTCGAGGGCCGAGCGGATCGG 
CGCCGGCAGACGTTCTACGGTCTTCTCCATCCCGATCACGTCGGGGGCTCCGA 
ACACGCGGGCGGCCACGCCGGTGCGCTTCGCGTCTCGCTTCAACTTCTCCATG 
AAGCGGACTACCTTCGGATCTCGGACGTCCCGCGCCTCCACGACGATCGTGGC 

1 5 GAAGTGATGGCTCACGTCCATGTGCTTCTCGAGTACGTCCCGGGCCTTCAGGG 
ACGGTAGGTTGTGCCCCAGGAACTTCTCGATGTTGACCTCTGGCTTCACGCCG 
GCCGCTCCGTACCCGAGTAGACCCGTGATGGCGAGCAGCGCGACGATCGCCG 
GGACCGGGTGCCTCACGGGTATCGAGAGTACCTTCCAGCTTTCCTCCTTCTTCT 
CGGAACTCTTCCGCCCGATCGGTATCGACTGAAGCAGGCTCGGCAGGACGAGC 

20 AGCGTCAGCGCGACGGCCGTGAGGATGCCCGCCACGATACCGAGTCCGATCT 
CCGAGACCATCCTGAACTCCGACAGGGCCAGGGCGGCGAAACCCGCGGACGC 
CGTGAGACCGGTGATCAGCACGGCTCGACCCGCACGTCGGACCGCCGTGAGG 
ATGGCCTCGCCCTTAGCGCGTCCCTTGATGTCGTACTCCTCCTGGAAGCGTGT 
CAGCGTGAAGATCACGTAATCTATACCGACACCGAGCATGAGCACTACGGTCA 

25 GGAGGACCGTCGCGTAGAACGGGGCGAACCCCAGCCAGTACATGATCCCCAA 
GACCCATGCCACGGCGGACAGGATGATCGTGAGTCCGAGGACCGGGGCCCAC 
CATCGCCGGAAGTCGACGTACAGAACCGCTGCGACGGCGGCTGATACGAGGG 
CGGTCACTGTGACCAGATCCTTGAGGAAGCCCCGATAGAAGTCGTAGTTGATG 
GCCGGGGAGCCCGTGACGTCGGCGAACTTGACGGACTTCGGTTTGTCCCGCT 

30 CGAGCGATCGCCGAACGTCCGGCACGACCTTACGGTAATCCGCGTCCGACTTC 
AGTCCCACTCTGATGATCGCGACCTTGTGGTCCTTACTGACGAACATCTCCTTC 
GACCGTTCCATCTCCGACATCAGAGGTCGAAGACCTGGCATAGTGACGGCGGC 
CGGGAAGTTCGCCGGGCTCTCCCTGAGAACGTCTGGAGCTCCCCGAACATTCT 
CGACGTAAGGCTTGGAGCGCAACCTGTCCTCGATACGGCGCATGTAATCGAGG 

35 ACCGGTTTCCGGGTGACGTCGTCCGCCTCGATGACGATCAGTAGGGTCTTCGT 
CGAAGTGCCCAGCTCACGCTCCACGACGTGCTGCCATTTCATGGACTCGAACC 
GATCCGGTAAGTACTTCGTTTGATCTACCTCCACATTCAGGTGGAGCGCTCCGT 
ACGCCATGACCGCCGTCAGAGCCAGGAAGGACAGTATTATCGCCGTCCTGAAC 
CTCAACTCGACGGCCCTCGGGCCGGAAGACTAGACCGTGCTTTCATCCCTTCA 

40 CCCCGTCACCTCGGATGCATTCAGGTTAGTTACGGGACTCGTGACGATTCGGC 
CGGGGCCGTTGGACACATCGTGACGAAAGCACCTGCCCGACTCTGCGGCGCT 
CCGTTCCGAATCTCCAAGGGGTATCGGGTGCCTCCCCTTTACGCAGTACTCGG 
ACCGTGGGTAATGTACGCGTTCCCGCAGCCCTCAAGATGGTCCCCTGTTCCGC 
CCTCGCCGGGGAGGATCGGTTGTCCCTCGTGGCGGCTAGAAATCCACCTGACC 

45 CGCGGAAATTGGGTTCCTTCAAGGTGCGCCGGTGCGCGGCCTGCGGGCGGCT 
GATGCGGATAGAGCTGTCGGAGTGCAACTGCGTCCGCTGCAACGACCTCCGCG 
GTGAGCCCCTGGAGGAGGGCCCTTACATCGAGAACTCGGGCCCGTACTGCGAT 
CGGTGCCGGGGCGGGGTCGAGCCCACGAGCCGACTGCCGGAGGTGGCCGTC 
GCGGTGTGTTTCCTCACGGACCGCAGGAACCACGACGTCCTGTACCGGGCTGC 

50 GGGTGCGCTGGCCGAGGTGGTCCCGCGACTCCGGGAAGAACGTCGGTTCGTG 
GCGGTGGGGACCCCGGTCGACGATCTGTACTTCAACCTCCGCTGCGGGATGG 
AGGCCGGGATCGACTTCGGAATCCGCGCGCAGATGTCCTCGATCTTCACGCAC 
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ATGGGGCCCGAGTACCTCGTGATCGCCCACAATCCCGTGCGTAAGCTGCGGG 
GCCGACCCCGAGAGCGCTTCAGGTACACACTCGAGAGTAACATCGAGGAGCTA 
CGCCGCGTGATCGTCCTCGAAGACGTCGTCCGTAACAC CGAC TTCAAGTCCGT 
GTACCGGGACTTGGGTCGGGAGTACCCGGACGTGTTCGTTTTCGCGAGCTCCG 
5 GGGAGGTGGAAAAGCTCGTGGATGCACTCCGGAAGTAGGGGATGATCCCAAC 
GCTTACCGGTCGTACGGACGACCCGGACCGGTTGATGCGCGGTCTGGAGGAA 
CTGGGTTGGACCGTCCGCGAGAAAGGTGACCGACTCGTCGCGATCTCACCCG 
GGGGTCAGCAGGTGGAGGCGAATCGGGAGACCGGCGAACTCAGGATCACGGG 
ACGGGGAGAGGGAACGGCGGCTAGGACCCTGGTCAAGCTGGCGGTCAAGCTC 
1 0 GGAGCCGAGGTTGAGCTCGAGGGGCTGTCCTCCGAAGACCGGCGCCCCCTAG 
TGTACGGCCCGGTACCCTCGCGCAGGCTCGGCACTTCCCTGGGTATCGACCTC 
CCGCGCGGGATGTGCACGCACGACTGTGAGTACTGCAGTGTGGGGGTCTCGA 
GGCGCGTTTCACCGCACGAGCGGTTCACGGTAGACCCGGTCGCGGTTAGGGA 
GGAGCTGTCCGAGACGCTACGGCGTTGCGACCCGGATGCCGTCACCTTCGCG 
1 5 GGAGTGGGCGAGCCGACGCTCTGTGCGAACCTCAGGGAGATCGCCGAGGAGA 
TACGCCCGCTCGTGGAAGGTGTCGGGGCGGAGGTAGTGCTCCTGACCAACTC 
GACGTGGGTTTCGGAGTGCGCGGACGTGGTGGACGTGGCCGTGGCCAGTCTC 
GACTGCGCCCGTGAGGACCTGTACCGGACGATCAACCGGCCGCATCCGGACA 
TGTCGCTGGAACACCTGGTGGAGGAGCTGAGCCAGTGCGATCCCGGCGACGT 
20 GGTGGTCGAGGTGTTACTATGCCGGGTGGGGAAGATAACAAACGCCGATCCGG 
ACCACCTGAGGGAGCTGGCGGATCTACTCGGCTCTATCGGTCTCGAGAGGGTA 
CAGCTCAATACCGTGGCGAGACCTCCGGCGCGAGGTCGGGCGGAGCCGGTCG 
GTCGTGACGAGTTGCTCGTGGCCCGTCGTACCTTAGAGTCGTGCGGACTCGAG 
GTCTCGGTCTACAGGTAGCTCAGGGCGTACCACACGGCGGTCGTCGTAGGTAC 
25 CGACGTGGTCAGTGAGGATACGAGCATCGCTTTGGCCATGCTCTCGGATCGTC 
CGGGCACGTAGGAGAGTAGCAGCGTCACCGGTGGGGTTAGGATGAGCGCGGG 
CCCGGTCCATGCGGCGAGTTCCGGGCGCCCGAGTAGGACGGATCCCACGGAG 
AGCGTGTACGCGGCGGCCACTCCGGCGCACGGTGAGGCGAGTCCCAGGTAAA 
GGCCCGCTCGCCTGACGACCGCGCGCGCCTCGCCCTCGGAGGCGACTCGGG 
30 ATCGGAGGATGACTCTCAGTCCGGGAAGGCCGATGAGCGCCAACGCCGGCAC 
TAGTATCGGTCCCCACTTGAGTACGCGTTCGGCTAACATCTGCATTCGGGGGAA 
TCCCCCGTCATTTAACCCCCGAGACTGACCGGTTCGCCGGGGAGGTGATACGG 
GTTGAAGATCGCGATCACGGGCACGCCGGGTGTCGGGAAGACGACGGTGTGT 
GAGGCACTCCGTGATCTCGGGTTCGACGTGGTGCACTTGAATAAGGTCGCGCG 
35 GGAGATGGACGCGATCCTCGAGGAGGACGAGCAACGTCAGGCTAAGGTGGTG 
GATCTTCACGCGCTCAGGCGGTACGTGGAGGAGTGGGAACCTGAGTCCGATCC 
GGCGTTCGTGGAGTCTCATTACGCCCACTTGATGCCGACGGACCTCGTGATAG 
TCCTCCGACTTCATCCCTCGGAGCTGGAGCGACGACTGAAGGAAAAGGGTTAC 
CCGCCCGAGAAGATCGCGGAGAACCTGGAGGCGGAGTTCGTCGGTGTCTGTTA 
40 CGGGGAAGCCGTGGAAGTACGGTCCGAAGGATGCTTCATCCGACCGCCGGAG 
GACGTGATCCAGGTGAACGTCACGGGCTTGAGCCGCGCCGAGGCGGCCGATC 
GGGTCCTCGAGGCCGTGAACCACCGTCGGGGTGACGACGTGGACTGGCTCTC 
CGACGAGGAGGCGCAACGGACAGTCGAGCGTTACCTGAAGTACCGATGAGGG 
GGTCGAAGCGTGCGCCGGCGGGAGGTACTGCGTCCGCTGAGGGAGGACGACA 
45 AGTACCGCCACCCGGCGGTGTTGGACGAGGGGGTCAAGATAATAGGGGATAAC 
CTGGCTGATGTAACAGCCGAGATCGGCGCC TACGC TGAGATCGGCCCGTCGGT 
GGTAATTCGAAGGAAAGCCGCGATCTACGGGTTTTGCCGGGTGTTCGACTCGG 
ATGTGGGTGAGCGGGCGAGCATATCTCCGTTCTCCATCGTGCGCGCGGACGTG 
GGTAACGACG CGTTCATAGG CGACGG ATCCATGATAGGTG CG ATCGGTG AAGA 
50 TCGGGCCAAGTTGGGTTACGACTGTTTCATCGGCATGAGATGTGTGGTGTACG 
GTGGTGTGAAGGTAGGTGATGGGGCGATCGTAGGGGCGGGTTCGGTCGTCGA 
GGAGGACGTAGAACCTTACACGGTCGTGATGGGGCGGCCGGCCGAGTACGTG 
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GGTGACACCGTCAGGATAAGCGCCAACACGTTCGTGGGCGGCGAAGAGGCGT 
CGGCGCAGGCTCGGATGGTCACGCGTGGCTACGACACAGGGTGGGAGACGTT 
GGGATGCACGGAGAGTCGCGGTGTGAACCTGACGGTGGTTACTTTCGACCGTG 
AGGTATGGGAGAGGCTGATGGGTCTGCTCGGTAGGTTCCGCGGTGAGGTGGA 
5 CCACGGGACGTTCCGGTTTGAAGGTGTAGAGTTCTTCGGGATCGCGGCGTCGT 
CCGAACGGCCACCCCGTCGGGTGGTGGACAAGATCCGTGAACTACTCCTGGAG 
CGGGCCGAGCGGCTGGTAGCGTGCATTTTGGACTGTCCGAAAGGATACGGCC 
GGGACGTGGTAGTCCGAAGCGGTCGGATCAGCGACGAGCGGGTGACCGGTCC 
GTTACGCGCCCGCGGCTCGAGGTACTATCGGCGCACCGAGGAGGGCTTGCAT 

1 0 ACTGTTTGAAGCGTTAACGGCTGGTCGCCACGGCCGGTGCGTATTATATCCTTC 
CGACTGTCGGGTGCTGGGGGCCGTCCGGCTTGAAGGTCGCTGTCGTCGCCGT 
GCAGGGAGCCGTCGAGGAACACGAATCGATCCTGGAAGCGGCCGGTGAGCGG 
ATCGGCGAAGACGTCGAGGTGGTATGGGCAAGGTACCCGGAAGATCTCGAGG 
ACGTGGACGCCGTCGTGATTCCGGGAGGAGAGAGCACCACGATCGGACGTCT 

1 5 GATGGAGCGGCACGACCTGGTTAAGCCGCTGCTGGAGCTGGCGGAGTCGGAT 
ACTCCCATCCTTGGAACCTGCGCGGGGATGGTCATCCTCGCGCGTGAGGTCGT 
TCCGCAGGCTCATCCAGGGACGGAGGTGGAGATCGAGCAGCCTCTACTAGGTC 
TAATGGACGTGCGGGTAGTCCGGAACGCGTTCGGCCGGCAGCGTGAATCATTC 
GAAGTAGATATCGAGATCGAGGGGCTCGAGGACCGGTTCCGGGCAGTCTTCAT 

20 CCGAGCTCCGGCCGTGGACGAGGTCCTGTCCGACGATGTGAAGGTGCTCGCG 
GAGTACGGCGATTACATTGTGGCCGTGGAGCAGGATCACCTGCTCGCCACGGC 
TTTCCACCCGGAGCTCACCGACGATCCGCGTCTTCACGCTTACTTCCTGGAGAA 
GGTGTGAGGGGAACTGACCTTGGCGTGCGGCATCGCCGGTATCGTGCTGCCC 
GAGCCGGGGCCTGTCGGTGCTATCCTGACGGAGATGCTGGATGCGCTGCAGC 

25 ACCGGGGTCCCGACTCGGCCGGTTACGGTCTGTACCGGGACGTCGACACGGC 
GGTTTTCGTCCTAGAGCTGCCGGCCGAGGACGGGGAAATGGAGCTGCTGAGT 
GAGGTCGAGCGTGCGCTGGAAGGGCGCCAACTGAAACGGGTGGAGCGGATCG 
CCGAAGACGCGGGCACGCGGGTGTACCGGCTGTTCGTGGAGGGGTTCTCGAC 
GGGACGACAGGGCCAGCGAGAGCTGGCGGAAGTCGTGGAGAAGATCGAGAAC 

30 TCGGACATCACCGTATTGAGCGCGGGTCACGGCTTCGAGATCCTGAAGGACGT 
GGGCACGGCGGCCGAAGTCTCGGAGCAGTACGGTGTCGAGGCGATCGAAGGC 
ACTCACGGGATCGGACACGTGAGGTTCTCGACGGAATCGGAGGTCGATAGGTA 
TCACGCGCATCCGTTTCAAAGTTACATGATACCTAACATGGCAGTGGTTCACAAT 
GGTCAAATTACCAACTACTACACGATCAGAGAGCGACTCGAAATTAAAGGATAT 

35 CAGTTCAAGACCAACAACGATTCGGAGTGTATAGTAGTGTATGTAGCGGACAAG 
TTGCGGGACGGATACTCGCTGGAGGAGGCGATGGAGGAGGCCATCCGCGACC 
TCGACGGACCGTTCTGCTTTATTATCAGCACTCCGGACGCGATCGCGGTCGCG 
AGGGACCCGCTGGGGCTTCGTCCCGGTGTGATCGGGTTCGGTAAGGACGGGG 
CTGTCGCCGTCGCCTCGGAGGAGGTCGCGCTGCGTCGGATCTTCGGCGACGA 

40 GCTCGAAGGTATCGAACAGATCGAACCGGGCGAGTACGAGGTGTTCGAGGTGG 
GTGGCCGGGGTTGAAGGAGAGGGTTATCGACTGTCGTGACAAGGAACCTCGG 
GACATCAACAGCGCGCTGAAGACCTACGCCCGGGAGTACGACCGGATCGTGCT 
CGAGAACCCCGGTGCCAAGCACTACATCGCGGCCGGGCTGACCGAGGAGGTT 
GAGGTGATCATCAAAGGGAGCGTCGGCTACTACGTTGGTACGATGATCCACGG 

45 GCCGCGGATCCTCGTTAAGGGGAACGCGGGCTGGTACCCGGGCGATAACGTC 
ACGAAGGGAGAGATCGTGATCGAGGGTCACGCGGGTGACGGAGTCGGTCAGG 
GAATGTACGGTGGTACCATCGTCGTCCGTGGCGACGCGGGTTCACGGGTCGGT 
CAGATCATGAAGAACGGGACGGTGATCGTGGGCGGCGACGTGGAGATCATGA 
CGGGCATGTACATGATGGGCGGAACGATCATCGTACTGGGCGACGCCGGCAC 

50 GTACACGGGCGAGAGCATGCTCCGCGGCGAGATCTACGTGTTGGGCGAGGTC 
GAGGATCTGGGTAAGAACGCCGAAGCCGTCGATCCCAACGGTGAGGATATCGA 
GCGCGTCTGGGAACTCGTCCGCGCGTACGACTTCGACGTAACCCGTGACGACT 
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TAAAAGCGTTGACGAAGATCGTACCCAGGTCGAAGCGCCCGTTCTACGGCTCC 
GAAGAGATGGAGGAGGGGTAAGAACCCGTGGCCACGACCGTCGTGTTGTGTA 
GCGGCGGGCTGGACTCCTCGGTTATCGCCAAGTGGGCGGTGGAGGAGCTCGG 
AGGGCGCGTGATATGTCTTTTCGTCGATTATGGGCAGCGGAACGCACCCTTCG 
5 AGCGGAGGGCTGCGGAACGTATAGCCGAAGCGGTGGGGGCCGAGTTCGAAAC 
TGTCGGCACGTTCTGGCTGAGGCGCCTCTGCCCGGATAACCCCATGTTCGCCG 
GTAGACTGCCGCGTGAGGCCGGGACCGAGGATCTCTCGGCGAACTGGCTTCC 
GGCGAGGAACTGGAACCTCCTGGGGGTCGCGGCGGCGCTCTGTGACCATCTG 
TACCTCGAGGGGGAAGACGACGAGTTCCACATCGTTTGGGGTATCAACGCCGA 

1 0 GGAAGCCGAACGGTTTCCGGACAACACCAAGGAGTTCGCCGACGCCGTAGCTG 
AGGCGCTGAAGCGGGGACTGCCCTCGCGGCCGCGGCTCCACAGTCCGTTGGC 
CGAGTTGTACAAGCCGGGCATAGTGCGCCTGGGCTCGGAGCTCGGTGCCCCG 
ATGGAGCTCTCCGTAAGTTGCTACAACCCGATCTGGGAGGACGACACGCCGGT 
GCACTGCGGAGAGTGTGAGGCGTGTTACCACCGTAAGCGGGCCTTCGAGCGG 

1 5 GCGGGGATCGAAGATCCCACAGAGTATCTGGAGTGACCTCGCCGCCCTCGGG 
ACCACCGCCCTAATCGCGGCGAGTCCCATCGGCCACTGGCCCGCGATCGCCTA 
CGGGCTCGCCCACGGCCTTCCCGCCCCCCTGGTTATCGTGGTAGTGGGCCTA 
GCAGGGTACCTACCGGTGGAACTGTGCCGGTTCGTGCGCAACCCCGACCCGA 
ACACGTCCGGTAAGCGCGCCGAGCAGCTAGTACGACGATACGGTCCGTACTTG 

20 GGCGTGCTGACGGTTATGGTGCTCTTCGGATCCTACATCACCCTCGCCACGAT 
GGCGGTCGCGGGACTCGGTGGTGATCGGCGAGCCCACCTCTCGGCCTTGGCA 
GGTTCCATGCTGCTCGCCCTGCTGGGGTACGGTGCGACCCACACGACGTTAAG 
GGCGCTGCAGCCGTGGTTAATGGGTCAGGAGTGGGGGGAAGAACTGCTCCGA 
CGGTTCGGTATACGCTGAGGTGCTACGAAGGGGGGAGTAACCGTCAGACGAGA 

25 CGTCCCCTCCATGGTGGTCGATAAGCACGCTCGGGACGCAATTCGGTCGGGAG 
CCCTCTCGGTTTTCGCACCGGCCGTTCGGAGGGTCAGGGGACGGTTCCGACC 
CGGTGATGTGGTGAAGATCGAAACCGCGACCGGCGACTTCCTGGGCTACGCCT 
TCGCCCAGACTTCGGACCGCGACGTGCGTAGTGGCCGGGCTCCGGGCATCGT 
GGCCAGGATCTTCGATCGGAAGGGAGAGTACCCGGAGCGCTCACCGGACGAG 

30 ATCGTGTTGGAGCGTATCGAGAGGAGATACCGGTTCAGAAAGCGGTGGAAGGT 
CGACGCGCACAGGGACCACATGAGGGTGGTGTTCTCGGAAGCCGACGATGTTC 
CCGGCCTCATCCTGGACAAGTTCAACGACATCGCCGTGTTTCAGACCACGTGC 
CCGGCCATAGAGAGGATCATCTTGAGGAACGCGGCTGAACTACTCGAGATATT 
GGATGTGGACACGCTTTACGAGAAGAACGATTCAAGGAAGCGGCGACAGTTGG 

35 GGATGGAGGTACGGAAGAGGGTGGTGGCTGGAGAGGAGCGAGTCGAGACCGT 
CGTAGAGGAGTACGGGGTGCGCTTCGCGGTCAACGTCGAGGAAGGTCAGAAG 
ACGGGGTTCTACATCGACCAGGTGGAGAACCGCGCGAAGGTGCAGGAGCTGG 
TGGATGGAGGTAGGGTCCTTGACGTCTTCACGTACGTAGGTGGGTTCGCGATC 
CACGCGGCGGTAGGCGGCGCCGAGGAGGTGGTAGGTATCGACAAGTTCGACC 

40 GGGTAGTCCAGGCCGCGTACCGTAACGCCGACCTCAACGACGTCCGAGACCG 
TGTGAAGTTCCTCGTAGGGGACGCGTTCGCCCTGCTCGAGAAGTTCGAACGGC 
GGGGAGAGGAGTTCGACGTCGTGGTCCTGGATCCACCGGCGTTCGTCACGTC 
CAAAGAGCATCTGAACAGGGGACGTAGGGCGTACTTCGACGTGAACTACAAGG 
CCCTGGGGCTGGTCCGGGACGGCGGCCTCTTCGTGACCTGCTCGTGCAGCCA 

45 CTTCTTG GAGCCCTCCG ACTTCGTGAGACTGGTTAACGAG GCGGCAG CCCG GC 
GGAGCGTGAGGCTCAGGATGCTCGGTCCGCTGCGGGGCCAACCCCCGTGCCA 
TCCGATAGTACCTGGGAACCCAGACACCAGATACCTCAAGGCGATGTTCTGTGC 
GGTGGAGCACTAGCCGATCGGTAGTGCGATGTAGAGTGCGAAGATGTAGGCG 
GGCAGAGTGAATGCGAGGAGCATCGGGTGGATAGCCCAATCGTGAG GACG CT 

50 CATCGGCTGGTTTCGGATCCCTTATCCACTTCAATAGATCTAGCAGTGTTTTCGT 
AACTACGATTGTGTATACGACGACG AGTACTAGTTCTGTCTGATG CATATG GTA 
GTACCACAATCGCATGAAATTAGGTGCGGCCAAGTACAGCTGATGGGCCTTCTC 
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TACAGCTAATGGTGTGGAAAAGCCCAGTAGTTGAAGTGCTGGATACCACCGTAC 
ATCTTCCGGTACGAATACAGGAGCGTTACATACAGCGGCAGGAAGTCTGCTGA 
GTGCGAGGAGAAACGGGGCAGTGTTGAGGAACCCGACACACCATGATGGCAG 
CAACCAGACGGCGAATGGGAATACCCATAGGTAGATCCAGGCGATATAGTAGG 
5 GGTTTCCTACTTTGGTAGTTAGGGCAAACCATAACATGAACAGAGCTGCGGAGC 
CCCAAATAGTGTGTTTCAAGCCAGATGTTCTAATGGATTCTTGTAGGATTTCACG 
ACGTTTCCAAAGCCACAAAGCTAGAGTTACAAATCCGAGAATTATAAGTGGTCC 
CGATAGCTTCCCTATAATGAAGTGATAGGGGTAAACGTGCCATCTAGTTAGGAG 
TAATGGGATGTTTAGAGGGGTAAGATCTTGAGGGAGTCTAAGCATATGAAATAG 

1 0 GAATGCTTGTTTCCAAAAGGCTTCTGGATCGTACAGTATAAAGGGTGACCAGAG 
TAAAGCTACTGTGATTGCAGAGGTTAAGAAAAATATCTTTGCTGGGCGTGAACC 
GTACTTTTCTTTGAGGATAAGAGTGAACGGAATTACGAGTATTCCGGGCACATA 
CTTGAAACTAGAAGCTAAAGCTAAGGAGACTCCAGCGGCGATGGGTCGACCAC 
GGCGTACGCATACAGCAGTGAGTGCTAGGAAGAACGCGATAATAGTATCGAAC 

1 5 TGATAACCCCACACAACCATACCCATAGGTACTGATATGACTCCCCACTGAGCG 
ATCGGCCACTCGAACTCCCGAATTATTACTAGGCATGTAAGCAGGTAGAATGCG 
ACTAAAAATATCTTAAGAGAAAATTGGAACGTCCATGGGTTGGAGTCTAAACCTA 
GGTTGTGGATGAGGTCGCGCGTGGTTATGTAAAAGACTACGGCCATCGGTGGG 
TAGTGTACTTTTTCGCACTCTGGGTAGACGTGTAGTAGGCCTTTAGACATCGCG 

20 ACACGGTACCACTCCTCAAAGTAGTGGACGTCGTACCAGTTpATCATCACTGGG 
GAGGTTGTCAGGAGGAAGACCGCTGCAAGGAGGGGGACCGCTACCGCCAGGT 
ACCGCTCGTGCCGCTCGTTACGGACCCGAAACAACTTCCGCCCTCCTTTATCAT 
CTTTCAGAAATCGCTTCCATCGCCTCTCTCGTAGCCTCCTTAACGACTTTAACCG 
ACCGTCTGAACGCTCTCATCTCGTCTTCTTCGAGCTCTATCGGTACTATCTCTAG 

25 GACACCCTCCCGGCCCAGTCTGGCTGGGACCCCGATGCAGACGTCGCGGATA 
CCGTCGATCTCCCCGTCCAGGTACGCGGAGACCGTCAGCACGCGGCGTTCGT 
CCTGCAGTATCGTCCGGACGAGGTTGGTGATCGCCTGCGCCGGTCCGAACTGT 
GATCCTCCCCAGGTCTCGATGATGCGCTGACCGGCTTCCTTCACTTCCCTCACG 
GCTTCTTCCACGTCGAAATCCTCCCACCCCGGCATCCTGGTGACCGGGATACC 

30 TCCGACGCTCGTGGAACTGATCACCGGTACCATGGTGTCGCCGTGCTCGCCGA 
TTATGCGAGTGTGCACTTCACTCATGTGCACGTTGAAATGTTTGGCAATTAGAAC 
TTTGAACCGCATAGAGTCAAGGTGAGTACCGAGGCCGATCACGCGATTCTTAG 
GTAACCCGGAGACCTTCAGAGCCACGTAAGTAAGCACGTCGACGGGGTTCGTA 
ACCACGAGCACTATTGCCTCGGGGTTCTCCTCCGCAACACCTTCCAGGTACTTC 

35 TTGATGATCGCGGCGTTATCCTTGGTGAGGTCGAGACGGGTCTGGCCGGGCTT 
CCTCGGGATCCCCGCCGTCATCACGATGACGTCCGCATCGACGTAGTCGTCTC 
GCTCGCACCCGATCGTGATCTCGGCGTCTTTTTGTGC GGCC GCTAACGAGTCC 
AGGATATCACGGCGGAGCCCGCGCAGCTTATCCACGCTTTTAGGCCTGGCGAT 
GAGGGTGACCTCGTTCACGCAGTCCAGTAACGCGAGGCGGGCGGCCGCGGTC 

40 GAACCGACACGTCCGGTCGCACCGATCACGGCCACTTTGGACACT GTTC AGGT 
CACCCCATGAGGAGAGCTAAGATGGCTTTCTGCACGTGCAAGCGGTTTTCAGC 
CTGGTCGTAGATCACGCTCCGCTCCGAGTCCGCCACGTCGTCCGTGAGCTCGT 
ACCCACGTTGTATGGGCATGCAGTGCATGACGATCGCGTGCTCGGGAGCGTGT 
GACATTAATTCCTCGTTGACCTGATACGGCCGGAATACCCGCAATCGTTCCTCC 

45 CGTTCGGCTTCGTCGCCCATGCTCACCCACACGTCGGTGTACACGACGTCGGC 
TTCGCGTACGGCCTCCTTAGGATCTCGAACTACCCGGGTCTCCGACCCCGATT 
CCTCGGCGCGACGCTCTACCTCCCGCCAAACTCTGTCCGGGCACTCATACCCT 
TCGGGCACTGCGTGCACGAAATCCCAACCCAAAGTGGCACACACGAGGGCCAG 
GGACGAACAGACGTTGTTCCCGTCTCCGACGAAGGCGACCGTGTGGGGACCTC 

50 GACCGAGCTTCTCCCGGATCGTGAAGGCGTCCGTAAGAGCTTGACAGGGGTGT 
TCGAGGTCACTCAGGCCGTTGATGACGGGTACCTCCGAGTACCGGGCGAACTC 
CTCGATGTCTTCGTGGCGGCGCGCTCGGATCATGACTCCGTCCAGATACCTGC 
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TCAGCACGGCCGCCGTGTCTTTGATCGCCTCACCTCGACCCAGCTGCAACTCC 
TGTTTTGTGTACGTGAAAGCCTGCCCGCCCAGCTGGTGCATGGCCACCTCGAA 
GGAGACGCGGGTGCGGGTGGAGGGTTTCTCGAAGATTAGGCCGAGTGTCTTG 
CCTTCCAGTATCGGTATTACCCTCTCGCCCGCGAGGTAGCGTTCCTTGAACCGT 
5 TCGGCCACGCGCAGGACCGTTTCGACATCTTCCCGATCTAAATCCGCGATGGA 
AAGGAGATGGTTGGTGCTGAGGCGCTTCAACCTCACTACTCCCCACGGATTCG 
CTTCATACGGCGCACCCGCTTCTCAACGGTCTCATGCTTTCCGATGTCTGACCG 
GTGCCGAATCCTTTCCCCGCTCACGCACTCACGGATCGCACTCTCCGCGGCTT 
CTTCCGCCTGCTCGAGCTCGTCGCCGATACCCACGATCGCCAGGGCGCGGGA 

1 0 GGAGGTCATCCGGATCTTTCCGTCCTCATCCAGGTTCACGGAAGCGTAGTACG 
GGACCGCGTCATACCTATGGATGCACTCCTCGTCCACCTCGATGACGTCTCCCT 
CTCCTTCCGACGACTCCGGGTACCCTTCGGGGACGACGTACTTGCACACGGTG 
GCCTTTTCGAGGAACTCGATCTCTCCCTCCATCGACCCCTCGGCGATCGACGC 
GTGAAGCGTTACGATGTCGCCTTCGGCGATCGGGAGGATGTTCATGGCTTCGG 

1 5 GGTCTCCGTACCGGCAGTTGAACTCGATGACGACGGGACCTTCCGCGGTCAGC 
ATGAACTGCCCGTATAGAACCCCTCGGTACGGCTCACCGGTTTCCTTCTTGATC 
GCCTCGACAGTGCGTTCTAGGATCTCGACGGAACGTTCGTAATCCTCTTTAGTT 
ATGAACGGTAACAGACCATCGGGACACGAGTACGAGCCCATTCCACCAGTGAT 
GGGGCCCTTATCACCCTCGTACGCGTGTGGGTGATCCTGTACGGCTGGTGTGG 

20 GGATCACCTTTTCCCCGTCCGTGTAGGCCTGGATCGTGTACTCCTCACCCACGC 
ACTTCTCCTCGATGATCACTTTGGGGATCCCGCCGATGTCCTCCTCGAAGATCT 
CCTTCACGTATTCCTTCGCTTCGTCGAGATTCTTCAGCTGGTCGCCGACCACCT 
TCACTCCCTTACCGCCGGTCAGACCCGCCGGCTTGACGGCTACGGGTTTACCG 
AGCTCGTCGATGAAGTCGCAAGCCTCGTCGGGATCCTCGAATATCCCGAACTC 

25 CGGGCGGCCCGGAATGTCGTACTTCTCCATCAGCTCGCGTGCGAAGCCCTTAT 
CCCACTCGATCCGAGCCGGGCCCCGTTTCGGGCCGAACGTGGGGATGCCTTC 
CTCCTCCAGGCGGTCCGCCACTCCCTCGGCCAGCGGGTCTTCCGGCCCCACC 
ACCGCGAAGTCCACGTTCCAGTCTGCGGCGGCTCGAGCCACCGCTTCCACGTC 
GGTCGGGTCTCCTACGACGTAGTCCTCGGCCAGTCGGATGATACCCGGGTTCC 

30 GGTTCCCCATGAACGCGTAAAGCTCTACGTCCTCGTCCGGAGCTCCGCAAAGC 
GCCTCTGCGATCGCGTGTTCTCGGGCGCCGCTACCCACGAGCAGTACTTTCAG 
CATCCCGCAGCCCCCGCAGGTCGTCGGCCGTCAGCACGCTCGAGAGCCTCAC 
ACCCCGCTCTTTAAGCGCTTCTTCCGCCCCCTCCTGTCGATCGACCACGACGAC 
GGCGTCCCGCACCTCTCCGCCCTCCTCTTCGATGGCTTCTAAGGCCTCCAAGA 

35 GTGACCCTCCGGTCGTCGCGACGTCGTCGACGAGTACGACCTTCCGGCCCCTC 
ACGTCCCCTACGATCCGCTCCCCGGTTCCGTACTCCTTCTTCCGCTTCCGAACT 
ATCGCCATGGGTAATCCGGCCTTCACCGAGAGCACCGAGACTAGCGGAACCGC 
TCCGAGCTCCGGTCCAGCGAGTACATCTCCATCCGGTAGGACCTCGAGGAGGG 
CGTCCGTGAGCGCGTCAAGAACCTTCGGGTGCGTGCAGGCCTCCTTGATATCT 

40 ACGTAATAGTCACTTCGCTTACCCGAGGAGAGCACGAAATCCCCGAACTTCAGT 
GCCCCTACCTCCAACAACATCTCGGCGAGTCTCTCCCGATTCATCACCATGGCA 
CCTCCTTCAGCTTCAGGAGGTATCCGATGACGTTGGTCAGCCAGTGGAGCGCC 
AGGGTCAGGATGGCCAGACCGACTAGCACCCAACCCGGTGGGTGCCACCCGT 
ACACCAGATAGTAGAGCAGCACCGCCCCAACGAAGAAGTCCAGCTGATCGAGC 

45 ACCGGAGCGGGTGCTCCGCGTTCGAGCCCGATCCTGCGCTTCACGAAGCTGC 
CTACCGCGTCGCCGGCCATCGCACCGAGCCCTAGAATAAACCCATCACCGGCT 
TTCCAGGGGTCCCCAACCACGAGCCCCTCTCCGAGTCCCACCACGGCTCCCGC 
CAAGACGCCCACGATAAAGCCACGGATCGTTACACCATCACCCAGCAGTCGGC 
GCCCGTCAGAAAGCTTTTTACCGAAATCGAGCGGTCTCCCGCCGCCGAAAAGG 

50 CACGCGCTCAAGTTCGCGATGTACGCCGGTAGGATGAACCAGAGACCCTTTCC 
GAGTTCCAACCATGCCCCGCTTCCCATTTCAACCATCCCCTCGGGGGTCCGGT 
AGTGAGCGACACCCTGTACGAGACCGAGAGCCTCTGCCCCGAATGTCTCCGAG 
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TGGTACCGGCGAGGCTCGTTCGGACCGCCGAAGGTTCCGTGGAGATAGTTAAG 
AAGTGCCCGGAACACGGTGAGTTCCGCGAAGTCGTATGGTCCGATGTCGAGTT 
CTTCGAACGCGCCTTCGAGTACGAGTTCAAGGGTCCCGGCGTGGAGAACCCAC 
AAACGGACAGCGAGAACGGCTGCCCACTCGACTGCGGTCTCTGCCCGTGCCAC 
5 GAGAGTACTACCGCTCTCGGGATCATCGACGTCACGAACCGGTGTAACATGAA 
CTGTCCCGTATGTTTCGCCAACGCAGAGGCTAAGGGTTACGTGTACGAGCCGT 
CCCTCGAGCAGATCGAGGAGATGCTTGACTTATTACGCTCGGAGCGCCCCGTG 
CCGGCTCCCGCGGTGCAGTTCGCGGGCGGCGAGCCGTTAGTCCGTGAGGACA 
TCGTCGAGATCGTCGCCGCCGCGGACGAGCGCGGCTTCCACGTACAGATCGC 

1 0 GACGAACGGTGTGGAGTTCGCCCGGAATCCGGAGCTGGCGGAGGATCTCCAC 
GCCGCCGGACTGAACGTCGTGTACCTGCAGTTCGACGGGCTGAACCCCGAGAT 
CTACGAGGAGATACGGGGCTCCAGGAAGGTCCTCGAGTTGAAGAAGGAGGCG 
ATCAAGGTCCTCGAGCGCGAGGGGATCTCCACGGTCCTCGTACCCACGCTGGC 
CCGCGGGGTCAACGACGATCAGATTCGGCCCATGCTGGACTTCGCCCGCGAGT 

1 5 TCGAGGTCATCCGCGGGATCAACGTGCAGCCGATCTCGTTCACGGGTCGAACG 
CCGCGCGAGGAGCGGGAGCGCATGCGCATCACCATACCGGACTTCGTCAAGC 
TCGTCGAGGAGCAGACGGACGGCCGTATCCCCGCCGAGAGCTTCTACCCGGT 
CCCGATCGCGGCGAAGATAGCCCGGCTGATTGGACAACTCCACGGGAAGCGG 
AAGCCGGAGTTCTCCGCGCACCCGATCTGCGGGGTCGCCACCTATCTACTCGA 

20 CGAAGGGGACTGGTACCGCCCCATCACCGACTACGTCGATCCGGACGCGTTCA 
TCGACGCGCTGGAAGAGGTCGCGGAGAAGGCGGGATCGTTGGATCGAAAGCG 
GGATCGAGCGAAGGCCGCTTGGATCGTGACCAAGTACCTACGGCGCGTCTTCA 
AGGGCCTCACTGGCAAACGCAAGCTGGCCCGACTGGTCCTCGACGTCGTGACT 
AAGGGAACCTACGACGCCCTCGCGGACTTCCACTGGAACGCGCTGCTACTGGG 

25 CTGTATGCACTTCATGGACCCGTACAACTTCCAGACGGACCGTGTGCGACGGT 
GCGTGATCCACTACGCGACACCGGACGGACGGATCGTACCGTTCTGCCCCTAT 
AACTCCATACACCGTGAAGAGATCGAGCGGAAGTTCGGCGTGCCGCTCGAGGA 
GTGGAAGGAACGCCGGAACGGGTGACACGGTTGCCACTCCGCGAGGCGGCCG 
AGAGGGTTGTAGAGGCCGAGACAGTCGTCGTGCTCACCGGGGCCGGCGCCTC 

30 GGCGGACTCCGGTATCCCGACGTTCCGGGGAAAGGATGGACTCTGGAACAAGT 
ACGACCCTCGGGAACTGGCCACACCCGAGGCCTTCGCACGCGATCCGGAGAA 
GGTTTGGGAGTGGTACCTCTGGCGCCGCCGTAAGATCGCCGAGGCCGAACCC 
AACCCTGCCCACACCGTCCTGGCGCGTATGGAGCGGGACGGCCTCCTCGAAG 
CCGTCATCACGCAGAACGTGGACGGGCTCCACCAGCGGGCCGGATCCCGTCG 

35 CGTGATCGAGCTCCACGGCAACATCTGGCGGGACGAGTGCGTATCCTGCGAAT 
ACCAGCGAGTGAACGACCCCGAGCGCGGCGAGGGACTCGAGTACGACGAGCT 
GCCACCGAGGTGCCCCGAGTGCGGGGATCCGCTGCGCCCCGGCGTAGTCTGG 
TTCGGTGAGCCACTGCCGTCTGACGCGCTCGTGGAGGCGGAGAACCTCGCCC 
GATCCTGCGACGTGATGCTCGTGATCGGAACCTCGGGTGAAGTCCGGCCCGCC 

40 GCCGACCTCCCGCTCGTGGCCAAATCCTGTGGGGCCACCCTGATAGAGATCAA 
CCCGAGCGAGACTGCGCTCAGCCCCCACATGGACGTTATCATCCGAGAACGAG 
CGGCTTCGGCCATGGAAGCCCTATGGAACGAGATCGAGCGACTCCTGTGATGA 
TATGTGGATTTTCCTCCGGATATGGGCCCCTACCGGCCGGTTTCCATGTTCCTG 
CGCGATGATTTGTGCGATACCACCTCGCAACTTCTACTCTCAACTCCACTCCCA 

45 CCTTTGGGTTTCGCGGCGAGAGAGTAATGCATGTGAGAACGAGGAATCGAGTC 
CCGGTCGCCCGAAGACGGCCCCGCCCGATGTGGGTACCTCCTGCCGGTAATC 
CGTTCGGACGACACGACTTCTTCGTGCTGTCACGATCTAGGGGGATCCGCACG 
TAGTTCCAAGTTCTTCGTTAACTAGGGCGCGTGGAGATACTCAATCTCCCCCGA 
TGACCAGGTCTGCCTCCCCTCAAGTACCGGCCCGGTGGGTGCAATCCGTTTCT 

50 CCGGAGCGTCCGAAGTGTCGCACAAATCTCTGAGAAGGACTCGTTCCCCCGAA 
GGTCCGCAACAGTCGATCCTCGTCCGCTCCCGTACTCCCTCGAGGTGGATCGC 
GCTGAGTAATATGAACAGAGAGCCAGAGCGGCTCACCTCCGCTGGCCATCCGC 
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TCATCCACCGTCGCCGGGAGCGGTCCGATCATCGCCGGACCGTGAGGGACTC 

CACCTCGACACCCAACTCCCGCTCCACGAGCCTGAGCACGCGTTCGCCCCAGG 

CCAGCTTCTTCCTCTTCACGGGATCGGCCCGGAAAACTCCCCTGCCTTCACCG 

GGTCGGGAGTACTCCGTCGTGAGGTTCCCGAAGTCCATTCCCACGGTGAGCAC 

GCGCTCCGCGCCCAACCTCGCCGCCATGACCACCGCCCGATCTCCATCCGTGA 

AGCCTCCGAAATTGTGCAGGAGGTCACACGGTGGCTCGACCTGACACGTTCCT 

AGGATCCTGCCGAGAGTGGGTACGAGTTCCGCCAGCTCGGTCACGTTATCCCC 

GTGGGCGTGTACGACCGTGATGGAACCGCACTCGCTGGACATCAGCAGGTACT 

CCTTCGGTCCGTCGAGATCCGTCACGACGACGTCCGGTACGATTCCGAGCTCG 

AGGAGGGCTCTACAGGCGCCGTCGGCGGCGTAGACGACACTGTCCTCCAGCT 

CCCCGACGATCTTCGGCAGCTCCGCTATCGAGGGACCGGCTCCCACCACGACC 

ACCTCTTCTTCGACCGGCAGGTCCTCCGGGCGTAGGACGCGGGGATGGTCGC 

GGAGGAGCTCGCACAAGAACGAGGCGGCCCACAGGTCCTCGGACTCCTTATAA 

CCTAGGTCCGCCCGGATCTCCTCGATTATCCCCTTCAACGGATCCGACAAGGG 

GGAACCCCGCGTGGTCGTGGTCGGCATCGTGGGTGCATCAGGTTACACCGGA 

GGCGAGCTCCTTAGACTCCTCGCCCGACACCCGGAGGTGGAAGAGGTCCGCT 

ACGCGACCTCCAGGAGGCTCGAGGGAAAGCCAGTCTGGAAGGTACACCCGAA 

CCTGCGGCGTGACTACCCCGACCTCGAGTTCTCGGACCCTGATCCCGTTGAAA 

TCGGCGAAGACTGCGACGTCGTATTCACCGCCGTCCCACACACCGCCGCCATG 

GAGCTGGTCCCGGATCTACTGGAAGGAGGGGCCGTGGTGATCGATCTCAGCG 

CCGATTTCCGGTTCGACGACGTGGATGTCTACGAGGAGTGGTACGGCGTCGAA 

CACGCGGCTCCGGAGCTGAACGACGAGGCCGTTTACGGGCTGCCCGAGCTAC 

ACCGGGACGAGATACGGCGCACAGACCTCATCGCCAACCCGGGGTGCTACCC 

GACAGGCGCTATCCTGGCCGCCGCACCGCTAGTCGAGGAAGGGCTCGTCGAC 

GTCGTGATCTTCGACTCCAAGAGCGGTACCTCCGGGGCCGGTGCGAAGCCTTC 

GGAGGTCACCCACCACCCGGAGTGCGCCGAGGACCTGACACCCTACAACCCG 

ACGGATCACCGTCACTTACCCGAAATACGGCAGGAGCTGGGGAAGTTGGGCGA 

CGTCGAGGTTCACTTCACCCCGCACCTGGCGCCGCTCGTCCGGGGTATCGAGA 

CCACGGCCCACGGTCTAGGGGATGTAGAGATCGAGCCGAAGGAGCTCCGGGA 

GCTTTACGTGGAATACTACGACGGTGAGCCTTTCATCCGTGTCTGCGAGGTCG 

GTGAGGCTCCGCGGCTCTGGGCCGTCCGTGGGACCAACTACTGCGACGTGGG 

CGTCTTCGCGGTAGGTGATGGCAGGGTCGTCGTAGCGTCGGCGATCGACAACC 

TCACCAAGGGCGCGTCCGGTCAGGCGATTCAGAACATGAACGTGAGGTTCGGG 

TTCGAGGAGACCGCGGGGTTAGAGGAGCCCGGGTATCATCCCTGAACCCGCTC 

CCGTACGAGCTCCTGGACCTTCCGACATCCCTCCTTGTCTCCCTTGGGTACCAG 

GGCGAAGGCGCAGCGCCTGTCACCGAGCCCCCAACATGCGTACTCGATCGCG 

TAGTACTCCCGGCCTTCGATGGCGCCGATCATCCCCTGGATCAGGCCGCTCTC 

CAGGTGCGCACAGCGTCTCACCCATCTCCGGGGCTCCACAACACGAGATGCAG 

TCGTACACGACCACGTTATCGTAGCCCATATCCGCGACGAGCTCGTCCGCTTC 

GTCCTCCTGGACGCCCACTTGGACCTCGCCGCACCTTATCTCCTGCAAGTACTC 

GCACGCGTCCTCCACGTCCGAGAACTCCATCCGCTTGACGATCTCGTGTCCGA 

GCTGTTCCGCTCGCTTCCTAACCTCACCGTTCGCTTCGAGGTCCCAGATCACCG 

ATCTCGCGATCAGGAACGCCGTACGATCGATCTTGCGGTTGCACGTCTCAACCA 

TCTGCAAAATGTCCTCCAGCCTCACGCTGGCCCCGCGGAGTCTGAAGTGATCA 

CGGTGATAATCATTTTTCCACCCACCGCCGGATGTCGCGCTCACACGCGTACCT 

CCAGCCCGGGACCGACGTTCAGGAACTCGAAGCGTCGTCGGAACATGCGCTTC 

GCGACCTCACCGGAGCAGTGACAAGGACCGGCGATCTTCACTCCGAGTTCCTC 

GAGACGGTCCGCCACCTTCTCCACCTCGATCTCGGTCGCCCCCATCAGGTGGA 

ATCCGCCGAGCACTGTGTGGACTTCGAGCCCTCTCCTCACGCACCACTCGACG 

AACTCGTGTATCCCGGGGTGCGCGCATCCCGTGATCAGGAGTCCGTTCGCGTA 

CAGGGCTCGCTCCGGTGGTGGTCCCTCGAGGACGTCCGTGAGCACCATGTCA 

CCTATTCCCAACCACTCCTCTCGGACGAGCTCGTTCTTCACCCCGATCCGTTCC 
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GGGGTCACGATCCTGGCCACCTCCGACTCCGCCGCCTGCAACCCGCCGGTGT 

GATCCCAGTGATTGTGGGAGATGACCACCGCGGTCAGATCCTCGGGTTCGTAG 

CCGAGCCCCTTGAGGTTGTGTAGCAGGAGGTCCGGGTCGGGTCCGGTGTCGA 

AGAGCACTCGGTGACGCCCGTCCTCCACCAGTGCGGCGAAACCGGGACCGGA 

CCGCAACTCCGGATCCAGTGGCGGTTCGTCCGACACCACCACCGTAACCTTCA 

ACGCTACGTCTCCCCGTGAGCCGCTGTCGCCGGTGGACGCCGTTACCCCGGA 

CCGGAACTGACTTTTCCTTTCCTTGGAAAAATACATCCGTCCCCTCCGGCCGGG 

GAGTGCCGGGGTCAACAATGAGCGAGGGCGAGGGGATGGGGGAGCTGCGTG 

AGAGCATCGCCGAAGAGCTCAAGTCCCAGCCGAAACACAGGAAGCTGGCGTTC 

GCGTTACTTAGCTCGTTCAGGACGGCTGCGCTGAGACACCTGGGTGAATCGTG 

GGAACCGATAATCATGGAAGCTAGCAGGCAGTTCCTTAAGATTATCAAGATTAT 

CGAAATCGCGGAGGGCAGGGAGATAGAGGGCCTCGAGGACGCTTTGAGCGTC 

GCCGTGGAGTACGGATTGATCGGCGGTTTCGAGCTGGATGAGGACAGTGTTAC 

GCTGGAGGGCGTATTGGAGAGCCTCGGCTGGGACGAGCGAACGTGTCGCGGC 

AAGGCGGCCTGCATAGTGACTAAAGGGATCGTCTTGGAGGGACTTCGTCGGGA 

GGGCTTGGATGTGGTAGAGCTGGAGGAGGACCTGGACGGAGATCGCGCCACG 

TTCCGGTGGAGGACCCGGTGAGCTACCCCCACCCTCCTTCGCCCCTTAACTTTA 

CCACCGATCCGACTTCCATCTCACGGTTTGGGGGATCCACACTGCGCGTGCTC 

CAAGTCGTGGGGCCGAAGGACTCCGGTAAAACGTCGTTCTGCGAGGAAGCCGT 

CAAGGAGCTGCGCGGGCGTGGTTACAGGGTGGGCTACGTGAAGTCGGTAGGC 

GGACACGGTCTAGACCTTCAGGATCGTGACACGGGTCGCGTTCCCGCGGACGT 

ACGGGTGGGTGTAGCTAGAAAGGAAACAGTTCTGTTTCTCGATTTGGACATAGA 

TGCTGTTCTCGGACTCCTCGCGCTGTTGGGGCTCGACTACGTACTTGTCGAGG 

GATTCAAGTCCCGTGAACTCGGCGTCAGGGTGGGGTTCGGTGGCTACACGGAG 

GGTCCCACAGTTCCCGCGGAGGAAATCGATACCTCACCTGCGGACGCTGTGGA 

ACGTTACGCGGTGAAGTACACGGCCGACATCGACTGTGGTAGGTGCGGTCCGG 

GATCCTGTCGTGATTTCAGGCGGGCGGTGGCGCGGGGAGAGGAGAACCCGGA 

CGGGTGCGCCGCCCCGGAGGACGTCACGGTGCTCGTCGACGGGAAACCCTTA 

GGTCTCAACCCGTTCGTAGGCGACTTGGTAAAGAGCGTGGTATAGGCGCTGGT 

CGGGAGTATGAAAGGTGGAGGAGGGAACGACGTGATCGTAGCGCTCCGGCGT 

TGAAATCGGACCCCGTTGGAACCGTACCTACTTAATGCGCGCCGTCCGGACAC 

CAACCCGCCACGGATCGACCACGGGTCGGAATCGGATGACGATCGGTTGCGAA 

CGGAGCGTTCGCGATGAAGAGGGCTGTACTCGCCGACCTCATACCTCCGCCAC 

GAGTCGTGCGTGAGACGCGTCCACGATACGACACTCCAACCGCTCGCCGGGTT 

CCGGGACTTCGCCCCGGAACACCGTCTTCTTCGCGTGCTCGTCCCGTCCCCAC 

TTCTCCATTACCATCGTCACCTCTACGGTCTCTCCGATCAGCTCGCGGTTCGCC 

TCCTCGGCCCACTCGAGGCGCTTGCGGTGAAGGATTCGGCTCCTCCGTAGCTT 

CACGTCCTCCGGGACCTGATCCTCCATCCGCGCCGCCGGAGTCCCGGGGCGT 

CGGCAGAACCTGGAAGCGTGCAGGATGTGCGGTCGGGTCCTCTCCAGGAACC 

TGAGGGTGTTACGGAAGGCCTCCTCGGTCTCCCCCGGGAACCCCACGATGACG 

TCCGTGATGAAGGAGAAGTACCCGAGTCGGCGCTCGAAGGCACGGTACACCTC 

CAAGGCCTCTTCGACCGTGTAGTTCCGGTTCATACGACGCAGCACCTCGTCGT 

CACCGCTCTGCACGGGCATGTGGATGGAACGGTACAGCACGTCGTCTCGGCTA 

GCGAAGAGGTCGGCGAGGTCGTCCGAGATGGGATAAGCGTGACCGGGGTTGA 

ACATACCCAGGCGAACCCGGGCGCCGTAGCGCGAGCAGAGATCGACCACGTC 

CTCCAGCAGCTCGACGACGTTCGTCCCCCGGTCCAGTCCGTACGTCGCGGTGT 

CCTGTGCGGTGAGGTGAATCTCGACGGCTCCGCGCTCCAGCTCCCGCTTCACA 

CGCCGCAGGATGCGCTCCGGGGGAAAGCTGCGGAGGTTCCCACGTGCGAGCT 

TCACGGCGCAGTACGCGCATCTGTTCGGACAGCCCTCCGCGATCGGTACGATG 

GCGGCGAGGTTAGGCAGCTCACGGGGAGCGTCGGCCTTCCAGTCGATGTCTT 

CACGTTCACCCAGGAACTCCACTCGATCGCCGCGCAGCACGGCTCGAACGGCT 

TCCGGTATGCGGTCGAGGTGTCGGGGGCCTACGAGAGCAGCGTCCGGGCGGA 
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GCTTGCGGGCGCGCTCCGGGTAGGCTTCCGGGAAGCATCCGGCTACGACGGT 
CGGCACACGCTCCAGCTCGCGCATCCTGTTCACCATTCGGGCGTCCACGCTGT 
CCCGAACGATGCAGGTCAGGAGGACGGCGACGTCCGCGTTCTCAGCGTCTTC 
GACCACCTCAAAACCTTCTCGGCGTAACAGCTCCCTCACCAGTCTACCGTCGTC 
5 GTGGTTGGCGGCACACCCGTACACCTCGACGGCGACCTTGGTCACCGTTATCA 
CCCCCAGCGTCTCGGTATTTCCGTGACGTACGAAACGAACGCGTTGTAGGCTA 
CTACTCGGTAAGCCTCCCTGCTGATCCTCCAGTACATCCTGATCGAGAAGATCA 
AGGAAAGTCCGGCGGCCAGAATGGCCCCCGTCAGGTAACCCATCGGGAGGAA 
GCTTTCCCCGAAGTACTTCCATACCAGCAGCTCCGTGGCTGGTACCGCGGATG 

1 0 TGACGAGCAGTGCCTCGAGGTCCCTACGGAAGGTGAGGAGCTGCGGGTAAAT 
GTAGACGAGAATGGCTCCCGGTAAACTTCCGATCAAATACATCATCAGGACGCT 
TATATTCGAGACATGGACTTTTAAGAACAACGCGCCGGTGGCCGTGAGCAGCAA 
CGGTATCGCGTACTTCCTGGGCAGCTTCACCGCTCCGAGTCCCGCGAAGAACG 
ACAGAGCGCCGAGCACGGCCAGTGAGATGTACCCCAGAGTCCGATGCACGGA 

1 5 GATGCCGATCGCGAGCATGATCAAAGCCGTGATCAGGCCGGCGAGCACGAGC 
GTCCAGGCGAGGCTCCGCCAGTACGCCTTCATGACGAACTCTCGGAGTGCGTA 
CATTCCGTCCCAGTCCACGCGGTACAGGAGGTCGAGCTTCTCCTCCACGGAGT 
CCCAGAACTTGATCGCCGCCAAGGTGCCGGCGAACAGTGGCATCATGCCGACG 
AACGACGGGGAGTCCAGTGGGAAGTACGGGAACCCGTACTTAGACCAAACTAG 

20 GAACTTATCGAAGAACATTACTAAGTAATACGCGATTG CGGA CATCATCATGACC 
GAGTAGTCCGCGAACGCTGCAATAGCTACTTTCAGGCTTTTAATTAGTAGATTG 
CCGCGCGTGAATATGGAGATTTTAGAGATTCTATTCACACCTTGGATGACATCTA 
TGAAAGATAGTAACATCATAGCTACCAGTATAGTGGAGGCTACTAAATACGCTTG 
GTCCGCCTCTATGATCATTAGGGAGACTATAAATGAAATTACGAAAAGGGCCCA 

25 CGGCATCGTTACTCGACGAGCGATTAATCCCGGACGAGCCCAAGAAACGGCGG 
AATGAGCGGCCGTAAACATGTATGCTAATGTGGCCATAGGGGTCGCTATAGTG 
GTTGCTAGTGATATTTTTATGTTGAACAGCTGAGTTAATTCATTGTAAAGAATAAT 
CGAACATACGGTACAAAAAATTGTCGATAATATTATGATTCCAGGTATGGGTATG 
AACGTTTCTAGAAATAAGGTGTCTAAAATTACGCGTGAAACAAGTACTTGAAAGG 

30 GGGCGGAAGTAAGGACAGCTGCGATTAGTGAGAGGCTCACTGGAGCTAGTTTC 
GTCGATCCTAGG ACTATGAGTGTG GACAG CACG AAG ATAACTCCGAGTACAG G 
GGAAGCGCCTAAGACGATTTTTATGAGTACGACCGGGTTACTGGCGGCTCTAC 
CTACTGAGCGGATTATCGCCACTAATGTGTCAGATATTGCGCCCAATTCAGTCA 
CCCCTGGCGTATTTACAGTACTCCCGGAAGTAGTCATGACACATGCGCATTACA 

35 TCGTACTGTTTGGCGCGTTTGGTGGCATGATGTGCCATCTCGAACATTAACTCG 
GGATCGTAGAGTAGGCGTACCAGGTGCCTGGCGGCTTCGTCCGCGTCCTCGG 
ATCGGAAGGTGCGACCGAAGTTCCTGTCGACTATGTACGGCACTGCGCCGACC 
TCGGAGGCTACTACCGGGCATCCACAGCTCATCGCCTCGAGGAGTGCCATTGG 
CAGTCCTTCCGAGCGGCTCGGTAGGAGGAAGATGTGGAACCTACGAAGCCACT 

40 TGACTACCTCGTCTGGAGTGCAGGGACCGTGGAACCTCACGATGTCTTCCAGG 
CCGTACTCCTTCACGAGTTTCCGGCACTCCTCGTAGTACGCCTCGTCTTCCACT 
GGGCCTACCACGTGGAACACGACATTGCCTATGTGCTCGACGGTGCGGGCCG 
CGATCTCGATAAGTACGTCGATACCCTTGACGCGTTCGATCCTCGTGATCGTAC 
CGACCTCGAGCACTTCCGGCTCGTTGTACTTCCTCT CCAG GTCGCCGGGAGAG 

45 TACTTCCAGGTCTCTATTCCCGAGTAAACGACTTTGATTTTATCCTCAGGAGCTC 
CCTGCTCCAGGGCCAGCTCCGCGTGGTAGTCCGAGATTTCTATTATCTCCTCGC 
ACTGCTCGTACGACGTGAGCATCATCGAGCGGAAGCACTCCTTGAAAAGCTCG 
CGTGTCGTCCTCCCGTACCCCTCCAGTCGCGTGTCGAGCTCCCTAAGCAGTAT 
CCCGTG CTCGGTG ATGATAAAGGGGACATTCCGTACCGCCTTCG CG ACCGAGC 

50 ACAGGAACCCGCATACTCCCGAGTTCTGGGCGTGCGCGACGTCACAGTTCGGT 
AGTCGTCTAGCGCCGGCGGCCGCCCCTAGCACGAAGGATGCTATGTTCACGGC 
TACCCAGAACACGTCGCTGAACGGGTTATTCTCGCACTTGTCCTCGTACTGGGA 
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GGCTAGGTAGTGAACGTATCGTGCGAGCTCGTACATCGTGGAGCTGGCGAGTA 

CGCTCGTGGGCGACTTGGAAACCTTCCACAGCTCCTTCAGCAT TGGC TCCGAA 

AGTGGTTCACCTTCCACCATCCTCTCGAAGGTGGCCCGGAGCGTTTTCGCTGC 

GGTCGACCACCTGAGGCGGTGTGTGGGAGTTATCCTGTCGAGCCACCGGCGC 

AGTTTGTTCCCCTTCGGGACGATCTCCTGAATTACAACATCCCGGACGTTTGCC 

GGAATTTCCACGACTGGTTCGGTTCTTTCCGGCCCCGTCATGCATAACACGTTG 

AACACGACATCCGGTGAATACTTGATGAGGCGCTGGACCCAGGTGGTGACCCC 

ACCTAAAGCTACGGGATAGGTAGCCTCGGTTACTACGGTGACAGTGGGTCGTTT 

GTACATCCCGCTTCCCCGAAATTCCACCATAGAGTGGTCGGCCTGGAGCTGGG 

TCCACGCTTCCTTCCTTTCGGTTTCTTTAGGTAATAACCCCAGTGATAGGAGTCA 

CCCCCGTCCGGTGTAGCCCCATCGCCCGGCGAGGAAACGGTATCTAGTACTTA 

ATTCTTTGACTGGATGAAGGCATGTAGTTATCTGGTTTCGATCACTGTTGTGTCG 

GGTGGAACGTCCTCGGGTCGGGCGATCACTCGACACGGTCGGATCTCATCCCC 

CAAGTCGACCGGCCAATGGAATCCCGGGAGCACGTCTTCGGGAACATCCACCA 

TCTCGGCTTTCGTTCCCTCCTCGGCGTGGATCGGCGGTACCCGGGAGCTCACA 

CAAAGTTCGGCACCCAACTGAGATAGGGTCAAGAGACCCGAGGTCGGGGGGA 

CTGAAAAGGCCCTCTCCCCGTCGATGAGTACGCGCTGTCCGTCGAATCGGTAG 

TCCACGTTCTCCAACACGTCGACACCGAATTGAAACCTCGAAACGGCTCGGGG 

TACGTGCTCACGGAGATCCCCGGGCTCACCCTTCGTGAGATCCTCTAGGGTCC 

GGCGGAGCTCCTCGAGCGCCCCCCTGGAGGCGGGGTTCCCATCGGGGCGGC 

ACGTGTAAACGACATCGTATCCTCTTTCTTCCAGCTCCTTTCCGACTTTCCGGTA 

ACCGTCCGCGGCGTGGCACACTATCGGGAGGTCTCCCACTATCTTCTCAATAA 

GCGCCGCCGAGCGCTCGATCTCCTCTCGACTCCATTCCCCGGTGACTCGAACG 

TCGTAGTGGGCGGCGGGAAACGTCCTCTCCAGCGCCCTCGGCACGGCACCGA 

GTGGGCTGGTGATCATGATCTCATCCACGGGGAAATTCCACGTTATTCGCATGA 

TACGTCGGTGCGTGGGCGATCGTGAGTAGGGTTTCCGGGCGGAGCACGGGAG 

CAGGACGACCGCTTCCACCCAATCCGGGGGTTCGTACCGACGAACGCGACGG 

AGCCACTCGGTGACCTCCGGACGGTCGAACGATAGGTCGGTAGCGCAGGCGA 

TCTGGGTGTTCCGGTTCAGGTTCACGTATCGGGCGACGGCACGTTCCCGGTCG 

CAGACCCGTAGGACTTCGGCGATCCTGGGGTGCCTCGCGGCCACGGACTCGA 

CGAGTTCCCTCAAAGTGCCCTCACGGATCGCTTCGCGGAGCCTCAGCAGGCAG 

AACTGTAGCTGAGTCCAGTTCTCCCTGAGCAGCTCTTCGCGGTCCTCCGTCTCC 

ACGGTCTCGGTCGAGAAGTCGTCCAACAGCAGTTGATCCTCCAGCGTCAGACG 

TAGACACAGTGCGGCGTCGAAGAGGTCGAACCCGAGGTAAAACAGCAGGGGG 

ATCCATTCGGGATCTCGCACCGTCACGGCACGGACCGAGCCACTCCGACGTAT 

CTTGCTCACTACCTCCGCGAACTCCCGAGCGTCCGGGATCGACTCGAGCCGGT 

ACACCGTGATCGATCCGTCCGAAAGGGCTTCGGCCGGGTCCGTCCACGGGGA 

CGGCAGGTCGTCCGGCGTGAGTCGTACGGAGTACGGCCGTGCCAGTTCCTCG 

AGCTCCTTCACGAGTTCTCGCACTTCGGGGACGTTCTCTACGGCGACGGACAG 

TCGTTCGGGGATGAGGAAGGGAGCCGGGGTTTCTACGCCCTCCACCTCGAGG 

ACGCGCGCGCAATCACACCGAAGGACCCGGACTTTATCCCGCACCGACACCCA 

ACACCTCCTTCATCTCGCGATCGATCTCCTCCAGGTGGCGTCGGGTCTTCTCGG 

CGGCCTCACGCGCCAGGTCGGGAGCCACGCCCAAGTACTTCTCGGGGTCCAA 

CACCTCATCTAACTCTTCTTCTCCGAACAGCTCACGGACGCGCTCTTCCTCCTTA 

ACTACTTCCGCGAAGTCACGTCCTTCCTCCCAAGCCCTCATCGCGAGCCGTCTC 

ACGAGCTCGTGCGCCTCCTGTCGCCCTATTCCTCGCTTGACCAGTTCGACCATC 

AGTGCCTCCGCCATATTAAGCCCCTTCGTCAGCCGCAGGTTCTCCCGTATGTTC 

TCCTCGTAAACGCGTAATCCCTCCAAGTTGTGGATCGTCAGCCGCAGCATTTCG 

TCCAGCAGCAGGAACTGTTCGGGGAGGATCACCCGCTCGCTCGCGGAGTTCGT 

GAGGTCCCGCTCGTGTTCGAGCGGCACGTTCTCGAGCGCTATCTGCACGTTTG 

ACCGCAGTACCCTCGCCAGGCTACACACCCGCTCGGAACGGATCGGATTCCGC 

TTGTGTGGCATCGTCGAGGATCCGACCTGCTTCTCGGGGTCGAACGGTTCCTC 
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GACCTCCCGGATCTCCGTCCGCTGGAGGTTCCTGATCTCGCGGCCGATCTTAT 
CCAGCGTCGAGCCGATCAGCGCGAGCAGTGCGATCAACTCCGCGTAGCGGTC 
CCGCTGAATGACCTGGTTGGACACGGTCACCGGCCTGAGGTTCAGCAGTTCCA 
TCACCCGACGCTGCACCTCAGGACCCTTCTCGCCCAGCGCCGCCATCGTTCCG 
5 ACGGCACCGGACAGCTGCCCCACCAGTACCCGGTTCGCGCACTCCCGGAGTC 
GCTTCAGGTGCCTCACGACCTCGCGTGCCCAGATCGCGAACTTCATACCGAGC 
GTCGTGGGAACCGCGTGCTGACCGTGCGTGCGACCCACCATCGGGAGGTCGG 
CGTACTCCTCGGCCTTCTCCGCCAGCACTTCCGCTAGACGGTGCAGCCTGCGG 
TAGATTATCGACAGTGCTTCCCGCAGTACCAACGCGTGCGCGGTGTCTATCACG 

1 0 TCGTTGCTGGTAGCGCCCAGGTGCACGTAGTCCCCGCCAACCTCGCACCGCTC 
CGATAGCGCCTTCACCAGGGCCATCACGTCGTGTTTGATCTCCGCCTCGATCTC 
CTTGACGCGTTCCACGAACCGTCGTAGCTCTTCCTCGTCGCCGGTGATCTCCTC 
GACGACGCGTTCCACCTCGTCCGCGGCCTCCTCCGGTACGAAGTCGAACACCT 
CGGAGAGCGCCCGTACCAGGGCCGCCTCAACCTCGAGCATCTTCGCCACTTTG 

1 5 TTCTCTTCCGAGAACACCCGGCGGAGCTCGTCCGATCCGTACCGTGACTCGAT 
CGGATGAACGGGCAACTCAGAGCCCCCTCCGGTCGGGACGGCTCTCCGCATC 
CCTCGTGGTCGACGGCAACCTACCCTTTCGTCATCGGGGGTAAGTTATCCCTTC 
ACCGGCGCACCGAGACCTTCTGGGCGTGCACCCTACGGAAACCCAAAGATCTG 
GCGTACTCTTCCAGCTCGACCATGTCCTCGTACTTGGGGAGTGGCAGGTCTCTA 

20 CGCCGAAACTCCGGTCGATAGTCCAGGTAACACACCTGGACGTCCTCTCCCAG 
GTGCTCGTACAGCCAATCCGTCAGCGCGAAGACCTCCTCCTTGTCGACCAGCT 
CGGGGTTGTACGGTATCCCGACACCCACGAAGACTTCCTCCAGGTATTCGTCC 
GCCAGGTACTCCAGGATCCGTAGCACCCCATCTACGTACTCGGCCGCCCCCTT 
CACGTCTATTCCGGCCACCTCGGCGAACGTCTCGGGGCGGAACCCCTTCACGT 

25 CGATCCCTATATCCGTCATGCCCGCCTCGACCAGCTCGTCAACGTAGTCGGGG 
GAGAGGACCGTACCGTTCGTGTCGACGTGCACTCGGAGGTCGGGTCCGCCGT 
ACTCACGGCACTTCCTGACGAATTCCACGAGGAACTCGCGGTTCAGCGTCGGC 
TCCCCACCGGAGATCGCGACGCGGTTCACGCCGTACTCTCGGGCCGTCCCGA 
CCAGCAGTCGGGCCGCCTCCTCCGGCCGCATCCGCGCGCCCATCGCGGCCCC 

30 GAAGGCGATCGAGTGGTTCTGACATTGAGGGCACCTGAGGTTACAACCGTGCG 
CGAAGCACGCCGCCTCGACGTAGCCCGGCTTGTCCTTCAGCTCGACCGGGGT 
CCCCACACCGCCGACGGGATGCGGCTGGAAACCGCTGACGACCCGGATCTTT 
CCGTCGACGTCCTCCGTCTCGACCTCGTCACCCTCGGTGAGCTTGGAGTTGCA 
GGCCGGAACCACCTCGCCGTTGAGCCGGACGGCGCACGCGTAGCAACCTCCC 

35 ACGCCGCACGGGGCGTCGACGTCGTGTCCTATCTCCCGGAGGGCCCCTTCCA 
CCCACCGGGATTCGACCTCGACTTCTTCCCCGTCCACCCGTACCGTGATCGGT 
CCTTCCTCGACCTCGACTAACCTGCGGGCGCCGTACGGGCAGGCCGGGACGC 
ACGCGCCGCATCCGACGCAGTCCTCACGGTTCCACAGGGGATCACCGACGGG 
ACAGTCCACCACCTGGGAGCAATAGCCGCAGTGCCTGCATCCGACCAGTCGGA 

40 CTTTCCGGACCAATCCACGCCCCTGAATGATGAGGGGGCGTAGGGGAAGAAGT 
TCGTTACGACAGTGCGTCCTTTCCGCGGTCCCCGGTGCGCGCGCGGACGGCG 
TCCTCGAGCGGGATGACGAAGATCATACCGTCGCCGGGCCTGCCCGTCTTCGC 
GTGCTCACAGATGATGTCGATGACCTCCTCGACGTCTTCGTCGTCCACCACGAT 
CTCGATCAGCACATTATCCAACAGGTCGATCCGGTACTCCTCACCACGGTACCG 

45 GTGTGTAGGCTTTGGAGGCCATCCTCTCGGCGGCGGATCCCGAGACGATGGTC 
ACCGTCTTGTCGCAAAACGACCACTGGAACAGCGCGAGCGCTAAAGCGGGGTA 
ACATCGACTTCATCGGGTCGGCAGCCCACGCTTCGGCCGAGAACAGCCCCGAC 
AACCAACCCCCGAGTCCCTTCGCGTACTCGGGGAACGCGATCGTGAAATCCAG 
TAGCATGAACGCGACGACTGTGATTCTCACATCTACCAGGCACTCCATGAAAAA 

50 CCGAGGCTGACTTGATTCTAAGAACATGAAACCGACCTGCATCATTACAACGAG 
TGCCATCGCCCGAATCAGGAAAAAGGATCGCACCCAGTCCCCGAGACACACCA 
CATCGCTAGTGCCTAATATAGATCGCCGACGTCTGCCGACAATAATTTCCTCAA 
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CTTTCATCCAGCAAGGCTTTCCGGAGAGGCTTGACTATTGGATTTATTCTGTGAT 

CATTTACCGGAAAGATCTGCCTGAAAGAGGGTGCCGGCAATGGACGTCACAAA 

GCTCGTCATACATTATCTACTGGTGATCGCAAAGGTAGCACCTCTGGTATTCCT 

GGGGTTCTTTTTGGCTTCAGTAATGATAATCCTTCGAGTACATGAGAGGTTAGG 

AAAACTGACGGGTAGGAGGCTGGCGAGGTTAGGGTTGACCCCCGAAGCCGCG 

TCTGCGATGGCGGCCTCGCTCGTGAGTCCCAGCGCGGGGTATCCCATACTGGC 

CGAGTTCCGGCGTGAGGGTCGCTTGGACGATCGTGACGTGGTGTTGCTGGTCG 

TCGCTACCACGTTCCCCACTACCGTGGGTGAGATGTTCCTGAAAGGGCCGTTCT 

TCGCGGCCCTGGCGATACTCGGTCCGAAACTGGGAACGGAGTACATGGGTGC 

GCTCTTCGTTACCGCGCTGCTCCAGACGCTCCCTGCCTTGGCACTGTACGGAG 

CGCGCTCCGGCAACGGGTCCGACATCCATCTGCCATCGACGTCCCACGACGAC 

GTCCCGCCCCTCCGCGAGGCCGTGATCGAGGGGCTACGGCGTGCGGCCCGAA 

GGATGAAATACGTCCTACCTAGGATGGTCGGGATCGGATTACCCATGGTGATCC 

TGGCGGAAGTCCTTCGGTCGTGGGTCCACGGAGGCCTCGGTCCGGTGGTGGC 

GATCACCCTCGCTAACGTCAGCCACTACACGGTCGGGTACGCCACGGCGGCG 

GAGCTGGTTCACAGAGGAGTGCTCTCGGAGAGCGAGGCGGTGGCGGCCTTGC 

TCATCGCGGGATGCGCCAACGTCCTGATGATCTTCCTGAAGGCGTCGTTGGCG 

ACGTACGTGTCGATCTTCGGCTCCAGGCTGGGTCTTCGGGCGTGGGCCGCGAA 

CTTGGGATCCAGCGTCGGAGCTCGGCTCCTGATGGCGTACGCGATACTGCGAT 

GGTCGTAGCTAGGGAGTCAACTTTATAGGACCGAACGCGGCGGCTCGGTTCGC 

CTGAAAAGACACCGTTCGCGGCGATAGGGAAGAGATGCAAGTGGGGTGTTCCC 

GTGGCTGAGGAGAACGTAATCTACGTCGGCAACAAGCCCGTGACCAACTACGT 

CCTGGCGGTGATGACGCAGTTCAGTGAAGGCGCCGACGAAGTGAAACTCGTCG 

CCCGTGGCCGTGCGATCAGCCGTGCAGTCGACGTCGCGGAGTTCATCAGGAA 

CAACGTCATGCCGGAGGTCGAAGTTAAGGACATCGAGATCGGCACCGAGGAGA 

TCGAAACCGAGGAAGGCGACACCATCAGTGTGTCTACGATCGCCATCACCCTG 

GCCAAGCCGTCCGAGTAAAACGCCCCTCCCTCCCCTCCCCTGAGGGTGCCCGA 

CTTGCCGGAGCTCCCATCAGTGGAGGATCTGATGTCGCGAAACCCGGTTACAG 

TGGACGCCGACCAGTCCCTCAAGTTCGCCCTGAAGACCATGCGCAAGCGCAAG 

GTGAACAGACTACCCGTCACCGAGCGCGTGTCCGAGGACCGGAAGGAGCTTGT 

GGGCATACTCACGGTCCTCGACGCGGCCCTGGCCGTCGCCGATGCTATGTTCG 

GTGACCGTTCACCCTCGAGGATTAAGGTTTCGGAGGTCATGTCGTCACCCGTG 

ATCACCATCTCACCCGGAGCCACCGTCCTCGACGCCGCCCAGACCATGCTGGT 

CCACGGTGTCTCCGGGCTCCCGGTGCTGGACGGTGACCGCCTCGTCGGGATG 

ATCACGAAGACCGACTTACTGGAGCTCGTGCGGTCCGAGGACTACGTGGCGCT 

TCACATGGTCAAGGATCCCATCACGGTGTCGGCCGGTACCAGCCTGCTTCACG 

CACGTCGACTCATGTTCGAGGAGAACGCCAAGGTGCTTCCGGTCGTCGAGCGC 

GAGCGGCTGGTCGGGCTGCTGACGGACCGCACACTGGCACTCGAGCTTGCCA 

GACTCCGCGAGAAGTCACCCAAGGGCAAGTTCCGATCCGCACTCAAGCGCGCA 

CGCGTGGATGACGTGATGAGAACGCCGATCTCCGTACGGACCGACTACGGCCT 

GGTCGACGCCGCCGAGCTCATTGTCCGGAAACGGGTCCCCGGGGTCCCGGTG 

GTCAACTACCAGGACGAGGTCGTCGGCGTAATAACCAAAACCGACCTCCTGCA 

CTTACTGGTGGAAGAGCTGGAGGCGGCCGGCTAATTCTTAACCTCCACCAACC 

GCCCGTCGGACGGGCTCACCCGGGATGGCCGAGCTCGCCGTCGGCATCGACG 

TGGGCGGCACTTTCACTGACCTGGTGGAGTACGACGGGCGGGAGCTCCGTGT 

CCGGAAGGTTCCGTCGTCACCCCGGCGGCCCGAACGGGGCTTCGCGGAAGCT 

CTTAAAATCGTCGAGACAGACCCGGATGTTGTCCTTCACGCCACGACCATAGGG 

ACCAACGCGTTTCTGGGTCAGAAGGGGCTTGAACTGCCCGAAGTTGCTCTCGT 

GACGACACTCGGGTTCCGCGACGCGATCGAGATCGGACGGCAGGTTCGTCCC 

CAGACCTACTCGCTGTCACCCCGAAAACCCGAACCGCTCGTACCTCGACGGCT 

CAGGTTCGAGGTTAAGGAGCGTACCTCACCCGACGGTGAGATCATAGTACCGG 

TCGACGAGGACAAGCTCCGTCGTATCGCCCGCCGTATCGCGGTCGAGGACGTC 
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GATGTGGTCGTCGTCGCTTTCCTCCACGCCTACGCTAACCCGGCCAACGAGTG 

CAAGGCGAAGGAGGTTCTGGAGGAGGAGCTCGGTGACGTCGAGGTAGTATGTT 

CGCACGAGGTATGCAACGAATACCGCGAGTATGAGCGGACTTCGACGGCCCTC 

GTCAACGCGGTCTTACGACAGATCGTCACGGAGTACGTCGAGAGGACCTGGGA 

CGCCGTCCGCGACGCCGGTGCCTCGGAGTACTACCTGATGCAGTCGGACGGA 

TACGCCGTGCCGGCCGAGCTCACCCTTCACACCCCGGCCAAGCTCATCGAGTC 

GGGTCCCGCCGCCGGAGTCGTCGCGGCCCGATACCTGGGTGAAACGCTGGGT 

AGGGACCGCCTGGTCTCGTTCGACATGGGTGGAACGACGGCTAAGGCCGGTA 

CGGTCGTCGAAGGCCGTTACGAGGTGACTAAGGAGTACGAGGTGGGCGGTGA 

GGTACACAGGGGTCGTAGGGTGCGCGGTTCGGGATACCCCGTTCTTCATCGCT 

TCATCGACCTGACGGAGTGTAGCGCCGGCGGTGGTACGATACTCTGGACCGAC 

GAGGCCGGCGCGCTCCGGGTGGGACCGCTGAGCGCCGGAGCCGATCCGGGT 

CCGGTTTGCTACGGGAAGGGAGGTACGGATCCGACGATCACCGACGCCAACGT 

CGTCTTGGGACGCCTCAACCGACGTGCCCTCCTCGGCGGCGAAATGCCCATCG 

ACGCCGAGGCCGCCGATCGTGCGCTCTCGGAGCTCGCGGACGAGCTCGGACT 

CGAGCCGGAGGAAGCCGCGTACCAGGCCCTGCGCCTCGCCGTCGAGGAGATG 

GCCCGGATCGTGCGTATAGTCACGGTGGAGCGCGGCCACGATCCCCGCGAGT 

TCTCGCTGGTCGCTTTCGGTGGTGCGGGACCCTTACACGCGGCGGAGCTGGC 

CGAGATCTTGGAGGTCGAGGAGGTGATAGTTCCCCTCCATCCCGGCGTGTTCT 

CGGCGTACGGGCTCCTAGCGGCCGAGGTCGCCTGGGAACACGTCACCCCGGT 

CATGAGGACGCTCGAGGAGCTCGACGATGAGGAGCTGCGCGCGGTCGTGAGA 

GGTACCGCGGAGAAGGCGGCGGAGCGCCTGCCGAGGGAACCGGACGACGTC 

CGGATCGTCGTGGAAGCGAGGTACCGCGGGCAGGCGCATGAGCTCGAGGTTC 

AGACGGGGCCGGACGTGACGGCGGACGAGCTCGAGGAGGCTTTCCACGAGCG 

GCACCGCGCCGTTCACGGGTTCCAACTTAATGCCCCGGTGGAAATCGTCAACG 

TCCGCGCCCTCGCGGTGATCGAGCGGAAGCCACCCGAACCGAGCCCGCTCAA 

GGAGGGTGGAGAAGGGAACCCCAAGCGTGCGCTCGTCGAGACCCGGGAGGTG 

TACTTCAGGGAGGAGGGTTACCTGGAAACTCCCGTGTTCGATAGGGACGCCTT 

GAGGGCCGACGACATCGTCGAGGGACCGGCGGTCATCGAGCAGTACGACTCG 

ACCACCCTCGTACCGCCCGGCTGGAGGGCACGCGTTCACAGGTCGGGTGCTA 

TCCTGCTCCACCGGATCGAGTGAGGCGGGAACACTCCGGACGTGTCCTCGTGC 

CTGCTCGTTCCCGAGGACACAACCATCGGATGTGGCGGAGCCTTGGTGGGTCC 

GTTCCCGCATTGCTGACGGGAACCGCCTCGGTGATAATCCCCGTCGGACTGGG 

AATCTTGGGGACCGTGTGTTGGCGGGGAAGGCGGAGATCCTAGGTGAGGTGG 

TGCTGTGCGTGATCTACGGCTACAGGGTGGCCGGTGCGGTATCGGAGATCAGC 

GGGTCTCTATCCTCGCGCTGGTATGGACACGCGCGGTCCACGGAGGACTTGGC 

GGTGAGGACCGTGGAGGAACTCGGGAGGTCGCTCGGCTGGGATCCGGAGGAG 

GTGCGACGATGGCAGGCGATCGTGCGGACCATCGGTGACCTCGCGAGGAGGG 

GCCTTCTCTGAGCCCCCGGGATATTGTTACAGTTTCCGTAACGATTCTGGGTTG 

GAGCCGCGGCCGGGATTTGAACCCGGGTAACGGGATATCCGCCGGGACCGTG 

CCCGGCTGCAGTCCCGCGCCCAGCCAGGCTAGGCTGCCGCGGCGATCGCCCG 

GGCCGTGAGGCCTGCTCCCCTACCAGTTTTTAAGCCTTACCCTCAGGACGGCG 

GCTCGACGCCGGGGGTCCTGTACAGGTACACCTCGGCCCACTGACCCACGCG 

AACGCCCCCGCGTACGATCTCGAAGGCGCGGACCCTGACTTCGTCGGGCTCG 

AAGCCGGCGGCCTCGATGGCGAGCTCGACCAATTCTTCGCGACTGTACACGCG 

GCCCCGATCGACTTCGAACCTCTCTCCGGCGGGAGCGACGTGTCCGTACCCGC 

GCTCGGTGTGTACGTAGACTACGGCTTCACGGGCGTGACGGGCGACGGCGCA 

GCCGACGGCGTTGCAGACGTCGTGATGGGGAACCACCTCACCGACGCCGGTT 

AGCTCGCGGAGGGCGGGCGCGAGGGCACCGGCCCAGAGGACGCTGTCGTGC 

GTCTCGAACCTCCGAAGCAGCTCCCGACGAATGGTTTCGAGGGTTTCCTCGGC 

CACCTCATGGGGATCGCCGAGCTCGCGGAGGACGCGACGAGACTTGGATGGA 

TCGCCGTCGGGCTCCGGATCGTGGTATCCGGCGACTACCAGGGCGTCGGTCA 
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GGGTGGGCTCGGAACCGCCGTAGCAGGCCGGTGTGGCGGTGTCGTTGGTGAT 
TCCCTCACCGGTGAGGACGGCGTTGCCGCCGTACGGGAGGGAGCGGACGATG 
GCGGCTCGAACGGCGGTCGGATACCCGAAAAGCTCGGCCCCCTCCTCGGTGA 
CCGGGCGCCCGCCGCGGGCCTCTGTGAGATCGATGGTAGCGCCCCCTACGTC 
5 GGCGAGGAGGAAGTCATCGCGGCCGGTGAGGTAAGCCGCACCTAGGACGCCG 
GCGGCGGGTCCGGAGTGAAGGACGTTGACAGGGACGCGGAGGGCCTCCTCAG 
GAGTCTGGAGTCCTCCGTCGCCCCGAAGCACGCCGTCGACGCGACCGAGGGC 
CTCGAGGAAGCGACGGGTGACCCGTTTGACGCGGGCGCCGAGTACAGCAGTG 
GCGACACGGCGTGGGAAGTTGCCGTAAGGTAGGTGGTAGCCGGGGACCGCCT 

1 0 CGACGTAGGTCTCTCGGTGGGCTTCGATGATCTTCCGCTCCGGATCCGCGTTA 
CGATGGGAGTGCTTCGCGACGACGGCCAAGGCGTGATCCTCTCCGGAAGGCT 
CCACCGCGTCGGGGTCCGGTTCCTCGACGATGTCACCTCGATGGTCGACGTAA 
CCGGGGAGAACGTCGGCGCGGTCGGCTAGGTCGAGGAGGGGCTCGGGGTCC 
AAGCCGGGACCAGGGATAAGGACGAGGTGGACGGGGTCGGTGCGACCGCGT 

1 5 GTAAGGGCGTTGATCGGGAGGGTGGTGCTGACACGTCGCTCGTCGGCGTCGA 
GCGCGCGGAGGGCGCGACGGGTGGGTTCGAGGAGCTTACCGTCGCGCGGTA 
CCTTGACGCGATCCTCGACCTCTCCGTCCTCGAGGACGACGGCGTCGACGTGG 
GTGCTGCCGGTGTCGAGACCGAGGACGCGCATGTTCGGTCCCCCGGTGACGT 
CGGGAGTCTCGGTGCGGGGCTGAGCGGGGTGCGTCGGGGGCCGAGGACTAA 

20 TCATCGACGATCCGGAGCTGGAACTCCTCCCTGACCGTGCCGTAAGGACCCTC 
GTAGCGGACTACCAGTCGGTACTTGCCCGATTCCTCCGGTGTGTAGAATTCGAA 
CTCCACCCAATCGCCGACCCAAACCTCAGGCTCGCTCAGGTCGATACGACCGA 
GCTCGGAGTTTCCGGCACCGTTCAGACGAAACTCTAGGGTACCCTCCCACAGA 
GGGCCGCCGCCGCGAAGAGTGAGTAAATAAGGCCGGACGAACACTATCGCCG 

25 AGGAGCCGGCCGGGGCCGATACCGGGGCGAAGATCTCGAGCGTCAGCGCTAC 
TCCGCGGACCCGGGAGATGACGACGGTCGGAACGTACTTAAGACCCAATCGAG 
CCATCGACCTCTCCCACTCCAGCCGCGCGTCCTCCTCGGGATCGATGGGGGTC 
AATCCCCGGCCCCCTTCGACCCGTCCGGGCGACGGCGCTGGCCCTTGGGCCC 
CGCCCTGTTTCTCCACGAAAAAGCCTTGCGGACGGTTAGGGTAACCACCGTCC 

30 GCTGTCTTCGGCGTACGGGGGCCGTACGATGGATCGCACGGCGGTTCGCTCA 
CAGTAACGGTCGTGCCCGCACGACGTCGCGAGGGTTCGAGGAACCCGCTCGA 
CCGACGGTGGACTCCAATCCGTGGTTACAAACCGTGTCGTTTCGGACTGTTTGT 
TTGATTCAGTGACGCGACACCGATGCAACGATGCCGCCGGAGTACTGAACACT 
CGTCCGCGTAGCTTCCGAGGCCATGGTAGGCACGGCGGGCGAGGTACGTGCG 

35 AGAGAATTCAGTACGTGCCGTGGATGTGGCCCATCACAACCCCTCGACGAGGA 
CGGCGAGTTGGCCTAAAAGCAGCGATCTGATCGCCTTCGGTACGAGAGCTTCC 
GTCATCCGCGCGGACTTCCTCATGGCGTCTTCTACGGTATCGCGGTCTACACTC 
CAGCCGTCCGAAGCCAGCCGTGTCCCGACTTCGAGTATCGAGATCCAGAAGGC 
CGCCGCGAGCTCCGATGGTCCGTTGCGCAGCGCGCTGCGTACCCGAAGCTGC 

40 TTCCAGTACCGCTTCACGGAGTCCATCCACCACTCCAGTGTTTCCCCCTGGGGT 
GCCTCCAGTCTAATGGCTCCTAACCCCTCTACGGCTCTCTCACCGAGCACCTCC 
GCTACGGCGGTGAGCACCGGATCGACCACGTACCTCCGACCGTCCACGATCAA 
GTCCAGATCGGAGAAGTCCGCGACGTCCTCCGGACGTACCTCGGCGGCGCTC 
ACGACTCGGAAATCGGTCGGGTGAAGTCCTGTGTCGATTCTCGGGATTGGGAG 

45 GGTCAGTCCCGTCACGTCTAGGTTGAGCGCCTCGGGTGCGTGCCTCTCGAACT 
CCTCGGGCGGACCGTGACGCGCGTCCCACGTGGCTATGAACATCAGCCCACG 
GTTCAAAGCGTCCCCGGCTCGGTCCAAGATGCGACGGGCGGCGTCCGGACCC 
GCGTCGTGGACGTCGTGGATCGATATCCCGGACTCCGGGTCGCCCACGCCCC 
GGTAGACCAGCAGGTCGTCGGAGAAAAACACGTGGGCACCCACGTTAACGTCA 

50 CAGAGCAACTCAGTGGTAGCCACCATCAGGCAGCGACTGGAGCGGATGATTTC 
GCAGTTCTTCCCGCGGCAGCTCTCACAAGGTAGGTGCTCGACGAAGACCGGCG 
CGAAACCTCGGGCTGCGGCTAAAACCGCCACCATCGCGGCGTAGCTGAACTCC 
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ATATGCGGCATCCTCCCCTGACCGCACGGTGCGAGCCGGGGCTTCGACTGACC 

GTGGCTTGGGTAGATTTGTCCGAGCGTTCGGTAGCACGGTCCCCGTGCGTCGT 

GTTCCGCTCGACCGGGTCGGGATAGGGGGACCGTCTCCCTGGTTCCGAACCCT 

CGACGGCACCGAACGAGCCCGACGGACACTGCTAGGACGCGGGATGGGAAGT 

GTACCGGGGCGTCGGAGGTCGAAGCGGGAGTTGGTTCGTGGTCCCCGGCCGT 

AATCGGGTACGCGCGCCACTCGCCGCGCCTCGGCAATAAGGGACGTCGTCAC 

CCGTCGGTAAGCCGGCCTGTCGTCATCGGAGCGTGCTTCCGTGGAAGTTACGG 

GACGACTCCGGAAGTTCGGCGACGCGCGCGGACGCGGTAATCGTCATCATTCC 

ACGATTACGTCGGCACCCGATGACTTTTCGATGCGGGCGCGGCGCACGGGAG 

CCGGGCCGATTCACACGAAAGGTTTAGGCGGCGTGAGCCGTCCGGGCGGCCG 

TACCGTCGGTGAGACGGCCGTACATCAGCCAATCATCCGCCGGAGTGTCTCAA 

CCGATGACTCTACTTCCACCCCTCCACCGACCGGGAGTTCCACACCACCCAAC 

GCCGAGGCCCGCTCGATGACCTCGTCCGCGTGTTCCACTCCGATGAGGTTCTG 

AATCCTCTTGATCCTCGAGTACAAGCTCTCCTGGGCGCCCTTCTCTTCCCACAG 

GGGGTCGTACTCCTTCGGCTCTATCTCGATCCATCCTACCCTCACCGTCGCTCC 

CGAGTTCAGGATGTTCTCCGCGAGCTCCGTCGGCTGTGACAGAAGCTGTATCA 

GCTCCGCGGCCCTCTCCACGGTGTCCACGAGTATGTCCGATATCCATCTTTCCA 

CCCGCTCGTCCTCGATTTCCAGAGCTGCGATGGCCTCCTCCAGGTATCCGTTG 

AGGAGCTCCAGTTCCTCCACGGGACCGAGCTCGACGTTCTCCAGAGGCTCGGC 

CAGCTCTTCGAGTGGGGGAAGCCTGTTCGCGCACGTATGACAGAGGAGTGTGA 

AGATCGTCCAAACCCGGGCCGGTGATGCGAACTTCGGGACGATGTCTCCGTAT 

TGAATCTCCAGCGACGGGAGCGCCTCGACGATGCACTGGTCCGTGTCTACCGC 

CTTGGCCACGAGCTCGGCGGCCTTCCCGAGGTCCTCGTCCTCTAAGAACCCTT 

CCGTACACGCCATGAGCGCGACTTCTACCAGCAACGGACCCGCTACGGTCTCT 

AGGCAGGGTTCTTCGAGGTACTTGGGTACCGCCGATAGGAAGGCACGACGTAT 

CTCCAGTAGGTACCCGAGTGCGACGTCTGGTGTTTCGGTAACTTCTTCGAGGG 

CCACGCGAAGCTCGAAGACACCGCTCAACGACCATCGGGTGATTCGCTCCACG 

GCATCGACCAGTGTAGCAGGATCATCCAAAACCTCTTCCAAAAGGAACCGAACC 

GGATGAACGTGATGGATCTCCTCCCCTCGAAGTGCGCGGACGAGCGGTTTATC 

CGGGTCAAGCGTCGAAATCATCGCGCGCCGAAAGAGTTCGAAGTTCTCGAGCA 

CCTCACAAGGTTCCGATACCGCGGCGTGTAACTTCTCCAGCACCGACGGTTTC 

GGACGGACCGGGACCTCCCACCACTTCAACCGACACTCCCCGGTACTCCGGTC 

GACGTATTACAATGTTAAGTTTGCAGGAATGTTCAGTCAGGTGGTCGCAGTCTT 

AAGAGAGATATAGAGATATTATGTGTGGGGGCGCTGAGAGAGTGCGAACACTC 

GGCCGGCGAAGTCAGCTTCAGGGGGCGCCTCCTCATCCCTTCGGCGTCGGGG 

ACGTTCTTCATCCGTGGAGAGTCACCTTAGACCGAGCAACCTCCCGAGTAGATT 

CAGTAGATTGGTCCCTTCCGGTAACCCAAGCTCTCGGGCGAGCTCCCAGAGAG 

CGGGTGAGACCTGAGCTCTCCTTCGGACTTCTCCCCACAAGCGCTCCACGGAC 

CGGTGAAACGAGCTGGGGTCTCGGCGTAACCTCCGGGATAGCCCGTCGAAAAT 

CCTTCGGGCCTCCCCTTGCAGTGCCGCCCACATGGTCTCGTAGGCGAGTTTGG 

GATCTCCGGGGATTTCGGCTATCCCATAGCGGTATCGGATAGACGGGCGGCCA 

GCCAAAGATACCCTGCTCCTACCCGAAACCCCGTTCTTCCGAGCTCTTCCACAG 

CTTCCGCGCCCCCTGAAGCAGCACCCGGGCTGCGGCCACGTCTCGCGGGTCA 

GGTCTTCCACACAGTCGCCGTCTGAAATCGTGGATTATCCTCCAGGCACCGTAC 

ACGGTCAGGGGGATGGTGACCGCGAAGAACACCAGACAAGCCGTGCTCCGAG 

CCTGTAGGGCTTCACTAAGACGTTCCCAGTGACCGGAAAAGAGCGCCCACGTG 

GCGGCCCCGACCGCGGTCAAGTTCACGACGGCTACCACCGTACCGGGACCCG 

CTCGCGGTCCCCATAGCAGCCGGAGCAGCGACCATAAGGCAAAAACCGCCAAT 

AATCCCCCTAGGGCGATATGGAGGTACACCGGGTGGCCCCCACTACATCCAAC 

GCTGTCGCGCCTATATCGACGCTACGTCGCGCGGTGTAGGGGGGACACAGCC 

GGACTCCCACCCCCGTGGCGCGATACCGGTCACGACCTTCCCGTGGTGATCCG 

GACTCCCCGTTCGCCGTCATCTAGGTCGAGCGTGTGGATTCACCTCATCCTCCT 
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CTTCCTGAGCTCCTCGATAGAGTCATCGAGGAGGTCGTCAAGCGCGTCGTCGC 
CCACCAACTCGCCCGCTTCTTCCATGTCCAGCTCGTACAACCGCTCGACCGCC 
CCGTTTGCTTCCTCCTCCACGAGCTCACGAACGCGCTCCACGACCGACTCGTG 
TACTTCCTCCTGTGGACCCGGCTCCCAAATGGGGTCGTATTCGCCCGGCTGTAT 
5 TTCGACTTCGCCCAAACGGATCACGGCACCCGCTCCGGGTATCTTCACCGCCA 
GCTCCTCCCATCGGGAAAGGGTGTCCGCGAGCTCCAACGCGTGTTCCACGCTG 
TCCACCAGAATCGAGCCCACCCAGCGCAGAACCTCCTCGTCGTCGATCCCCAA 
CCCACCTACCGCTTCATGGAGTGCTTCTCGCACCGAATACTCTATCTCATCTATC 
GGCCCCGGTCTGAGCTCCTTCAGCGGTTTCACCAGTTCTTCCGGCGGGACGGT 

1 0 ACGGTTCGCGCACGTGTGACATAGCAGTGCGAAGATCACCCAAACCCGAGTCG 
GCGACGCGAACCTCGGAACTAAGCTCCCGTACCGTACCCCCAGTTCCGGAAGG 
AGCTCTAAAACCCGCTCGTCCACACCCACCCCGTCGGCCACGTACTCGGCGGC 
TTCCTTCAGATCCTCACGTTCCAGGAGTCCTCCCGCGCACGCCATGAGCGCGA 
CTTCTACCGATAGTGGCTCCAGCACGCTCTCCAGACCCGGGTCTTCCAGGTATT 

1 5 CCGGGGTTCTCCGTACGAAGAACCGCCGTAGCTGAAGGAAATGCAGGAGGACT 
ATCTCCGCGGGATCGACGGTACCCCTCAGTCCCTCCCAGAGCCCGGATACGCC 
GCTTATCGTCCAGTGTATCAGCCGCTCCGCGGCTTCCGCCAGCGTACTAGGGG 
TGTCCAAGACCTCGAGGAGAAATCGTATCGGATGTGTCTCCTCGATTCCCTCGC 
CCTTCAGCAGTCCCGCGAGACCTTCACAGGACTCGAGCGTCGAGAGTACCACC 

20 CGTCGGAAGATCTCGAAGTCCCCGAGGGTCTCGCAGGGCTTCGGCATCGCCAC 
GTGCAGCTTCTCCAATGCGGATTCCTCCGGTTGGAGCGGATCGTTCCAATCCAA 
CACGGCTCCCCGTAGACTCGGGTGGTGCGTTCGGCTTACAAAGCTTTGAAAGC 
CCCGCCTTCCGGACGGGGACGCGATCGCCGGAGATACCCGCTAGAACTCTCG 
AGTCCAGAGCGGCAAAGGTATCGGGTGGATCGGATTCGCTGCTAATCGGAAGC 

25 GGGGTACCGAGTGCCAATCGCTGATTAACGGCTACAGCATCGGGGTCTCAGGG 
ACTACCCAGACTCAAAGCTGTTGAAACCGATTGAAGGACTTGGGTTACGATCCC 
GGGTCCCCAGGATCCGGTTTGGGAGCGGGGTCGGAGACTGATTCGAAGCCGA 
ACTCAGGAACTTCTGAACCTTTCCGTCGCCCCCGCGAGCCCTTAGCCTAGGCG 
AGGGAAGTTAACTTCCGGAAAGTATCATCACGCCGTGAGGGGATCACACCGGA 

30 CCCGACACCGGTCGATCCAGGGCCGATCGAACCCCGAAGGGGTTTAACCCTCT 
GGCGAATGGCGGGTGGGAGGGTTACCGCGTGCTCGAGACTATCCTTCTGGCC 
ACCGTCGCCTGGACGGTTCAGGACCACGATCAACCTTTCGCCACATATTGGCA 
GGACGTGAAGTTTTGGGAGATCCTGGAGCGACACCCGCGCACGCTCGTCGTCG 
ATCCCTACTGCGGTCCCGACGACCGACCTTGGACCAAGGACGAGATCCGCACC 

35 CTACGCGAGCACGGTGTGAAACCCGTAGCGTACCTATCACTTGCCACGGTCGG 
CAAGCACCAGACGGACCTGTACAGTCTCGCGGAGGAGAAGGGACTCCTCGGTC 
CGCGGGACCCGTACTGGGAAGGGGACCGTGCAGTTCGATTCTGGGAACGCAC 
CTGGCTCGACGCCCTCCGCACCAAGTTCGAAGAATTACGGGACCTCGGCTACG 
AGGGTGTGTTCATCGACGTTGTGGACCCGTGGACTCTGGACTGGTACGTTAAG 

40 TGGTTCCGTCGCGAAACCGGCGAGAACTTGGAGAAACTGCGTGAGTTAACTTA 
CGATGCACTCGAGGAACTCATTCAGGCGGCACTACACCTCGGCCTCGAAGTCT 
ACGTGAACGTCGGGGGCGCGATCTTCGATCCAAAGCTCGCCGAGCTCAAGGAA 
CGTTACGGGTTCAAGGTCGTCGTTGAGGACGTGATCACCGACGATGAGGGTAA 
TCTCGTCCCGGACGACGTGTTCCGTGATTACCTGCGCGCCCTCGCACACCTAG 

45 GCTCGGGCGTGTACGTGATCGAGTACGACCTGACGATGACCCCCGAGGTGAAC 
GAGCGGCTCGAAGAACTCTTCGCGGAGACGAAGGTGGAGGCGGTGTACGTGA 
CCTCGCTCGACCACGATCGACTCGGGATCGACATAGTTCCCATCAAGGCTCCG 
GTGAACCCGTCGGACACCTCGGGGAGCTCGGGGGAGGAGAAGGCATCGTACA 
CGCGGGAGAACGAGGAAGACTTGGAGAGAATCCCCGTGGAGGAGCTCGTGGA 

50 GGAAGGTCCGAAGAAACTGCCGGTGATCCCGATAGTTCCTCCGGTGCGTCGAC 
GATGCCTATCGCATGGGTAACACTCCGGCTCTGCCCCTTCACGAAAATCCTCCG 
AAGTGCTGTGCGTTCGGAATTCGACGGCTTACCACGCGTTTCGAGGAGACGTG 
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AGATGGGTCGCGCTGTGACAACGGTCCCGGGGCTCGGGTATGGGATCGCCGG 

GGGCCCCGGTCCGTCGGCTCACCGGCTCGTTGTGTCTGGTGCTCGTGGAAGA 

GGCTACTACCGTACCCACGTTCCCCGGTGCGCTGTACGTTCTGGACCCACCCG 

GTGAACCGGGACGACTCCGTGAGGGTCCCGAGCTCACCGACGAAGAGGGAAG 

ATCCGTCGTCCCGTTCGTGGCCCTCGTCGAGCCGCCGCTACGGGAAGTTATCC 

GGGTCGAGGGGACGACACTCCACGTACACCCGGACGCCGTCGTTCACGTGGA 

CCCGGACCAACCGGTTGTACTGACAGGATACGCGTGCGACGATCGTCACACCG 

TCACCGCCGTTCTGCCGTTTCGCTCTTTCCTCGTAGCGCTGGATCACGCCCGTC 

ACGGGCCACCTGATCCCTACGAACTTTTCGAGGTCTTTGCGATCCTGTATGACC 

CGATTCAGGCGGCCGCCTTCACCCTGAACGCCCGTGGACACGCGCTCCTGATC 

GACGAGCACGGAGTGAACGAACATGCCATGCTCTACACGACTCCGCCAGGTCA 

CCCCGGGCCCGACCACATCTCATCCCGGCACGTGCGGCCGAGTGACCTGCAG 

GGAGCCCCGAAGCACGTCACCGGCGACGGGCCGCCCATCCTTCCACGCGACC 

GCTACCTCGATCTGCTCGCCCGGACTCAGTTGATCACAGGTGTTCCGGAACCC 

GGACGCGCCGACTTCCGTCTACTCGAGAACGTGCACGAGTACGTTAGGCCCCT 

CCTTACCACGATCCACCTCGCACACCATTGGGAAACGCGACAGGTTCACGAAG 

AAACCGGACGCCTCGTCGCCGAGATTCTCAGGGGAGACCTTCACAGAGAGGTC 

GCCGATGCTCACAAGCGGGCGGTGCGTGCCCTCGGATCCCGATACCCTACTCC 

GGCTTACGCCCCCGACGCTCGTGTTCGCTGGGCTCGTCAGCTCGCCGGGCCT 

GTCTCCGACCGCGTCCTCACGAAGGTACAGGATTTCGCCCGTCTCGTCGCCTG 

CCATCGTCTCGTCAACCGTCTTTGGACGTTCGTCGATACCGTAACGCTGCTCGG 

ATACGAGGAGTGCGTGGACCTCGTCGAGATGGCGTACAGCTACACCGAGCACG 

ACCTTCCGGGACACGAGATCGAGAGGCTTCTCCGACCCTGGATCGACGCACTC 

CGGGATCCCCACTATCGACGTTTGGAGCGGGGGACCGCACCGCCACCTAAGTT 

GCGGCTCGTCGAACCCGAGGAGCCCGAGGACTTGCTCGTGTGTTACGACCGTC 

TGCTGTGATCCGGCTACCGGAGGTCAGGGTTGGGCCGTGGGGAAAAGTGATC 

CGGAAAATTTTTACCGGTGGGGGCCGGCGTGCGGCCGGCACCGTCGGAACCG 

TCGACGTCCGTGAGCGGTCTCGGACGGCGTGTCCGTCCGCCGAAAACCTGGC 

CTCCCTCATACACCCTATCCATACGGTGCAATGCGAACTATCGTGGGATAGTAG 

ACCAAGATTCACTGTATGTCCGACTCCAGTATTAAACTTCTTCTAAAGCTTTCAG 

TAAATCCTCCGCCTTGACAGATCTCGTCTTACCTAACACTCTCTCAATAGCTTTA 

TCCTCGTCTTTGATAGCATAGATGGCACGTCCAGAG ACCC GATTCGACTCTATT 

AATCCTTCCTTTTTGAGTCTACTTGCCAGAGAATAGATTTTGCGTTTGTTCACGTT 

ATTGTAACCTAACTTACGGAGAACTTTCACGATTTCATCACATGTTATCCCCATAT 

TAAATTCCCTATACGCCACACATATGGTTGCTAAGACAGCATCGGTTAATGATAA 

CCTACCGCTTTTTAACGCTTCTTTGACCTTTCTTAGTCTCTCATCTTCCGACAAGT 

GGGGCAGCCCCCACAACCCCATATGCTGACGTGGGACCATCTATCCTCAAAGC 

GTTACTATGGGATGTTCCTTATATAAATCCTGCGGAACGTCTGTTGGCTATCTGT 

AATGGGTGTTAGAAAATAGCAAGGGGAAGTGTGTGATCGTATGGTCGAATGTTT 

TCCCAACGGAGTGTAACATCTGCTCACTACCCCATCAGGCTTTCATGGTGGGGC 

CGATTACCGTCGATTGGAGGATTCGGGGGAAGCTCGGCCCTGCCCAGTCCTGT 

CATCCCCGAGTGGGTCGACGTTACAACCCCTCCCCATCGCCGGCGGGTACGTA 

TACTCGCGTTAGAGTTTAACCGATTCCGCCCATCGTTTCGTTCGTCGTAACGAC 

AGGGGGAGGGTTCGTTGCGTTGTACGCGCTGCGGCGAACGGAACGCCGAGTA 

CGAGCGTCCGTACGCGGGTGACGCGGTTTGCGGGCGGTGTTTGGTCGAACTG 

GTTCGGGATAGGGTGTTCCGCGAGATCAGACGGTGGAGGTGGTTCCGACCGG 

GACAGCGGATCGTGGTGGCCCTTTCGGGGGGTAAAGATAGCTCCCTGGCCCTA 

CGGCTCGTTACGGAGTACGTGGAACCGCTGCCGGAGGTCGAGGTGATCGCGT 

TAACGGTGGACGAGGGGATCTCCGGGTTTCGGGACGCGTGTCTGCGGGCGGC 

GGAGCGGGTCGCGGACGAGCTCGACGTGGAGCACGAGGTCGTCTCGTTCGAG 

GAGGAGTACGGGTTCGCGCTGGAGGAGGTCGTGGAAGACGTGGACGTATCCG 

CGTGCACGTTGTGTGGTGTCCTGCGACGACGGTTGCTGAACAGGCGGGCGCG 
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GGAGCTGGGAGCGGATGTCGTGGTAACGGGCCACAACCTGGACGACGAGGCG 

CAAGCCGCCCTGATGAACTTCGTGAAGGCCGACCTGGCGCAGCTGGCGCGGC 

TACACCCGGAGGTGAGGCCGGAGGACGACCTGATCGTGCCCAGGGTGAAGCC 

GCTACGGGGGGTACCGGAGCGTGAGGTGCGATGGGTGGCGGAAGAGCTCGGT 

CTGCCGTTCCACGCGGACCCGTGCCCGTACGCGCGCTTCTCGGTGCGGTCGTT 

CTTCAGGGAGATACTCGATGAAATGGAGGAGCGGCTGCCGGACGTGAAGTTCG 

GGTTGGTGCGGGCGTTGGACAGGGCGGGTCCGGTGCTGGCGGAGGCGTTTCT 

GGAGGAGGGACTCGGGCGTTGCGAGCGGTGTGGCGAGCCGGCGGCTGGGAA 

GCTCTGTAAGGCGTGTGAACTGCTGGAGCGGTTGGGTTAGTCGGAGAAGGCCT 

GCTCGATGCTTTCGATCAGGTCGCGCTCGAGACGGCGGTGAGCACGGAAATGG 

CGGTTGGGGTCCTGAACGACGGTGTACCACCAGTAGAGGGCGAAGATGCCGG 

CCGTCAATAAGGTGAGCACGAAGTACAGGAAGGTACTGCGGCGGGGTACGAC 

GTAGAACGTCTCGAGCTCGAACGGTGGCTCGTGGGGGTTCATGTCGAGTAGGC 

GGGCGACACTCTCGAGGAAATCCCGCTCGCGGACGGAGTGTTCGTGGAGGTC 

CCTGTTCAGGAAGTGGTAGATGTAGAGGGCTACGAGCCACCCTATGGGCGGGA 

CGAGGGTGAGGAGGGCGTAGATCACGGGGTTCCGACGCTCGGTGTGGAGACG 

CATCTCCTCGAGCTCGGATCTCAGGATGTCAACGTCGTACCCCACGCCGGCGA 

GGAGCTCCACGAGGTATCGTAGGAACCCCAGGGACCTCGTCACGTGCTCGTTC 

CGACGCTTGATCATGAGGTACATCAGGTACACGGCCAGCGGGTACCCGATGAG 

CGCCTCGAGGAGGCCTAAGAGGACCAGGAACGTCGCGTGACCCGGGAACGTC 

TTGGCCATGACGATCGTGAGCCATCCAAGGAACGTGAGTACCTGCGGGAAAAA 

CGCGAACCACACCGGCACTATCCTGTCCTCTTCGCCGTAGACCGTGCTGTGCT 

CTCGGAGACCCTGGAGCGCTATCTCTGGGTCCACGGTTCAGTCCCCGGCCCCA 

TCCTCGCCATCGCCCTCATAACGCTTCCGAAGATCTCCGACCAAGCGGGCCCG 

GGTCAGCGGGGCGGACTCCCGGTCGACCTTCCGGCGTACGTCCTCCCACTCG 

GGTTTCGCGTGATGCACGTCCTCGAACCGTGAGACCTTGACGCGGATCCCGTC 

GACGTCCACGATCCTCCGGTCGGCCGTGACGCGAGTGCACCGGTACACGCGG 

GCTCCCAAGGTACCCGTCCAGCGGAAGAGCTCCCGGAAGACTTCTCGTTCGAT 

CCCTGGCCGATCCTCCGTCACAACTCGGATCACGAACCTCGGACGCCCCTTCT 

TCCCGAACCCGTGGAGGACCTCCACGTCATGCACGCCTTCGAGCTGCAGCACG 

GCCTCGATCAGCTCACCGACCGCCTCCCCGTCGACGTCGTCCACGGAGGTTTC 

GACGATCCGAACGTGCTCGCCGGACCCCCCGGGCTCGCAGATGAGCGCCCGG 

AGGACGTTCGGACGGTCCGGCAGGTCCTTGGTACCGGCCCCGAACCCCTGCC 

GTTTCACACGGTAGGGAGGTGGCGGGTCCGGGAGGAGCTCGTCGATAGTTCG 

GAGTAGGGCGGCGCCCGTGGGTGTGAGGAGCTCCCCCTCCCCCTCCCGGACT 

ATCCCCACGTCCCACTCGGACAATACCTCGACGACCGCCGGGGCCGGGACGG 

GAAGACGACCGTGCTCCGTCTCCACGGTCCCGGAACCCACGTTCGGGGGGAG 

GACCTCGGAGGCTTTGGGATTCAGGTCCTCGAGGAGCGCGGCCGTCCCGACG 

AGGTCCACGACGGTGTCGGATGAGCCGAGCTCGTGAAGATGGCAGAGGTCCC 

CGTGAACGCGTTCCTCGGCCCTCAGCAGGTACTTCAG GGCG AGTTCAGGAAGC 

TCGCGCCAGCGATCCTCGAGTACGTTCTCGGCGACCGTTTTCACGGCTTCTCG 

GAGCTCGTCCGGATCGCGGAGGTCTCCCTCGGCATCGACCTCCACCCGGACG 

GCGCGGATCCCGCGCTTCTGGATCTCGTGGACGTGCACGTCGACCTCGTGACC 

TAGGGAGGAGACCTCGTGCACGACCTCCTCGAGACGGTTCGGGTCCGCGCCG 

ACGGCGATCAACGCTCCCAGGACCATGTCCCCGGAGGCACCGGCCACTTGCG 

GGTCGAGTGTGAGGATCACCGGAAACACCCCGCGCGCCGCGGATCATAACGTT 

GTAAACCGCTCGGTGCCTATCACGGTAGGGGTATCCGGCGTGAAGGAGGTGC 

GCCTCTTCGTGGATCCCGAAAACGTCGGGCGCGTCATGAACGCGATGGCGGAC 

GTCGGCGTGACGGGTTTCTACGCGATCGAATATCGGGGTGTGGCTCCGGATCG 

TTGGGCCGGCTTCGAGATCCGTGAGGATCCCGAGAGCGCGATCAAAGCGCTCA 

ACGACCTGTCGGAGCGGGCGGTGATGATCGTGACGGTGGTCCCGGAGGAGTG 

CGTCGAGAAGTTGAAGGACGCTGCCGCGGAGCGCCTGGCGGGTGAGCGGTAC 
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ACGATAATAGTGACCGACGTGGAGGAGATCCACGTGGATTACGGGCGTTAGTG 

GAACGCACGCTTCACGGCGTCGACGACACGCTTCGCCTTCCAAATGACTCCTC 

TCGCCTTGACCACGCAGGTCCCCACGACCTCATCTTCCTCGGCCGCACACCTC 

ACCTCCACGAGGTCCTTGAAGGGTACGTTCCAGTGCTCTAGGGTTTCGGCGAG 

TGCACCGCGGACCGCGTGACAGATCGGTTCCTTGAACGGCATTCCCGCGCACT 

CCAGGCACTTCTCGACGATGAACCGGTCACCTTCGAGGGAGTACGAAGATCCG 

CTTATCTCTTCGACGTGCCCGATGAGCTCGTCCGGATCTTCGGGATCGAACGC 

GTTGATGAACGCGCGGGCGTACAACCGACCCGCACGGAAAAACATGGGTCGG 

GCCACGTCGCTGAGGGCGCACCGCAGGAGGCCCTCAGAGGCGATCTTGAATG 

CCGCAACCTCGACGGCGTCGCGACCGTCGGCGCTCATGACGATCTCGATGTCC 

TCCGCCGTCATCTCGTCGACCTCAGTATCGAAACCGCCGACTTCACCCCGCTCA 

CCCAGGATGAACTCGCATCGCCTATCCCCTGTCGCCTCGCACGCCACCTGTGC 

CACGGACACTACCTCACCCAACTCGTGTTCCGCCGCCCGCGAGATGAAGCCCC 

GTAGGAAGTTGCAGACAGCTCCCTCGGCGTTCACGTATCCGAGGCATTCCGGG 

CAGCTCTCGATGGCCACATAATTCCGGTCCAGGTCGTAATCCGCTCCGGTGAG 

CTCGCAGAAGGTGTGAAGGGCGTCCTCGAGTGTTTCGACACCGAAGAAGCCGG 

CGAGCATCCTACCCGCCCTGAACACGGAGGCGCAGCTTCGCTCGCCCCCGAG 

CGAGTAAAGAGCCATCATCACCATCTTGTTCGTCGCCAGGAGCTCCTCCGCGG 

TGAACACCGAGCCGGCCTCCTCCGCACGTTCCCGTAAACTCTCCGGACTGAAT 

CCGTCGTCTATCATGCGGCGGGCACCCCCGGTGCGCCGCGGCGCGATCCCTC 

TGAAACGGTGAAATTTCCACCGCGCCGGACCGACCGCGCGACAGCTGTAAACT 

TCCCGGAAAAGACTTACCTCTTCCGGGATGGGGAGGACCTTTGGGGCGGAGGC 

ACGCCGATGACGTGAGGCCGGCTTTGCCGACCTACCTCCGACCGATCACCACG 

GTCTTCTCCTCCGTGAACTCCCGGACCGCCTGCGGTACGCCCTCCCTGCCCAC 

GCCGCTCGCCTTCACCCCGCCGAACGGCATGTAGTCGGCCCGGTAGATGGTG 

GACTCGTTGACGATTACACCACCCGCCTCGAGCTTCCTCGTGGCCTTCACGGC 

CCTGTCCAAACGTTCCGTAAACACGGCGGCGTGCAGCCCGTAGTCGGTCGAGT 

TCGCGATCCGGATCGCCTCCTCGAAGTCCTTCGCCCGAATGACCGGGAGGACG 

GGTCCGAACGTCTCCTCCCGGGCCACGAGTGCGTCCTCCGGCACGTCGGCCA 

GCACCGTCGGCGGGAAGAGCCTACCCTCCGGCTCGCCGCCTGTCAGGATCTC 

CGCGCCCCGCTCCACGGCGTCCTCGACGTGTCGTCGGACCTTCTCCACCGCAC 

CGTCGTCGATGAGCGGTCCCACGTCCGTGTCCTCGTCGAGCGGGTCCCCCAC 

CTTCAGCGACTCCGCCACCTCGACGGCGGCCTCCAGGAACTCCTCGTACACGT 

CCTCCACCACTATCGCCCGCTCGACCGCGATGCAAACCTGACCCGCGTGGTAG 

CAGGCCCCGCGAACCGCCGCCTCGGCGGCCGCTTCCACGTCCGCGGTCTCGT 

CCACGATCACGGGGTCGTTACCGCCCAGCTCCAGCGTGATCCTGGGGATCGG 

GGAGATCTCACGCAGGTGCTCCCCGACTGATCGGCTCCCCGTGAACGAGAGC 

GCGTCGAAGTCCGCCCGGGCGAGCTCCTCCCCGAGCTCGGCTCCCGGGCCGA 

CCACGACCTGCAGCGCCAGTGGTTCCACGCCCGCATCGAGCAGGATCTCGGC 

CAGTCTGAGCGAAGAGAGCGGTGTCACCGTCGCGGGTTTGTGCACCACGGAAC 

ACCGTGCGGCGAGGGCCGGTCCGAGCTTGTGCGTCGGCAGCAGGAGCGGGA 

AGTTGTACGGGGTGATCGACAGGACCACACCGACTGGCTCACGGACCGTGAGA 

ATCAGCTCGGCCGTCCGACCGCGCTGCGCGTCACCCGGTAGCGTCTCACCGTA 

CAACCGCTCCGCCTCGGCCGCACTCAGTCGTAGGACCTCCCGCGTCCGGTAGA 

CCTCGTACCGCGCGTCTCGGATCGGCTTGCCACCCTCGAGCGCGATCAGCTCC 

GCCAGCTCGTCCTCGTGCTTCTTCAGAAGGTGTGCGGCCTCTGCCAACGCCTC 

GCGTACTTCGTACGTGGGCCGCTCTCTCCACCGCCGTTGGCCCTCTCGGGCGT 

CCTTCAGTAGCGCCTCGACGTCCACTTCCGGAGCGAGGACGCGGCCCACTTCC 

GAACCGTCGTACGGGTTCTCCACTACGATCTCTCGGTCGCCTTCGAGCCACTCT 

CCCCCGATCAGACACCCGTACTCCAACGAAGGCCCCGCCGCTCAGGCCGGCT 

CTACACCTTAGAAGCGGATCGGTCTCGATCGACGGCCCGACTCCGCCGCTAGG 

TCGAGCAGCTTCGGGAGTGTCTCCCAACCTAGGTCCAGAAACGTCGCTGCCGC 
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CCGTTGCAGTTCGACTCGCTCCCGTGCGTGGCGCGCGAACGCCACGGCGACG 
GGGAAATGGAGTCCGTCACGCGTCCGCTTCACCTGGAGTACCAGTCGGAATCG 
GGCTCGTGCGAGCCGATTGTAAACGCTTTCCACCCGGCCCAACACTTCGTATA 
GATCTCCCGTGGGACCGACCGCGACGAGGAAGTAGCCGTCCCGGAACGCCGC 
5 GAACCTCGGTGATCGGTCCGGCACGTCCCCGAACTTTGCCTCCACCCACCTCA 
GCGCCGCGTCCGTCCGCGAGAGCACGTCCACGGGACGACGCGGTTCCCGACC 
CTCCCACAGGAGCGAGCCTGCACAGAGGTCCGATTGTGCGCCGACACCTCCCA 
GCAGTGAGAGGAGCTCCAGCGCCCAACCCAGACACTCCGATGCGAACTCCACG 
GGATCGTCCGAGTAGCGGCTCAGGATCGACCAGGGTAATTCTCGACTCTCGAC 

1 0 TCTCACCTCCAACTCGAACACCGAGCCGGCCGGATACCTAGGGAGCTCGTCTC 
CGACCAGCCGGAACTCCACCGCCGGGAAGATCGTTTCACCGTTTACCGTTCCA 
CCGAACAGTGCGGTCTCTATCCGGCGTACCTCTCCTCGCTCCAAACACCGCCC 
CAGAAGCGCCCGGAGATGCCGACGCAGGTCTTCCCGGAGGTCGACCACGACC 
GACTCGCCAGTACGGGATGTGACGGGGCTGACGGCCCGTAGCCGGACGGTTT 

1 5 CCGTCCCTGACAACCCCCGTCACCCGATGTGACGTTCCTGAAAGTAAAGGTCC 
CGGGACGTGGAACTGGTCTCGACCGGGTAGTATGCCGAACGCTCCTTAGCTCT 
TACCCTCCGCGGGCTCATGAGAGGGCGTGGGGGGTAACGCCTCCGCTAACCT 
CTGTGACTCACGGTGGTCCTCGTAGGACTCCCTCGCCTTCTCAGCCCGTGAAC 
GTTTCCATGATGCCCTTTCGGTACCGAGTCACGAGCTCCAAGAGACCGACGTC 

20 GAACCTCCCGGCCAGCTTGCATTCCTCGGTCGGGAAGAAGATCCTGACCTTGC 
AGGTCACGTACCGCAGATTCCTGAACGTCCGTGCTTCGGGTTTCAGTCCAGCG 
CGCTCGATATCCTTGCTCGTGATGGCCAGCTCGTTCTCCTCGGCCACCTCGAC 
CAGCTTCATCGGTGTCCTGGCTCCGGCGAGTAGATGGTCGGGGACGCTCCTGA 
CGAGGTAGTACGCGAGCCCGTACGTGGCGATGGGCCCGACGAGAGTCGGCAC 

25 GTACATGATCCCGCCGATCCTGATCGCGTATCTGGCCCGTCCCGCGCTCTTCC 
TGAAGTGCCCCTGTAGGAGCTGCCGCCTCGCCCGTTCACCCGGTGTGGTGAGC 
CAATCGTCCGGTAGTTGCTCGACGAACTCCCTQA ACTCTCC CCTGGCTATCACC 
GGTTCCATTCCCCTGAACACACCGTGCTTGCACCATTTTTTCGCCCACGTCGTC 
GGTGGCTTGTTCTTCAAGTCCCTGAGCCGTACGACTTCTCCGAGCGCGTTCCTG 

30 AACGCTACTTCGGCTATGCCCCACTGGCGTCTGTCGCGGGCCTCGACTAGGAT 
CCTGAACGCCCAGCCGGCCAGCTCCGGCCGTTCCCCCGCCACCTTCTCCGCG 
AGTTCGGCAAGCTCCATCGTAGCTCCCTCGTGAACGATTGAGTGGATCCTCGGT 
GTACGGCCGCCCGGCGTCGATCGGAACCCTGATCACCCGAGTCGGCGAATACT 
GTTTCGGGGCGGGTGAGATGCTGCTGTTCTCAACCGCGATCCCGGCGGAAGTT 

35 AAGAGAGGACTCGGGGAGGCCGGGCTGCGATTCGGTACCGTCTTCGAGGTTG 
TCGGAGGTCTGGTCTTGCCGTACATCGCCGAGTTTAGCGAGGAATATCACGTG 
GTCGAAGGCTTGGCCCGGATCGATAAGGAGAAGGTGCGCAGTCAGGGGGCCG 
TGACCCCCGCGCTGGGAATCCCCCGAAAGAAGGTCCGAAATTACCCGCTGGAG 
CTCGCCCAGGTCACACTCAAGGTCAGGGATGTTCTGACCTACAAGGCGGCGGC 

40 CGCATACTTCGCGTGGATCGCGAGGGAGTTCGACGTCTCCGTGGCGTCGGCA 
GTCAGGGCGATCCTCGAGGATAGTGAGTTTCTCGAGGCCCTTGTCGAGATCCT 
ATGTCCGGTGAACCCGAAGGCGGCTGAGGTGCTCGCCGGGTTCCGGGGGAGG 
ATGTGGAGAGATGAGGCTAGGTGGTTGAAGTTCGAGGAGATGGCCCGGAAGG 
CGCTTGAGCTCGCGGAGGAGCTCGGAGATAACAGGCTCCGAACCGCGGCCGA 

45 ACTGATTCTGCGGGGCAAATCGAGCGGTCCTACGGTACCCGGCGCTCGTGGC 
GATCACGACGGCGTCTACGTCTACGACATCGGCAAGGTCCGCAATTTCCTCGT 
CGAACGGATGCTCAAGTACGGCGAAAGCTCGAGGAAGCAGCCTGACGAGGAG 
ATCATTGAGGCACTGGTGACGGAGTACGGAGTGGACTTCGAGGACGTACACTA 
CGCGATCGCCGTTCTCAGCGAAGGTAGGATCCCCGCAGGGCCGCTCCGTACC 

50 GACGCCAGGGTACTGCTGGACAACGTCGCCGGGTTTCCGGGGAAGGTGGAGC 
GTGACGTGCCGGCGCCTTGGATGAGGAAGTCGTACGGGGCCTGGTTCTCGGA 
CCTACGTCGCCTCGTACCCGTGACCGAGGAGAATTTCAACGATGTGATGCGGG 
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CTAAGGGGTACGGGATATCCCTCGAGGATGTCGAGGAGGACTCGGAGTGGTAC 
CTCGGGAAGACCGTGGGTAAGGTCCTACTCGGAGAGGATGCGAAAGTGCCACC 
GGAGGCCAGGGAGATCACACAGACCGAGAACGTCAAGTTCGTGAACGCGGCG 
CTGAGGCCTAGACACGCGTTGAGTCGAGAGGAGGTGGAAGAGATCCGGGAGG 
5 TGCTGGGGAGTGTGGAGACCGACGTTCCAGTACCGATAGAGGGTATCGTGGTG 
GAAAAGGCGTTGACGGAGTTCGGGAAGCTCCCCATGCCGGAAGATATCTCCGC 
TGCCATCTCCCGTGGGGATTAGAGACTCCGGTGACATCACACGAGGTCCCTCA 
AAACGTTTCGGATATTGTGACGATTCGAGCGTCGGAGGGTTCGGATGGTGAGG 
AACGTCGGGCTACGTACGATCTTATATCATGAGCGAGCTAGCGACAGAACGGG 

1 0 TGTGACGGGCCCTCCCTGGAGCAGCGATGTCTCCGACCGAAGGGATTACGTCG 
CTTCCACCAGAGTGGGGCAGGCAGCACCGGCAGCCCACGTTTCGATTTCTGCT 
TTTTCAGCCCCTGAAACTCCCGTTCGAGTGACTCGAGCCGACGTTCGAGATCCT 
GTTGTCTCCGCGAGAGGTCCTCGAGACCCTGTTCCAGCCGATTGATCTCCCGC 
TCGAGCGATTCGACCCGACTCTGCTGTACCATCGAACCCACCAGCTCGGCGTG 

1 5 CAGTGTCAGTATCTCCCGGTAGACAGTGCTGAGGGCTTTCCGCTCTTCGAGGA 
GGGACCAACGGGCCGAGCTCGGGTCCCAGTACTCCAGAACGTTCTCGAGAAGT 
GCTTCGTTCCAAACCCGCTCCACGGCACGGTACAGGTCCTTTCGGATGGAATC 
ATCGATGACACCGTTCACGGTGAGGTCCCAGAGGGCGGAGTCTAAGGCCCGC 
CACCGTGACATCGTGTCCAGCCACTCCCGCACGATCTTCGACTTGTCCGGGTA 

20 CAGGTCGATGAGCTCCCACCAATGGTGGTAATCGGCCGCGTGTAAGATGCTGG 
AGTAATCGGGCTCCGGTAGTGCGACGAGCCCCAGATTGGTTCCCCCTGAGGAT 
ATCATGTTAACTACCTCGCGAGGGTCGCTGAGTTCGAACGTTACCGTGACTCCC 
TGGTACTCGAAGTCGAAGGATCCATTCCCGACCTCCGAAAGGAAGTTCTCGAAC 
TCCTGCCGGACGTCGGCGTCCGCGAGTTCCCATGGATGGATGAGTACCCATGG 

25 GGCAAGGTGTACGTCGCCGGTGACGTTTATGACACCGCTATCTATGAGGTTTCT 
CACGGCGTTCTGGAGGAGCTCTCGAACCGTCGTCCCACGATCCTCGGCCGCTT 
GCACCAGGTCCGAGACGTAGCTCAAGGCGGGTATGTAGTACAGTCGGTCCCCA 
CGGACGTTGAAATACCCCACTAGCATATGTCTGGCTATGGGATCCAGTCGGTCC 
CATGTTGGATCGTAATCGGGATTGATCGCCGTGATGTCGGTGCCACAGACTATC 

30 ACCCGCACCCCGAGTTTATCGCAGGCGTACAGGGTGTTGGCGTCGAACACCCA 
CGAAGGGACGGATAGGACCTGGGCGACGTTGCTCCCCACTCGGTCCCTGAGG 
AATTGCAGGTTGAACTCGAGCTCCCAGTACTGAAGGCTGAGGGGAAGACCCCC 
TAAGGCGTGGGATGTCGAGTGTAGTCCGACCAGACTGATCGTGCCCCGCTCGG 
CGTACTCTCGGATCAAGTCCGTGATACCCGGCGCCGTCTCCTCACAGACGTTG 

35 TAGTGGAATACTGCGACTTTGATGCCACGCTCTTCGCACCATGAGAGGAACTCC 
TTCAGTGCGGCGACGTGGTCCTGGGACCACGCGTCACTATCGAGGTAGGGGA 
CTACGTGCACGTATACGGTCGCGGCGGAAGCCGAAGGTGGCAGCGGCAGGAT 
ACCAATCAACACCAACGAAAGTAGCACCGCCGGACCCCCGGT GCATA TCCCGG 
GCTTGGAGTTAGCATATGTGGTCTAAAGTTGGGTTCTATGTAGATTTTGTGGGG 

40 TTATAGGTTCTGTGATGTTTCCCCAAACCGCACAACTCACCGTTCGAGTTTAAAA 
AGTATGGAGGCGTTGGGGGATCGCGGCGGCCTCTTCACGCCCTACGTGACGG 
GAGGCCCGGACCACGCGAGGTTTCACCCACACCTGCGTACGCACGACACCAG 
CGCAGGCAGCAGGAAAGCCGGTCGAAACCTCCGATCCCAGTCGTGTGCGGCC 
CAGTCAGTGTACTCGTAGTAAGTCGTACCCTCGATCCAGCGTACGCTCACGATC 

45 GACTCGCGGGCGGTTTCGAAGGGGATTTCGAGGACGACGGGGCCCCTGTACC 
GGCGGATCCGGACGCACCCACCGAGGAGTACGTGCGCGCCCTCGGGTAGGG 
GGCCGCCCTCCAGGAAGGTCGAGCCCTCGGTTACCGGAATTCCCTCCGGATCG 
GGTACCAACAGGAGTACTTCCGCGGACTTCGGGCACTGAACGTGGAGGAGCCC 
TCCGCTCCACCGAACTCGAACATCGTCGAGCCGTCGGAGGGATCCGAAGCGG 

50 GTACTGGTTTCCTCCATCGTCTCCCGCCAACGATCACCCTCGCGGACGAACACT 
GCCCCCTCATCCAGTTCGGGCGTGGTGAGGACGACCCTCGTGACGTCCCACTG 
GGTGCCGACGACCGTGTGCACGTCTGGGGTGAGGTACATCGAGCCACCGTCG 
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ACGAGTCCTGCGACCGGAGAGAGTACGGTCAGGAGGAATGTGAGTAGTTCGTG 

CAATTCGACCCTTCCCTTCACCGGATTCCAGGAGTTGGTGGATCGGGATCGTAC 

CCACCGGGCTTTCTCACGCGCTCTCGACGGTTCACACGGGTTCCTGGCGGTCG 

AATTCGGAACGCGTTCGTCGACATCCATCGGCATCGGATCTCGGGAACGTCCC 

TCGAGACCGGTCGTAACGGCAGCTCGGAGATCGAGGATGACAACGGGTTCGAC 

CCTCGGGACGTGCGGGTTACCGTGGGTGTAACCGGTGGGATCTACGTCTGCGA 

TGCGAAGGACGGTCCGACAGTCCGCATGCCCTGTCCGAAAGGTTACGATCCTT 

GTAACATTTCCTGGAAAGAAGTCAGGGCGAGAGTCCTTTGCGGCATAGTAACAG 

GCCGGTCGTGGCCGCTAGCACCGCCAGGATCGGTAGCAGCGGTGGTGTTCCG 

GTGGAGTGCTCCCCGACGCACACGCCGGAGGTTCCCGTCCTTACCGGCCTTCC 

GGTAGCTCCGCCGACCGAACTCCCGGCCGATACACGCGTCGTTGGACCTCCCT 

TGACCGCGGCGAAGTGGGCCTCGATGGTCTCGGAGGGTGTCGACTCGGTGAT 

TGTCGTGATTGTCGGCGTCTCTTCACCGCCGGAGGGTGATTCGATGACCTCCT 

GTTGGGTTTCCCGTTGAGCCTCGGACGTTTCCTGCGGGGACCCAGGGTTCACC 

GACTGAACCGTCGATCCTGTGGGTCCGGGTGAGAAGGTCCCCTCCGCGTGCG 

AGGTCAGGTACTGGGTCGTCAGGTACGCGATCAGCGGCAGTGCCAGCACGGC 

CGTCGGTAGTAACTTCGGCAGTAGTTCGGTCAGCGACGATCCCGACTCAGTGG 

GCCACAGCGCATCCCAGATCTTGAGCTGAGCGTCCCATGAGAAGTACCTTGTC 

CACTCGACGTTGGAGTCCAGGATCCGTACCGCTCGGCGGACAGTGGTCGGCG 

TTATCCTGACGTACTTGACCCACTCCGGCTCGCACACTCCCGTCGCCAGGACCT 

GCTCGATCTTGTCCGGCTTCACCGCGATCGCGAGCTTGGACGATAGTCCCTCC 

CAGGTGGGCACCACGAGGGACTCCGGGCCGTTCCATCCCGGCACGGCCGATC 

CGGGACTCAGGCAGTATCCGATGGTGTCGACGGGTCGCGTGACCGTCAGCGT 

GTCGCCCTCTACTCGGACACCGTCCTTCGGGAGCGGTACCAGCAGTGGCTGCT 

CCTCGTAGGTCTCGCCGCTCGATTTCGCGTCCCCCTCGGTGATCATCACTACGT 

ACACGGCGTGCTCACCCACGACCACCGGATGTTCTTTCAGGTCCAGCGTCGCA 

CCTTCCTCTGCCACGACGTGGACCCTGAGGTTCTCGAGCATCTCCTCGGGAGT 

AGCGCCGTTGGTGGTCGCTTTGCCCGTGATGGCGCTTGCCGA GTTC GCGACCA 

TCGCAACTGCTACTATCGCCATCACGAGGACTCGCATTCCGGGTTTTCACCCCC 

TCCGTCGCCGTCCGGCTCGACGCCTCCATCGGGTCGAAAGAAGTCGGAGACGT 

GAAGGAGAAGCGTTAGCGGCGACGACGGCGTACGATCGGGATCACCGGTAAG 

ATCGGAGCGTGACCGGTACCCTCCCGTAAGTGCGGCTTCTCCGCGCCGCCCAA 

GATCACGAATTTCTTGGGAAACAGCCGCCCCCGCTCGTCCACGGTCAGGTACA 

CCTTCCTACCGTTCTGCAACGTGACCTCGAGGGTGGTCGGGGTCACACGGTTC 

ACGGACTTGACATTGAGGGGGAGCTTCACGGTACGGACGGTCCCGTCCTCGGT 

AGTCACTCGGAGGGTTCCGTCCTCGAACACGTCGATCAGGAACGACCTCCCGG 

CCGTGGTCAGTTCTACG GTGGCTATCCG GG CTTCCATTTCGGCCGACGTCGGT 

CGGCCCCGCTGTAGGGCGCTTTGTGTTTCCTCCAACCGTTCCCGTTCCTCGCTT 

CTCCCTCCGGTCCTTCCTCCGCTCCCCTTCTCCTCCACCACGTTCTCCTCAGCT 

CTCCCCTGGAGCTTCTCGGGCGGGAATACCCGGTCAGACGATGATGACTCGGT 

AGTGGGTTGGGTCGTCGGTCTACCCTCACGCTGCTCCTGGAGCCGGTTCGCCG 

ACCGGATCGTCTGACCCCGCTGCTCCTCGGTAGCGGATCGCGCGCCGGACTG 

GGTATGGAATTCGCCCTCGGTCCTACCCTCCGCGCTCGACTGCGGGGAGTGG 

GGTTGATACCGTGGGAGCTTGACGGTCACGTCCGTCCCGGCGGTCGCGCTGA 

ACGACGTGCCGGTGTCCGCATCCCGACAGTGTACGGTCACGAGAACCCTGTAC 

GTGCCCTCTCGGCCCACCTCGAACGTTACCGAGCCGCTCGGATCCGCGAGTGT 

TTTCCTGCCTACCACGTTACCACTCTCGTCGCAGAGGAAGATTTCCACACTGTC 

AACCTCGGCGCGGTCGACGTTCACGCGGTACTCGACACTCAGCGTCGCGCTTT 

CCGGCGTGGGTCGTGCGTCCACGTCCACCCTGACACTCGGTAAGACAACTGCT 

ACCGCATCGGTGGTTAGCTTCGACACAACGGATTCCGTCACCGAGTCTATTGAA 

CACTGTAGTGTCATGACGGCGTAGTACGAGCCACTTCTAGTTACCGTGAACGTT 

ACTGAACCCGTCTTAGGCGGATTATTGACGACTTTCCGATCCATGAGATTGCCG 
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TTCTCATCGTAGAGTGCTATCTCAAGTAGCTCCGGAGTGCAAGCTGTTGTATTTA 

TCTCGTAGTAGGCACTCAGTACCGCGTTCTTAGGCGTCTTCTTAACAAGAGATA 

ACGCACCGTTCACACTCGCCCGCGGTATCTGAACGGTCACGCCGGTTTCGGTA 

GTGGTGCTGAACTGTGTACCGGTGTCGGCGTCCCGGCAACGTGCGGTTATAAG 

GACCTTATACGTACCGTCTTTATCCACATCGAACGTTACCGAGCCGCTCAGGTC 

CGAGACTTCCTTCTTCCCTACCACATAGCCATCCTCGTCGTACAGGACCACCTC 

GACACCGTCCACCTCAGCGTGACTGGCGTCAACGTCGTAATCCACCCTCAACG 

TCGCGCCTTCCGGTCCGGGTTGCACGTCCGTGCTTGCCCGTATACGAACGCTC 

GGCAGTACGATCTCCATCACATCGGTGCTCAGCTCCGAGGCCACGGATTCGGT 

CGTCAGACCGCTCGAGCACTGCAGTACTAGGACGGCGCGGTACGAGCCACTTC 

CCGTCACCTTGAACCTCACCGAGCCGGTCTCGGGCGGATCCTCGATCGTCTCC 

TGGCTCACGATCTCACCACTCTGATCGTAGAGGGTGATCACGAGCCGTTCCGG 

AGTGCAGGCTACCGTGTGCGTCTCGTACCGGACCTCCAGTGTGGCGCCTTCCG 

GAGTCTTCTCGATTAGGGATAGCGTGCCGCTGACACTCGCTCGCGGTACCGGA 

TCGGAAGGCTCAGGTCGATCTGGAATTGGTCCCATAGTCGTCCCTGCACGTTTC 

CACTCAACACAACGTACACGGTGTCCGCTCGTCGGTCCTTCGGGAGGCTGATC 

GTGACACCGCTCGCGAGCTCGTCCAGCGTGAACGGGACCTCCGCGATCACATC 

CCCATTCTCGTCCTCGACGACGATCCTCCCGCCGGTGATATCGCTCAACCCGA 

CGGAGGTGAACTCACCTCTCACCACGAGATCCGTCGGGTCGGCGCGGTCCAG 

CGTCACTTTCCCACGTACGACCCCGGGGGATGGACACCACCAGTTCCGGTCCA 

GGAACACGGCGGCTATCCCACCGTCGGAGTACTGGAACACCAGGACCCTGTG 

GTTATCATCCGCCGAAGTCGTGAGGAGCGAAGCCGAACCGTCGAGGTAGTCGC 

GTAGCAGCTCCAGTTCGGCCTTCCAGACCTCCAGGTACTGGATGATCCCCTCG 

CTCTCGCACATGCAGCTCAGCTGAGCCTCGTTGACGGTCCTGAGCACGACGTC 

ACGGACCAGCGGGTCCAGCTCGGTTCTCTTCAGCCTTTGCAGCCGCGGAGCGA 

TCGACTTCAGTACGTCCATACCTTCCCGCCATAGTTTCACGATCTCCGGGTATTT 

TTTCTCCAACTCCTCCACCGTGCGCAGATCACTCGCGTGCACCATG CTAGT CCA 

GTCTAAGTCGCTGATCGTGACATCGGGATGCCCGTAGGCGTCCGGGTTTTCCG 

CGATTTCACGCACTAGCTCGAGGCACTCGGAAGGTCTTTCCAGCTCGAAATGCA 

CTGGGATTACGCCGTACAAGGTGAAGTCGAGGCTCCCGCTCTTAACCCATCTG 

ATGAACTCCTCGATCAGATCGAGGCCGGTCCTGCCCGTGCTTCCC ATCTC CTC 

GACCAGCTGCCACGGGTGGATCAGTACCCACAGTACGAGGTCCGCTTTTCCGT 

CGTTGTTCCCTTTGATCGCGCCCACGTTGAGCAACGTCTCAACGGCCCGTCGG 

AACGCCCCCTTAAGGCTCTCGAGGCCGTAGGGGCCTATGTCCTGCTCAACGTC 

GTCCACGAGCTCTCCGAAATCGATCACCGGGCAGACGTACACCACGTCTCCAT 

CGATGTCCAACTTCTTGACGATGAGCACGTCCGCGAGGTAGTCCATATCTTCGC 

CCTGCCACGAGACTACTTTCTCCGGGTTGAACTCCCAAGTCCGGTACCCGGAA 

ACGATCCACTTGATCCCGAGTTCGCGGCAGACGTGCACGAAGTTCTCGTCGAT 

GACCCACTCGATGGACGGTGAGACCACGTCCTTACGGAGGCCCGGCTCTAGGT 

TCTGTTCTTTGAAGAACTCCCACGAGTACTCGATCTGCAATCGCTCGATCTCTG 

GTGGGAGTCCGGCAATAGAGTGAGCGGTACCGTGGGATCCGACGAATTCGAC 

GGATTTGCCCAGGTGTTCCCGGATTACGGCCGTGATCCCGGGCGCTTCGAACT 

CACATTCCGGATAGTGAAACACCGCCACCTTCACGCCGTTCTCCTCACACCAAG 

TCAGGAAATCCTCGTAAGCCTTGACTTGATCCTCACTGTACGCGTCGCTATCGT 

TGTACACCGTAATATGAACTGTAATTGACTGAGGTAAGGTCATTGTTAACAAAGC 

TGCATGAGTTGGAGCTGCTAATGTTAACAGGAGAGCCACAAGAACGACAATGGA 

AGATCGCGTCATCGTCTCGGTTCCCCTAAGTTGGTGTTTGGTAACAATATCACG 

ATGTCGCGTTGTATGTCGTTGTCCATGACCTCAAATGCTCGTAGTTGGTAATAAA 

CTTTCCCCAAAGTACCCGCGCCACTGTGCTGGAAGTAGATCTGCAACGGTCGC 

GTGCCACGACGCGTACGACGGTCTCTCGGGGGCGTCGGTCTCGGTATCTTCAC 

ATCCTTCGTGCATCCACATCCCGACAGACGTGTAATTTAAGTGTTGGTAGAGCC 

TCGCAGTGTAGGAACGTGGTTTATGGGATGAGACTCTTCGAGGGGCCTCTGGA 
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GGGTCTCCGGATGATTTCCCCGTAAGTCGTAGCAAGTTCACGACCTGAGTCCG 

AAGAAGGCACTCAGGGAGTAGGTGAGGAGATCGACGAGCAGACCGGCGGTCG 

TCGTCCACTTGTATGGGCTCCCGTTCACCAGCGCGTGGTAAAGGACGGCCGGG 

ATCGTCGGGGCGGACGCGGTCACGGTGTGGAACGTGAGGCGCCACATGAGGT 

CGTGGAGGGCCTCCGGCCGGAGTTCATCCCAACCGATGGCCTCGATCAGTCC 

GTACAGGGCGCCCGCCATCCACGGGGGTAGTCCGGCCATCTCCGCGGTCAGA 

CGCTTGGTGGCCTCCCTCGAGGACTGGAGCTTGGACGACGTCTCTCACGGCTT 

CTTCGAATCCTGACGGTAGGAACGCGCGGAGTCGGGAGAGCGAGAGGACCAC 

GCTCCGGAGTGCGTCCACGACGTCGTAAGCGAGTACCGTCAGCCCGTACAGGA 

ACAGCCCGTAGATGACTCGAAACAGGCACCCGGGAAGTGTCTTGGCGGCCCC 

GCATCTCGGCAGATATCGGGACCCACGAGCCATACTAACCCTAACGAGGTTCC 

TGCGATCGTTCCGGCCGCGAGAAGGTAACCTCCCAACAACAGTTCCGGATGCA 

AGACGACTCGCATGGGTACCGCCGCGACGATCCCGGAGCGCTCGAGGATATG 

GCGTACGGCCGGATCCGAGGCGCGCTTCACGAGGTTCCAGTAATCCCAAGACG 

TCGCCCAATAGTCACCCGACAGTACCTTACCGACGAGTTTCAGGGAGGTGATCA 

CCGCCGGGTCGGCACCCAGTTCCTCGAGGAGCGGCGGTAGCCGTGGGAGGG 

AATCACCCACGATCGTGAATGTGAGTTCGCCGCTGTTCAGATCGTACGCGCAGA 

CGATTCCGTGATCGTCATCCGTCGGTGACCCGCCTACGGGTCCGGCCAGTCGG 

CAGGTGCCCGCTCGCAGATCGCAAAGCAGGAGATAACGCTCGACGGGAGCCC 

GGCTCTTCCCCTGGGAGACCTCGACCGTCCGCGCCTCGGTGACCTCCAGCGT 

GAGCCCGAGTACACCGTCACGGAGTTCCGCGCTCGTGCATCGGACGCTGTAAG 

CCGCCCGGATGAACGGTGCGAGGACGCGGTCCACGGGTAACGTTCGGGGTTC 

GTACACGGTGATCTCGGAGTACCCGACGTCGAACTCGACCCCGTTACGAAGGA 

CCCTCATCGCGTACCGTTCCACGATCGGGGCGTCTCCCATGGTCAGTCGGAAG 

CTCCCTAGTAGGTAGATCCGACCGCGGTACGTCACCGCGATAGGGAAACCCAC 

GTAGTGCCGGTTCCCGACTCGGTACGCGGCCATATCCGGGCTGCCGAGCTCCA 

GCAGGCACGAGTCGGCGGGAACCTCCACCGTGGATCCGTCCGGCAGGGAAAC 

CGCGATCCGCCCGCCCGTCACCGAGACGACGACGTGTTCACGGTACTCGATCA 

GGACTGCCCGGTGGGTACACGAACACACCGCTCACAGATGCCACCTCACCCGG 

GGCGAACGCCGCGTTCAGTTCTCGGACCGCTCCCTCCGTGGCCCGTAGGTCGT 

GAACCCGGCTTATCAGCTTCCCAACGAGCTCAGGTTCCTCCGAGAATTCCACGA 

TCGCCCCGCTCGCCGGTCCGATCATGATCAAGAGCGCGAGGACGATGGGGAT 

CGGCGGCACATCGTCAGCCCCTCGGTGGTCACCAGCGTGCGACGATAAGGGT 

GTTGACAGACGGGTTCCTGTGAGTTAACCGCGTGGATGGTGGTACGGCCTCGG 

CCCGGGTCTGCGACGGGTAAGGCTCTCCGGCGCGTCTTCCTGCTCGTATAATA 

TCATAATATGAATACAGAGAGCATAGAAAATGAGGGTATGAAGTCGGAGCCGGC 

CCGAGACTCAGGGTTTGAGCGACGAGATCCTGATCTCATCCCCTCCCGGTATCT 

GCATAGCAGTCTCGAGATACCAATCCACGAGCTCGGCCGCAATGTCCACGTCTT 

CGGGCTCGACATCGTCGGAGAGACGCATGCGAGCGTGAGCCTTCGCGAGTCTT 

TCTACGGACTCGAGCTGTCTCCTAGTCACGGGGAGCGTCGGGAGACCCATCCC 

GAGGCGCTCCTCGACTTCCTCGCGTCGGGTCTCGTACCAGTGCTCTAAGCGCT 

TCCTCGCTTCCTCTGTGAGCTCGGGCTTCGGATGCTCGCGGATCGCGTAGAGG 

AGATACCTCCGGAGCAGCGTGTAGCTCGGTACTTCGGTGTCTTGCTCCTCCGG 

CTCCCCGGGTCGTGGATCGACCCCGAGGAAGGCGATGAGGTCGAAGTGGGAG 

AGGAAGTCCTGGTCCAGGTCGATCCGGGCGATCGGAGGATCACTCGGCCACT 

GCTCACCAGGGTTGATGGCGGCTAGGACGGCGCATCGGGCGTTCAGCGCGAT 

CCCGTCGACGGTTACCGTACCCTTGTCCATGGCCTCCATGAGGGCCCACCGAT 

GGGGCTCCGGGGCCCCTTCGAGGTGGTCCACCGCTAGGATACCGCCGTCCGC 

GAGCACGGCCGCACCGGCTCTAAGGGCCCAACCCCTGTCCTCCTTCAGGACC 

GCGGTCAGGTCCGTGAGCTCCGTGCGTCGGAGGTCTACGTACACACCCCGGG 

GTGCGAGGTGATCCAGAACGTGGTGTAGGATCTCGGAGCACACGACCGGGTAA 

CCCGCGAGCAGTACGTGCAGACGCTCGCTGTTCTTTCCGACGCATGAGAAGAG 
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CTGGAGGGCGAGCATCTTACCGACTTCCTCGGCCCCTGGAAGCGGGGCGATC 

GCACGGGCGAACGTCGTTAGCGGGTCTTTATCCGCGAGCTCGCGGAACTCCTC 

CAGCTCCGCGGGGTCGGGGTGTACCTCCGGGATGGGGTCCTTCTTGTGAACTT 

CCAGCGCGTCCAACGTCGCCGATCGAACTATCCCGAGGATCTCGACCCGGAGT 

CCGGGTCCGAGGCGGTGGCCGTGGAGCCGCACGGCCACCAGCTCCGAGCCC 

GTGTCGACGATCGCATGTTCCAACCTCTCGGCACCTCGGACCTCGCGGACTAC 

CCCCTCGATCGAGATGAGGGCTCCGTCCATGGGCCGTATTCTCTCTACCCTCC 

GGAACCGATGGGGGAGACCTCGGAACCTCACGCGTGGTTCGACATCCGGGGC 

CACCGTTCTGACGAGCTCGCGGAGCGCCGGTTCGACCAGCCTGGCATGGGTC 

GCAATCCAGGATGCTAGATCGGAGTCCAGCTCGCGGAGGTCTAACACTACCGG 

CTTACCGGAGGTGACGCGCCTCAGCGAGCGCTGGAACGACTCGGTTCGAACTA 

TTTCGATTAGAACCCGGGTAGGGAGGCCGAACCTACTCGCGACTTCCCCAATC 

CTAGCGTCCGGATCATAGGTCGTGGCTCGGGGTGTGGTGCCCAATCGGAACAC 

ACCCTCAGAACGTCCTCGGGATTGCGCCCACGTATCCGACACACGTTAGCCGT 

ATACGCTTTCCGATCCCCGGTATTCCCATTCTCACAGCTAACAGCACGTTCAGT 

GTAACTCACCGGAATCACCTGTGATCCGGTTCCATCGTGGGCCGTTATGAGTTT 

CTCGTCCGTTAACATCCGCCGGTGTCCATCGTACGTTGTCGAACGATTTCGGAC 

CGTCACATTGTTTTCATTCGGTGAGCTCAGACATCGTTCCGGACGCGAACCTTG 

AAGGGCTCCGAAACTCAGGCTTTGACCTCACGGGCGGTGGTCGGCCCCCGGT 

CGGTTCGACCCGTTCACCGCTAACGTGACGTTCCCGTACTCCTGTGACCACTGT 

TCGGGATGAGGGGTGAAACCACACACGGGCCCGAGACAGTCAGATGATGAGTC 

CACGCTACTACAGGGTCGCTACCGGGAGAACACGTCGGTCAACGGTAGCGTCG 

GTGGGCGTCGTGCCCTGGGTTGATGGCCGCCGTTACGCGCGGTTCCGGCACG 

CTTCACGGATCGTTCCGGACGACTCCGACGGGACACGTCGGCTCCAGGGTGTT 

CACTGAGGGACGTTCGGATGGTTTCTGGGGGGAAATCAACCCTGAACATGACA 

CGGAAACGGCCCGATCAGTGCCTTTACTGTTTAGAAATTCGGAGATGGTGTGCC 

CAAGGCTCCACGGTGGATTCTACCCGCTGTAAATCCGAGTAACAACTTCTCCAC 

ACTCTCCACACGGGACGTCGCTAGGGCCGGACGGGTGCGTCAGCATGGGGCT 

AGGCTCGTCATCGGTCCGCGCCCACCGCTGTCATCACCCGTCGTATTCCCTGA 

AGTAAGACATGAGGTAGATCGCCCTTAAAAAGGGAGTCGGGATGTGCTATATTT 

CCGGAGCGTCCACACCGCCCGTGCGATCGTGCGTATGTGAAGCGCC GGTTC AT 

CGGCGGTACGGCGGTCGATAATGACGACGCGCGGTGAACCCCCGGG CA 

TTAAGTTAACACCCGGGCTCCGTACGCCGCCCGGGAGGAGCGCGTTCCGGTAC 

GGTACGGCGGTGGTCTCTACGGAGAATCGGTAAGGCGATGGTGGCCGCGTGT 

TGCTCCGTGGGGGATGGCGGTTCTTGAGGTTGAACGCGTTCGTAGTGTACGCA 

CGTCCGAAGGGACCTTCACTCACCGTGGACTCCGGCGTGCTGGAGAGACTAGG 

GGCGGGATGTCGAGAAGTCGAGGTCGGCAGTCGTCTGGATCTACCGCTGAAAC 

TCGTCGAGGACGGACTCGTGGAACCCGGACGGGTTACCATCTACGTACCGACC 

ACTTGGGGATCGAGAGCCCCCGCTCGGGCTCTGAGTGTGGTGAAACGTATGGA 

GACTGTCGGGTACGAGGTGCACGTGCTGGTGGGCACCGAAGGGGGCTCGGGA 

AGGCTTCCCGAAGGATTCCCGGGGGAAGTT CGGG TCGAGAACGTTAAGCGAGA 

TCTTTCGGGTATTCTGAAGCTCTCTGACGATATTTTCGGACTCTTCTGGTCGGAA 

GGTTCGCTCCTCCTGGATCTCGGGTGGGCTCGCGATCCGGGGCCACGATCCG 

ACCTCGCGATACTCACCGTTTCCACGCTGGTGGCGCTGAAGGTCGTCGAAAAC 

ACCTCCGGGGAGAGGCCGCTCGAGCGAACGGTGATGATGATGGAGGTCGATC 

GTAGGCTGGTGGACGCCTCGGAGCTCTTACACGCGCTCATGGTGGCGCTGGAC 

CTCGCGTACTTCCCGATCGCTCCGGATCTGGGTCGCACGGTTCGAGAAGGTAT 

CGAGGAGCTCCTGGAAGGACTCGAAGGATCGGAACGTGAGGAGCTGAGGAAA 

GCCGCGGACGCCTTCGAGAGGCTCTCCGGGAGCGTTCTCGATGCGTTCGAGC 

TCGGAAGGGTCGAGATACCGGATCGTCCGGGCATCCTCCGGGAGTTGCTGGA 

GTACCGGCTGCGGGGTCTCTCCCCGGCGATGATCGATGGAGAGTTCCCCAGG 

AGGGCTAAGAGGATGTTGAAGAAGGTCAGGAGAAGGCTCAAGCGGGGGGACG 
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GGCGCCCGGACGACACCTCCTCCGAGCGTCCGAAGCGCCCGAAGATCTGACG 
GGGATCCGCGATCGACCGTCCGAGGTACGTCGTCGTTCTCGGCCCGGCGGTC 
ACCGGGGATCACGCCGCTCTTCCGGCGAGTCACGGGCCATGCTAGTTCTTCCC 
GCGTGGGACGATATGTTAAGCCATCGTATCGGGAACAAACTCTTTAGGGAAAGT 
5 TAATCTCGGCAGCGGATCGCCGGTCACTATCGAAGGGTACCGTCACCGACCGC 
CGGGGGTGGCGCGGGTGAAGGTCACCGTGTACGGGTGCGGGGACGAGAACAT 
GATGGTGAAGCTGATCGAACCACTTGGAGGTGCACTACGAACTACCCCTGGGT 
GGGGCACACCTGGCGTATCGGGCGGCGGAGGCCGGACATGACGTAGTCCTGT 
GCGACCCCTCGTTCGACATCTCCGAGGAGTCGATGGAGCGGTTGGAGTCGGC 

1 0 CGGTGTGGAACTCGTGACGGACGATACCGCAGGTGTGGAGCACGGTGAGATC 
CAGATACTGTTCACGCCGTTCGGTCATACGGTGAAGATCGCCCGAGAGTTGCT 
CGACGACGTCCGTGAGGGGGCCGTTCTCTGCACGACGTGCACGTGCCCACCG 
ATCGCCCTGTACCACGGCCTGGAGGGGGAGCTTCGCACGAAAAGGGAGGACG 
TCGGTGTCTCCTCCTTCCACCCGGCCGGGATCCCGGGGGCGGAGACACAGGA 

1 5 CCTGATCCTGGTGGCGGACGCGCGGTCCGAGGAGTCGGGGATCGAGCTGGCG 
TCGGAGGAACAGGTCGAGCGGTGCGTAAACCTCGCGGAGGACATGGGGTACG 
ACGTTTACGTCCTGGATCCCGAGCTTATCTCATCCATCGGTGACATGTCCGTCG 
TCCTTACCGTGCGTATAGTCCAGGCGATCTGTAACTACTTCTCGGTAGCGAGGA 
TCTGCGGTGCACCCATCGAGATGATCGAGGAACAGGTGGAAGAGGTGCTGTCG 

20 ACCATGGCGTACCTAGTCGGGAGGTACGGGCTGGACGCGTTCGATCGGATGG 
ATGGGAAGCTGCTGCTGAGGTCGCTGCGGAACATGGCGCTCACGGAGGACGT 
CGAGCGGGTCGTGGACTTCTTCGAGCGGTGCTACGTGGACTTGCTGAGCGGTG 
ACCGGGAGAGCATGCGAGAACTGAGCTCCATGATGGTGCCTCCGGACAAGCTG 
GTGGACCGCGTCCGGGAGATCGTGGGAGAGGCGCCGGTCCAGTACGCCCGG 

25 CGGAGGTTCTTCGAGGAGCGGCGATGGGGCTCGTGAACCGCCCTTTCCTCGG 

gtcgccatccacgatccggtgccggtcgccctttcgggg gatc cgaacggtg 
agggaaaaacggtcgtgggttaggaaacgcatcaatatggttttaatcatcccg 
aatggtgtttcctttctttaatcctagtatcttcatcgcggtctccggacggtcc 
gtaggtcgtgggttggacccgacgagaccgccgcacgAtccgactacgcgca 
30 tctcgggccccgaccccacctccatcgaagccggagcggagtaggaaggggg 

TCCGCCCGGGCGTCGAGGGCGGACTAAGGCCCCTGAACCCGCCGCAGCGCTT 
CTTCCTCCAACCGTCGGATGTTGCGCTCAGCCCTCCGTACGCCCAGATAATGG 
CAGTAGACTCCGGCTCCCCAACCGAGCACCGGCCAGATCACCCAGATGACCCG 
CGGTGTCAGGGTCAGGTTCATCACCACCATGGCCACGCAGCCGATCAAGTAGA 

35 TAGTCAAGTGCGCGCGGAACCCTTTGAGTGCCTCTTCGTAGTACAGCTCACGG 
AACGTCTCGCGGTACTCGTCGAGCTCGGATGTTTCGGAGGACACCGTAGCCCC 
CCGAAACCGCCGCGTCGATCCTGATAAGGCCCCCGGCTCTGGGCCGACCGAA 
CACGACTTACGGTACTCAAAAGCCTCTCCTTTTCAAGCCGGAGGACGGTGCGG 
AGGGACACCCACCGAGCGGGTCGAAGACGTGTGGAGTCCGGGCCGATCCCGA 

40 GGACGTGATCCGAACCGGTCGTCCCGGACCCTCGTCCTTCATGTTATCTCCGT 
CAAGTTACGTTACGGACCGCCCGGAACTCGGGATTGGCACCCCCGACGGCCC 
GCCGGGATCGACCGGGCGCGTCCCCGTAACTTTTTCGTGCTCTAAAGTCGTGG 
TCGGCCGTACCGGTTACTACGGGGGTTACGGCACCGAGTTGAGGATGATCGCG 
ATCTACGACTTAGGGTGGTTCTCCCGGGCCCTGCTCGCGGATGCGACGGTCGC 

45 GGTGATCGGCCTGACGATCGTCGCGACACTCATCGCTTACCTCGGGCTAGGTG 
GACCGCTCCGACCGTCGCTCGCCGTCGGGGCGGCCGCCGGGGCCCTTGGGC 
TCGTGATCTACTGGTACGGCACGCTCCTGGCCTCTTCATGCCGGATACGCGGC 
GTCGGCCGCACGGACTGGGGCGTGGTCGTGGGAGTGAAGTGCCGGACATCGT 
CCGTGGCCGTGGTCGGGATCTTGGGAGAGGGTGAAATCGGTGTCGAGAGGGG 

50 CCGGATCGTGAAGCGTGAGACCCAGTACGGTCTCTGCCTGTACAAGCTCGTGT 
TGCCCCGCGGTGAGGGCCTCCTCTGGGTGTACGGTCAACCCGAGGGGCTGGT 
GGTGGCCACCGTCGGGAACGGGGTCGCGGTGTTCTCCGACGACCTTCCCCGG 
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GTCCTCTACTTGGGTGTGATCGCCACCGGTAGCCTGCTGGAGTGGTTCCTGGA 

CGTCGTCATGCCGTTCTCGACCCTGGCCGACCTCGCGATGGAACCGGCCTGGA 

GGATCGTGAGGGAGTCGAGCTCGATCAGCTGCGCCCCGTCGTGGGACAGGCT 

CGCGCGGGAGGTCGCGGTGGATCCGGGGATGACGGCCCGCGCCCTCGAGGG 

TAGGGTCGCACTGGTCCACCGCGACGTCGCGCTGTTCTTCCTCTCGGTGCTCA 

TCGTCGTACTGGGAGTACCCGTGGCGCTGTCGGTGTTGTCGGGATACGGCCCG 

GTCCTATACGAGCTGATCGAGCCGTTGGTGGCCGTCCTGCAAGGCGTCTGCGG 

GGGAACGTTCCCCGTCCTGATCTGCACGCTCCTCGCCGCGCTGCTCGTGGGTT 

ACGCGGTCCTCCTACTGACGTCCCCGCTGCTCCTGACGTACGTCGGGTTCGTG 

ACCCGGCTGACCGCGGACCGTCACGCGTGATCTTCAGGCCACCAGGAGCTTCA 

GCAGCCTCCCCATGGTACTGCCGGGCCTCTTGAGGAGCGCCGTCGGGGGGAC 

GGCGGCCTTCCCCAGTCGATCGTGGTCGGGCGAGGTGATGTACACCTCCTCCA 

CGTCGGTGCGTGAGAACAACTCTGTCAGCCTGTTCCGCTCGCGCTCCGGGTCT 

ATCCCGTACTCGAACACGTACACCCAGTCCCCGAGCCTCTCCAGCGCTCTCAG 

CTTCGCCTCGAAGACGTTCCCGGGCGTGGGCCTCCCCTCCTCGTCCGCGACCA 

CGTTCTCGACGACCACCCCGAACCCGTAGCGGTCCTTGAGCTCGGCGAGCCTC 

CGGTCGAAGACGGCGTCCCGGCGTTCACGTAGACTCTCAGGCCGAGGTCTCG 

CGCCGTCCGGAGGAGCTCCTCCAGCGCCCGGTAGGACCGACCCTTCAGCTCG 

TCGACGTCCCCGCCGGTTTCACGGTGGAACCACTCGACGTACCAGTCCCGCGA 

CCAGGGATCCACGACGTCGATGAACACGCCCTCGTAGCCGAGGTCCCGTAACT 

CCTTGAGCTTAGCGCGGAGGGCGTCGAGCCAGGCGCGCTCCCAGAACCGGAC 

GGCGTGGTCACCTGGCCACTCCGGATCGGGGCGTCCCAGGAGCCTTTTGCTC 

CGCGTCAGACGGTACAGGTCCCTCTGGTGCTCGCCGACCGTGGCGAGCGATA 

GGTACGCGACGGGCTTTACGCCGTGCTCACGCAGGGTCCGGAGCTCGTCCTC 

GGTCCAGGGCCGGTCACCGGGACCGCAGTAGGGATCGACGACGAGCGTGCGC 

GGACGCTTCTCGAGGATCACCCGAAGGTTGACGTCCTGCCAGTACGTCGCGAG 

CGGCACGCCGTGATCGATCACTGTAAAGGCCAAGAAGATCGTCAGGAGCGGCT 

TCAGCGAGGTGCATTCCCCCGGCGGTTCCGTGTGGACGGGTTCGAAGCTGTGT 

GCGGGTCCGACG GACAC CCGTTAGTACCCGGTCACACGGCATGCCCTCGGGC 

GGACGCCGCCACGTTTTCATCCACATTAACTTAACCCCGGCCCGGGAATCCGG 

TGGGCGCGGGAGGGGCCGATACGAAGAGCCTCCGATCACGGAGGAGGAGTTG 

AAGGACGTTGAGGAGTAGTTGGAATGGGCCCGCAGGCTGGTCCGAGTCGTTGA 

ACTGGTAGTGGAGCGGGAGGGCTAGCTCAGCTCTTCGACGACCTTGAGCACCT 

TCTCCGCGTCCCTGACGTTGCTCTCGGCGATCCCGCGGTGGGCCTCGATCTCC 

CCGAGGCGGACGTCCTCCCGGCGTGCGACGCGAAGTATGCACTCCCTGAGCT 

CCTCGGGTACGTCCGACGCCTTCTCTATCCCCTTCAGGATCTTCACGACGTCCG 

CGTGCGGTCCACCCGTTAGCCTGCCCTTGAGGTAAGCCAGGTAGATCAAGGCC 

TGGCGGACGGATTCGGCCGATAGGAGCAGCTTGAGCCGCGCGCCGTCCAGCC 

TATCGGCCAGATCCAAGGCCTCCTTGGCCAGTCTCAGGACCCGAATGGCGCGG 

GTCATCGAGACTCCCGTGAACCTCGTTAACCTCGACGTTACCGTCCTTGACGAT 

CGCGTACACGTCCATACACGGTCTGCGTAGGGACTCGAACTCGGGGTCGCCG 

GGGAGACGTTCACCGGGTCCTCCCAGGAGAGGCCGCCCCTCTCCAGGGTCTC 

CTCGACGAGTTCCTCCACCCTGCGGCTCGGTACCTCGTCGCTCACTACGACGG 

CAGGCCCAGCGCCGGCAAAGCTATCTTACCGATGCAGAGGTTGATGGTTTCGC 

TGAATCACTTTCAAAATCTGGACGGAAGGAAGTAATGCCCGAACGGATCGACTC 

GCTCCCACTAGGAAGCCTCCTTCCAGTCGTTATCCCATATCCCAGTCCTCAGAC 

TCTCCTCCAACCTTGCCGCACGGATCCGTCCAGCTAGGTCGCATTCCACGAAAT 

CTTCAGCCCACTCCAACATTTCCTGGATCTGGCTAATGATTCGATCAAGTTGCAC 

CCGCTG CAG CCCGTACCG GTTGACGTCAACCAGGAACGCCATCCGTATCTCGT 

CATCCCCGTCGCGCACGTAGTTGGCCGTTTGGACCCTGCGCTTGTCCACTATCT 

CATGCCGTCTTGAGAGTATGCACACCAGGTGCTCGCCCACCTTATCCGCTGGTA 

CTCCAGCAAAGTCGCCGATAATCACTGGGTGGCGCTTCAGCCGGCCCATGAAC 
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GACTGTAGCTGCTTCTTAGCGTTAAACAGCAGCCTCCTCACTGGTTCCACCTCC 

GACCTGTAGTCCGGCAGCACCGTGACGTGCAGCGCGTACGGAACTTCCTCACC 

CAGCCGAATCGCCGTGGCCGCACCGATCGCTCCACCCAGTCCCCAGACCAGC 

ACCGGCACCCGATCGGCTCGGTACTCCAGCTTCACCACTTCGACAAACTTCTCA 

GACAGCTGCTTCAGCGCCTCGCTTTTCTCTGCATCCTTCATCGCCGTCTCGTAG 

TCACGGTGGGCACCGCTAGGACTTCCGTAGGCCACCTCGACTCGGCTGGTTTG 

AAGGCCCAGCTTCTTTGCTAGCTCCTCACCGCTCTGGATGCCGTCGGGCGTGT 

CGACCAACACTACGCTGGAAGCTTCAAACGCTGAAGCCACGTACGGGGCCACC 

CGACACCCGAACGTCCCAGCACCGACCACGATCAACCTTCGCCGCTCCCCAGA 

TAACTCCCCAAGGTGGAGAACGCGCGTCGTTACTCGCCGTCGTCAACGTGTAC 

GATTAAGCGTGAATAAACTTTGGTCAGTTTACTAGCGCCGGCATACCAGCTCTG 

GTTAATGTAGGTAACGTACTTAGGGTTGACATCGACGAGTTCCGAACCCATCCA 

ACACAGTATATGCTGTCAGTATGAGTTCGCTCTAACCTCAAATGATCGTATTGCC 

ATCGTTCGACAATAGCACTGAACTGTATATGAATAGTACTACATCGATGTAGGTG 

TTAATCAACATTGTTCATCGGAGTACTCCTCGCACCGACCGTGAACTTGCTTCTG 

CTCATAAGTTTGGTTAAGCTACTTCATGTCAAGTGCTCGCTTCAAGGAGCGGAG 

CTGATCGCCCGGATAGCTCCGATGATGACGCTGGGGGTAGTCCCCGCGGTCAC 

CGTCGAGGCGCGTAGTCTGCTCACCAGGATACCACCGACGGCGACCGTAGAAA 

GGATCCTGACCGTCCTCAACGTGCCAGCTGTGTTCGTGTACGCCTTCTCCTTCT 

TCATCCTTGTCCACTGCTACCTATCGTGAAACCGCGCTGCGGCGGTCCTTGACC 

GGTTCGATCGGTCGGGCCGTGGGATACTACCCTGTTCCGGTACGGTCCCCTCA 

CAGCGTTCGGCGTGCCGAGGGTACGAGGACCGTGCGGGATCATCGAGGGCGT 

CGGAGCAGCGGGAGGACGCTCGCCAGTGGGATCGCACCGGAGATGTAGAACA 

CGGCGCTGAGCGAGACGTCCGCCAGCAGCCCGGGCAGGGACCCGGTGAGCC 

TCCCGAGGGACATGATCGAGCCCCACCATCCCATCCCGAGGCCGCGTCTCTCC 

CCGGAGACCTCCGCCACCAGCTTGAGCGATGACGGTTGGGCCAGCGAGTACC 

CGACCCCTCCCACGCACAGCAGGACCACGGCGACGGGTACGCTCTCCACGAA 

GGGCAGCACCAGCACGCCCAGGGCGGCGAGCACGCACCCCAGCGCGGCCAG 

GACGGTCGGGCTGTACCGGTCGGCCAGCCACCCGCACGGCGCCTGCAGGGTC 

ACCGCCACGGCGTTGCGGATCGCGAGTACCAGTCCGATCTGTGCCGGGTCCG 

CGCCGAGCTTCTTCAGCAGCAGCGGGACGAACGACTCGATCGTTGGTTGCACG 

GCCGCGGTGGCGAACGCGGGGAGCGAGGCCCGGAAGAGCTCCCGGTCGACC 

TCTAGCGATCTCTTCAACACCTCGAGGGGTGAGACCTTCTCCCGGGACGTCCG 

GACGTCCGGGAGCGATCCCGCCAGCGGTACGGCGAGCAGTGCCGGTAACGCG 

AGGACGGCGAAGGCCCAGGGTCCGACGCTCCGGTAGAGGTAGCCCCCCAGGG 

GCGGAGCCAGGACCATCGGAAGCTGGGTGACCGCGTTGAAGACGCCCAGGGA 

GCGACCGCTGTCCGCGACGGTGGACAGGAGCGGCGGCCAGAGCGCGCCCAT 

ACCGAGACCCAGGGAAACTCGGCTGGCCAGCAGCGTCCCGGGGTGCGGGACG 

AGAACCAGCAGGTCGGACAGCGCGTACCCTAGGGCCCCGAGCGGCGCGAGCC 

TCCTGGGACCGTACGCGTCCGTCAGGGCCCCTCCGACGGGCCTGGCTAGGAG 

CTGCGTCACGTTGTGTACGAGGTTCATGACGCCGACGAACGAGCGGGGGTAGC 

CCGCGTCCACCACGTAGAGCGGGAGGATCGGCAGGACTGATGTCAGGGACAC 

CGCGCACGCGATGCCCACGACGTGTGCGATCAACGGCCTCACCCGTGTTACGC 

GGTGGATCCCGGACGCCGCGGATGGTCTCCGGTCGTGCGGGACTCCCGGTTG 

AATATTTTTGTTGAATACTTTTAATTCAGTTCACACGATGGTCACCGGACGAGGG 

ATGATCGCGGTCGGACGGTAGACGGTTCGGGGACACCGATCACCCGGAGCTC 

CGGGTGGTCGAGGTGATCACCGTAGAGGCCGCTCACGGCTGCGGTCATCGGA 

CGGTGTACCACCGGTGTGCGGATGGTTCAACGGGGACCCTTCGAGGGTCACC 

GGTGGCCTCGTCGTGGCCCTCAGACGCCGCCCGTGGGCCGGTCCGTCGGCGA 

TGGAATCGAAACTGTAATGCCTCCATTTCTCGGCAGAAAACACGGGAGCGGGTT 

TTCGGTAAGTAAATATCGATCCCTGGCCTTCTAGACCTTGATAATGTCAGAAACT 

TTTAAGTATCATGAACTCGCTACACACCTGTGGCAACCTCGGGAGCTAGGTGAG 
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GCCGACTCACTCGCCCGTGGCATAATCGTTATAATTATCGTAACGTTTCTGCCA 
GGACTCGGTGGAAGCGACGGCCGATGGGGTCCGCGGGGTCGGCAATGGACG 
GTCCGATCATCGGGATCTCACCGCTCACCCGTCTCCTCATCCCGTGCGCGCCT 
GTGGGCGCCTCACGGGAACCTTCCACACCGGTTCCGGTCGACCCTCGGTTTCC 
5 GGCGGCAGCACCGTCCTCCGGTACTTCGCACGTTCTCCCCGTCAATCCTAGGC 
CCGGTGAAGGCTCGGTGGCTCCGGCGTCTCGAAACGCACAACTGCCTTGTCGT 
CACTCCAACCGATTCGGGGGAGACCTTTGAGGCTTCCGGCGATCGCGGCCGG 
ACTGCTGATACTCTTCGCCCAGCCGGCGAGCTGCCTGAAGGTGGCGGTGTTCG 
CCGCCGATGACGTGGAACCCACGTGCCTCAAGGCCATCGAGAAGGTACTCCGG 

1 0 GACGCGGGCGTACCATTCGACGAGGTCAAAGGGAAGGACATCGTCGACGGGA 
CAATCGTCGAGAGGTACGACGTCCTGATCCTGCCCGGTGGCGCGTACTCCGAG 
CGCGTCGTGCATCATCCCAGGTTCATCGAGGGGCTGAAGGAGTTCGCGAGGG 
CGGGCGGCAAGATCGTGGGGATCTGCGCGGGTGCGATCACGCTGGTCAAGGG 
TGGGCTGGTCAGGGCGAAGGTGGAGGGAGCGGGTCTCGGCGTGGGTAAGGT 

1 5 GACGCTGGAGCTCGAGCGCGATCCCCTCACGGAGGGGCTGCCCGACCGCCTC 
GAGGTCACGTACATCAACGGGCCCGTGATGCGCTCCCAAGGGGCTAAGGTGGT 
GGCCCGGTACGCGGGAGGTATCGTGAGTCGCGGGGACGCGATCCTCGTGGAC 
CGCTACGGTAAGGGCGAGGTGATCGCGATCGGACCGCACCCGTGTCACGACG 
AGAGGGGGAACGTGAACACCCAGGGCGCCAAGCTGCTGCTCAACGCCCTGGG 

20 CGTGAAGAAGCGGGTCAAATCCGGGAAGGTCGAGGGTGAGGGTTGGTTCCCG 
ACACCGGTTCCGGTAGCGGCGGTGATCCTGGGACTGGTGGCGGCGCTCGGGG 
TCCGCGGGCTGATTTCCCGACGTGGTACCGGGGTGAAGTAAAAGCACCAGAAC 
CGTGAGCTTCCGGTCCGGGGCCCGGGTCGTCCCGGCGGGTCGGGAGAGCGG 
GGCGGACCCCCGCCCGATGACGGCCCGTCGTTTCCGCCCGGGCACACCCGTT 

25 CTCCTCCCCGTGATCCGGTTCTTCGGGCGCGTGATCGTCACTCCGTTCTGTTTC 
ACGGTAGGGAGGGAACCCGTCCCGTGTCGTGTAGTGGTGTCCTACGGTCGCG 
GGGCCGGTCCGGTGGATTTCCGTGAGCTTAAGGTTGAGTCCGTTAACTTCCCG 
ATGTGTCCGGTGTCACTCCCGTTGGCGGTGGGCTTCGGTGTGCGAGTTCTCGG 
GGAGCGATCGGTGTACCGCCGATCGGGGCGCCATTCCTAAGTCTCAGTAAGGT 

30 TCCCTACGGGCTCCGGCACC GTCG GTGGCTCCAGTGGGGTTATGTGGGTTCGA 
AAGTCATCCCATTAGCCGCTGTTTTGAATTTGTTTTGAAACCTTTACTTTCAGTTG 
TATGCAGTCGTGAAATTTCAGCTAATGATACTTTCCTAAGCCCGTGCTGAACCCC 
CGGGCGATTAGCTTATTTATCGAAACGATGAACGGTCAGGCGGGGTAGACGTG 
AGCACGGAGATCCAGGAGGTCTGCTGCAGACTGGAAGGGTACCGTCGGAAGC 

35 TGGAGCGAGTCATACGACTCCTCGAGGGGGATCCGGACGGTAAGATCGCCGC 
GACGCGATCGCCCTGCTCGTGGCGGTCGTGGAGGAGCTCAAAAGGGCGCGTG 
CGTTGGTCGAGAGGAATCTCGAGAGCTGTGAGGACCCGAGTTCCCTCGAAACC 
GCTTACACCGTGGTCGCCGGCATGCAGGTGTGCGCGGTGGTCCGTCAGGTGTT 
CCACCTGGTGAGGACCCTGGAGCGACTCGTGGGTAGGGAGCGTGTCTGGGAG 

40 CTCGTTGGAGGACGGACGATCCGGGACCTCGAGGAGCTCGAGCACCTCCTAC 
CGCCGCTGTACCGGCCCGAGGTGGACGTCCTGCATCTCTCGCAGGGTGAAGG 
GGGTCGCCGTAGCGTCGAACCGGTCCTGTGAGGCCGTGGACGGAATCGAGTC 
CGGATCGAGAGGGCGCCACGTCGCCGGGGAGCTAGATCCTTCGTAGAGTGCT 
ATCTGCCAGGTAGTTCCACCCTTCACGCTTTTCGGCACGGGAAACGATGTATCG 

45 AGAGCGCGGACGTTATCGGAACGTCCTCGGGGGAACGCGCTTGCGCCCGGCG 
CCCCCTCCCGGTCCCGCTCCTTCTGGTGCCACCCCAACCACGGTCGTTTTCGG 
GTTAAACAGAAACGAGTAGACGACAAAAAGGGCAGGTTATGTTTTGTATCTCAA 
CGGAAGATGGTCGTAACGCGGTTTACGGACGGTAAATCACGGTCACTGGGCTT 
TTGGCCCCGAGTATTGCCAGAAATTATTGCCAGGAATTTTTAAGTATGATGAACT 

50 CGCTGTCCCATTGATGGAACGCGATGCGAGGGTCGGGTGGGAGCCCGTGATC 
CGGAACCGCCAATTGTTATGGTGTTCGTAACAATTAGGGTTCCCGGAAGAACCA 
ACGGACGGGACATCTGACGTACGGGCGACGCTGGACGCGGTGCGATCAGACG 
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TGCTCGCGTAGTTATCCAGAGGTGGTGGAATGGGTACCGGCGGTGGCGATGCT 

CATCCAAGAGGTGCCGGACGTAGTGATCGTTTCACCCGACGACTCGAGGCTGG 

AGAACCTCCGCTCCGGTGATCTTGTTCGGATCTCAGCTGAGTCCTACGCCGGC 

GCGTCGGGGGAAGAACCGACACGGTACTGGGAAGATCCGGTACGGCAGTATT 

CTACCGTCGAAACTGTCCGTCTCGAGGTTTTATTCCCTGGAGACCACGATCTCG 

CAGCCCCGCTCTCCCAGCCTCTGGTACTCCGTGACCACACCGCCGAAGACGTC 

CTCCAGGAGGCCGATCACCACGCACACGACGTCCTTCACGTCACCCTCGAGCA 

GCTCCCGGACGGCGCAGAACGGGCACGCCCGGATGCGCACGATCACCCGGTC 

GTTCTCCTCCTCGATCTCCACGTCCTCCCCGAACATCAGGCGCAGCTGTTCCTC 

GAGAGTCTCGTAACCCAGGGTTCGGAGCTCCCGCGCCAACGTCCTAGAAAAGC 

ATCGGATGAAGGCGTTACGACCCGGTCCGAGGACGATCCAGGAGGCCTCTTCC 

AGGGCGGCGATGCTCGTCGATCACCGGCGGTCACTCGACGAGGTCCCGGAGC 

CTGTCCTCGAGCACCTCTCGGATTATGCTCGGGTGTTCCGGTATCTTGACGTCC 

TCCTCGGTCTGTCCCGGGGTGAGGTTGGAGAGGAGCTCGAAGGCCCGCGCCG 

CCTCGGTGAGGTCCTCCCGCTCCGGTCCGTCGAAACCGTCCAGGAGCCTCTCC 

AACTCCCTCCTCACCGTGGGCCCCAGGGCGGGGGCCACCGGGTACCGCGCCA 

GGTCGAGCACGACCGAGAGCGCGCGTAGGACGTCCGTGACGTCCACGAGCTT 

GAGACCCCCGCCCCCCGATCCCCTCACCTTCCCACGGTCCACGGTTAGACCGT 

GACCCAGCCTCGCGACCGCCACCACGCGCTCGAACGCGTCCTCGCCCGAGAC 

GCTCTCCACCGCCCTCAGGGCCGCCAACGTCGGGACCGTGGTCAGGTCGACC 

GAGGGAACGGCCCGATGCGGGTGCAGCGCCCATCCCAGGTCCAGGAACAGGG 

GTGCCCTCTCCGACGCGAGCTCGAAGACGCGGTCCGAGAGCGTCAGCACGCC 

CGGGAGGCCCAGGATCACGGGTTCGACACGGTCCACTACCTCGCGAACTTCCT 

CCACCCGACCGTCGTCCTCCGCGATCACCTCCACCGACGCGGTCACCTCGTAC 

CCGACCTCCTCGGAGGCCTCCAGTAGCCTGAGCACGGTCGAGATCGGAGGGG 

TGTAGAGCGGGAGGTGAGCGTGGACGCGGCCCGGCTCCACGAGCTCCTCCTC 

CGCGAGCTTCACCAGCAGGCCCAGGGGATGCCTGACGTTCCTCACGACCGAC 

CCCTCGAGTCCCAACCTCTTCAGCAGGCTCAGATCCACCTTCAACCTTCTCCTG 

AGCGCCAGCTCGTGGGCGTCGGACACCAGGCGGAGAAAGGCGTTGAGCTCCA 

GCCCGGTTACCCCCTTGGCATCACATCACGGACGTCCGGTGGGGGCGAGAAG 

GGCTCGTAGTCTCCCAGTCTCCCCTGGGGGTGGGCAACCTCCAAGTCGCACAC 

ATGACGGCTCATCACCGCGCGGTCACATCGCGCAGCCCTCGCACACGTCCATG 

ATTAACTCTTTTCACGGTTCACGACGCGTTCCGACTACGGTGGTGCATCGCACC 

CGCGCTCGGACGAGATCCCGAACCGTCCTACCGAACGACCGGTGCCCCACTC 

CCGGCTCGAGCCGTCGGATGGCTCGACATCACGCATCGCACCCCGACACCAAT 

CGACGCACGCTCGAGCGATCACGAGAGGGAGTCGGTGGCCGGCCGATCGTAC 

TGGTAGGTTCGCCTGGAAGCACGCCCTCGCCGAAGCGTCGGTACGGGGCCCT 

TAAATCCACTGTAACGCGTCGTCGAGCTGACTGAGGATGACGTCATCTCGGGG 

AGTCACGGACCGTGTTCCTCGGGGATTAGAAGGAGGTAATCCTTAAGATAGCC 

CGTGCGGCGCGCGAGGTCCTGATGAGGATGCCAGGATCTACGTCTTCGGGAG 

CGCAGTTAAGGACGAGATGACGGCGGTTTCCGACCCGGACGTAGCGGTGGTC 

GTGGAGGACGAGGTCGATCCCGGGAAGATGGCCTCCGATATCCTGGAACGGG 

CGGGTGTGGACCCGTTCATCCCAGTGCACCTCCACGTGGTGACCCGGAACGAG 

TTCGAGCGTAACCGGCCCGACGTGTACGTCGAGGTGAGACCGGACGGTACCCT 

CCGCAAGCACGGTAGGCCCGAAGTACCGGGTCGCTCGGCGTCAGCGGTTCGA 

ATCCTGTGGGAGTCGGGGCTCGCGCTGCTCGAGGTCACTGACGAGCTCCCGC 

CGCTGGCCGGCCTCGTTACCGCCCACGAGGGACTGAAGCTGTGCCTCGAGGC 

GACGACCCTCGCGCTCACCGGGTCGCCATCTCGGGACCCGGAAAACCTACCG 

CGGGACGTCGCCCGGGACGTCGAGGAGGTTTTGGAGGTCCTGGAACGGCGCC 

TGAGAGCGGCCCGATAGGGTGAGGAGCCGGATCCTGTGGAGGTCCCGGAGCA 

CCTCGACAGGTGCAGGTCGATCGTGGGGCGGCTCCGGGACGCGCTCCCCGTC 

GGGCTACCGGTTCCGGGAGGTATGGACGTGGACACGGAAGAGCTCGTTCGGA 
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TGGCCGAGTGGAAGCTCTCGGAGGCCGAGCGCGCGCTGGAGGAGGGCCCGG 
AGTCGCCCGCGGTCGCCGAGGCGCATCAGGCCGTCGAGCTCCTCGTCAAGGC 
CGCGCTTCGGGAGCTGGACGTCGAGCCACCGAGGACTCACGATATCCGACGG 
CTCCTCGGCGTGCTCACGACGGAGCTGCTGGACCTGGGCGAAGGGGACCTGG 
5 CGGTCGAGGTCCGACGGATCGCCAGGGAGCACCGCGACACGCTGGCGTCGCT 
CCTGGAGGGGTACTTCTCCCTGTTCGAGCCGCCCTTCGAGGGAGACGCCGAG 
GAGGTCGTGCGGGCGGCCGGGAAGGTCTTCGAGGACCTCCGCCGGATCCTGG 
AGAAGGTACGCTAGATACCGGGGGACTGACGTCACCCTCGGCACCGCGGACG 
GGTCGTCACCCTCCCCATAGGCCTTCATTCGAGCTCAGGTATTTCCAGGCCTTC 

1 0 CGCGCCCGAGCCCGGATTCCTGATTCGTGGGAGTTCGCGGGAGTCGGATCGG 
AGAGCTTCCCGCGTCCGGCGGGTGCGACCGACGGTGCGCGTTCGTAGTCCCT 
TGCCTAACGGAAGTTCTTACCCCTCCATCATCGCCCGGACCGGCGCGTTGATC 
CACTGCAAGGCTAGTGCCAGCGCGCCCAGTGCGTGCAGTCGGATCGGGTAGG 
CGAAGTACAGGATCATTCGCCCGGAGCCCGTCCGGACGATCATCGTCCCGCCC 

1 5 GGGCCCATGAGGATCCTCCCGCCGCGGGCGTGCCACGCGGGGAAATACTTCA 
CCTTGACCAGGACCCACCGGTGACCGCTCGTGTCCACTTCGACCCGATCCCGG 
TGCATTCGGGTCGGTACGGGATGAAGCTCCGATCCGAACCCGTTCAGTATCTG 
GGAGTACAGACGCCGTTCATGCAGGCTCGACCGTCGGCAGGTGATCCCACCG 
GCGTTCGGCCCGGAGGAGGTGGAGGGAGTGCCGCCGAGAAGCGTAGAGCGA 

20 CGACGCGAGCAGGGCCGGGGCGAGGATCCGACGGTCCCTATCGGCGATCGAC 
AGAGACCGAGCCCGAACGATAGCGTCATCGGGTAGATGCCGCCCATGATCCAC 
TCGAACTACATCCCGGAGGCCGCGAGCGCCCCCGTCCCAGGCTGAGGGTCTC 
GCCCTAGGCCTAGACTCCTCGCGAGCGCGTACGCGCCGAGGGTGAACGAGAG 
TGCCGCCAGGAGGAGCCCCCGCGAAGGCGCTCGGGCCGCTCAGGACCCCCG 

25 CCAGCGGGGCCCGTGAGGTGGTGGGGGAGGAGGCAGTAGAAGGTCGTGTAC 
GGGAACCCCAGGTACCAGTACGGGCACAGGTCGATCGGGTCGCGTCCGGTGA 
GCGCCCTCAGCGCGTACTCCGAGGCGAGCGCGTGCGGGAGGCGCGTCCCGC 
GGCACTCAGGGGTTGATCAGGATCGGGGAGACGATCACGACCGCGGCGAGCG 
CGGGGACCGCCTACCACCCGTGCCGTCTCACGTCGGACACCCTTTCCCGCCG 

30 GCGACGATTGGGAGATCCCGGCCTCTTATCCGCGACGATCGCCCCGCGCCCC 
GATGGTGCGATCGAGACGTTACGAGTTACGTAACGATAAGACCCGTCGTCGGT 
GTCGACGTACATCTCTGTTGTGAACCGACCACTTACGCTTTGAACTTGGAGATC 
AACCTGCACTGATCATGAAAGAAATGGATGAATAACTTAACGTAAAGATTCTTAC 
AGTGATTACAGATTAATTGCTAGCGAGGGAAGAGACTACGGCGAGAGGACCAA 

35 ATAGATGGCGATTCAGGGGGCTAAAGAAGGTCACTAGGTTTCATTACCCGTATT 
ATTACGGGTTAATTGCGAGATGCAGGCACAATGAGTTTGCGGACAAAGACGATA 
ATGTATTGTTAAGAGTGTATACGTTTCATTACCCGTATTATCACGGGTTAATTGC 
GAGTATGTTAGCTGGTCGAGGAAATTGTGGCGGTGTTAAACTCCGGAGAAACAC 
GTCGAACCCGTTTCATTACCCGTATTATTACGGGTTAATTGCGAGCTCGCGATG 

40 CGTGTGCGGACCGCACCGTGCCCGCGTGCTATGACGGATCTCCTCTTCGCGAC 
GTTTCATTACCCGTATTATTACGGGTTAATTGCGAGACATGAGGTCCAGTTCCAG 
AAGCCTGAGCGGAAGCGCAAGGCGCTCGACCCGGAGTTTCATTACCCGTATTA 
TTACGGGTTAATTGCGAGGGTCAAGGAAGTCTTCCCTTCACTGAAGGAAAAACT 
AGAGGATGACGAGGTTTCATTACCCGTATTATTACGAGTTAATTGCGAGAACCTA 

45 ACTTAGCATATGATGGTGGTTATAATTCAGATATTAACGCTAGCATATCGTTTCAT 
TACCCGTATTATTACGGGTTAATTGCGAGCAGACTGGGTAAGGGAGGACAGAG 
ACGGGGAGGTGGAGACATGGGTCCTTAATGTTTCATTACCCGTATTATTACGGG 
TTAATTGCGAGGAGGGCAATGAGGAAGGAACAGCTGAGAGCTCGGGGTATCAC 
CGAGCTAACACCGGTTTCATTACCCGTATTATTACGGGTTAATTGCGAGTCGTA 

50 GGGGTAGTAGAAGAAGCATACGAAGGACTCATGGAATCCTGCAAAGAGTTTCAT 
TACCCGTATTATTACGGGTTAATTGCGAGCTAGCTGTGAAGGGAGTGTGTGTAG 
CGAGCCCCTGAGAAAAATAATCCGTTGGTTCGTTTCATTACCCGTATTATTACGG 
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GTTAATTGCGAGTGCTCGCCCGCTTCTTCCGCGAGACCCTGTATCATGACCGG 

GAAGAACGCGCTACCGCTTAGCGAGAAGAACGTTTCATTACCCGTATTATTACG 

GGTTAATTGCGAGGGCGGGCGGTTCTCCCGGAGGATCACCCTTTACACTCCGA 

AACCACCGAGGAGATTCCCCACTCCTCACTCACTAGGAATTAGTATACCGGTCC 

TATTTAAAGATTACCCCGATTCCGTCGAACACTTAATCATACTAAAATCCGATACT 

AATTTGTTTCCCTTTAGTCAAAAGTTTAATATACAACGTCGGTAATGCTGAAAACT 

ATAGTTTCTTCTGATGAGTAATTAATAAATTAACTTGATGAAGTAATAATTACAAA 

ATGCTCATAAACTACTTTAGTACCTCGTGAGAACTGTAGTTCTTTGCTAACGGTT 

AGAATCGTTATCTCTTCGAATTGAAATAAGGTGCAAAACTTGCACTATTAAGGTG 

CATATTTTGGGCTTCAGGAAAAACCATTACCAGTATTGATAAGTATGAGTAAACA 

TAGTAATACTTCATACTCAAGCGCTTCGAAACTACCGCTTCCTACGCGGAAGAA 

CTAGCTTTTCTACCAAGTTAATTAACTCAACGGAAAATTAGTACGACATAATATTA 

CTACTTCTGGCATTCTCTCATGCTAACCCTCCACGCCGACTCGCCGAAGGTTTT 

TGTCATCCGATGGGGCTCCGGGACATCGACCGTGGGCGGGAACGGCGCGCTC 

CACGTGCTGTCCGATCCCCTAGGAGAGCGTCGTGGGATCACCCGTCTCCGGTG 

GAGGGTGGGAGCACGGGATCCCCGACGGTCACCGGCACCCACGTGCGGGAC 

GGGAACGCCGTCTCGGGAGGTGACGGGAATGTCGGCAGTCCGAGTCGCAGCC 

GCGGTCGCGGTGATTCTCGCACTGATCGCGACGCCGTCGGAGGGGCTCGACC 

CGGCGACGTTCGCGGAGCTCGGCGGCGCCCTCCTCCAGGCTGGGGCTCCTGT 

TGCCGGAGTACCCGAAGCCCGGGACGGTCCGCGAGGCCGTGTACGTGTTGTC 

CGTCCCGGGGGACCGGGCCACGCTCGACCTGGTGTTCGACGTGCCCCCGTGG 

GCCCGGGTCTTGGACCTGTACCTCTCCGCGGGCTCCCGGGTGCTCGGCGCAG 

GGATGGTCCCGAGGAGTGCCTACTCCGGGCTCGACCACTACGTCCCGGCCCC 

GGAGCTGCCCGGGTTCGTGAGGCTGGAACTGGCGGGTGAGCGGACCGAGCG 

GTGGTCGTCGGATCGGTTCCCGGCGACCGACCCGTGGTTGAGGGGGCTGTTG 

AAGCGGCACGGCCTGCGCTGGACCGTGGTCAGGTACTTCCTGCCGCGGAACG 

GCCTGTTCTGGGCGAGGTGCGAGGTCCCGCTGCTCGACGGGTTCGTGGTCTG 

GCCCGCCCCGTTCGTCGGCGGGTACTACGTGTACGGCGGTGTGACGGAGGCC 

CGACTGGTCCCGGAGGGCGGTCCCGACCGGCGGCTGACGTTCGGACCCCTGC 

CCCCGCTCTCCGATCTGGACGCGACCCTGGTCCTGGTCCTGGACGGACCGCC 

CGCGGTCGTGGTCTCGTCCCGGGGCTTCCACCGGACCGTGCTGGTGTTCCGG 

CCCGTGGGCGCGTCGCCGGAGGCCTACCGGTACGCGGCGGACCCCCTCCGG 

GTCGCACTGGGCCTGCTCGGAGGGGCGGTGAGTCTACTGGTCCGGCCGACGG 

TCCCGAAGGCCCTGGCCGCGCTGCTCGTCCTGGTGCCGGTCGCGGGCCTAGA 

CTACCGGTGGCCGTGGCTGACGGGCTGGGCGACCCTGGGTCCGGCGGTGCTG 

TTCCTCTGCCTGCTACACGTCCTCTGAGGGGATCCGCGTTTAAGCCCGGTGCG 

GTCCGTGACCCCGGGTGACGCCGCTTGCCCGGTCGGGTACCCAAGGACGTGT 

GGCTCCTAGGAGCGGTCAGCCTCCTCAACGACGTTAGCTCGGAGGGTATCTTC 

GCCCTGCTCCCGTACTACCTGACGGCCCTGGGTGGCGGTCCCGCGCTCGTCG 

GAGGGACCTGGGGAGGTATGGAGCTCGTCAAGAGCCTGCTCAACGTCGTCTCC 

GGTCGCGTCTTCGGCCGACCCGGGTGGGCCAAGCCGGCCGTGGCCGCAGGG 

TACGGGTTCTCCGCGTGCATGAAACTCCTGCTCGCGCTCGTCCGGGATCCGGT 

GACCGCGGGCCTGGTGGCCTCGCTCGAGCGCGTGGGTAAGGGGATCAGGACG 

CCGCCCAGGGACGCGATCCTGGCGGGGTTGGCGGGATCCGAGCCCGGCCTG 

GTCTTCGGGGTGCACCGGGCGCTGGACACTTCGGGGGCGGTTCTCGGGGCGC 

TCCTCGCCGGGGTCCTCCTGACGTACGGGGTGCCCGCGGCGACCGCCGTCCT 

GGCCTTCGCGCTGGTCGGGTTCCTCTCGCTGGTGCCGCTGATCCCGGTGGAG 

GAGCGGCTCGAGGAGGGATCCTCCGAGGGGGAGGGGCGCGGTCGGTTCCCG 

CGGGCGCTCGCGATCGTCGGGCTCTACCGGTTGGGCGCGGTGGGCTGGATGA 

TGTACTCTCTGAGGGTCCTCGGGGTGCAGGGTCCGGCCGCGGCCGCGTTCGC 

CTACGCGGGGTTCTCCACCCTGCACGCGCTGACCTCGGTGCCGGCGGGGAGA 

CTCTCGGACCGGTTCGGGCCCGGGGTCGCGCTGTGCCTGGGGTACGCGATGA 
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CGGCGGCCACGGCGCTGCTGGCGGGTTCGGGACTCGCGGTGGCGGCGTTCAT 
GCTGTACGGACTGGCCTACGGGGTGGTCGACGCGGTCGAGCGGGCGGCCGT 
GGCCGAGCTCTCGGGGACGGCGGCCTCGTACGGCGCCTACCACGCGCTCGTC 
GGGGTCGGCTCGCTGGTCTGCGGGCTGGTCGTGGGGTGGCTGTGGGAGTCCG 
5 TCTCGCCGTGGGCGGCCTTCGGGTACTCGGCGTGCCTGACCGGGGTCGCGGC 
GGCGCTGGCGCCGGTCCTGATACTCAGGAGAGGGTCCGGCGGGTGAGCTCGA 
TCGGGTCCGCGCCTCCCGGCGGTCTTCGGCCTCGTCCGGTTGTATGGGAGAG 
TGGGATCGCCCGTGATCTCCCTGTCGGGGCAGTGTCGTGATCGCGGATGGCAA 
GGTTTATATTCTGAGATGTCGTTCTCTCCCTATCTCCATACAACTTGGGGGCACA 

1 0 TTAGGGGGATCGTGTGCCGGAGTTGGTCGAGTCGCACGTCCACGTCCCGATAC 
CTTCCGATCCCGTGGAACGGATCCGAGCCCTCCGGGTCCTACGGGAGGTCTAC 
CGTCGTGGGAAGAAGCCGAGCCTGGAGGTGACCTACCGGACCGTGGGAGGTA 
GCACGTGCGGGCCGTACTACGTCGCGAGGTGGCGTAAGGATTCGAGGTTCAAA 
CACGGGCGCACGCTTTACTTGGACAAGTCCGAAAACGAGAGCGTTTCCTTCGT 

1 5 CGAGTGGCTGGTTTCACTGGATCGGAGTGAGGTTTTGGAACTAGCCCGACATC 
TCATGAGGAACCTCCGCTCGGTGCTCAAGACACTACTCACCGAGGTCTTAAGTC 
TCCCATACAAGAAGGCGAGACGTGTGCTCACCCGCGGGCTCGCACTGGCCTTC 
GACGCGAGACCCTCGAACTCACCGCGGATCCGGGACCTCCTCGAGGAACTACC 
CGACCGGCTCGAATCCTTCGCCGTGAGAACCCTGGGAGGCTGGCCCGCCCAC 

20 TACTCGAGCTACCTGAGGAAGGTGATCCGCTCCCGCAGGAGGTCCCTCGACGG 
GAGGCACGAGGTACCCGACGTGGAGCTCGAGCTGGAACGCTGGAAACTCCGG 
CACGGGTGATCCGGACACTGACCGCATCGACCTCCCGACGGCGGCACCGGTC 
AGAACTCCTCGTACTCGTCGAGGAGCACCCTCCAGACCTCCTCGTACTCCTCC 
GGGGTGGCGAGGTGGAACTCGATCGGGTGACGCTCCGGGAGGTCGAGCTCCC 

25 TCTCGAACTCGCGGATCAGGTCCACGCGGTCCTCCAGGTCCTCCGGGACTCCG 
TCGGACACGATCAGCACGTCCAGGTCGCTCCCCGGGAGCGCCTCGCCCTTGA 
CCGCACTCCCGAACACGAACACGCGGGTCCCCTCGCCGAGGAGACGCCGGGC 
GACCCTCGCGATCCGCTCGCCCCACTCACGCCACCGCGACACGAACTCCCGGT 
AGTTCCGGCGGTTGATCCGGGCCTCGAGGACGTATAAGTCGCGACCCGACACG 

30 GTGAGCCCCGGGTCTCCCGATGCGCAGGCTGAGGAAGAAGCTTCTGGAGCGC 
GCCGAGGGGTCGCTGGAGGCCGCGCGGTGGCTCCTGGGACGCGGTAACACC 
GACCTGGCGTTGGTCATGGCGGAGCGGGCGGCCGGGCTCAGGATCAGGGCC 
GCCCAGATCCTGCTCGCGGGGGAGCACGCGCGAGGACACGACCTGAGGGACC 
TCCGGGGACGAGCGCATCGACGGGTTCGTGTGTGAGCACGCGAAGGCCCTCG 

35 ACGTGCTGGGCGTGGCCTACACCGAGTGCCGGTACGGCGCTTGGGAGCCCTC 
CGAGGAGACCTTGGAGTGGGCCATCGGGACCGTCGAGGAACTCTTCGAGCTG 
CTCGAGCGGGTGGAGAGGGACCACGGACCGGCCTCACGACCGTGACCCGGGT 
GGTCGGTACTCCTTCAGCCCCGCCCACTCCTCCCACGTGTGGAGGACGATCCT 
GTTCATGGTCCACCTCCGGGCGCACTCCTCGTCGAACGTGACGGCCACGGGTA 

40 GTACCGCACGGTCTCGACGACCCGACCCCACACCGTGACGATCCGGTGATCGC 
GCACCCACCTCTCGTATTTGAGCGTCAGGAGGAAACCCGTCAGCATCGCGGCC 
GGCGCGAGCCACCCGCAGTACGGCGGCAACGACCCGAGGACTGTCGCCGCG 
CCCACGCCCGTCCCGACGACCGCGGGGATCACGAACCTCGGGAGCGCGGGCT 
TCGGAACCCCGGTAGTAGCGTCGCGACGTCCGAACGGTACGAGAACACCAGCA 

45 ACCCGGCGAACGTGGACACGAGCTCGAACCTCACCGACGGTGGCGAATGACC 
GCCGAGCAGGACGCTCATCTCGTAGGTAAACGCCAGCGCGACCCATCCCATGG 
TGGAGACGACCAGGAGGTACCCCGACGGGGCGCAGTTGATGAGGTCCGGCCT 
GAAGACCAGCCGGGTGACGGGGTCGCACCGGGAGTTCTTGAACTCCTCCGGTT 
CCTCCCATGACCTCGGCTTCTTCTCCTCGACCCCTCGACCCCGAAGGACGTCC 

50 ATGGCCCGTTTCCTCCGCCGCTCCCAGGCGATGTGGAGTATGAACAGGCCGTA 
CGCGGTCACGCCGGTGACGACCAGCTGCGGCGCGAGGATCGCGACCACGTAC 
TACATCGGGATCAAACCGACGGTTCCCCCGAGAGTCCCCCGGTCACGGTACGA 
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TGAGTTAAACCGCGTGGAACCCGGGCGGGCGTCGACACCCCCGTGACGCGTT 

CACACCCGGAGCTCGGGCCTGGGCCTCGCCGGGTGCGACACCGCAGCCCTAT 

CCCAGTCGTGTGCGGCCCAGTCCGAGTGCTCGTAGTACGTGCTCCCCTCGACC 

CAGCGCACGCTCACGAGCGACTCCCTCGCGACCTCGAAGGGGAGCCGTACCC 

TCCAGGGCACGTGCGTCCTGAAGGCCCTCACGCGCTCCCCGAGGAGCACGTG 

CGCACCCTCGGGTAATGGTCCGTCCTCGAGGAACGTCGAGTCCTCGGTCACCG 

GAAACCCCTCCGGGTCGGGCACGAGGAGCACGACCTCAGCGCCCGGTGGGCC 

CTCGACCCGGAGGACACCCTCACGCCACTCGGACCGCGCCTCACCCAACCGC 

CGGAAGAACCGCTCGAACGTACCCGGCAGGTCCCCGGAAGCCACTTCGACCC 

AGCGGTCGTCTCGGAGCCTGAAGAGGGCACCCTCGTCCAGCTCGGGGGTGCG 

GAGGACCGCGGTCGTGACAGGATGGAACTGGAACGTGCGCATAGCGTCCACC 

CTCCCACGCCAAGAGGGCCGCCCCTACCGTGCGACCTCCCGATATCACTCCCG 

GTACCAACGGGTATTAATTTAACGATAAACGAGATGAATCGGTGGGGACCGCGC 

CGTCCGGAGGAATCACCCCAGGAGCCCGCGGATCCCGTCCGCAAGGTCCCGA 

GGCAGTTAAGACCCCGTTTCATCGACCGTCGGGATGCTTCCGATGAAGAGTCA 

CTCCCCTGCCGAGTGGTGACGAGTTTTCCTCTTGGCGGAGGACGTCCGAGGCC 

TCCGCCGGATCTCCTACTCCGAGTTGAGGATGCGGCGTTGAAACGGTACCACA 

CGGGTCCGGACGGACCGCGGCACCTGGAGCCACTTCCACGGAGCGTACATCC 

CATCGAAGCCGGGTAATTCGTTTCCGAATCAACTCGCCCTCGCAGTGCTCCAAG 

GCGAGGAACTCAACTTTCGGCCGAGGCCCACCCTCGACACGTCTCGGCTCCGC 

GGACATAGCCCGAGGATGGAGGAGACGTCCACCGCCACGCTCGTCCCGACGG 

TGATGGTCGGTCGACCCGGAACGTCGGATCCTACGACGTCCTCGAGCGCTCCC 

CATTCCTCCTTCGGATCCCCGCGATCTCGTAGTAATCCGGTAGCGACTTGAACC 

TCCGGTGCTTGCGGATCCACTTGCCCGGCTCGTCGTACTCGACATCCTCCTCC 

GAGTCCTCCTCCTTCCGAGTGTCGGCGATAGTGGCCTCGCCCACACCGTTCGA 

GTCTCCCTCCAACTCCTCCCACATCCTCGCGTAATGGAGCTCCTTAGGCTCCCT 

TCCACCACGCAACGTCCGAACGATACAGGCTCCGACGGCTACGAAGTACGATA 

TCGTCAAGATCAGTAATACCGTCTTAATGTCCACCTCCAGCTCCCATCCGACAC 

CCAGCTTCTCACACACCTCGTCCCAAGCATCGATCGAGAGGACTATCAGACCG 

GAGGTGGAGGGTCCGACTATGGGCGGGATCCCGTCGATCGCCTCGAACCCCA 

GGTACGCCAGCGATTTCACCTCTATCCCGGCCAGACGCCCGCGACTCCCGAGC 

ACGAACGCCTTGATCCACCTCTTAGGCACGCTCACCTTCCCCTCCATCAACCCC 

GCGACCGCCAACACCGCCCGGGCACGCAGTTCACGGACCCGCTCGGGCTTCC 

GGGTCAACACGAACCCTCGCGAGACGAGCACGATCGTGTGGGCCCCAGGGGA 

GGGTTTGATCCGGATCTCGTCCCCCCGAGGTCGAACGAACACCTCGTGGTACG 

AGGAGAGCAAACCCTCGCAGGCGAGTAACTCACCCCGACCGGGGAGCACATC 

GGCCAACCTCTCGGCCAACTCCTCGTCCCTCAAGAAAGTGTGAACGCGCCACG 

CATCCACCTCAACGTGACCGCCGAAAGTCACGATACCGACACGGTGATACTTGA 

ACGACGAAACCCTGACGACGATCCAACCGTCGTCGGTGCTCACGTCTTTAACTT 

CGATATATTTGTTTAAAACCAAATTCACAAGATAGGGTATTATAACCAAAATTAAC 

GCTATCTCGAATTTGAGTCGAGCACAAAAGAAGAGCCCAAATGCTGGAAAGAAA 

GTCATTAGAATTAAACTAGCGACGGCTGGATGGAGTACTATCGGAGTCGGTAAC 

GGTATCGTCTTTCTGTAAATTATATAGTATTTCAGCGGCCCTGATCGCGGTTTTG 

GTTCCGATAAATTCCACAGGATAGCTATTGGATATGACCATATCGGAAGTGATAA 

CCAAAATATTGTAATAATGACTACTATTATAGATGTTAATCCGATATTAGACAGTA 

AGTAGTCCAAGGAGTCCAAGGGCGTCACCCTCTACGCGCTTTATACAAATACAT 

TACTTCCGTCAACAGGTCCAATACTTTCCTCTTAGAGGTTATAGGAGAGATTACT 

AGTGAGATCCCAGTAGATACTGCGACACTGGCGAGTTGGGGTACGATCACGTA 

GAATAAGATCGCGTGGAGCGGGTCACTACTAGCTTTTAATATAGTGCAAATTAT 

GTAGTAAACTATGACTAAAGATAGCACATAAACGATGATTGGTGTGAACGCCGG 

GTGGAGACTCGAGAGTAGCATTAGACCGTTACTCTTCACGATTCTATGGCTGGA 

TTCTACCAACGAAACGCCTTTGGAGCCCACTACAGCGAACTCTATTAACCATTC 
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GAGTAAACTGATTCGATCCAATGATACGTTAGTCTTTTCTTCTATATCTCGTAATG 

TTGAGGTGTAACTATTCCTACCTAAGAGCAATGGTAAGGTTACAGTAGCGAGCG 

CGTCAAAGTTGTAAACTTTATCTAAATTTGTATTAGATTGGCTTGTAGTCAGTGTA 

ATCCCAGGAGTAATCACTGATACGATATTCCCGTTTTCAGGGTTGTGTTTTACTT 

CAATAATGCTCGAGCCTGGTTTCAACACGCCTAGGTAGAAGTTGACACGTTCGA 

CGCCATCAAGTGTGGAAAATAATGTTCTCAGAAGACGCTCGGTCCGCTTTGAAA 

TTGAGTACTTTATAAGTTCGCTACCGCGTGTTTTAAGTTCTAATTGGATGTTATTA 

GTGTGTATATTCTC GCTGA AACTAGCGATTAAGATTGGTTGGTAAGTGATTGTGA 

AAAGCTTGATTCTAATTTTGTGGTTAGACGGTAATACTTTCGCTATAGTTATGTAT 

GGGGTCATTGCAGCGAGCCAGAGTGACAGTGATGCTGTGATGGTAACTATGAT 

TAAAATTGCTGTAAGTCTGAGGAAGTGGAGGTGCTTTTCTTTGGTGACAATACAT 

ACGCCACACTCTACGAGGATACTTATGAGAAATACAATATATGATGATACCATGG 

ATAGTCCAGGGGGTATTAAGATCGGGTACGATCTTAAGATTACGTGATCATCGA 

GTGTTTCTCGCCTGCACCTAGCCTCTCGCCGGGCCAGTCCTCTCGCGAGAACG 

ACCAGGAGAGGGGGTGTGATCACGATGATCGAGAAGAGGATCGAGAAGAGCG 

TGATGAAGGCGATGATCTGCCCGGGCTCGAGAGCCAGCTCAAGCCGCCCCCC 

ACTCCTTCTTCAACCCGGCCGCATGCGGTACTCCCACGGGCTCACGCTCGTCA 

TCAAATGCCTTCTTTATAGTCTCCTTCCCCTTTTCTTCCCAGCACTTGGGAACTC 

CTCCGTTGTAAGTAGGCGGCGTTAATCCCTCAGTAGCCTTGTTGGCGAGACCTT 

TAGCGAGAGTCCCAGACACTAAGCCCGAGACACCGACAGCTGTGTTGACGATT 

CTTTCCCTAACCCTCCCTCTATCACCACGCATCACGTCCCCCACGACCCTCGAA 

GACCAGGCTCAATATTACGTACAGTGAGAGGACGGGGTAGAGCTTCCGGAGGA 

GGTCACCCACCCGGCCCGACTCGACCCGCAAGGAACCAGAACTCCGATACGAC 

CTCCCTCACCTGGGGATCACCGCAGATTAAGCGCAGGAAGTCCTCCACGGGCG 

ACGGACCCCCGCGCGACCTCCGTTCGGGCGGAGGGGGCGGTTCCTCACCGCC 

TTTCGTCTCCGGAGAGTTCAAATGGGGAGCGCTCAACCCCGTCCCGTGGACCG 

ACGGTGATCGGCGGGGGCGGTCGGGGGGCTTGATCGAGGTCCTGACGGTCCT 

GCTAGCCCACGATCCGACCCTCATGGACCCGTGCACGCACGGGTTGGAGGTC 

GTTGTCACCGGCGTGCGGGGCGCCGGGAGGGTTGGGGGTGGGAGGGAGGAG 

ACCGGTGGCGTGGGTAAGGGCGTTGGAGGCGGGGGTCGTGGTGGGAAGGTT 

GGTGGGGGCGGGAAGACCGTGCACCCGAGTGAGTTGTTGACGAAGCCCAAGT 

GGCGGTTCCTCCGCGAGACCCTCGGGGGCGGGGTGAAGGCTCGACGGGCGC 

ACGCGTTCCGATGGTTGACCCGCGCGTACCACCCGCTCCGATCGTACTACCTG 

TCGAGCCTGGCGACCGCGTTCACCGGCCTCTGCGTCGGACTACTGGCCGTCC 

CCCTGGCGACCCGCGCTCGACGGTGGAGGCCCGAGACGGTCGCCTTCGCGGC 

GATCGCCCTGATCGTGACGGTCTCGACACTGTGCTGGGAGGCGTTCCTGGGGT 

ACCTAGCATCGTGCCAGTTCCTCGCTAGGGTGACGGAGGGGGACGCTCACCTC 

GCCCTGAGCGAGTTCCGTACGTGGGGGATCACGGGCGTGGGTTACCTGCTCG 

CGGTGTACGCCGTCCTCGCCTCCCTCCTGGCGTGCGCAGCGTGGAGGAAGCT 

GGGCGGTCGAGCCTCGCTCCGCCTCGCCCCGCTCCTGGTGCTCCCGTTCCTAA 

CCGGACTGTGGTTCATCCGACTCGGACTCGCGGTGGCGTGACGCGATCGGGT 

CACCATCCCTCGAGAGCCACTTCCCATACCACTTCCCATCGTAGGGATCGCGC 

CCCAGCACGCTCTCGTACACTCGACCCTCCCTCACAAGCCTCCAGCTGCGCAG 

GGCCGTGTCGAGATTGATGACAAACACCCCTAGGGCCGAGACGGGCGGGATC 

AGGAGGATCGCCGGGGCCAGGTACCACCAGGTGTGGAGAAGTTTCAAGCTCG 

GCTTCACCCCGATCAGCTTCACCCACGCCGGCGTCACCAGACAGCACACACCG 

GTCCCGAGCATGCTGACGGCAACCTCGTAGTGCCTTAACACGTCAGTCAGGGA 

AAAGCGGCGGTTGAGGTACACGAGCTCGTTCCAGCCGGCTCGGTTGTTCACGA 

CGGACCCCAACAGCCCGTCCACCTCCTCCGGCTCGGGGGACTCCTCCTTCTCC 

AAGCACAGGGCCGCGTACACCATTGAGAACTTCTCCCACCACCGAAGGAGGTG 

GAAGGCCTTCTCACGATCCTTCAGCAGTCCCTGAGCGTCGTGGAGTACGCACA 

CACCTCGGGTCCTCAGGAAGAGGAAGCCGCAGTCCCGAACCTCCACCTTGCAC 
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GGACCGGGCCTGAAGTACCCGACCCGAATTCTCAAATTCGATGGCTGACCACC 

CGGCGCCTCCCCGTACCTAACCGGGTAGGAGCTGAGCTCCCGGAACCTCGAAA 

CCTCCACCTCCCCATCCGTGATCAGCTCGGCCTCGCAGTACCCCAGTGAGAGC 

AGCGCGATGGAGAGCCTCCGCCGGTCGCCCCTCATCCGGGGGAATCCGATGA 

ACCCGAGGGTGAGGGCGGCCGGCAGCGCGCTCGACACGGTAAGGCAAAGCAT 

CAACGACGTCAGGGCAAACACGATGAACGACGGGCTAAACCACTCCCGCCCGG 

TTAGGGGTAGGGACCAGACGACGAAAACCGGGAGTGTGGACGATACGAGCAG 

GGAGAAGAGAATGAGTTCTCCAACCTGAGCACGTGTGAACAACAGGCGGAACG 

AGGCCGTGCGACAACGAACGGTACACCGATCGTGAAACGTTACGTCGCGGGG 

CCCTGGAACCTCCTCACCCTGGAAGATCGCATCGCATATCCCGAAGGACAACC 

ATACGCTTAAAGCGCACGATCCTATCGATACGGCAAGTACACTCAAGATTACAA 

TTGAATCATATCCACAGATCGAACCGAGTACTACATAGGCCAAGAGAGAGACGT 

AACCCAAGCTCGCCAGTAACAGCTTAGATGATCTAGAGATACGCATCGTCGAAG 

AGCAGCCCCCAAGCCGGCGTTACGACTAGTCAAAAAGGGACGAGTCAAGGTCA 

TAGAGGGATGGCCACCTTAATGCGTACAGTGATAGTGCAGTGGTAACAATCACG 

TACGTTGCTTCATCGTACTCCTTTTTGATATACTTAGCAACCGCTCCTACAGTCT 

TAAATAGAGCTCCAATAACGACAAGTGCGGTTAAGATCCCCGTTACAT7TAATTG 

TAAAGGTGGCAAGCGGGGTGATACGTACGGCAATATCCACAGTGCAGTGGACC 

CTATGTTCATCAGGAGATCTCCGAAGGTAATAAGAGTGTCAGGATCCAAGCCCC 

TCTTCTTGCGGACATAATCCCAGAGATTGGCGGCAT CACTTA TGCCGAGGGGAT 

AGGCCCGCCGAAAGAGGTCACGTTCTCCTCGAAGAATTTTTGGAACGCTTCACC 

TAGCGCTGATATTATGCTCCTCTTATCGTCTGGCTCTAGCGGTGATGCTGGGAT 

CGCCCCGACGAACGTAATAAACACTGAGTAC ATTAC TTGCGTTATTACGTAGTC 

AAAATACATTAAGGTGGTGACTCCTTTTTTACCTTTTGTATATACTTTCAGCGTTC 

CAGTCGTCGGGTCGTATTCTGGTACTTCCCCTTTAGTCAACATCTGTATTGAAGA 

CTCTTTGCTAGTTCTTCCGTATGGTTTTACCTCCAATTCCTTTAGCAGTCTCTCTA 

AGCCCAGCTTGATGTTGTCAGGCAGTAGTATCCACTCTTCCTCACCGTAATATG 

GCTCTCCGGTAACCTTAGAAATTACATAATTCTCTATAACCTGTGTTAGTATCGA 

AGCCCTAGTGTTGAGCGCTCGTTGTGTCACCGGATCCGCGTAGAATTCAACCC 

CAAGTAGTACCGTAGGCGTGTCCAAAGAGAGTCCCAGTCGGACTTTATTATCAT 

CCTATTTCTCGACCGTAACCTGTGCGACAATCACTCCGAGTAGAGCCCTAACTC 

AACTCGCTTTATAATCCTAACAGAGCTTGTTTATAGTTTAATTGTAATAATAAGCT 

TCGAGAATTAGTAGTAAGCTTGTTAGTACTATCAGGGCTAGTTTCTCATCCTATT 

TGACCTCGTCCTTGAGCCCAGCTAGTGCTTGGGCCCATTTGGTAAAGTCCTCTG 

GGGAGTACTCGAACCCGGGTGGTAGGCATAATACTACGAGGTAGAATTCACTCT 

CTAACTTAATAGTACGTAGTGCCTTCGGACCGTACTCCACGGTGATCTCGTTAA 

CTGGTGGAGCACGCTTCCACTCCGGGGGTAGTACCGGATTCCTCAGATCGATG 

ACGGAATACTCCAGGTCCCCTCGGGTCGTGTGGATTAGTAGTAGACTGGGCTC 

GGTGAGGTCGATCGCTTGGTCATCGAGCTTGACCCTCACCTTGAGCTCGCACA 

GTAACTCGCTCTTACCCGGTTCCAACAGCGCGTGGTACTCCCTCCCCACTCGGT 

ACGTTAGTCCTAGGAGCCAGACTCGGGCTCGCGGTGGTCGGTCCAAGAGGAC 

GAGCTTCTCGATCCTCTGACCGGGTGGTGCTTGGACCCTGAGGAGCCAAGCGC 

GCACTCTCTTATCATCTCATCTAGCTGCGCCAGCTAAGACCGAGCCCTGTCAAC 

GAGTGTCACTGGGTCCGGCGCCCCCCGATACAGGAAATCGTTGTAATAACCGT 

AACGATGTGCTCTTACACTGTCGGATTGGAGGCACGCCCTGAGTACTCTCTGTA 

AACTTCGGGTTATCACACTCCGAAAACTGTAATGATCATTTAGTCTCGGAGAAGT 

GAACGTCTGCGCGACTCGGTCGGTTAGGGGAACATCGCGGGTATGTCCCGGTT 

GAGAGTAGCTTCAGTGATCATCTGGTTGCTGTGGATCTCCCCACCGGCCTCCG 

GGTACGTGTGCTGGAGTGTTCCCGTCGGGGAGTCCGTGACCTCGGTCGAATCA 

TGTGGGGACGCGGCCGTACTGGTGACGAGTTCTAATCGCGTCCTGGTGGCCGA 

GCTCGACGCGTCGAGCGTCCGACTCTCGGAGGTCCTCAATTTCCACCTACCCA 

GTGGAACGAAAGTAGTGTCCGTGATGAGGAGCGGATTAGGACTCGTCTTCGAC 
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GCGGGCCGAATCCTCGATGACGGCATCGAGGTCTATCGTGGGGTTCTTACACA 
CGGGGATAGAGGATGGAGGGGCGAACTGGTTCGGACCGTAGCCAAGTTCGAG 
GAGATTTCCCAACGGGTCAAGTCCGGAGAGTGGCGAGTCCTCGAGGTCTCTAA 
CCTGGCTTCCGACCGTACTGGCGGGCTGTACGCCGCCGCGCTGTTAGAATCCG 
5 TGGACGGGGATTTAATCGTAGAGGTTTGGAATTTACCGGAGAGGAGCGTGATC 
GCGGACTTCTCGGCGACTGAGGTGAGAAGACTGGCGATAGGGGACGAAGGCA 
CGCTCTTAGTGGCGTGTGGAGATGGAGTCGCCGTCGTCGACGGTAGGAATGTA 
CGGTTCGTTACCGTCCCCGGTGTCGTCATCGACATGGTGGGAAGGTGGGTTCT 
GTACGAGGATTGGCTAGGTTACGCGCTGGGGGAGGTTACGACTTCGGGGTTAC 

1 0 GTGAGCTGGTGAGATTACCCGGGCCAGCGCATCGCGTGACCGTATGGTCGAC 
GGGTGGGGATGCCTACATCCTAGCTTACGGTGGGAACATCGTCTACGTTGTGG 
ACCCCGAGGATCGGACCGTAGTAACGGTGTTAGACTTACCCGGACGCGTGGAG 
TTCCTCGCCCCGCCTTTCGTCGTTTACTCCGGTAAAATCGGCGTCTTGTACCTC 
GCCAAGATTATGGTACAACTGGAAGAGGGCTTGTGTCCGGCGGTGAAAACGTG 

1 5 GTTCGTGTGGCTGGACTGGTGTGCCGTATACATCGTCGACAGGAAGGTACCTG 
CGATATACAAAGTAGTTGAAGTTCGAGACAAATTAGGCCCTAATTGGATTAAAAC 
TAGGAGTGGAGGAGTGACCTTTTGGTACAAACGAGTCTTTTTAAAAAGAGTTTG 
GCCACGGCACCCTACAGAACTTCATCTTGATGATATTGGTATCGTCGTAATAGG 
AGAACGTAATTCTAAGATACGAGTATACTGCTTAGATGAACGTACTGAGGAAGTA 

20 TTGAAGAATTTGCTTCGTTCGCCGGACGTATGCGATATACTCAATGTGTATCCTG 
GCTCTGCAGTCTTCATAGTAGATTTCAAATGGAGGGATCAAAGGATACCGGCCT 
TCCGGTTTGTCAGGAAGTCCGGGTGGCTGGTCACGGGGTTCATCGATGAGGAC 
GACGTCTGCCCGAACTCGGATTACGACGACGTCGTCTTGAGCGTCCCAATCTC 
ACCCCTAACGGCCGCTCACTCGGGGATGCCGGTAATACCCTTACTCTACGGTA 

25 AGGACTGGGTATTACTATCGGCACTCCTTCCCAACTTCGACTGGTGCTGGGATA 
AAACGAGCGAGTTGAAAGTGTTCGTTAACGGTAAGGAGTCCGAGTTCTACGTGG 
TGGACTGGTCCAATAAGACCATTCGTGGTCCGTTCACGAAGTTAAAATTAAAAAT 
TGGTAAAGATAAGCAGTTATTCATACTATTACGCGGCTTGTCCGAACCCGAATCT 
ATCAGGATCGTTCTCAAGAGGCCTTTGGGACCCGTGTATGAGGGTTATACGGAA 

30 TACGCCCCGCCTAAGGTCTCGATCTCCCGACCGTCCGCCCGTTTAGTCGAGTA 
TAACGCGAAGGAAGACAAGGTCACGGTCGCAGTGAGCGCGGAAGTGAGCGTC 
CGAAACACCGTCATCAGGAGACTGACAATCGAAGTGTTCGACCTCTTCGGTAGG 
ACACTAACACGTAAAGTGATGGGGCCTCTACCGCCCGGAAAACACCATATCGAA 
AAACGACTGAGTTTCATGCCCCCCGAGCACGGCCCGCTCAAGATCATCCTCCT 

35 CGCCGAGTACGACGGTGACCTGGTTATCGTGAGTGATCGTGAGTTCGTACTCC 
GGGCGGAGCCCGAGCGGGCGGAGCTAACCGTCTCTTACGAACGACCCGGTAG 
ACTCACCGCACGCGTACTGGACTACGGTCGGGATTGGGTCGAACTCCGCGTAG 
AATCCGAGGAACCCGGGAACCTCCACCTCGAGGACTCGAAGGGACGACCCGTA 
CCCTACTACGTCCTCGAGGGTAACGAGCTCTCGGGACCGTACGACGGGGAACA 

40 CCCGCTCGAGTTGGGCACGACACCCGTGATCCTCATCCTACGGGACTTGAAAC 
CCGGGGAGGCCTACCGGTTCAAGCTGATACGCGAGGGTAGGATCCCGACCGC 
GTTCGAGCTCGAGTGCGCCCTCCCCGAAGCCAACCTCGACGTCGAACTCCTGA 
GCGGTACCCTCGAGGGACGCTCTCTGACGTTGAAATTCTCAGTCCGGGGCTCC 
ACCGTGAACTCGACGTTCAAGAGGTTGAACCTAGTCCTGCGAGAGGATGACCG 

45 AATCCTCTGGCGTGAGGAGGTCGACCTGGACAATACCACGTGGTTCGACCTAC 
CCTTCGAGACCACGGTCGAGGTGGGCGGTGACGAGGGCACCCTCACCCTCGA 
GGTCACCGCCCATTACGACCACGACACCGTCCTCCCGGAGGGTAACGAGTTCG 
AGGTTCGAGAGGCACCCGCGAGGCGGGTCCTGAGGATCGCGTACGGTCGCCC 
GCACGTCGAACTCGAGGACTACGGACTCAACTGGCTCCTACTCCGAATCCTCC 

50 CCTGGAGACCGGGCGACCTACTCGTACGGGTGAATGGGAAACCAGTAACGTAC 
TATGTGAAACATGGAAACGAGTTCGAGAAACACTCCGAGGACGACCCGTACCA 
CGCGAGCGGGGCGAACGCGGTCGAAGTCCTACTGTACGACCTCGAGAAGCAC 
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GGTACGATCACGGTGATCAACCGGTCGAGCACTCTCTCCAGTGCTAGCACGCT 
CGATTACGCGCTACCCGAGGGTGTCGAGCTCGCCGCGGAGGTCGTCGGCGGG 
AGGTACCTCGTCGACGAGGGTAGGCTCACCCTGAACGTTCGAACCCTCGTGAG 
CCCGATCGACGTCACGGTGCGTCGGATCATCGCCCGCGTCCTGGACGACTTGG 
5 GTGAAATCCTCGGGGAGACGGTGAAGACCGTCGAGTTGGGACCCGGGATCCA 
CGAGCTCACCCTGCCAATCGAAGTCCGCGTGCACCGAGAGTGCGGTCGCCTCC 
GGTTACAAGCCCTCGCCGAGTTCGATCACGGTACGATCGTGAGAGATCCCGGG 
GAAGGACCCGTCCCCAACCCGGCCTCGCGCACGATCGAGTTCTCGTACTCGGC 
CCCGAGCGTCCGCGTGGTGGACCGGGGGATCGACTGGGTATTACTCGAAGTG 

1 0 ACGACTCGGGAGGGTGGTGAACTCGTCGTTCACGTGAACGGTCGGAAGGCCT 
GGTACTATCTCAAGCGGTCGAGGGGTGGTGATTGGGAGGGCCCGTACGATCC 
GACGAGCGTGGGCCCGAACCGTACCGTGCTCGTCCTCGTCCCGGGTGTCCCA 
CCAGAAGGTAGGATCTCAGTGGTCCTGGGCGGGCGGCTCGAGAGGGTTCGCT 
CCGTGGAGTACGCGCTTCCCAGTGTAATCGCGCGGGTTGATGTAGAGGACGTC 

1 5 TCGGTGAGCGGGGAGAAGGTGATCGCGATGATCTCCCTGTGGTTGGAGGTTCT 
GGGGACTACGGTGAGAAGCATTGGGGTAAGCGTGGACGGCGTGAAGTCGTGG 
TCGGTGAGCGCGCTCGAGGACGGTGAACCCCTGCGATTGGACGACCTGGAGC 
TCGGTGAGGGAGTACATCTGGTCAGGTTATCCATCAAGTTCGTGCCGAAGGAG 
CGGGCTGGTACGGTCCCCGTAACCCTGAGGGTCCAGTACGAGGGTGACTCCA 

20 CGTTCGACCCGGGACGCCGCGAGTTCGTGGAGAGTCCTCTCGTCCTGACCTTG 
AACGTACCCTACGTCCTACCTCAACGGCAGACCTCGAAGGAGTCCGGACCGAG 
GGGTGGGAGTCCTAAGGTCCCCGAGCGCGGTGGGACCGCAGTGGACCGAGG 
GAGCACGACCGCCGGGGAGTCCGGCACCGGGCGGAGCGCCGTCACCGAACC 
TACGCACGCCTCGACTCGAGTCGAGAGGAGACCGTCCAACGAGGAGAGACCG 

25 CACGTCGTACGACCCACCCCACCGACCCGATTCCCAATTAGACCCGTCCGGAC 
CGAGACGGGGCACGAGGTCAAGCCGAAGCCCCTCGAGAAGCTTCCCGAGGCT 
CTTCCACACCCTTCGAGCTCCCTCCCCGACACCCTCGAAGCGCGGTTGACCCC 
CGTGCTGGTGAGCCTGTTCGACAGGTTATGGGACCTGCTCACGAGTCTCCTCT 
CCCAACCCACGATCACGGGCCACGCCGAGGGTGAACCCACCGCGAAGGTAAC 

30 CCGGCGTCCCATCGAACACGCGCCGAGCGAGCCCTCGAGACCCCGAACTCCG 
ACGGGGAGCGCGGCCCTCCAGGGTCCACCCCACGGTACGACCGTACCCCAAG 
GATACCACCGCGTGGGAGCCCTCTCGGCGCACGCGCCTCACACCTTCCGGGA 
AGTGGAAATCCTTAAAACACGAACCCGGGGTTACGCTTACGCAGAGGGAACAT 
CCAGAGTCTCGCGGTCGCTCACCCGCCTACCACCCACGGGCGTCAACCTGCTA 

35 GCCCTCCTCCTGAGCGTATTCGGCGCGCTAACCGGCCTGTACTTGACCCATAG 
GTCGGTTCGGGGTGGGGAGGGCGGTGAGTAGGCTCCTCCCCGTGGTCCTGTT 
CCTAGCCTTGGTATCGGTCGTGCCCGTGGGCGTTCAAGCCCAGTCGTTCAAAG 
TCTGGGTCGAGGTGGAACCCTCGGTCCACACGTTCCTCGGGGCCAGCGTGTAC 
CTCGTGGATAACGAGCACAAGGCGTTATACTCCCTGGGCGAATACAGTACCGT 

40 GATGGAAAAGTCCAAACAGCAGACTCAACCGCGACCACTCTACCCGAAGGATC 
GGAGCGAACCCCTCGGAGAACTCGACCTCGACGCCCTCGGCGTCGCCGTCTC 
GTGCTGGTTCGGGGGCGTCGGTTGCTCGGACGATCGGACCATGCGAACCCTC 
CTCCAGGTACTCGAGATGGACGACGAGGTCCGCGCGCGAGTCCTCGGGAACG 
TCTGCCCCACTCTAACCATGTTCGGGAACGTGCCCGTGCACGTGACCGAGTGT 

45 CGCGTCGAGAGGACCGAGAACACACTCACCTTCAAATTCACCCACTACGGGAT 
CACCGTCAGGATCGTCAAGAGCGAGCTCAAGGTGCAAGTCACCGACTACGGGA 
GGGACTGGTTACTACTCCACGTCGAACCACCCTCGAGCGGGAAGCTCTCGATC 
GAGGAGAACGGTGAGACACTGGCCTTCCACACGCTGACCTCCGACGGGACCCT 
CTCCGGACCGTACACCGTGCTCGAGGTGGAGGAAGGCCGCCCCCTCGATCTA 

50 GTCGTTAAGGACCTCGAGCCCGGTGAGAAGAGCGCCCTCGATGTAGTCCTTGA 
GGACGACCTGGGCATCACGGTCAGGAAACGCGTCGAGTACGCGCTACCACTG 
GTGAACATCGAGAGCCTCACCGTGGAACCGGGTAACCCGCTCAGAGTGAAGCT 
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CAGGCTGAGCGTGAAGAACACGATGGTTAAGAGGATCACCGTACGAGTCGTGG 
ACTGCACTACCGGCGGGGTGCTCACCGAGCGGGCGTTCGACGTCGGATTGTC 
CGAGGGCGAGCACGAGCTCGAGTACTCGATAGAAACCCCGAACACCACGGAC 
CCGCTCGCCGTGTTCGCCGCGATCGAGTACGATCACGGTACCACGCTGGAGG 
5 GCGAGAAGTTCGAGCCCGTAGAAACCCCCGCGCAGGACTTCACCACGATCGTA 
CCCTCGACAGGCACGCCCGAGGTCATGCTCGACGTCGAGACCCCGGAACGAG 
CCCATCTGGGACTACCCGTCGAGATGACGGTACACGTTCGGCTAGGCCGGATC 
CCACTCTCCACGGGAGAAATCCGAGTAACCACCGAGGACGGGAAAACCCTCGC 
CCGAACCACCGTCTCGAACGGCGAGGCGAGAATGCTCATCCTCCCCACTCACA 

1 0 CTGGCGACGTGGAACTCCACATCGAGTACTACCTAGGCTCGAGGAAACTGGCC 
GAGAGGGAACTCACCCTCCACGTCTCGAACGAGTTCCACGGGTTCACCGCCGA 
CATCGTGAGCCCGGGCAACCTGGGCTCCCTGGGCTACGACCTCCGCGGGTCG 
TACATCCCCGAGAGGAAATACCCCGCGAAGGACGAGCCCATGTTGTACATCTA 
CAGGACCTGGTGGGATGAATACTACCCGTTCCTCGTCCAACCCGCGGACCGCC 

1 5 CGAACGCCCTCCTCGCGAACGGCCTGAAGATCACCCTACCCGAACCCGCCGAC 
ACCGTGTACATGCTAACCCTACCAGTACGCGTCCACTACCCGATCAGGGTCAC 
GATCGAGGACTCGAGCGGGGAGCGCGTGACCAGGAAACTCTGGTGGCTGAAC 
TGGGACTGGCAATGGTGGTGGGACCACGGTTGGAGCGTGTACCACCTCAGGCT 
CACGGCCCGAGACCTCGGTCTAAAGGACATCACCGAACTCGAGTTCGACGTGC 

20 CGAACGGACTCCTCTGGATCCTCGCGCTGACCTACCGCTCGGGCGACGCGTAC 
AAGGCCCTGATCGAACCCGGAAAGGGCGTGACCCTCTACCGCGAGCCCGGAC 
CGGTCGAGATCGAGCTCGAGGGCTGGCCCGCGGGCTCGGACCACGAGGTAGT 
CTGGAGGAAGGTCGGGGACGAGTGGATCCCCTTCTACCTGTGCCCGAAGGATC 
ACCCAAACGCACTCCCCGCAGACCACCTACTCCTCCACATACCCCACGACGCC 

25 GACCGAGCCTACATCCTACTCTACGCGCGCGAGGACACGACCGCCGAGTACG 
GTATCCTAACACTCAAGACCACCGTCCCGCTCGAACTCCCCTGGAAGTCGAAC 
GTACCACGCTCCGACGACTTCGACCACCTGGCAGTCCTCGAGATCCCCTGCAA 
ACCGAGCTCGCTAGCACGATCACGCGGTAGGGTGCTCCTCGTCAACGCCCCGA 
ACGCGTACGTCATCGCCATCACCTACCACCTGGGGGACAAGTACGAGGCACAC 

30 GCTCCAGACGGCGAGAAAATCACCCTCACGAGCAAGGACCTCCCACACTACCA 
CAACGCGAACATCCTCCGAGAGACCATCGACTCCGAGGAGCACGGGTTACCAC 
CCGAACTCTGGCACGAGGGCGTAGCCTACCACTGGCTCCCCGTACCCGGGAC 
AGTACTCCACGTGCAAATCCCCTTCTACCTCGGGCCGAAGGACGCCGAGAACG 
CGATCAAGGTCGAGAACGACCTGAAGATCCAACTCCCCGAGGGGACCAAGGCC 

35 GTCTACCTCCTCTACATCGCGACCGACCAACGCGACCCCAAGGACCGCCCCGC 
GAGCAAGTACCACCTCGAGATCACCCTCGACGACGGGCGGACCGTCCAAGCCA 
TCGTACTACTACCCGATTATCTAGCGCTCACTCGGGACCCGAGTACGGCCCTAC 
TAGCCATGGACTACGCGCGCACGAACCCCACGGGCTTAATCCTCATCACCCAA 
CGACCCGCCTGGCACCTCCCGGTACTACTCAAGGACGACCAACCCGAGGAGG 

40 CGCACGCGTACGCCTGGGTCCTAACGATCGCGACGGGCGAGGAGCACACGAT 
CCGCGAGCTCACCCTCCACCCACCCGAGACCGGCCGACTCTACCTCCTGGCGA 
TCACGGCACAGGCGAAGGACGCTAGACTATACGCCGTCCTCGGGCCGGGACA 
GTGGGTCGAGTTGAGCCCGCCCGGGGAGGTCTGGCACGGTCACACGGTGGAC 
GTCGTCCACCCGGGTGAGACTCGAGAGCAGTTGCCGATCGAGGCATGGCACC 

45 GGCGGGTCCTCGTCAAGACCCCGGACGAGGCGATACCCCTGCTCCTAGCCCG 
CCCGGACGGTCCGAACGCGACCCCGATCGCGACCCGAGAGTCGACTCTTAACA 
TAATCCTACCCAAACCCGCGGACGCCGTGTACTTGCTGTACCTAGCGACCGATT 
ACGAGGAGGCGAGCACGCCGCCCACGCTACCCCTACTCGCCCTCCTCGACGA 
TGGGAAACTAACCGGGACACTCGTCCGGATCGCTCCCGCGGATCGGAAGCCCT 

50 CGGACCTCCTACCCGCCCTCGCCTGGGCCGAACCACTCGTCGAGGAGGGTGA 
GGACCTCACCGTCCGACAGGCACCCGTCATCACGTGGGATCGCGTGTATAAGC 
CCACGGGGACGGTAGTGCTCGAGGGTCGGACCGCCTGGCTGCTCGAGCTCAA 
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GCCCGAGCACGGGAGGATCAAGGCCCTGACCTTCCTGCCCACCGACACGCGG 

CTCACGGTGTACCTCCTCGCCGTGACCCTCCGCATTGGAGATTACTACTACGCG 

CTCGAGGGCGGGAAGACCATCCGCCCACTGGACGCGGGTGAGGCCGATACTA 

CAATCGAGACCGCTTGGAAGCCCGAGCGCGCGCCCGAACTGCCGAGGACGTT 

CTCATGGCCCGGGTTCTCGGTGGACCCGGCCGAGAAACCCTACGATTATCGTC 

ATCACGTGCGCGTGCTCGAGGACGAGGTCGTGATCACCCTCGGGGACGAGCC 

GGTACCGGTGCGGCTGACGGGTAGGCTGGCGCCCGTGGTACGCCGGGAGGT 

CGAACTACCCGAGCCCGCGGACGCGGTCTACCTGCTTTACCTGACCGGGCACG 

CTCCGTCCACTTCGCCGGCCCGACTCCTCGTCGAGTACGAGGACGGTGGCAG 

GGCGCTCGTCCTCGTCAATCTAGCGAGCGAGGTGGGATTGTACGAGAGTCCGG 

CTCGAACCGTGAGTGCGTGGGTTAGGCCCGTCCTCGGTTGGCACAACGGGGC 

GCCTACAGTGGTCCAACAGCCCGCGCTCGAGCTCGAACGCGATGATGGTAAGA 

GAGTACGCGCTTGGTTCCTCAAGGTCCAAGCACCACCCGGTCAGAGGATCAAG 

AAGCTCGTCCTCCTAGACCGACCACCACGAGCCCGAGCCTGGCTCCTAGGACT 

AACGTACCGGGTTGGGAGTGAATACTACGCGCTGTTAGAACCGGGTAAAGGCG 

AGTTATTGGACGAGCTCAAGGTGAGGGTTAAGCTCGGTGACCAGGCGATCGAC 

CTCACCGAGCCTAGCCTATTGCTAATCCACACGACCCGAGAAGACTTAG/^TAC 

TCGATCATCGACTTGAGAAACCCGGTATTACCCCCGGAGTGGAAGCGAGCACC 

ACCGGTTAGTGAGGTCACCGTGGAGTACGGTCCTAGAATACTGCGCACTGTCA 

AGCTAGAAGGCGAGTCCTACCTAGCGGTATTATGCCTACCACCCGGGTTCGAG 

TACTCCCCAGAGGACTTTACCAAATGGGCCCAAGCACTAGCCGAGCTCAAGGA 

TAGGGTTAAACAAGATGAGAAAGATGAGAAATTAGCCCTAGTAGTGCTAACGAG 

CTCACTACCGATCCTCGAAGCTTATTACTACGATCAGGTGATAAGCAAGCTCTG 

TGAGGATTACAAGGCGAGTTGGGTTAGGATATTACCCGGTGTGATCATCGCGCA 

GGTTACGATCGAGAAACGGAGTGATAACAAAGTCCGACTGGGACTCTCCCTGG 

ACACGCCTACCGTCCTACTCGGGGTTGAATTTTACGCGGACCCGGTGACACAA 

CGAGCACTCAACACTAGGGCTTCGATACTAACACAAGTCATTGAGAACT^TGTA 

GTTTCCAAAATCACCGGAGAACCGTACTATAGTGAGGAAGAATGGGCTTTATTA 

CCTGATAATGTTAGACAAGATTTGGAGAAAATACTGAAGGAGCTAGGAGT^GAA 

CCACACGGGGAGACTAACAAACAATCCTCAATACAAGAACTGATAGAAGGAGAA 

ATACCAGAATACAACCCAACAACAGGAACGATAGAAATAGAGGTAGAAAAGAAG 

AAAGGAGTAGCAGGTGTTGCGTTATGGTTGATATCTACGTGGCTTTCCTTV\>^C 

GATGTCGCTTCAAGTCCTCCTCATGAGTGGTGGGAATGGTTCCTTTTAGGTTTA 

AGTATGGGGGTTATTGGTTGGCTTGGAACAATCCATATTGGATTTGCAATTATTT 

CAATTGGGATTTCTATATTCATCATATGGTACGAATATCGCGAATACGGTTCTAC 

TCCATCCCCGTTTGGATGGGCTAGTTTAGCAATATCCATCGGGTCGACTATTAA 

GGATATCATGAAGATGTTATAAATGATATATTATAATGACGCCACTGGTAGTGCT 

TTGGGTGGTGTTCTCATGAGCGTTCGAACCGTGTCACTGCTCACGTTGTTGTTA 

CTGATTGCACCGGTGGCAGCTGATATCCCACCTCACGCCTCCGAGAAGGAGCT 

GGAGGATCCGAACTGGTGGTGGGAACATCATCGGGGACCCGTTTGGGCGACC 

CGGTACCCGGAAGTCTGGAACAAGATCGTGCTCAAGTACGAGGATCCGGAAGA 

TCGGGAGAAGGTCTCGAAGTTAGGAGAGGCACTCCGTCATCCCCCGAGAGGGT 

TTGAGCTTTGGATATGGTTCATACTGGGGATGGCGTTAGTGCTACCGCCTGCCT 

CGCGAGTCGGATTTCTTAAGTTCTTTAAGTACAAGACGTGGGAGGCTCCTGAGT 

GGCTGATCCAATACTGTGGGACGATAATCCTGAGTATGGCCTACCTCGCGATCA 

TCGCGATGGGTAGGGCTTACGTCCTCAATTGTTCCGTGTACTACGTGATGATCG 

GGAAGCTCAGTGAGGCTTACCGGACGTTTTACCTATGGACGGCGTACGCCGAG 

CCGTTCCTTCTAGCATTCAACGCGGCTATACCGTTGATCCTAGTC 

GAGTTGCCGTACCGTCGGCTTAAGGCGGGTATCCTGATCGCGTCGC^GGCGTC 

TCTGGTGCTGAACGTTCACATGCACTCCGAAAGTCTCACACTGTTATCGACCCT 

CGGGGGATGATGGTTGGGCCACTCGGTAGTTCTAGCACTATCGATCATC^CGT 

CGTCGCGCTGTGCCCATGCCATGCGGGGTCGTGGAGCGTCGATCCCGAGATC 
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GTCGAGCATCCGTGGTTGTGGAACCGGTACGTGGTCAGTAAGTACCACGATCC 

GGTCGAACGGTCGAAGGTGGTCGGTCTCCGAGAGGAGCTGCTGGATTACCGG 

AAGGCGCGCGTGACGGTGGTATTCCTGTGTACGGGCGTTTGGGTCATCGGGAT 

CGCACTCCTACTGGTGAAGAACAGGAGGGCCCCCAAGGAAGCGTTAACGGAAC 

ACTTCTTCCGGTTGGCGTCCCCACTGGGCTTCGCCGGTCTCGCCATCGTTATAG 

CATCGATTGGGGAGTTCAACGCACTCCTCGCTCTGTCCAAGGGTGAGGGTTAT 

CGGGTTGCGGTCGAGACGATCCGCGCGTACGGCGTGTACGGGCCCGCGGTGA 

TCGCCCTATTAGCGATCGCCGTAATACTCGTGACGGTATCCCGGCGTGCTCCG 

AAGGTCGACCTACCCTTCCTACCCAAGACGGGCTTACCCCTCAGCAGGGTATC 

GGCCATCATAGCCTGGACGTCGGTACTACTCACGTCCGCGCTCATAATCTCGTA 

CACCGTAGAACTGTTCTCAAGGTAGATCGCGCGATAGACTGCGACGGATGACG 

ACAGGGGGTGGGATCATCGGTGGTCGACGGGCATCCCGTCGGGTTAAGAGGC 

CGTGGGATTGGTACGAGAGGGCTAACTTAACGACGTACGTTATCGTCGGCATG 

ATGTTCGCGATCCTGATCGCGTGTAACTGGCGGGAATTCGCGCCTCTCACCCC 

TATGGCCGTGGGATTCTTCCTCGCGGCATTGTGGATAGTCGGTACTAGGACACA 

CCCGAATCCAGGAGATCTGAGGCGTCTTGACTTGCGTACGGTCTATTATCGCAC 

GGCCTCAGCCTGTCACCCGGACTGGTACTGACCGCGCTCGCGGTACCCGTGAT 

CGTGGTCATAACCGCCGCGATATCACTCCAACCGAAGGCTTCTCACGCCACGC 

TCGCTGCTACCGAGTTCCTTATACTAATCCTCGCCCTCAGCGCCGTGAACTACG 

TCCTCTTACCGTTGTTGGGTTTCGGTGCCGTCTGGGTCTTCAGGGTGGGAAAGA 

GGCTCTACCTGGTCTCCCTCGGGTACTGCGAGGGTGAGACGATCCTCGAGCCG 

GGTGTGGAGGTCGAACTCTCGGGGTTCCAGGTCCTCGCGGAGTTCCCCCTGGA 

GTCGGAGTACCACGGTCGATTGTGGATCAGGATCGGGTACTTCCCACCGGGGA 

TCCACTGGGTCGAGTTACCCGAGCGCGGTTTCTTCTTCCTCCGAACCCGGGGC 

GTGTGTGCGCTGCGGGACCCGTACCTGCCCCGGGACGACGAGGGAGCCCTCG 

AGATGGCCCGCTTCCTGGAGAAACTCTCGATGGTGTACGCGGCCGTGTGCTTA 

GAGGAAGGGGGCCCGAACCCCGGGCGCGCGCGGAAGATCATGAAACACGTGA 

AGAACAACTCCAGGTGGGGAACGACGGTGAGGTACTTCGGGGTCAAGGTGCC 

GCTCGGGCGGTTCACCACCAGTCAGTCGACCACCGTAACGGTGGCCGTATTGG 

TGGCCCTCTCGCTGGTGTCGGCACTCGCGAGGGGTGAGCCGCTGGGGCCGAT 

GGGCGCACCGATCCTCGTCCTTTCCTGGCTGTTGGCATGCGTGCTGCTGGCCC 

TACCGGTGGCCTGGCGCAACAGGAGGGCGGTCAAGACCGGACGCTGGTACCG 

GGTGATCTTCGAGCGCCACCGCGTGGAAGAGGCTATCGACAAGGCACGGGAC 

TGGAACTGGTTCCCCGACCTCGAGAGGGTCGACCCACTAGAGGATTGATCACG 

ACCCGAGGCCCTCGTCTCGGCACAACTGGAGGGTCAAGACCCTGTTTGACCCC 

CTCCCTTCCCCCTCCGAAGCCCGAGGTCCCGCTTCGCAGACCCTTCGAGAGAG 

CCACAAACCAGCGGAGCCGGGGGCGCTCCACGCTACGGTGGAGGTGCCGGC 

GCGTGGCCGCACACCAGTTGTTCGATTTGAATTCCCTTTGCGGTGAGTATGGAG 

GGGTTCCGCTTGGGTCGGGTGGTGCGAGGACTCCTCATGGCGGCGTACGTCG 

GCCTCTCACTCGCGATAACCTGGCCGTTCGCGTGGCGCTTCTTTCGGTGGTGC 

GCCCCCTACGCCCCGGCCGCGTACACGGTGTCCGAGCTGGTGATGATGGTCG 

GGACGTGCGGGATTCTGCGGTCCGCGATCCCCTTGGCGGCGGTGGGTTGGGG 

CGACGTACTCAACGTCGCGGTAGTGGCGATCTGCGCGTCTTACATCCCCTTCT 

GCGTGTGCTGGATCGTCTTCCGCGTCTACCTGCACTGCTGCGGGACTGCGCTC 

CCCGACGGCGGTTCTCTCATGACCGTCCTCGGCGCGGTCCTGCTCTCGACCAC 

CTCGTTCCAGGTCCTGTGGAGGCCCGAAGGGCGCTGCGGAAGCTGCACGGTG 

AGGTGGACGTCGGCCGGGACGTGAGGCTGTTCCTCGCGGGCTTCGCCGCCAT 

GATGGTCACCGCGACGCTCGCGGCCGTCTACACGGTCCTCCACGCGCCGCCG 

CAACGGGTGGCGGGTCTGGCCGGTTCCGATATCGTGTGCATCCTCCGTCCCCG 

CTGACGGATCCGCGGCCCCGAGCCCGCGCTCGGGTGGTACGGGCGGGCCTA 

CCGGGCAGCCCTTACTACTCCTTTCCTTTCCGTATTCTAATTGAAGCACCGGGT 

CCGCCGGTTCCCCGATCCCATGAGATCGAGGGTGACCGACGGCGGGGAAGCG 
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GCGTTGCGCGGCCTAACGCGGTTCGCGGAGCGGAGACTTCG^GGTA^GGC 
GGGCCTACTGGACGCTCTGCCCGGCCGTCGTCCTCTTCACGGGTTTGGGGTG 

IIaIgAGGCGGGGCTATTGCTGATGG^ 

T^GGGA"^^^^CGGGAGGAAACTGAGGGAACGTTCCCCCGAT^GAGCACTp 

ACGCCGGGTt^GTCGCACCCTGATGTGGTACCCC^ 

GTGCTGGGAGGCCTCACCCCGACTACCTTCCTC 

CTACTT^ATCACTTCGGTCGCCCGTCACCCCGACTTTCTCCACTCTCGAATCGC 

CGAGGTCGC^CGGCCCTCGGTTGCGTCCGGGTCCTCCGCGTTC^ 
CGGGCCCTCCTCCTCTCCCTCGGGTACTGCGAGGCCGAGTTGGTTACGGATGG 

a^cgtg^^^ 

^GOT^CCGGGGACCCGCCCGGG 

§cc!cSggg^^^ 

GGACCCGGGGCGTGTGCATGCTCTACGACTCCCGTGGACTGCCGGAGGACCG 
GGAGGGGGCGTTCCACCT^GCCCGGTGGTGGGAGAAGTTCTCGATGGCGTAC 
GCGGCCCTC^GCCTGA^GGAGGGCGGACCGCCGGATCCGGGTGAGGCCGAG 

lc?CT^CCGCGGGAGCC 

ACTTCGGGGTCAAGTTCCCGGTCGGGAAGCTGGTCGCGAGCGAGGAGGCCAT 

g^gSIItcgtcctcgggatgatcccgatagcgaccc^ 

TCCCGCCCGACCTGTCGCTGCTATCCGCACCGATCGCCGCACCGCTCGCCGG 
GCTACTCCTCGCG^ACCCATCGCCTGGCGCAACCGACGGGTGGTCAGGACC 

ggg^Sbtgg^c^gtctcctactccgaggggatcatgtggagaagctgctccc 
§aIa^tg^1g^ 

CTGTGGy^GGTGTTCGACGTCCTCGAGCGGGAGCGTCGACAACATCCACC^GTA 
ctIaCC^cXcCTGG^ 

GCCCATGGAGTCGACGTCACGGGGGAGGAGTAACGCAAGGGAGATCCGACGT 
G^CCGA^CG^ 

GGGTCG^GGACGTTCCGGTCCGCCGTCCGGTTCGTCCTGGTGCCCCTCT^ 

CCGGCTCCGGCGTGGGACGGCACTGGACCCGGGTGCAAACGATCCCGCGGAA 

GCCGTCGCGGACGATGATCCGGCCGCCGAGGTCGTGGGTGGTATCACGCCGT 

?gc?tcgctggcSac5gggtac^ 

AACCCCACCATX3GCCGTACTGGCGTCTGGGATCAGCGCTCTAAGCCTGGTCGG 

GGACTGCACCGCCGAGGTCGGGGTGCTGAGCGTTCTGGGT^AGGATGG^TGGTG 

AGTCACCGCCTCCTCGAGTCCCTCGGGTCCGACGACCGGGATTACCTAG 

CCTACGATGTGCGCTGATATCCGATCTCGTGGCGTGCGTTAGCCTCCTGGGTG 

TG^CTCGAGATCTACGCTTTCTCTCTCACCGTGAGTCCGG 

GCCATCCCCGCGATCCTCCTCCTGGCCGGCATGACGTACCTGTTGAAGACCTT 
GCTGGAGTCCTCCCCGCTCGCCGG^ 

GTATCCTGTCGGCGGGAACTTGCGACCCCGTCATCTCGATGCAA^GCAGCCC 
rrGGGCGATCTAATGGACATCCCGCCGTACGCGTTCGGCCTCGTGTACGGTCT 

CA?GG^AGcXcCC^ 

ggtgcTg^a^^^^ 

TCCTAGTGGCGGACATCGTCCGGCCGTTCACGCTATGCACGGTGATACTCGAC 
GTC^TGTCG^AG^TGTTATCGGCG 

GGCGGTGGCCGCCCTCGGCCGGTCGGTGATGAGCCTGTTAGGCATCGGTCCC 
TCGGGTGAGGGAGCCCGAGCGGAACCCGCCGGTGGATCCGGGGCGCCGAGG 
GCGTCCCTCAACGCTCACCGGTACTCCCTTTGGAACCCCCT 
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CGTGAAAGTTACGGTCACCTGGACTGGCAATTACCCGTGCACGATCAAGCGCA 

CACCGACCAGGATGACGTTCGCGGTCGACGGGAACGTGGTGAACACGCAGAT 

GATCACCCCACCGTACAAGGTCGGGGACACCAGGACGGTGAGCACGACCCTG 

AGGCTCACGCCGGGCGAGCACGAGATCACGGTGACGGTGAGGTTCCCGAACC 

TCTGCAGTACGGGATCGCCGGTGGAACCGACACGAAGAGCGTCAGGGTCGTC 

GTAAGGGTCGGAACGTCACGATCCGGGCACGAGGTGTCGGAACGGCAGGAGG 

AACG ATTGGGAGAGGAG CGG CAGGATCAGGGCCAGCGGGAGGGACAATCGTG 

TGAGAAGAGGGGGAAGGAGAGGGAGAAGAAGAGGGGCAAACTACCCGTCCTC 

CCACCTCCGGTGATCCCGAGGAGGCGACGCCCGTAACGGGGACGAACTCGAG 

ACGCGACATCTCAACGGCCCACCTCCCCTACCCCGCCTCGACGTCCGTCGGCG 

TCGCGGGCGACGTCCCCGGCTCGCCTCGAGATCACGCCCCGGATGCACGCTC 

GGTGAGCCCGACAGCGGGGACGTCCTCGCCATCTAGGGTTGGTTCCCTCGGT 

CGGATCTGGAACCTCGATCACCCGAGACGGTTGCTCATCACTCGATCGTCGGT 

GACCGAGCCCGTCACGGACGTTGGGCTCATCCGCTACCAGTCCGACTTGACAT 

CCCGAACGGTGGTGTTACTGTAGTCCGACGATCGTACGTGAACTATGCACAAAC 

TATGTGACATTAGCATGAGCATTAGTCGACGATCGTACGTAGATGTTCTTACTCG 

CGTCGCCCGTGCCGGAGTTTCCAGCGCTCTAACTCGAACTCCACGTCGGGGAT 

CTCGTGTTTCCCATCTAATGACTCCCTCCTGGAGCGGATGACCTTCCTCAAGTG 

ACTCGAGTAGTGGGCGGGCCAGCTCCCGAGGGCCCTGATCAGGAAGGATTCC 

AACCGGTCGGGTAGCTTCTCCAACACGTCCCGGATCCGCGGTGAGTCGGAGG 

GTCTGGCGTCGAAGGTCAGGGCGAGCCCACGAGCCAACACCCGTCGAGCCCG 

TTTGTATGGCAGGTCCGAGACTTCGGTGAGCAGGGTCTTGAGCACCGAGCGGA 

GGTTACGCATCAAATGCCGGGCTAGTTCGAGGACTTCCTCACGATCTAAAGAAA 

CCAGCCACTCGACGAAGGAAACACTCTCGTTCTCGGGTTTACCCAGGTAGAGG 

GTGCGCCCGTGCTCGAACTTCGAATCCCGCCTCCACCTCGCGACGTAGTACGG 

ACCGCAGGTACTACCGTTGACCGTCCGGTAGGTCACCTCCAGACTCGGCTTCT 

TCCTCCGGCGGTATACTTCCCGGAGTACCCGAAGGGCTCGGATGCGCTCGACA 

GGATCATGGGGTATCGGGACGTGCGATGTGACCAACCCCGCACACGACCCCCT 

CAGGTGCCCCCAAATTGTATGGAAGTAGGAGGAGAACATTCTCGAGATATAAGC 

GTTATCATCCGGGACTGGGATCCGCCTGGGGAAGCGCGCGTCCTCCTTTCCCA 

TACATTCGGTCGAGACGGCGTGCACCGGCGGAGCCCGGGATGATCACCGGAG 

ATCGTCCTAAGGTTACGGGAGAACTACAGTGAAGGGGGACGGACAGAATTACC 

CAGTAATGTAGGGACGTCTATTTCGATGGGTTGTAGACGCATAACGTGGATAGG 

AGCCGACGGTGCGGTGGTTCGCCTTCCAGTAAACACTCATAGACGCGGCCCGA 

ACGCACCGCCCTCCGATTGAGCAGCAACCCGCACAACACCGGTAGGGCCAGC 

AGACAGAGGGTGAACGCGTCGAGGACGACCATCGCGTCGAGCGCGCCCCAAC 

CTCTAACGCCTCTAGTGAGCACGAAGTCCACCGCCTCCGTCATCGGGAGGAGG 

GAGAGGACTAGGACGCACATCTCGACAACGGGTAGGTTGAAGTCGCAGTTCAT 

GTACCGCACGAGGAACCCGACGGCTCGATTGTTCCTCACACGCTCCAACCACC 

TCTCGAGCTCCACGGCGCCGGGTACGCCCTCCCGTAAACACAACGCCGCGTAC 

GCCATCGAGAACTTCTCCCACCACCGGGCTAGGTGGAACGCCCCCTCCCGGTC 

CTCCGGCAGTCCACGGGAGTCGTAGAGCATGCACACGCCCCGGGTCCTGAGG 

AAGAGGAAGTCACAATCCCGGACCTCGACCTCGTGCTTCCCCGGCGGGAAGTA 

ACCAACGCGGATCCTCAAGTCCCCGGGCGGGTCCCCGGGTAAGCCCCCGTAC 

TCGACCGGGTAAGAACCGAGCTCACGAAACCCGGAAACCTTCACGTTTCCATC 

CGTAACCAACTCGGCCTCGCAGTACCCGAGAGACGCCAGTGACACCCGCGTGC 

CCTCGGGCTTGACGCGTACGGGTAGCGCGTACCCGAGCGTCATGGCCGCCGA 

GAGTTTGACCAGGTAGGAGAACACGGTCGTCGCCGCGATGGATATGAGCAGGA 

AGACCGTGAGCGCGACGCCCGTCCTATCCCCCGTCGATAACCACATCGTGAAG 

AACAGTATCAAGGCAGGGATCATCGCCAGCGGGAGCGCCGTCCCCAGCTTGG 

GGCCGTCGCGGAGCCTGTTGAAGGAGGCCGTGGGATAGAGTAGTCGGGTCCC 

GATCCTAGCGTGCTCGGGTTTCGGCGCCCTCTCGCGGAATGAAAAGGGCCTCA 
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TTAGTCCGAGGAGAACGCCTACGATACTACCCAAACCCGCCACCATCACGCCG 

GCGTCCGACCCGAGGAGCCCCAAGGGCGCCGAGAGGGTGCAGAGCGCACCG 

TACGCCAG CCTCAAGCGCGAG ACGGTTTCCCGACTCACCAACGGAAG CTCACA 

GCCGGAGGCCCCCGGATCGCCCAAGGGAACGAGCCCCCGGCCGGACCTCCTT 

CGTGAAGGGAGTCTGGGCACGTTGAACGATCGTCCGGGGGGACTCCGATTTCA 

GCGGGCATGAGGGGAGACAGCACCTGTGGCCGTCGTCGACGTGTTCACGCTA 

CGCACAATGGTACGGTTATATAATCGGTCCGGTGTTCGTCCGCGTCCGTGCGC 

GGCGTCACGAGACCGACGCCGTGCGGGGGATCTCGCCCGTGGCGGACCTTCC 

TGCGGTTGGTCTGTGGCGATCCCCGGTTGCGGGAGATCGTGTTGGAGTTTCGG 

GATTCCGTGAGGGTCGGGTCGAGTCGGGTGGGCGGCGTCCTCCGGAAGCTCT 

ACCCCATCCTCTCACTGTACGTAATATTGAGCCTGGTCTTCGAGGGTCGTGGGG 

TCGTTCGGGTACTGTGGGATCGGGCGTCGGCCCCGCTCGCGATGATCGTGATC 

GCCGGCGCGTGCATCGCCCCAATCCTCGCCGCGTACCTGGCCTTCCACGGGT 

ATCTCACGCTCGAGGCCCGCAGGAGGCTTCGAGCTCCCGTCGTCACCCGACC 

GCACAACCCGACGCTCCTCTTGCTACCCTTCCTCCTAGCCCTGCTCCGCCCTGA 

TTACTACGTTCACCACTGGCCGGAGACCCGGGTCGCCCTAGCCTACCTCTACG 

CGGGATGCGCCCTCTCCCCCACCCTCGCGCTCGCCGTGATGTGGGTGTTGAGA 

ACGCGAGTCGTCTGGTGTTGGAAGAGGGACCTGGACGAGGAAGTGTTAGAACG 

CTTCGTCGAGGGGCTCCCCGACGGACGGTACGTACCCGGCAGTCTGATCCCCT 

ACGCGTCTAACGTCGGGACGCTCGCCGTCGCCATCGCCGTCGACGCGCCGTC 

CCTCACGCCCTATCTGATCACCGCCGGTACGCTCTCCGTGCTAGCCCTCACGA 

CCTACATCTCGACGTTCACCGAGGGGGATCTCCTCGACATCCTCGGCAAGCTC 

CGGAGCGGACCATGGCGCGATGACTCGTACGTGATCGGCTTCACGATCCTCAT 

CCTGGAGAGGAGCTTCTGGCTGATAATCGAGCACTCGCACCCCTAGAGGTTCG 

ACGTCACGTCCGGTGAGTGGCGGTGGCTACGTCCGGCTAGCCGACCCCCACC 

TTGATCCACCGGAGTGTTAAATACGGGGGGAGACACCATCGGATCGTCACGGG 

GATCCCGGTGGAGCGGGCGATCGCCCGTGTTTGTGGGGATCCGAGGGTCGCG 

GGGGGTCGTCTCGGAGTTCGAGGGTTCTCTGAAGCGCGAGCCCGACCGGTGG 

TGGTTCACGAGGTTCCTCCACGAGCACCCGATGCTACTCTCGACCTCGCTCGC 

ACTCCTCACCCTACCCCCGGTCCTCACGGCGGGTAGGACGGTCTGGGAACTGT 

CCGACCGCCCCCACGATCCCGCAGCCCTTCTCGTGACGACGTCGGCGACCCT 

CGCCCCCGCGCTCGCCGTCTACTCCGCCCTCATGGCGTACTACACCCTCCGAG 

CCCGGTACCTGATCAGGGCACCGGTGGTCACCTACCCCCACCACCCGGCCTAC 

CTGCCCCTGCTGTACTGGCTCCCCTCCTCCCGGTTACTGACCCACTGGGGCGA 

GCCGAAGGTGCGGTTGGGGTTCGTGGTCCTGTACACGACGGTGGTACTCCTAC 

CCACCCTCTCGCTCCTCCTGACGTGGATCTGTCGGGTTCGGATACTCTGGTGCT 

GGCGTGGGGACATCGACGAGGGCACGCTGGCGCGCCTGCTCGAGCGACTACC 

CCGGGACTACACGTACGCCCCCGGGTGCGTGTTCCCCGCCTTGGTGGCGATC 

AGCGCCTTACCCGGGGCTTTCGGGTACCTTCTGTTGAAGGGGACGTGGTCGGG 

GTGGTACGTGCTCGCGATCCCCGCGAGCATGATCGTGCCGATGACCGTCCTGA 

CATACGCCGTGATCCGGAAGATGAGTCGGTCTCCCGTCGAAGAGCTGACGGAC 

GAGTGGTTGGGTGAGGGGAACGCTCCCTGGCGGCTCGATCTGCAGGCTCTGG 

CCATCCTCGCGACGTTCGCGACCTGGACGCTGGTGGACGTGGGAGGCATGAG 

GTGACCCTCCCGCGGGGACCCAGGACGACGCTGAGGCGATTTACCGGAGGCG 

TAACCCCGTGAGTTTCGAGTCGGACTCTTGCGGCGAGGTGTCAGAATAAGTGT 

CTCGAAGATTCATCGTATTAGTAGCTTGTATATTGGCATACTTAAGTTTGTACCT 

GCTAGAATTGACACTATATCCCCCAAATGCTGTACCCATAGCAATAATTGTATTC 

ATTCTTAGTATTGCCATAGAAGAGCTAGTTCGTAGGTGGTATATATATTACTTAG 

GTTGGAGATTCCGAAGCCTGAGAACGCTAGAATGAAAGGTAAAGTAATCCATAT 

CCGACCGTGTTCTCCGCTCGACAACTCACACAACCCCTCCATGTTCTACCATCT 

ATCATTTTAATGTACCTCCCCATTGTTTCAATTCCACATGCGGAACTCACCGACA 

GCAGTGTATTCTTAACTTTCCTAATGATCGTCCTAGGAGTAGTATTTGTAGTGTC 
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CATTTCGATGTTTTTGTCTTTTCCGTTCGCGATGATTTTGAGGGTTAAAGATTCTA 
GA^GGAT^ 

GCATCGAAGTCTCTGGATTCCGAGAGTTTACCTCTTATCCAGTCGAGTACGAGG 

AT^ACCCGCGGGATCACCAAGGGATTTGATGGTCCTAATCGGGTATTTCAAAC 

CCGAATTACATCGTATTGAAATCCGAGATTGTAACTTTTTCTTCTTGAGAACGAG 

GAGTFTTTGCTTACTCTACGATGCCTGTCTTCCCGGGGATCGGGAGGAGGCGTT 

CCGGCTCGCTCGATGGTGGGAGAGGTTCTCGATGGTGTACGAGGCGCTG7TCG 

AGGATGAAATCCCGGATGAGAAGAATATCATGAAGTATCTGGACGGACTGTACC 

AGTTCAAGGCCGCTCACTACTACGTGCCCCTGCCGAGGTGGCCCTACGATGAA 

GACCGCGACGCTCGAGATTAAAACTCGGCACCGGGGGTGCGTCGCGTGATCC 

CCGGATGGTACGTGGGAGCCGTCCTGGTACCGCAGCTGGTCGTCACGGTCGT 

GATCGCGCATGGCTTCTCGCGGAAGCGTAGGTGGGAACGACTGCTTAGACGTG 

CCTCCCGGGAGGAGGTGAGGAGGTCCCTTGAGCGGACCCCCGGTGGTGGAAC 

GGTCCGGCTGGCCTTCGTGCCCGAGCTGCTGTGGTGCGTTCCCGGGAGAGTG 

CTCGTTCTCGGGTCGACCGGCTGGTTGATGCTCGCGGTGCTGTACGAGTTCGA 

GCTGCTCGGGCTCACTAGGATCGTGCCCGAAGCTAAGGTGCGAGGGCTGCTC 

GCTGCCGTCCTAGCGCTCGTGTACGGAACCTGCGCCGTCGCCGTGTTACCTGG 

GACGCCCAGGCCCGCCCTTCCGAGGCTGCTGGCACCCGCCGCCGTCGGTGGC 

GCCCTGGGGGCGGTAGCGGTCCTGAAGTCGCTACCGCCGTGGTTGGGATCGC 

TCGCGCCGGTCGCGATGCTAGTCGGTCTGTCATCCGTGATCGGATACAGGGGG 

AGGCTGAGTGCCTCGGGAGGTACGGCCTGGGATGAGGTCGTTGAGGCGGTGC 

GGTACTACCCTGTTTCGGCGCTCTCCGTGGGGGAAAGGGAGGCAGAGGCGGC 

CGAGAAGTGTGCCCTTTGGTTCCTTGCCTGCCGGGTGGTGGAAGGCACGAGAT 

CGGTGGGGTGACGCTGGCCTCCTTATCGCATGGAGTCTACCGTTTCCTGTCGC 

TCCATTTTCCCGCCCGATGCCAAAGTAGTACGACCCCAGAAGGCGCGGCGGTT 

TGGCTCGAGTTCTGGATACCAACTCACTCGGCGCCGGGTTGAATCGTTCGTGG 

GGATAGTGCCGGTCATGTACTCGTGGTGGTCCGAAGGATCGTCCAGGGAGCGA 

CGACCTACGTGCTCACCGCGACCACGCTCCGTTATCCAATCCT^CCACCGATCA 

CGGAGACTGCTACGGCTGGGACCGGACACATCCGACTCACGTTCCGTGCCGG 

AGTTTCCAGCGTTCGAGTTCTAACATGACGTCGGGTACTTCGTGTTT^ 

AGGGATCTCTTTCTAAAACGGATGATCTTGTTCAAGTGAGCGGAGTAGTGTGCG 

GGCCAGCCTCCGAGGGTTCTCACGGCGAAGGATTCGAGCCGGTCGGGAAGTT 

CTTCTAGGAGGTCGCGGATTTGCGGTGAGTTCGAGGGTCTGGCGTTGAAGGTT 

AGGGCGAGCCCGCGGGCTAGTACCCGTCGGGCCTGTTTGTATGGCAGGCTCG 

AGACCTCGGTGAGTAGGGTCTTGAGTACCGAGCGGAGGTTGCGCATGAGGTGT 

CGCGCGAGCTCCAGAACCTCTGCTCGATTTAAGGAAACCAGCCACTCGACGAA 

CCGGACACTCTCGTTCTCGGGTTTGCCCAGGTAGAGCGTGCGCCCGCACTOT 

GTCGGGAGTCGCGACGCCATCTCGCGACGTAGTAAGGACCGCACGTGCTACC 

GTTCACCGTCCGATAGGTCACCTCGAGGCTCGGCCTCTTCCCACGACTGTACA 

CCTCCCGTAGTACCCGGAGGGCTCGGATCCGCTCCACGGGATCCGAG^GGTAT 

CGGGACGTGAGCGTGCGACTCGACCAACCCCGGCACGCGATCCCCTCAGGTG 

CCTCCAAATTGTATGGGAAAGATTAGGACAACGCTCCGAGATATAAGCCTTACA 

GTCCGGAACCGTGACTCGGATGCCGATATTTCCCGGGGATACACCGAATGCGA 

GCCGAACCGCGTGGACCTGTATCTTTCCATACAACTGCTCGATCGGATGCCGTC 

CGGCCGAGGTGAGATTTCCCCGAGGATCGCGTGGTCGGAGTGGTGGGTTAAG 

GGCTATCGGATCGTTATTTTCAGAAAAAATAGTACCGCGCCCGCGAGCGGGATC 

CGGGGACATCGGCATGAGATACCTCGTGGCTGCGGTCGTCGCAACCCTCCTGG 

CCGCGTTGACGCCGGCTCTCGGGTATTGGCACCCGAGTAGTGGCTATCCCCCC 

GTGGTACGGGCACCATCAAGGGTACGGTCACCACGGTCCGAACGGTGGTCCG 

AACGGTCAAGGTGGACGAGGACTGGGGCCCGAGGAATGTCCCTACGGTCACC 

CGAAGTGTCCCAGCAACTCGCCTGCGACGGACATGAGCGGTGTGAACGTGAGC 

TCGTACGGTGGTAACACCACCGGAACAGAGGCCCGTACCGAGGTTCCCGTGAG 
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TCCGGGTAGCCCGAGCCGAACGGTCCGAGCATCGACGGGGGTCGTCTCGGAC 
GTCAAGAACCTGGCCTACGCGAGCTGGCCTGTACTGTCGCTGTTAGGGCTGCT 
CATCGCGCCGACGCTAGTCAGACGGTGAACGCCACACCGACGGCGTACCCAC 
CCTATTTGGCGGATGGATGGAGCTGTTTCATCGTCGGGCGGAGACCAACAGCC 
5 CGACTCCGATCACCGCGGAGATCACGGCGAGGGCCACCGGCACGGTCGGAGT 
TCCGGTCTTGTACTCGCCTACGACGGTCCCTCTCATGCTCTCCTTCTCCTCGAA 
CGGAACCGGTCCTTCCTCCCCGTTCCTCGCGTAGACGTAGATGGTATCCCCGT 
CCACCACCTTGGCCACGTGGGCCTTGAACTCCCGGGGGAACCACCTCGGGAG 
CGGGTCGGGCTCGGGGTACTGCCGGTACTCGGCGAGCTTTCTCTCGACGAGC 

1 0 AGCTCCGAGAGTGTCGTCTCCTCGTCGTCGGGGTAGACGTCGGCGATGATCCG 
GTGGTACTTGCCGAGACCGTACGCCCGGCACTTCACGTAGCCGCCGGCGTCG 
CGGATCTTCTTCTCGACGAACTCTTTGGCCTTCAGCCCGAGCCGGTACTCCTCC 
TCGCTGGAGGGGTGGTAGATCTCCGGGGCGTTGACCCTGGCGAAGCGGATCT 
TGACGGCGGGTTTCCCGTCGAAGTACGCCACCGGCACTCCCAGGTTCTCCAGC 

1 5 TCCCTGAGCTGCTCGTCCGTGAGGTTCAGCCAGGGGACGCCGCTTCCGGGCG 
CGGGCTCCGGTTCCTCGGGGTCGACCCAGGGCGGGGCTCCCTGGGTCGTCCG 
TCCCGGAGAGCGCTAGGAGGGTCGCCAGGGCCACGAGCAGGGCACTGACGAC 
CTTCCGCAAGACGCTCCCCCCAGTACATCGGCGCGTCGGCGATCCCACGGTTC 
ATAAGGTTACTTTATTCAGG GTTAGGGTTGAG GTCGTG G ATTCCCCCGACCTAT 

20 CGGCACGGCTGAACGGTCCCGCCGCCTAGACCGTCGACGTCATCCCGAGGGC 
TCGGACGGCCTCTCAAGCCTCGAACCTCGTTCCACGTCGCCCTCCTCGAGGAT 
CTCAGTAGCCGACTCCTCCAGCTCGTCACCCCTCAGCGTCTCGCCGTCGATAG 
TCACTACCTGAGACCCGGACACCGTCCTCAGCCCTAGTCGACGGATCCTCTCC 
GCGATGATAGCGTTCACCACCCAATCGCGCCTTTCGAGGCACCTCAAACCCAC 

25 CTCGGCGGCCGGTACCAACGTCCCGTACAGTACCTCACCGGTCAGCGGGACA 
CCCACCGCCACACGGTCCGCGTGCGTCGAAGGGTCCCGGACGATGTGCACCC 
GGCCGTCCCGGTCGGTGACCCTCACGTTCACGGCGTAGTATCCCAGCCTGAGT 
AGGACGTTACCGACGATCCCGGAGATTACCTCGTCCGCCCGTCCCTCGTCCTC 
CCGGATGAGATCTCTCGCACCCTCTGCGATCGTCTCGACCGTCGATCTCACGG 

30 TCTCGAGCGTCCCCCTCACGGCGCCGTCCTTCAGCGCCAGCACGCCCACCGC 
CACCACATCGTACGGGTCGCTACCGTGGAGGATCCTCACCGCACCCTTGTCGG 
ACAGGTACTCCGTGATCCTCGCCGCCCTCGACGCCACGGTCCAGGGGTCCTTC 
GTGCTCTCCACGATCCCGGCGATCAGTCCCTTCAGCTCGACCCTACTGTACTCC 
CCCGACACCGGGAGGGTGAGGGGCGGTTCCACCCACGGTTCGGCGCCTTCGG 

35 GGACCACCGGCTCGACGCCCTCCGCCATCCTCCGTACGAGTCGGACCCCGGC 
CTCGAACAGCCCGTCCAACCACACCAGGAACCCGGCGAGGGACGCGGCGTCG 
CCCTTCATGAGCGTTGTCTTCGGGTCGAACTCCAGCCTCCCTCCGTTTCCCTCG 
ACCACGATCCCGTCGACGACGAACCTGATCGTCGCCAAAGGTGTGACCCCTCG 
CCGCTCACGCGCTCTTCAGTCGGGATGCGAGGACCGGCTCACCGGCCCACGA 

40 CCTCACTCCCCAGCACGTACGTCACGACCGTCTGGTTGTGCTGGACGAACTTA 
CCCGAGGGGGTCAGTCCGTACTCGCCGTAGCAGTTGAACCCGAAGATGGGCA 
CGTCCTCGCTCACCAGGTCCCGGAGTAGGTCTACGGCGTCGTCCGTGTCGACG 
ATCAGGTGTCGGGCCATGCAGTTGAACACGAGCACGGCGCCCAGCTCATCGG 
GCGAGCCGGCGTCCTCCAGCGCCCGCTGCACCGCCCTCTTGAACGAATCCTCT 

45 ACGTCGCCCGGCTCCATCACCCGGACGGCGACGCCGCTCGGGAGCTGTGCCA 
CCAGCTTCAAGGTTCTCTCTTCCTCGTCCACCTCGAACGGGGTCCTGATCAGGT 
GGTACGGACGCGGACCCGGATCCTCGACCCCCAAGGGGTACTTCAGTAGCGTT 
TCCATCCCGATTTCCTCACCTACGACCTCCTCGTACACGTCCAGCGCGGGTTCG 
CCGTCCATCCTGATCACGTCCACACCCTCGGTCTCCACGATCATCGGCTCGGA 

50 GGAAGGGACGAAACCGTGGTCGACCGCGTGCCCACGTTTCACGGACGAGTAC 
AGAATCAGCACCGCCAGCGCGTCCTCGTACACGCCCGAGTCGTCGAAGATGTA 
CGTGCGCTCGAACTCGTACTCGTCCGCCGTCATACCGCCGACGATTCGGGGCA 
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CCGTGCCCAGGCAGTCCAGCACGCCCCTGAGTGCCTCCATCAACGCCTCCGG 

GTGGTTCAAACAGCACAGATCGTCGGTGAAGAGTAGAGCGTCGACCAGCGAGT 

GACGGGTCACGTCCACGTTACCGGTCACGAGTTTGGTCGCCACCGGTGCCAGT 

GAGGCGGAGACGTCCACTTCCACGCTCTTGGCGGCCTCGGTTACCGTCTCCCT 

CGCGACCCTGTACGGGTCCTCCGATAAGCCCGTGCCGATCGCCATTCCCATGG 

CTACGAGCTTGGAGAGTTCCATCGCGAGGATAGCCACGGACCCGTCGCTGAAC 

CCGTCCGTGGTGATGTTGCCGGCGGACGAGAGACCGAGGATCAGACACCTGT 

CATCTTCGAGGTACTCCACTATCGCCTCGCGAACCTCGTGGGGGTCGTGCCTA 

GGCGAGAAGGCGCAGAGGACGGCATCGATTCTATCGAGACCCCAATCCGCGG 

CCCCCTCCAGCGCCTCCTCGGGACTGGACTTGGAGACACCGACACCGGCTTTC 

AGCGGAGCGGCCATCCTTCACTCCCCCTTCCGTAAAGTAACAGAGGTGATAAAT 

CGTAATCGGATGCGTATGCACGGTCGACAAATACTTGACAACAGTTTTCCAACG 

TTGGCTCGTGTTGTTATACATTATAAAAGTTACGCTAGTAGAGGCTGACGCATG 

GTACGTGGCTCCTATAAGGTGATGACGTCATGCTGTCCAACGTTATGTACCCGA 

CGAATTCGCGGGTGAGGCCGCGGGAATCCCGACGGTAGGATGCTCGCACTCG 

GGTGCGGTGGGCACACGGCGTGATCGGGAGGGGGAGGTGCGGACGCCGGGC 

CGGCGCTTAGGACGTTCACACACGCTCCAGCACGAAGATACACCTATCCTCCTC 

GGCCCTCATCTCGACCAGCCGATACTCGGCGTTGAAGGTTTCCTCCGCGAGCT 

CCAGGATCGTCGCTACGTAGGGGCACACGACCGGCACCTCGTCCCGGTCCAG 

GAGCTCACGGCGCACCTCCTCGAACGGACACGACTCGATCACGACCTCGAGCC 

TGTCCTCGGACCCCTCCACGCGTACCTCCGCGTCGTCCGCGTGCCTGAGCGCT 

TCCTCGATGTCGTCGGAGAGGGAGTCCCTGTCCCCACCGGACACCTTCAGAAG 

TCTCGAGCAGCTCGAGCATACGTCGGCCCGCGATCCGGTTCAGTGCGAGTGCC 

GCTTCACCGTGCGTCTCGAAGAGCGCCTCCTGGAGACCTATCATGAACGCCAA 

CCAGACGTCCCAACGCACCAACCCGGTTCCCCGCGCCGGCGACGGGCGACCG 

ACCTTTGAAGTTTGCAGAGGAAAAAACGAACACTGTTCCAATATCGTGGAAACG 

TTCCCAGGAGAACCGAAACGCACGCCCCTCGGGCGTCCCGAACGAGACGACA 

ACCGACGCGACCGTCCTCGCCCCCGACGTTCACGGTCCGCCGAAGCGCTGAC 

GTGTCGCGGGGCTCACATCCCGGAATCCGAGCGTCCCGCGTGTGGAAGGGGC 

ATCACCGGGCACTCTATAACGGATCCCCTCATCACGCTGATCCCGATCAGGAG 

GTGCCGGGTTTGAGACGGACCGCCGTCCTGCTCGTCCCCGAGCCGACCGGAA 

CCGGTGTCCTCGAGACGCTCGTCAAGTGGTTCAGGAGAGTGGATATCGACCGG 

TAGTCTGGCGCGGAAGCTGGCGGAACCCGAGGGCACCGGTGTATCGGGGTTG 

CTGAGAGGGTTAGGGCGGAAGGGTGGGGGCGAGGTCGTCATCTGTAGGTTCG 

TACCCCACCGACCGAGACCCTGCCGTACGAGAGGGTGCTGCGGGGGATCGAG 

GCGGAGCTCCGGGAGGAGTTCGAGGTCCGGAGTCCGTCGGACGGGGTCCGG 

ACGCCGTCTGGAACGTCTCGGACCTGGTGGTGGAAGCCCTATGGAGCTCGGGT 

CTAGTCTACGTGGACGTGTCCGGCGCCCGAGGACCGGAGATCGCGGGTATCC 

CGCTCGGACTGGCGGCCCTCGAGGTGCCGGGCTTGAGCGTCGGAGGCGGGA 

GGGAGGTGCGGTTCGTCGCTGGGAGGCTGGAGGACGACGTCCTGACCGACGT 

AACGGAACACTTCGGGGCGGCCGGCGCGCTGATATGGACGATTATCTGCTCCT 

GGAAACCGTCGCCCGAGGCCGCTAGAAGGGCGATCGAGCCGGCCGAGCGTGC 

CGGCGTGGACGTCCGGGAGCTCGATCGGTTAGGGGAATACGTCGACGCCCTC 

GACACGGCCCAGGTCGGTGAGGTACTGGCCGGGACGAGGCCGGATCGGGAG 

ACGATCCGGACCATCGTTAGGATCCTGCGTAGAGTGCTGCATAGAGTGTACGC 

GACGGACGGGCGATTCGCGCCGCCTACGGCGAGCCCGTTAAGCGGTATAATC 

CGGGTACACTCGGACACCCCGACACCGACGACGTGCGGTGCGGTCACGTCCC 

CACGGGAACCCGGTACGTGACGGTACGTCCCGAAACGGTTATCTTTCGATCGA 

GTGCGCGGACAGACCGGGGCCCCTCTCCCTTGAGGGTCGGGATCGCCGTCCT 

GGCCGCGCTCCTCGCGACGTTGGGTGCCGCAACGGCGGCGGAGTATCCCATT 

AAGGGCGAAGTGACGGGAACGTTCGAAGTACACGTCGAGGCGGATCCGGGCA 

CGCAGGTGGACACCAACGAGTACGCCGTCGTGGTCGGGAGTAAGTACGTCTAC 
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CTGATCATGGTGGAGGAGGACGACCTGCAGGATTCGGGTAAGTTCAAGACGCA 
GCCGTTCCTGGTGCCCGTGCCCGCGGACAAGGTCGAAGTCAACGGATCCCTG 
GTGAAGTTCCCGGACGGTCTCGACGACACGTTCGCGGCGTACTGCCTGAACCC 
GATGGGGCGCCACCCACGAGGTGAGATGGTAGTACCGAAGTGGAACGAGATC 
5 GAGGACAGGTTCGTCGAGATCAAGGTGGTGGCGGGTCACGGACAGGTACGTA 
CCGAGGAGCGGCATCTCGCTCCGGAGTGGATCAAGGCTGTCTGTAAGCGCGT 
GGAGGGTGTCGTGGATCCGGGAGAGTGGAAGCGCGACGCCCAGACGATTATC 
TGGGTGACGGAGGCCGCGGTCCCGGAGAACGTGCAGGTGAACGTCGAGAACC 
GCGTTCAAATCGACGTGAACGCGACGGTACAGGTGAACGCGCAGGACTTCTTC 

1 0 CAGATCAACGAGAGTGAGCTGAGAGAGCTCGCGAACGCGGGGGATGAGATGG 
CACGGCAGCTGCTCGAGTTCTTCAGCAACAAGGAGGAGTTGGAGAACCTAGTT 
AACACCGCGCAGAGCGCGCTGGACTTCGTCAAGCAGCACCTAAGTGACATCGT 
GACGACGGCTCAGACGGCGAAGGAGGCGTACGAGACAGCGAAGAGTGTCTTC 
GGGAAGATCCCCGTCTCACCGGCGGTGATCATCGTGGCACTGGCGGCGCTAG 

1 5 CGATCTTCAGACGCCGCCCGTAAATCATAACGCCCCGTTCCCGCCCGCACGTA 
TCGTCATGGGAATCGAAACGATACGACGACCTCATCACGAGCTCACCGCCGAC 
GGGTGTCAACAGTTAACTCGGAATTAACACGTCGGGACGGGCGGGAGAAACTC 
GAACCCCGATTCCCCCGAGAACGGCGACCTGGTGTGGAACGCCCTCGGTTCTG 
ACCTCAAGATGATGAAGGCGGACTTAACCGAACCGACATCCTCCCTGCCTCCG 

20 AGGGATGAGGCTCGCGGGGTCCCGTCGTAAGACCCGCTCGACGCGGCTCCTC 
GGCGACCTTCACACGGGAAACGGCGAGCCGTGGGACGGAACCCGCGCCGAAA 
TTACGCAAACACCGCGTGGGGCGTGGAGACGGCGGGCCGCCCCCGGTCCGTG 
AAACGTTAACAGAATGTTAACGAATAAAAAGACTGTTGACGACCTGGGGCGCCG 
TGTCGTACGCGCGTCACACCTCCACGTCGGCCACCTTGCGCCTACGATAGAAC 

25 CTGCCGGACGCGTGGGTTTCCGACATCCTACGGGGTTCCGACGAGAACACGAT 
CTCGAGGAGCTCCAAGGCCTTGTCCACGGGCTTCAGGCTCAGGGCTTTCCCGA 
CGATCCTCGTGACATCCTCCACGGAGTATCCCCGGAGGATCGCCATCGCGACT 
ACCCTGACGATCCTCTCCAACATGTCCCGTCCTCTCGAGAGACCCTCGTCAACT 
TCCTCCTTCTCGTCCACCACTTCCTCTCGCTCCAGGGATACGACGTGGGCGTCC 

30 ACGACCTTGGTCGGCATCGCCCGGGTCCACCCCCGACCGGTGGGGGACCTCA 
CTACGAACTCAAACGAACATCCATGAAAACAAATGAGACTCCGACCCTAATTACT 
CTTTCACCGATAACCTCGGGTTAATTCCGCGACTCCACTCACTCCTCGTACTCT 
CTCAGGAACTCGAGCACGCCCCCGTACCTCTCCACGAGCTTGCTCACGCGATC 
CGGGTCCACCCTCATCGCGCCCCTGGGCCGGAACCCGGCGCGGTATCCGAGC 

35 AGCTCGTTCAGCTCACTCGCCGGCAACGACACGAGCCGGACCTCCGCCAGCGT 
GACCAGCCTCTCCCACCTGTCGTCTCCCCATAGGATGGCGGAGACTTTGGGAT 
CATTGCACTTGCTTGCAATCACGCCGCAGTACCGGTAGCGGTCCTCGCCCTTCT 
CGTCCCTGAAGAGAAGCACGTCCCCCTCACCGAGGCTCTCCCAACCCACCCTC 
TCGCCGGAACCGAAGCCCCAGATACCCTCGAACGTTCCGAAGACACCCGGGAT 

40 CTCCCGGAGTCGACTTCCGGGGTGCACGCTGCTGGCTATCCTCCTCCTGTACT 
CCGCCGTGGGTCTCCTCCAGATGAGTACGAGGTTCTCGACCTCGGGATCCCTC 
CTCCCGCGATCCCCTCCCAGTATGGACTCTATCAGCGCCTCCTTCTCCTCGCTC 
GATATCCGCCCCACGCTGCCCCTGAGCGCGTCCCGAAGCCGGCGTCGCATCT 
CCTCCTCGTTCCTCACGGTGTACAGGGTCCTACGACCGGCCTTCCGCCTCCCG 

45 ATGAGCCCCCTGAGACCGGACATGTACGCGTGGACGGCGTGCTCGCTGATCTC 
GTAACCCACCGACTCGAGCACGTCACGGATGTCACCCGCGGACACGTGCTTCC 
CGTACATCTTCCAGGCCAGGTACACGACCGCCACCACGGCCCACTTCTTGCGG 
AGCCTGCGCTCCCTGAGAGCCTCGCGGAGTTCGCTTTCTAAGGAGGTCATAGG 
CGAAACCCACGACCCCCGAGGTCCCGGTTCTCCCCGGTGTTCGCGCGTCGCC 

50 GGGACCGTCGGGGGCGACCCTTTATCCATCCCGTTCGGAACCGTGCACCGGG 
CTCCGGCGCCACTCGGCTGAAACCGGCGCGACTATAACTTTGCGCCACGATTG 
TACGCGTTCCAGCGCATAGGGGGGCGCGTGCTTGGATCTCGACCTGACCGCAC 
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TGTTCGGCAAGAAAAAGGTGATCGTCTACCACTACCACGGTCATCCAGGGTACG 
GGTACCATCTCTACGGACACAAGACCGGCCTGCTGGGAAGCCTGCTGAAGCTG 
GGACTCCTGGCGATCATCGCCGTGGGCCTGCTGGTCCTACTGCTGATTGCCCT 
GGGTCTGTACCTGCTACTGAGGCTCCTGCGAGGGCGCCGAGAACGCCCGCCC 
5 GCGACGTAGCCGCTCCCGAACCGACGTCGAGTTTGACTCCCACGCGTCGGAGA 
ACTCACGCCGATGTAAGCCCTCCTCCGCCCGTACGCTCCGGCCCCGGACCTCG 
GGATCTCCGGGGCTCGGTCACACGTGCACCCGTGGAGGCGCTGGTATTCACG 
GGGAGGATCGAACGAAATCAAAGGAGTTGAAACGAGGGCCCTGGGGACTCCAC 
GGCGGAGAGTTTTCCGATACCGGCTCGGTCGGACGGGAACACCGTGGGGGTC 

1 0 CCGGGAAACGGCTCCCCGAACCCGGAAGCCGGTGACGGCGGGATCGCATCCG 
TTACTGTTCACATGGTTTCGGAGGGGGTGCAAGGGGCGTGCTCACTCGCGCTT 
CAGCTCGGTCTTGAGGTCCCTGTAATCCCGTTTCAGCTCCCGCACCACGTCAG 
CCGGTCGCAGACCCAGCAGGCGCAGCACCACGTACACCATCAGTCCCAGTACG 
GCCAGACCGACGGCCAGCTTCAGGACCGCGAGCACCGGCCACAGCATCCATC 

1 5 CGAACCCCATCATCGGTCCGCCGTAACCGCACATGGGGCACCCCATAGGACCG 
AACATGGGACCGAACGGCGGCATCCGAGCTCACCCCGTCCGTCCTAACGTTCG 
ATGGTGTTCGGAAGTGTTAATAATACTATCCCGAAACGCCGACCCGTCGCAGGT 
CCCCACGGGTCCCCGTCCGTCGGGCACCGTGCGGGACGTCTCACGATCCTCC 
CGTGTGTGGGATGTTTCCACCGGTTCCGTCGCGGCTCACCCGAAGCTTCCAGG 

20 CACGTCGCGAGAGCTCGGCCGCCCGTTCAATCCTCCGAAGCACGATCACCGCG 
TGGAAGAGGAACGTAGCCACGATCGTCAACGCCGCGGGTACGGCGCCCACCA 
GGACCAACAGGAGCACCGAGGTTCCCGCTCCGATCAGGACGACCTCGGGTAC 
CAGAATCCCGTCGTTCAGCAGGGCCGCCGTGTACCCCACGGGATCGCGTCGG 
TAATGCGACACCGCGCGCACGGAGGGGGCCATCGTGGCGACGGCTCCCAACG 

25 CCAGGGCGATCGCGAGGCGCGGACAGTGGACCCTCGGCAGGGGCAGGTAAA 
GTATCCCGATCACCGGGGCGAGCAGGCCCGTGAGGAGGGCGTTATACTCCAG 
GAAGGTCAGGGTCGCGTGCTTGATCCTGGATTTCGGGACCGGAACCGAGTCCA 
CCCTGCGGGCGATCGCCCAGTAGACGGCGCTCACGGTTGCGCCCGGACCGAA 
GTAGATCGCGGCCGCGATCGTCGCGGCCGCCCACAGGCTGACCTTGAGCGCC 

30 TTGGCTACCTTGACGAGGATCCAGTGGATCAGTTTCCCGAGATAGTCGCGCCC 
GGACGGCGATGTCTTGGCGCCCTTCCTCATCGCGAGTATCGGAGTTACGGTGG 
GGAGGATCGCCGTGACGGCCACCATCTCGGGTGATGGCGGCTTCTTGCCCAG 
GCCTTTGCACTCCATCCACGCCTCGAGCACGCGGTCGTGGAACTCCTCCAACC 
TAGGGTCCCCGGGCGAGTAGAGGGGCACCCGGAGCCAGCGCCACCTGGCGAA 

35 CACGGTCCCACCTACGACCTCGAGGATCGGGAGCTCGCCGAGCTCGCGTACC 
GCCTCCACGACGGCGTCCCCGGGGCTCCCTTTCTTATGCGCCAGTAGGATGCG 
CAGACCGTGTCTGAGCCGGTCGGAGTCGAAGGGCATGGGAACGCGCTCGAGG 
TCCTTCGTCAGCACGACCACGCCGCTCTCGCGCTCCTCGACGTCGAGGATGTC 
CTCTACGGGGATCCTCCTGGTCCCGCCGGGTCCCTTCAAGATCACGGCGTCCG 

40 GGGTTAGCTCGACTTGGTTACCCAGATAGCGGCGGAAGACTAAGGTGCCGACA 
CCCAAGAGTATCGCGGTGACCGCCAACGCGAGCAACGCCGGGAAGAGCCCGC 
GCGGGAGGATCAAGTACAGGCAAACCGCGGTCGCGATCCCGGCACCCGCGAC 
GGGTACGTAGACCCTCTTCGGGTCCTCGAGCTCGGGCGGACGGAGCGGCTCG 
GTCACACCCGCCCCCATCCCGAAGGTGTCGGCGCGCGCCGAAAACGTTTCGG 

45 AACGTCACAACCAGACCCCGTGCCCGCGCAGGTGTTAAGCGCGACCGCCCGG 
GAACCTCCTGAGGGGATGGAGCCCGGGTCGTCCCGGCGGGCCTGAGGGCGG 
GGTGGCCCCCGCCACCGTGAGGGGCCCGCTGATGAGCCCGGGTACACCGTCC 
CCTCCAAACGACACCCTCCAGAGCGCCACGAACCCATCCTCGCCCGGACCGGT 
CCCGTACGCTCGAACCCCGTTCCGTCCGGACCTCGGATTAGCACGGCGCGAAA 

50 GCCGCCATCGGTTCCAGTCGGAGGATCTCGCGGGCGAACGTACCCACGTACG 
CGTCGAACGGATGTAGGAGCCGATGGTACACACGCTCATGGATCGTCCAGTAC 
ACCTTCTCGAGCCCCGGGATACGGTCCAGTCCCAGCGTGTGGAACTCGCTCGG 
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GCATGCTAGGATCACGAGGCACAGGAGAAGTACCGTCGCCGGCGGTAGCACC 

GCGTCCCACTTGTCCGAGGGGACGGGTGTTAGTCTCAGGTTCCATACCCTCCA 

TCTACCACCGTCCCGACGGACCAGGAGCGGGACCCCGCGCACCGTGAGCGCG 

TCTTCCAAACAGTGCAAGCACCCGCCCAGGAGGACCGCGGCTAGACCCGTGTG 

TCCGACCCACCAAGCGAGAAAGGCTCCGAGCGCCCATGGTACGGGCCAGTGT 

AGGATCCCGCGGTGTCCGACGACCGTGTTGATCAGGCGACGAAGCGGTAACA 

GTGTGGCTTTCTCAAGGGGTACGAGGGCTCGGGAAGCCACGGAGCTGGGATG 

ATCGAGATCGGGCAGCAGGCTCCCGAGAGCGGCTGCGAGCGCGTGCTTCGGA 

TCCCAGAGGTATGCGACGATCACGTAGGTGAGCAGGAGGTGAGTCCGATAACG 

CAAGAACCTCACCCTTGAAGTCTCCATCGCGTCTCGGGGGCGTTTCGACGCCG 

GCCCTCGGGAGCCGACGTCGTTAACGTTAACTCCGGGACACTCCGGCGTGACG 

ACCCCCAGTCCCGGAGTGGGCCGTGCACACGGTCGACCTCGGGAGGGTTCTC 

GACGACCGAAACCCCCTTTATGTTTCGAAGTTAGGGTTCGTTCGGGGAAACCG 

GTTGGTAGCCCACCGGGGCCGTCTCTTCGTAGAAACCGACGGGAAGCTTCTGG 

GTTCCTGTGAGGCCTCGTTGATCGTCACCGAGGAGAACGTCGTCGTGGTCCCA 

CGGGAGCCGATCGAGGGTGTCGACACCTCGGATCTCGTCGTCGAGTCCGTGG 

CATCGCGGTTCGACTCGGCCGAGCTCGAGGAGGGTAACTTCACGCCGCCCAG 

GTCCAGGGTGGTCATGACCCCACCCACGGCCGCCTCGATGATCGACCTCGGAC 

TCGCCCTGAAGCGGTTCGAGGTCGACGGCGTTACCGTCCTGACGGTCGTCGGT 

CCCGCCCCGGCGTACCCGTTCGAGCGCAGGATCCTGGCTCCCGAGGGTGAGA 

TGACGCTGCGGTTCGAGCCGAAGGATCCCGTGGCGGCGGAGGGGAGCCTGCG 

GGCCGCCGCGCGCGCCGCGGTGGAGGGGACCGTCGGGGAGACCGTCGGAAG 

GAGTAAGGCGGTGCGACTCTGCAAGGTCCTGGTCGAGCTGAACCAGACCGTAG 

GACACGGCACGCTCAGGCTCGTACCGCGGGACGAGAACGTCCTCCTCGTACTC 

CAGCCCGAGGAGGACATCGCCGAGGAGTTCAAGGACGCCGTGGGTAAGTCAC 

AGATCGGCATCGCGCTGACACCACCCGAACTCTCCGCGGTGTTCTCCGGCAAG 

GCGGTCGTGAAGCACGGGAAGGAGGACACCGTCCACGTGCTCGACGCGCGTA 

AGACGATCGAGTTCCGGGCGGAGGGGAAGGGATGGGCGCTGAGGGCCGTCC 

CGACGGACGTGATCGCGGGCAGCACCGCGCGGGTACTACTGCGGACCGCGGC 

CGAGCTGATCGTGCACGAGGGTCTCCGACCCGAGTAACCGATACCCCCGTCGC 

CCCACGCCGTACGGGATGCGACGGTCGCCGGGTCTTCTCCCTGGGAAAAGAG 

GTGATAAGGGTGGACCTCGAGCCCTCTCGGGGGAACCGGATGCGGTCCTTTCC 

CCTCCTACCGGTGGCGCTTGTGCTACTACCCGCGGCGGCCCATGCGGGCAAAA 

TCTCGGTCACGGTCTACCCGGAAAGCGTGAACGTCCAGGGGAACGCGTTGGG 

GATCCACGAGCGGCTGGAGAAGGAACTCGACCTGATCGTGACCGTCACCGACC 

TGGGCACGGGAGCCGTCTACGACATGAAGTTCAATCCGCTCGAGCCATCGAGT 

CCCGCCGGTCTGGACGTGACGGGCCCGGTGACGGTCATCGCGACGGTCAGGT 

ATGCCAGAAACATCGTGACCAGGTTCAACGTCTGGCCCGAGGGTGCGAGCTCC 

TTCTCGAGCGTCGACGTCCCCGAGGGTCGACTCGAGACGACGGTGAACCACCC 

TCGGATCTCGGTACCCTCGACGGGTACGTTCGACGTCGAGTGCCCCATCACGA 

TGTCCCTGCGCACCGACAAGGGAACGGTTACGGTCAAGCTGTTGCTCCACGTC 

TCCGGGATCGATGTGAAAGGGGTGAAAGCCGAGAGAAAGGGGGTCTTACCCGA 

GTTACCGTCGGTGGTGAGACTTATCCCCGTGGCCGTCGCGTTGGCACCTATGG 

TCGTGATTCCAGGCTTCATCCTCATCGACTTGACGCTGAACGTCCTTAACGGAC 

TGAAGTCGACTCTGGGACCCGTGCTCGACCACCTGTTCGGAGTCCTCGGAGGA 

CTTCTGCCTCGGCCCGGGTAGCGGTGATACGCTCCGACGCTGCACCCCTCGAA 

CACTTCCACCGGGCCGATGAGGAACCTACCCCGAGGCCGAACCGTGACGAGG 

GACGGGGTGTCCGAGGCCCGCCGTCTCGACGGCCGCGATAATCCGACCGCGT 

CCCTCGGGACCGTCCCGTTCCGGTTCCCGTGCGAGCCCGCGATCCGGAGGCG 

TCACCGACGTACCGTCCGGACGCCCTTAACGCGCCGCGTACTCGACTTCGGGT 

CGACACCGTGTCACGCGAGCCCCCAACACCTATCGGGCTTAGTCAACGGATAG 

CGGCCCGGTCGTGCCCGCGACGACCGGCACGATCCGGGCAATCGCGGGGAG 
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AACTCGATGTCCGAAACTCCCGAGGTCCACATAGTACTGATCCCTCCCCCGGAC 

ATCACCTGGCTCCTCCAGGAGTGGAAGGTGTGTGAGTTGGCGCTAGAGGTGTT 

CCGCGGCTTGTTCGCGGGCCGGATTCGTACGAGACCGCTGGTCGAAACCTTAC 

GCGAGTTGGGCGCGATCGAGGAAGAACCGGACCGGGAGAGCCCACCTGGTGT 

CCTGACCCGTGTCGAGAAACCCGGTCACGCCGTCGTCCTGGACGTCCCCGGG 

TTCGGTTGCACGATCCTCGAGGCCGAGCTCGAGAGCTCGGGATTCGAGGTGCG 

ACGTGCCCGGCCGGAGGACCTCCGGCGGGAGACCAGGAGACTCGCCCGTCC 

GGAGAGCATCCTAGTCCTCGCCCTCCCGGTCGCCCTGGCGCTCTCCTCGGTCG 

CCGCGGAGCTCCTTCACGAGGCGCATCAGGCCCTGACGGATCGGATGGATAC 

CCTCAACGGGGATGCGGACGGGTCGGAGTCCGCGGGCTGGACGCTCGTCTCG 

ACCTGGCATCCCGCACTGGACGTCACGACCCTCCTCGACGAGACGGTATCGCG 

GGACTCGTGGGGACTCTAAGCGGAGTCGACTGGCACGTAGTCGATCGTGTGCG 

AGGGGAACTCGTAGAGATGATCTGTGGGCGGTCGGTGACCCCCACCGTCGTCA 

CAGATCCGCGAGCGCCAGGTTGAACCCTCATCCCGCCACCGATCCGAACCGAT 

CACACCGTCTCGAAAAATACCTCCGGTGGGCCCGCTCGTCCCGGGCTCGAGCT 

CGGACGGGTGCGGTATCCTTGCCGATCGGAGGTCGGCGGTGCGCGACGAGAC 

CGCGGGCACAGACCGAAGCCCTCGAGAGGCTCGGGCCATCGTCGCTCCCTGT 

ACTCTCCGGAATGACCGAAAGACGGAAAGTCCACACCGGCCGGACTTCCCGTG 

GAGTTACATGAGCGTCACCTAGCACCGAGCACGACGGGGCCGGTGACCTTGTA 

CGGGGTACCGATTCCGGTGCTCATCGCGATGCCGTTCTACCTCGCGGCGGTGG 

GTCGGGGGGTACTGGCCCTCAAGTGGGCGTGGCGCGCCGGTAACACCGTCCG 

AACGGCCTCCATCGTGGCGTCATTCGCAGTTCTGACTCTTCTCTACCTCTCCGT 

ACCGACGGTCACGGTCGCGGCGATCACGCTACTGGTCTCGACCGTGCTCTTCT 

ACCTCTTCAACACCTTCATCCCGCGGTACGATCGCTTCTACGTCGAGTACCGAA 

GACGCTGGGGGTACGACGAGGCCCCCAAGCACGAGGTGCTGGAGCTCGCCCG 

AGAGTGTCGTCTCGACGTGCTCCCACCGGCCCTCAAGCTGCTGAACGGAACCG 

CGTACCTCGCCGCCTACAACGAACGGGACAATCCGAACGGATGGGATCCGATA 

GACAGGTTCCATCGGCTCCTCTTGGCGTTCGAGGAGGGTTCGTGGAAGGGTGG 

CTACGTCGGACCGAACGCCTGGCGGATCGTGCGTGGGGTCGCCGAGTTGTCC 

CTCGACCACCCTGAGGTGGAGCTCGCCCGCCGACTCGAGGAGGGCGAGTGAA 

CGCGCCCTCCTCACGGATCCCTACACCCCCTTAGCCCGGAGTGAACGTTACGA 

TCCGACGCAGGAACTGAGATCGGCCTGTGTGATTTGAGAGTGGGGACCTAGCG 

AGAATCCGCACGCCTGCATACGGCTCAGGCACCGTCGTCGAAGAGATCGCACG 

AAATCTCGGACGGCGGCTCGACGACAGTGACGTGGTTCCGATCACGTACGAGT 

TACCCACTTTACTCACACTCACGCACGGATCACGCTCGCGTCGAACGATTCAGA 

AACCACATCTTAATTTTACGATACATGTTTCCAAATTCGGAAACACCTAAAGCCC 

CAGGAACCACGGGAACTACAGCGGGTACCGACGGTCCGGCCGATGAGGACCC 

GTCCGGACCGAACCCGGTGAGGAGGGGCTAGGGTCCCGAGGCAGTATTCATC 

GACGGGCCCCGATCGTTCAGGTCGGGACTCCGTAGGTCTGACGGTCCCGGCG 

GGAGGACCCGTTCGTTACGGATTTCACAACGATTCTCCATGAGGTGGACGCCC 

ACCTTAGTCTCCTCGGTACGATCACCGGCGGTACGACCATAGGGAACGTCCTC 

AGGACCACCTCCAGGAGATCGATCAGCGTGACCTCACCCGCAGGACCCTCATC 

CTCGGACGTCTCACCTTCGGCCGAGGTGGATGTCGCGCTCGGTACTTCACCCT 

CGGCGCCGACAGGACGCCCGGAGACTGTTTCGCCGATCGTGGCTCGCTCGGA 

GTGTCGTACGTGGTGAGCGCCTTTCGAGATGAGCCCGCCCTCTCCCGGAGTGA 

GCTCGGTGGAGGTCTCGGCAACAGTCTCGGACGCTTGAACCGGAGTCACCGG 

GAGTTGGGATGATCCCTCGGGCCCCTTGAGCGACTCCCGGACGGTGGAAAGTC 

GCTCCTCCGGGGGTTGATGCGCGTTGTTCCCCCGTGATCGTGTTCCTCTCGGT 

GATGCTCGTACTCGTCGTGATCACGGACGTGCTCTCGCCCGCTCATCACCTTCA 

CCACGGACCCGTACCACCTCACCTCCTGGCCGTCCAGATAGAGGTGAATCCCG 

ACATCGTGGGATCCAGGTGACAGCTCTACGGGTCCGAACCAGTCCGTGATCCG 

CGCGCCCTTATCGGCGCTGTACGCCTTGGAAAGAGCCTCATCGTCGACCCTCA 
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CGACCACGGTGATCGTGCCCGGATCCTTGGAGATTACGCTCATGTACACGTAG 

AGCTCATTGGCGGCCTCTTAGGGAAGCTCGACCTCGGGTCGGATCTCGCCGTC 

TCGGACCAGGTACCAGTTTCCGGCTTCCAGTCCCCCTGTCCGTAGACGACGTC 

GACGTCACCTTCCCGACGGGGCAGCTGGTAAGACTTCACGCCCTTGATCGTGG 

CTTCGGGCGGTAGGTACAGGGTCACACGGTGGGACTTGGTCACGTCGTCACTG 

TCGGCGTACACCATGTAGACGACGTCGACGTGGTCGGCGGAGATCCCCGTGAC 

GAAGGCCTCTACTCCGAGGTATCCTGAGGCGGGGGAAGCGGTGGCGACTACG 

GCGATGAGGAGTGGGAGGTACTTCGGAACCGACACGGGCCTCCCTGCCCCGC 

ACAACTTATCTTTAAGATATCCACATTTATCTTTCGGGACGTATACGCGGGGGTC 

TCGTGTTACGAACGGTACGTAAATTGGGAACATGTCATGAGCGGCGGGGCCTC 

CCCCGTATCCGACTAGTCGGAGACCAACCACTGGACGCAAGACCCGGGCTCCG 

TCTCACCGGACAGCGGTGTGGCCTCGGGTCTCGGCCGTACGTCCCATCCCTTC 

CGTTTCGCGAGCTCGTCGAACAGCAGTATGAACGGACACGGCGGGACTTGGCG 

TATCGTCTCGAGTTCCTCAGGATCCGCCACGTCGCGAATCAAGCTCGAGTAACA 

CAGGCGACAGCCCTTCACCCGCAGCTCGTCTCCCTCCAACTCCACCTCCGCGA 

ACGGTTCCAGCAGCTCGATCAGCGCCTCCCGCGGATCGTCGGGGAGATCCTCC 

TCGAGCAACTCCGCCATTATCCTCGCCATGACCCGACGGGCCGCGTTCCCACG 

CTCTCCGAACAGCCTCACCGTGGCCACGGCCATCGCGCACTCCATGGCCCTCA 

CGAACTCCCATTCGACAGTCATCGAACTCCCTGCCCGGACGTTGACGATCCGAT 

TTAAGCCGTTGTGGTACACGGCGACCCGTACGCTACGGGCGAGGATCTCGGCT 

CCGGAATCGCCGGACGTCCCGATCTTTCCGATCTCTCGTTCGATTTCGATCTAA 

TCACGACGCGGGCCGACTCCCCGAGTATCCACGTAACCGGTTACCGCGCCGTC 

CGCGTCCTTCGTCCCGACGATCGAAACGACCCGTAGCCGAACGGCGAGTTCGT 

AACACTGATGCATCCTAAAGATCCCGCCATATGCAATACTAATTGGAAAAGTTTA 

TCATTGAGTATTATTAGGTTCGCCAAATAGTATTCAACGTTGTTAAGGGGGCGAC 

GGAGTGCTCCGAGCGATCGCCGTCGTGATCTCGGCGCTGGTCCTCGCGGTAC 

CAGCCCTCGCCGAGCCACAGGCTGACCTACGGGCGTTGGGAGAAAAGATCGG 

TAACGACGCCTTGACCACGCTCGGAGCCACGGCCGGGGACCCCAAGTTACTG 

GTGATCACGGACGCCAGGGCGGTCTGGGTCGACTCGGACGGTGACGGCACGC 

CCGACACGCCGGCGGCGGCCGTGGCGGACGCCGTCGCGTCGGAGACCGGCT 

GTAAGATCGGGGAGAACCTCGTGTTCGTGCAGAGTAAGCCGGCCTCCGACCTG 

TTCGTGGCGGTGTTCTACGGTGACGAGAGTTCGGGTAAGCTCGTGTTCTACCG 

CGTGACGCACAGCCTGCTCGACAGGATCGCACGGGGCGAGGTGTCCGTCGAC 

TCGCTGACCTTCACGAGCGATCCAAGCGACGAGAACGGCATCTACAGGTACGT 

GCTCGGTGACCTGACCGCTGAGAACGTGTTTCGGGAGCTGCTGAGCGCGGCG 

GGGATCGACCCGAGCGGGTACATGACGGACGGTCGCATCGACCTACAGAAGC 

TGGATGAACACGGCTGGGACGGCTTCGATCCGGACAAGTACACGGACGAGGC 

ACTTCAGAGCTTCAACGACAAGTACTTCGGTAAGATGTGCGGGTTCGGCTTCAC 

CGTGCTGTCGATAGCCCTCTCCTGGGCGAACGGTCTGCCCAGGCGGTACCTGG 

CGAGCGTGGAGCGGCACGACCACCTGTGTCCGGGACTGATCAGCGGCATGTT 

GATCGTCGACAAGCTCCTCCGGGAGGGCAAGGCGGAAGCCGTCAGGTTTTACG 

TGGCCTGTCCGATCTGGTGCAAGGATGACGCGATCTACACGACCCTCGACCTG 

ACGCAGGGTAAGCGGAACCACTTCGTGTTCCATCCGGACTCGCGGGAACGGGA 

CCTCCTCAATCGGAAGCTCGGCGGTTCCCCGGCCGGAGTGTTCGTGCTCCAGG 

AGGGAGAGGACCTCAAAGCCCTCGTGGCGACGTTCAAGTGGGTCAACTGGGG 

CGCGGTGTTCGGGAAGCTCGCGCGGGCCGGCTGGGGCAGCGTCAAGGGCAG 

GGTCTTGAACTCGATGATCCGGATAATCTGCGACGTGGTCTTCTGTCGCGATTG 

GAACGTGGATCGTGTCGGGCTCAAGGAGTACCCGATGACCTGCACCGAGGCC 

GCGGCGATCTGCGCGGGTCGCGACCCGTACATGGTGTTGGGACTGGTTGCGC 

CCTACACGGACGATCCGAAGGTGGCTGCCGTCGAGCAGGCCCTGCTGTACGC 

GAGGAAGGTCCTGGGGCTCTCGTACGGTGACGAGCGAGCCTATGTGATCACCA 

ACGTCACGTACCTCAAGGACTTCGTCGACGGACGGGTGAGAAACGTCATCACC 
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CGAACGCTGGGCCTGGACGCGACGTTTTCCGGTAGCAACCGGAGTATACAGGT 

GACGACGCTCGAAGACAGGATCGTCGAGTTCCACACGGACGAGACCGCGGAT 

CCCGTGATCGCGGTGGTCAACGCGGAGACGGGTGAGGGTGTTGCGGTCGTCC 

TGGATCTGGCGAAGTTGGAGGGTAAGAGGGCCGAGGACATCCTGACGATGGAT 

CCAGAGGAGTTCGTGAAGGAGTACGCGAAGGCGTACACGGATAAGGTGAAGAT 

GAACGCGTTCGAGATCTCGGACGAGGACAACGATAAGCTCTCGCGGCTGGGTC 

GGTACGCGTTCAACGTGGTCACGCTCGCAACGGCGGTGGTTAACGGGGTGCC 

GAAGGACCTACTGCGGTGCGCGGCGTGGCACAACCATTTCTGCCCCGGGGTG 

ACAAGTGGCTGGATGATCGCCAAGTACATCCAGGAGGAGATCCTCGCGAAGGA 

GCCGTTGAAGGACAACGAGCGACTGGTGTGGATCGGAGTACCCGTCTGGTGCA 

AGGAGGACGCCGTTCAGACGCTACTCGACCTGACGCCCGGTAAGCGCGGAGA 

GTTCGTGATGCAGCTACCGAGGGAAGTGCAGGAGGAGCTGAAGAGGGAGTAC 

GGCATCGACGTCGCGGGTATACTGATCAGGTACCAGTATACCGGTAAGGGCAA 

GGACGAGCAGATCCTGGGCGGTAAGGCCTACGTCATCGGATTCGACTGGGACA 

AGGCCAACGAGATCCGACCGAACGTCCAGTACTTCGGACACGCGGCCTGGGC 

CGTGGAGCTGGCGAAGCGTGATCCGAGGGAGTTCGTTAGGGTCATCAAGGAGA 

TTAGCCTCGGCGCGGAGGACGTGAAGAAGCTGACCGAGGACACGGCACGGGT 

GAACCCGTTAGAGGTCGTCGGTGTGATCCACAATCCCAAACCCAAGAGGAAGC 

CGCCGGTGTACTGGGTGACGGTCGCGCTGGCCCTGACGTTGCTAGTTTTCCGA 

CGCCCCCTCAAGCCCTCCTAACGTTCCTTCGACCCACAGCTCGTTCTTCGAGAT 

TTCGACCTGAGATCACCCTAGGAGCGGGGGAGAAGGACCGTGCTGGCGGCCT 

TGATCCTGGTCGTAACGACCCTACCGACCCCCGCACATGCCGACATCGGGTAC 

GTCGGCTACGACCCGGAAGACGCGGCTCACTGGTCAGGGGTCGGTCTCCTTCA 

GCACCCCTACGTAGCTTGGAGGTCGGGCGGATACAAGACCGCGACGCTCGCC 

GACGGCAAGCTCCTACTGGGTACCGACTCCGGACGGGACGACGCCCTCGTCG 

AAGTGGATCCAGCGACGGGTCATGTACTCAGGAGGTACTCCCTCGAGTTCGAT 

CCCGGGGATTGTTCCTACTCCGTACCGTTGGTCGCCCACACGCGCGAGGGAAC 

CTGGGTCATCAAGGCCTACCGAACCACTAAGGACGAGCGCAATGTCGGGGCGA 

TCCTGGCGATCAACATCGGAGACGGGGCGACCAGGTACCTCGTCGACGCCGA 

CCTAGGGCCTTACGAGGTCGAAGAAACGCGCGTCCCGACGGTGTTCCCGGTC 

GCCTGTCTCGACGTCGACGGGGACGGCGACGAGGAGGTGATCGTCGAGGCGC 

CCTCGGGGATGTTCTGCTACGACGTTACCCCGGAGCTCAAGCGCCTCTGGTGG 

TTCAAGTGCGAGCCGGTCCACCTGCCGGACGGAGTATCGCTGCCCGCGATCCT 

CGATCTGGACGGGAGCCGGCTGCTCGTGGTCCTGGACGTGCGTGACGGTGTC 

CCGGTTCTGCACGCGGTCGACGTCGGGACCGGCGAGGAGCGGTGGTCCATCG 

ACCTGACCCAGCATGGGGTCCCGAGGGTGAAGGGGTACCGGTCGGTCTGGAA 

GGTCATGACCGGAGACCTCGATGGCGACGGGAAACCGGAGCTCGTGGTGACC 

CTACCCGGCGCCCAGCGGAGCGTCCAGTCCTGTGGCCTCGCGACGAAGGGCT 

CCGGAGAGAGTTACCTGGTGGTCCTCCGTCCTCGAACCGACGGCGCCGACCC 

GGTCACGGTGCTGAAGATCTCCGACGTGTACCCGCTCAACTCGGGCTTCGGAC 

ATCCGGCGGCTCTCGGGGACATCGACGGCGACGGGAAGGACGAGCTGATCAC 

GTTCTTCACGGACCGCCTGCGTGTGTTCAAGCTCCATGGCGATCGACTCGAGC 

AGGTCGCGGAGGTTAAGCCGGGAGTCACCGTGTTCTGGAGTTCCGTCTGTCTG 

ATCGACCTGACCGGGGACGGCAGGCCTGAAGTGCTCCTCTCCGGCAACCCGG 

GCCGGACGGTAGCCCTGAGGTACGACCACGGCCAGTTGTACGTCCTCTGGGA 

GGTACCATACCCGGCCCAGGTGAACCTTCCGGTCCCCGTGGACTCCGATCGTG 

ACGGGAAAGTCGATACACTCGTTCTTTACTCGACCGAGCACGGGATCGTGGCG 

CTGAAGGCCGGTCGAACGGCCCCTACACGGGGGGAGAAATCCGAGGGTAAGC 

GCCGGCGACTACCGTTGATCCCGGTCCCACCGATTCCCAGACGACGTCGGCTC 

TTCGTCGCGACGCTCGTCGTCGCGGTCACGATGGCGGCAGCACCGGTGACGG 

CTACCGTACCGCTTTACTGTGAGGACAGGGCCGATCCCTCTACGGTTCAGGCA 

CTCAAAAGCGAGGTCCATCGCCAGATAGTCGACGCGGTGCACTGGCTGGCGGA 
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GCAGGAGAAACCCACCGAGACGGAGTTCTACTTCCCGGGCTGGTACTACGACC 
CGAACCCGACGGGTGAGCCTAGGAGGTTCTCGGCCATGGACACGGCGTGGGT 
GCTCTTCGGGCTCGCACACTGTTACAAGGCCGGGATCGAGAGGGACCTTTGCC 
TGGAGCTCATCAAGAAGGGTCTGACCGCGCTCGAAGCCTGCCAGGACGACGAA 
5 GGCCTCATCCACGACGTGCCCGTGAAAAGTCTAGGCGCGGGAAGCTTCACACT 
CGGGTGCGCAGTACCCACGGCACCTTCGAGCGAGGAGGAGGCCCAGCAGCTG 
AAGGAATGGGTCGGCTTCTACACCTCGCAGTCCCTACCCGGCATCGTGGCCGT 
TTACCGCCTGGTCGACGACCCGGAGGTCAAAGAGCGGGCTAAGCGCATCGCAT 
ACCGTGCCATCGAGGCGATGTTCAAGCACTACTGGAGGGAGGAGGAAGTGACC 

1 0 ACTCCGGAAGGTACAGTCGAGATCGGCTACTTCCAGATCCAGGGCCCCGGAGC 
TTGGTCCGATAGGACCAGGACAACGCCGCTGGTGCTCTGGGCCATCCTCTGGT 
CGGGGTACAGGTCGTGGAACGACCGGGAGGTTCAGCTGATGTGGAACCTCCTC 
CGGTTCACGGAGAAGGAGCGGACGGTCCGAGGTATCCCCGTCGCGCACGTCG 
GCGACATCAAGATCGACTGCGACTCGTGGACGCTCTGCGCCCTGGCGGCGGT 

1 5 CGGTAATACTGTGGATTCTGGCCCGTTGAGCGATCTCGTCAGGAAGCTCGTGA 
ACTGTATCATGGCGCATACGAAGCCGACGCGCGGTGGTCTGATGGCGGTCGCC 
TGCGACTTCGGAGAGCTCGAAGAGGAGCCGGGGAAGGCCTTCCTAGCACATAA 
GGCCGCACGAGCCTACTACGGTCTACTCCAGGCGGGCGTGCCGCCCGACAAC 
CGGCTCGTCACCGAGATCGTCAGGTTCTGCCTCAAGGCACACCGGATCGACCC 

20 GAACGAGAAGGATCCGGTGACCGGTCTCCAGGGTACGTATAAGGACGACGTGC 
CTTACTGGTGCTGGACGGACGTGGAGTGGAAGAACGACTACCGCGGACTCAAA 
TGCTTCTGCACCGGGATCACGCTGGCGTACCTGGCGGAGTGGTACTCACTGGT 
CGAAGGCAACGAACCCTCCTGCCGCTCGAAGACCACTGAGCGTCATCGAGTAC 
CGGTAACCCCGGTGATCCTACCGTTATGCCCACGACGCGCACGACGTGACTGA 

25 GCTCACGGCAGCATCCTATCGGTATCCTCGGTTTCTTCCGGCCCTTTCTGTTCC 
TCCGTCTCGATCTCGGCACGTGCGAGCCTCCGAACCAGCACGATCAGATCGGA 
CGTCGGGTCTTCCAGCTCCTCCTTCTCCCACTCACCGAGTGGATCGTCCCGGT 
ACCACGCTTCCTTCAGGTTCGTTACGATCGCCGCCGGTTCCACGTCCGAGTTCC 
ATTCGATGATCGCCCGGACGTACCGGAGCGCCCTACGCAGGTCCTCGTCCGTG 

30 ATTTCGACGCCCGGGAACCCCACCTCCACGACCACGGGCCTGCGATCCATGAC 
CAGGAGGTCCACACGACCCCTAACCCCGGGGATCCTCACCTGGGCGACCGCG 
GGCAATCCTTCCTTCCGAAGCCAGTGGTACACCTCGCTCACGAAGCTCCCCTC 
GGTGACCTCGATCTCCAACCCGTTCAGGTTGACACGCGAGGGGTGTCCCCCCG 
TCAGGGACCGTGTTTTTCCGGAATCTCACAACAACCCTCGGTGGTCGTCCCACT 

35 TTAAAGATAGGTAGTCACCGAGTCTCGGGCTCCGATCCGGAAGGGACGGAAGG 
CGTCGGGATGACGGCTCGAGATCGACCTGGGCCGGTTCGTCCCACGCGGAAC 
CGTCAACTCGTGCTGCTCTTGAACCTGGCATGTGGTGCGAACGTCAGGAAGAG 
CACCTCATCGGCGAAATCTATGTCCCCGCTAACCCCGTACAATCGCTCCAGTAA 
CTCCTTTTTAACCTTATCCTTATTCAATACAACCAGCAACTCAGCGTCGACAACT 

40 TTAAACTTCTTCTTCCCGTTCAACCTGTAATCTACATCAACTTTGCTAACTTTGTC 
AATGAAATTACTCAACTCGACTTCGACAAGTATCTCTATATACTTACTCACTCGA 
CTTTTACTTTTCGCTTTCTCAGGTTTTTCCCAAAT CTTC TCACATGAAAATACTTC 
CTTTTCCTGTAAATACTCGATAACATTATCAATAGTTTTCAGGGAAAAATTCTCTT 
TCTCAGCACGGATTTCATAAATACATTTGACTTCTTCATCCTCAACCTTAGGCGA 

45 CATGTTAAACTTCACGTTCGCGCTACATTTCTTCAGTTCCCACGA GTGAT CATCG 
TCACCTTCCAATCTCATCAAGGACCTAGCATCGTCCTTGAAATTAATTTTCATCA 
ACTTGGAGTCACAATCCACCTCTATAGATTTCACCGTCAGTGGCTCCTCAGTAG 
GTAACTCCACATCACCGATCCTAACTTTGCCTACGGGTGAGTGGAAGACGATCC 
AGTGCTCCCATTCGACGTCGGGTTCCTCGGCCTTCAGCCGGCCTACACCGAAC 

50 GTCGGGTTGTTGAGTGTGGCTAGCTCGAGCTCGGCGCTCCTCTCTCTCCATCC 
TATGGCCTTTTTCCCGTAGATCCAGCCCTGGGCGCCCGACTCGGCCCCGCTCA 
GCACCCGGCTGATCGTCCCGGAGATCAGACCGCGGGGATCGTGGATCGTGGC 
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GATGTTCCGCAGCGTGAGCCGGTGGGGTTCGGGCACGCAGGTCGGCGGTCGT 
TGCCAGCATCGGAGTACGGTGGGCCCCTGATTCAACCTTGGTCCCCCGCGCTT 
CACAACTTGACGCCAACGTTGGCGGAAGCACCCTTTCCAGTGAGTTTTAAATTC 
CTTATCTTCAGGGGACGGTCGGTCGAGACCGTCGCGGCGGATCGTGTTCGGAG 
5 GAGGGCCCGGACCACGGTCGCTCGGAGGGTCCGACCGGGCGGCCCGTACGG 
AGGCGTCCGTCGGAGAGCGTCGTAACTCGCCGGAAGGGAACCGTGCGCCCAC 
GACGTCGGCACCAGGCGGTCCTCGGACGTCTCGTCGGGAGGGCCCCCGCCCC 
CGCACCAAGCGTCCGGTACGGTGTTCCGCCCCGGGGTCGCATCCCGTGACCC 
CTCCCGCAGGGGTGGGTCCCTTGGTCGAGTGGAGGGAAGTACCGGTACTGCC 

1 0 CAAGAACACGTTCTTCAAGAAGCTCAACGCGGCGATAGCCTGGATTGACCCTTT 
TGACGAGTTCGCGAACCCGGACGTCAAGGAGCTCCTGGCTGGCGTCTCGGAC 
GAGCTGGACCCTAACCCGCTGCTCCACTGGTCGAACGTCCTATCGGCCGAACA 
CCCACCCGAGGAATGGCGCATCCCGTACGAGCTGGCCGAGTACATGGTGTGTT 
TCAACAAGGCCGGGGCGGCCGTCCTGAGGTACTTCGCCGATGCCCTGAGGAA 

1 5 CGTGTTCGAACGTCCTTCGCTGGATCGGCTCGTCCGACCGCTGGCGATCGAAA 
TGGCACTGTCCGACGGTGACGAGCTTCCCGGACTCGTCCGCTCGGAGCTCGG 
GATCGAGAAAGGATATCGGGGTCTGGGGAAGGGTCTCCCGGACGCCTTACGG 
CCCTCACGGTGGCTCCTCGTCTCGGTCGTGAGCCACGCTTGCTCCAACAGGAA 
GGCGAGGCCCGAGGAGATCGCGGAGGAGTTCGAGGAACACCTCGGGTTCGAG 

20 CTCGAGGGCCCCGAGGTCATCGATCGGCTACGGGAGAACGTGGAAGAGGCCG 
TCGAAGACCTGGTGACGTGGGCCTCCCGGGAAGGTGAGGACCCGAAGCCCTA 
CGTGGAGGTGTTCAGGGAGGCGGTCACAGCGACCCTTCGGCGCTCGATCCGA 
CTCGTCAGGAGACCCGAGGAGATCGCGAAATCCTGCCTCAAGGTGGATCCGAC 
GGTCTCGATCGGAGGCGTGAAGATCGGTCCGGAGGACTACGACCCGCTGTGG 

25 GAGAGGGTCCGTCAGGTGGACGTCGAGGAGGTGACCGCCGAGATCGTGGACG 
AGCTACTGGACGAGCTGACGCGACGGTGAGTGGCCACCGGGACCGCGTCGGT 
TCGCCGGACGGATCGTGCGCCGGTCAAACCGTGCACCGAAGGACGGCGGACC 
GCCGCGGGACTTATCGTTACGATATCCGTGACGTTCGGCCGGGGAGGGTATCA 
GAGCGCCACTAGGATCGCCTTTAGGAACTCCGCGAACATCTCAACGGCCGTCG 

30 GCCCGATGAAGACGAGCACCGGCGCCACGATCAGGATCGGTGGCATGTACTTC 
AGGACGAGCTCGGCGAGGTCCATAGCCGTATCCAGGACGTCATCGAGGTGTAT 
CCGCGCCCGTGATCCCCCGTGCGCCAGTCCCTCAGCCTTCACTTTCACGTTGA 
ACTTAGCGAGGACGTACCTGGCGTCCTCGGGGATCTCGGTGGAATGCAGACCC 
GGATAGAGCTCGGCTGCCACGACGCACTCGGTGCTGAATTCAGTGTCGGCCAC 

35 GTACTGACTTACGCAGCCTACCCGCGCCTGGAGCATACCGTCCGGCGTGTCGA 
CAGTAGCCGAGCTGCACGGCCAGTCGGGGAACAACGTCGCCGCGAGCGCGGT 
CTTACCGTCGTACTTCAGCGTCACGCTGACCGTCACGGGACCCCTAATGCCCT 
CGAACGTGACCGATTTCGGGACCTCGGAAAGCTTGAACTCGGCGGTGTGGGTG 
GTCCCCGTACCGACGTCGGTGACCGCGACGTCTAAGGTGAGCTTACTCACCAA 

40 TGTGTCGTAGGTACCGAGCTCGGCACCGTTTGAGACCATATCGTCGAGAGCCA 
CATTCACCGTGACCTGGCCCGCGTGTACGGCTGCGGGTGCGATCGTGAGAAGT 
AGGACGAACGCG AGCG CC TGCAGC ACGACACCCTCCCCCGTTAGCGTTACCGA 
AAATCGATGAGGCTTTTCAGTTTTTCGCACGGTGGTAGAGACGTCTCCGATCGT 
TCTCGGGTCATCGTGAAGTGAGCTCCGTCGCCCCGACTCCGCGTTCGTAACCC 

45 GAGCGTACCGACGGGAGTTGGACGGGCGTCAGAAGGCGTATCCCCCACACAC 
CGAGCCAGCCGATCGCGGCCGCGAGCAACGGCCTGGGCATCCAAGTCCAGCT 
GCGGAAAGTCGAGAACGACCGGCTGAAGGGCCCGTACATCGACCTCACCGAG 
ACGCCGAGGATCCCCCTTGGTGATCCTCAAGGCCGTCAAGCTCGAGGTGGCCG 
TGGACTCCCTCGAGGAAGCACTCAAAAGGGAGTCCTGGCTGTAAACCGACCGG 

50 AGTGGCTCCTTGAGCACGAACCCAAGGTGAGCAAGGTACCCGTCAGGGAGGG 
GAGGAAGATCCCGGTGAACCCGGCGGTTGCGCTGGCGGGGCTGGTGACACTG 
GCGTGCCTCCGGCGCCGCTGATCTCCTCCGTCTCACTCGCGAATCGTTGTGAA 
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CCACGAAACGATCCTGGGACGGGCCTCGGTCTCGGACCCTTCCTCATCCTTCC 

GTTCAGACCGGGTGAAGCTCCTCATCGGTCCGACCGAGACTCCGACTGAAGTC 

GTACGGCCGGAAGACCATGGGGTTCCTAGCCGCACGGTTTCATCCCAACTTTC 

ACCCTAACTCGGAACGTCCTCGACCGAGGATCGAGGTCAGGGGTGACGAGGG 

GCTCCCCCTCGGCCGGGCGTCAGCCTTCGCCGACCATCTTCAGATGGATCGGG 

CAGTCCAGGCATCTCCCGCATCTCATACAGTCGAAATCGTTCGGGAACGCATCA 

GCCGGGTCAAGAGCTTTGGGACATACCGTGCAGACCTTACAGCCCTTGCAACC 

CTTTCGAACGATCTCTGTTTTGCCCTTAAGGAGCGGATCGAGCAGGCTCCAACC 

GTTCGCCAGACGCAGGAGGACGCCGACCGGACAGATGTAACGGCATACGAAC 

CGGGGAACGAACACGGACGCCCCCAGTATACCGAACGCCGCCGACATCTTGA 

GCACCGAGTAAAGGCCGATCTCCTGCCGTCCCAACAGGATGTAGGATAGGTAG 

TGCATCGGGCAGATCTTGTACCAGAGCTTGTACGCGGCGAATGGTCCGAGCAC 

CAAGGTGGCGGCCAAGATCACGTACCTCAGGTACAGGAGCACCCCATGACCGG 

GTGGGCGGTGCACGGTCAGGCCCAGTTTCCTACCGAGACCCGCGAGCGCGTC 

TTGGACGAGTACGAGGGGACATATCCAACCGCAGACGGCGCCTCCGACGAGAA 

TCGCCGGTACGACCCAACCCACCAGTGCGACCGCCGCTAGCTGCGTCAGGGT 

CACGAGCCCGGCCGCCACGACCGGCAAGGCCAGGAGCATGGTACCCGTGTCG 

ATGATACCGGCGCAGCCCGCCGCGATCCCGGGTACCACAACCTTGAGCCCGAA 

CGCTACACCGACGGCGGCCACACCGGCGGAGATAAGCTGGACCGCCACCCTC 

AGCTTTCTGATCTCCATACCCGGTATCCTCCCCTACACGTCCGGTACCGTTAGA 

CGGACGTTCACAGTGTCGAATATAAGGGATAGATAACAGACGACACGATTGGAG 

GAAGAGCGGAGCTCAGTGACAGGGGTTCGGGCACGCCGCGCAGTTGCCCGTG 

CAAACGAAACCGCCGGACGACCCACTTGACGAGCCCGTAGTTACCACGGTCCC 

GCCACCCGAGGACGAGCTGCCGGCGTATGTTCCATTGCCGCCTGACGAGCCG 

CCACCGGTCGATCCGGAAGATCCTTCCTCCGGACGCCGTTCGCCTCCGCTCTT 

TTCACCTTTCCCTTCCCCACCCTTCTCACTGACCTCCTCGTCCTTTTCACCCGCC 

GAGCCCTTGTCGCCTCCGCCGATCGCCTCCTTGGCGATGTCTTCGACGGACTT 

TCCTACTCCTCCCAAATGCGAGGGAACCGTCAGGATGT AAGC CAGAATGGCCG 

CCATGACCGCGGCTCTGAACCCGAGTGTCCCAAGCATGTTTTGAGACCCCTTCA 

AAAGGGTTAGGAAGGGGCGTTTGGGGGAGGTTAGAGACGCCGCAGCAGTACC 

GCCGCGACCACGAGGCCTGCGATCACGGCGACGAGGCCTACAGGGGCTGTCG 

ATGAGGTAGTCGATGACGTCGTACTAGCTGTGGAAGACTGCTGTTCCGATGTGT 

TGGTCGAACTAGTCGAGGTCGTCTCGGCGGACGAATCGCTCGTCTCTTCGCTC 

AAGACCTGTAGGTTGTCACAGTACCCGTCACCGTTCTTATCCACGAACGCACCA 

CAGTGCTGCCCCCGAGCCGTAGAGTCGTCGAAGTACCGGCCGGTGACCGGAC 

AGTAGTACGTCGTAGCGGATACGGCGCCGAGGACAGTCAGCGCTGCGACCAG 

CAGGGTGAGGATGCGCACGACTATTCCCCCATGTTCGTCTTTCGGCCACTTCC 

GAACAATGCGTTTCGACGCCTTAAGGTTTCTCCGGAGTCCGTGCACCGCCCAA 

CCCGACGTACGGTAGTATCCTGCGTACGCCGATAGAGCACTACGATTGAACCAT 

CACCCGAAAGCGCCCGTACACCGTCGTAAAGTAGAGGAACCGGCTTCCCTGAG 

TGCCGGGTCCCATGCGCCGGGTTCCATCCACCGGACGGACGGCGCATCGCGG 

GTGATATCGACGGGCTCCGCTGGACTCTCGGAGCCCTCAACGCGAGCCGCGA 

GCGATACCCCGATAGAATCCGGAAACGACAGCAGCGCGACACGATACGACACC 

ATCATCATTCGAACACGAAGGCGCACCCGGGCGAGACTCTCTCCCCTCATCTC 

CTCTTCGATGTGGCCTTAACCTAGGAACCTCCGTAGAAGCCTCGAGGGTTTCCG 

CTTTCCCCTCCGTCCACGCTCCAACTCGAGCAGCCGTGTTCCCTCGGGACCTC 

TCGTTCTTTGCAGTACCCCGATCATCACCCCGGGAT GTCC GTCCGGCAACGCC 

TGGAGTACCTCAAGGCAGTCCTCGGGGATGATCTCCTTTTCGAGCTTCTAGCTG 

GCGAGCTCGTCTAGAGCCGTCCAAACCAGGAACACTTCGGTCACGTCGACCAA 

CTTACCCTCCCGGCCGTCCACGGCCACCAATCGTTCCGACAACTCCCCCACGT 

CTCCCGCATAGCGCATACCCCTGAGGGCGGCTGAGACCGTCAGTCCCGTCCAG 

CCGCACCGTACGTCCAGGAGGACCGCACCTTCCCCTTCTAAGGCCCACGTCGC 
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CGTGTCCACGACTTCCAGCGGGTTGGACCCGTCGACGGTTACCACGTCGAAAC 

CCGATTCCTCCAGCTCTCTCACCTCTCGGCCGACGACCGCGACCCGCCCGGGC 

TTCGCACGCAGACCCAAGAGTAAGGCTACGCTCCCGAACCCGTGCTTCGGTAA 

CTTACCGACCTCCAGCCCAACTCCCTCAACCGCTCCCCAAGATCCCGTCCTAAC 

TCCCACTCTTTGGTCCTTTCACGCTGTCGGGCGGGGAGCTCCAGGACCCCGTT 

GACACGCAAGGCCGTCACCCTCCGCGCGACCGTCCCGACACTGTCAACTCGGA 

GTTAAAACCGTTTCTACGAGACCGGGACCCGTGTCCACACCCCACGGACCGGC 

GGCGTCTCCCGACGAGGTCTCGACGGTCGAAAGCGCGCGATACATTCACGAAA 

TTCGCGGCCGGACGACGAACACCTAGAGTTATTAACCGCAGAACGACCCGGGT 

ACCCGCGCGGGAAAACAGCGCCTGAGGGCGGTGGTTCGGTCCCGTTCGGGCC 

TTTCATCGGGCGGTCAGGTCGGTCAGAGCGACTCCCGTATTGGAGGGTAGTCC 

GGCGGCGGATACACTCAGGGGAGGATCCCTGCGGATCGTCCACTCACTAACG 

GCTCCGGTCGGAAACAAAACTAGAAATAGCCTCCTCTTCCGCCTTAGAGGGGC 

GAGGCTTCCGTGAGTGAAGCTGAACTCGTCCGGGAGCTGATCGAGGAGCTCCG 

GGCTCTCCGGCACGAGATATACATGCTGAGGATGGAGCTCGAAAGACTACGCG 

GTGAAGTCGAGGAGGTAGAGTCCGAGGACGACATCCCGGACCTGCTCCGGCG 

GGCCGAACGAGCGGCTGAGATGGCGGTCGGAGATATCGACCTGGAGCTAGAG 

TCCGATGAGGAGGGTAGGTGGTCCCTCCTA TGATC GCATCCTGAGTCCCCTCC 

GTCGACCCGAGCTAGTTCAGACACATACCCGTTTTACGCGACGCTATCACCCGA 

CCTCCGAGCGATCCCGTGAGCCCGTACCGGACACCGGGGGAGGAGTATTCTC 

ACGTTTGAGGTGCCAGCGGCCCGTCCACAGTGGAACGCCCGCGCGGAGTACG 

GATGCTCCAGAGCCAGGGACCCTCATCCCCGGAACGATCTGTAGAGGGCTGAA 

AACTATCGAAACGCCCTCGAAGTTGAAAAACTGTCCGAATGAGTCACGAAACCG 

TGGTGACGGCCTACGGAGCCCCCCGCGAGAAGCCGCTATAAGCGGGCCGACG 

TGTACTGGTGGGGATGACCGAGGCGAGTTCGCCGTAACCCCCACTCGCACCGT 

GGGATCCGGGATGAAGAGGTCCCGCAGAGCCGATTCCCCGGATGAGGGGAGG 

GGCCCGACAGACCGTGGCAGGCTTCGCGCGACACGGGGGCCCATGCCTTGGA 

ATCCTATCGAACTCTGTTGGCTGTACTCTTGATGGGCTTGCTTTTCCCCTCTTCG 

TGGGTAGTGGGGAAGGTGCGGGTGGAAAGCACCGGTATGCCCTTCGCCACGT 

ACTACCAGAACGTGAAGATGAGCGAGGTACTGCAGAAGCGGCCGAGAGTCCTC 

GTCCTTGACCCGTGGTGTGGCCCTAATGGACGCCCGTGGACGAAGGAAGAGCT 

CCGGAAGATCAAGGACGCCGGGGTAAAGCCGATCGCCTACCTCCCCGTGTGC 

GTGGTTGCGGAGTATCATCCGAACCTGTACCGCGAGGCCAGAAGGCGGAATCT 

GCTGGGCGCCGACGATCCCGAGTGGCCGGGGGACTACGCCGTCAAGTTCTGG 

GAGCCGGCGTGGAGAGACGTCCTCCGCTCGGAGCTGGCCAGGCTGAAGGACC 

TGGGCTTCGAGGGCGTGTTCCTGGACGTCGTGGACGCTCACTCACGTGACTGG 

TACGTGCGATGGTACGATCGAGTCAATCCACACGGTGATCTCAGGAGGGACGA 

GCTGAACGCCGTGAAATGGATCGCCCAAACGGCTCACGGTCTCGGTCTCCGCG 

TCGTGGTCAACGCGGGTGCGTGGGCGTTCGAGGGGACGGTATGGCCCGGTTG 

CAGTCTAGACTGGGCTTCGCTGTGACCGTCGAGAGCGTGCTCTCGGACGGCTC 

CAGGAGGCTGTACTCACGGAGCGAACTCGAGAGTAACCTACGGACACTGTCCC 

GGTTCCAGGGACCGGTCTACGTGATCGAGTACGGGCTCGATCCCGACGACCCC 

AGCGTCCGTAGGGCCGCCGAGAAACTGTTCGATAAGACACGAGCCACGTGCGT 

GTACATAACTTCCGTCAAGCACGACGGCATAGGAGTCGCCCTCGTCCCCCTCC 

GGAGGTGGCTCTGGGACGTGACGCTCGGGCCGCTGCTCGGGGAACCACCCTC 

TTGGATCGGGGGCGGTCGGTGAGCCCCCACACCTCATCCGCCTTCGGTGACC 

CGGCACGATTCATCATCCCGAGGACGGGGCGTCCCCGCCCCCTCCCCGACGG 

GGCTCCCGGAACCCGGGTTCACCCCGCGGGTCACAGGGGTACGGGCCGACCC 

TCGTATTCCCCTCTGGCTCTTTCCAGCGCCCGGGCGGTTACCATCTTCTCGGAC 

GGGGCGTACCCGCCTCCGCCCCGGAACACGAACCTCAGGTCCGAGTGTACGC 

CGGACACGTCGAACTCCGCCGTCCCGGTTCACCCTCAGACCTCCTCGGTGACG 

ACCCGCCAGCGTCCGTCCTCTCGGACGTACATCCGCACGGTGGCTCCCGGTAG 
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GGCATCGCCGGTCCTGGCGTCCACCACGGCCACGTACACGCGGTCGTTACCG 
GCGTACCAGGCGCGGATCCTCGTGGGTGTGTTTCCGGCATGATATCCGGTCGT 
CACCAGCCCGAGAACGGTCAGTCCCAATAAGCCTACCACCACCGGCACCGCCC 
AGCGGTTCAGGGGTTTACCCCCTCACCGCACCACCCGATCCGTCTCAGGAATC 
5 GCGACGTCATCTCACGAAGTCGATAGCTCGGTCGTTTGGGGGATGGGGAGGGA 
TCATCCCTCCAGGAACCGGGCCTCGCTGCGCTCGACGAACTCGCGGCAGACCT 
CCTTCGGGTCGCCCTCCATGACGATTTCACCGTCGTCGACGAGGACGGCACGG 
TTGGCCGTCTCCTCGACGAACCTGACGTCGTGACTGACGAGAACTGTCGCGAT 
CTTCTCGCGGTCGACGATGCGCTTGATGGAGTTAGCGACGCTACGGAGCGTGA 

1 0 CGGGATCGAGGTCTCCGAAGGGCTCGTCGAGGAGGAGCACTTCGGGTTCGGT 
GGCGAGTTCGAGGGCGATGGCGACGCGGACCTGCTGTCCACCCGACAACTCG 
CCGAACTTCATGTCGAGGACTTCCATGGGGAGGTCGAACTCCTCGAACACCGG 
ACGGGCGAACCTCTCGACCTCGTCGGAGGGGAACTTGGGGAAGAGCTCGTCG 
AGGATGTCGGGACTGAGGTCGAGCTCCTTGAGCTTGGCCTCGGCCTCCTCGCG 

1 5 GGGTAGGTCGGTCAGCGCGTAGAGCACGTCGAGGGCCTCCTCGCCGAGCCCG 
AGTTCCTCCGCGCGGCGTCTGGCCTGCTCGAGGACGGTGGAGCTCTTGACGC 
CCAGACGACCTGCGAGCAGGTCCCGGACGGTGGCGTGATGGACGTAACCGAA 
CTCCTGGTGGACGATGCCGATGCGGCGGCGGGCCTCCATCCTGCCATGGCCG 
AGGTCGGTCATACTGACCCAGTCGCCGTCGACGCGGACCTCGATGTCGCCCGA 

20 GTCGGGGAGCTCGAGCCCGGCGATCATGCGGAGGAGCACCGTCTTACCCGCG 
CCGCTCGGTCCGACGACAGCGAGGATCTCGCCACGTCTCACCTCGAGCTCTAT 
CCCGCGCATGTGGAGGGTCTCACCGCAGCGGACTAGAGCGTACCGCTTCTCAA 
GGTCCCGGACGCGGACGGCGATCTCGTCCCGTGGCTCCGGCACCCGCTCGGG 
CTCGGGCATGCCGCGGGTGAGCCGGTCGACGGCCTCGCGCGGACTCCCGTGT 

25 AGGACGTCCCGCCCGTCCTCGAGGAGGGTCGCGGAGTCGCACAAGTACTCGA 
TGACCTCGGTCAGGTGGGAGACGACGATTACGGTGATCCCCTTCTCCTCGTTC 
GCGTTCCTCACCGCGTCGAGCAGCTGCTGCTTGGTGCCGGGACACGCCATGG 
CTGCGGGCTCGTCGAGGAGGAGCACTTCGGGGTCCTTCGCGAGCTGACGCGC 
GAGGAGCAGGCGCTGCTTCTCCCCTCCGGACAGCACGGGCGCGTAATGGTCG 

30 GCCTTGTGCTCGAGCCCGACGATTCTCAGGTACTCGAGGGCCTCCTCGTAGAG 
CTCCTCGTACTCGGAGGAATCCTCCGGTGGGAGCTCCTCGGCCCCGCGGCGC 
TTCCAATAGAGCTTCCGCATCACGTTCTCGGCCGCGGTCTCGGGCCACAGGCC 
GAACTCGCGCTGCGGATGGATCGCCGTGATCCGCTTCACCTCGGTGAACCGCG 
ACTTGGGGGAGTCGGGAGTGAGCTCGACCCCGCACACCTCGACCCGGCCCTC 

35 GTCGAACCGCTCGACCCCGCGCAGTATCCTGATGAGCGTGCTCTTACCGGCCC 
CGCTTCGACCCAAGACGCCGTGGATCTCGCCCTCCTCCACCTCCATATCGAAG 
CCGTCGAGCGCGACGATCTCACCGCGCGTCTCGGTCTCGTAGACCTTCTTCAA 
TCCCTCCACGACGACCGCCGAGGTCAAGCTTCCACCCCTCCTCCAGCACGTTG 
AGGAGCTCGCGCAAGACACACACCACGTCCGATCGTACGGTCCTACGTGCGGT 

40 CATCTCGTTCAAGAACTCCCGCAACACGAGGCACGTCACGAGCTCGTTCCTGG 
AGATCCCGAGCCGATCCGCGACCTCGTCCAGCTCCCTCACGAGGTCTTCGGGG 
AGCTCCAACGAGGTCGATAGGCGACGACCGCTACCACTATCGGCCAGCTCCCG 
TAGCATTACTCGGGTGAGCTCATCTTCCAAACACTTACGGACGTAACCGGCCAC 
GCTTCCGTGTTCCCTCTGGATCCACCGGTGCACGGGGCCCGGCAGCCGCACC 

45 GTGATCCGCGAACGCCCTGCACCATATGGTTTAATTATTAAATCACTATGGCAAT 
ACCTATGCATGCGATCCCATCGCGTGTTGAGGGAATCGAGTTGGGGCCGCTCG 
GAGTCGAGGTCGAGATTCTCAGGGAGAGCCACGGGCTGCTTTACCCTTGGGCG 
CGTCTTCTCTCCGAGACCTCATTCGCGGTGATCATCGCGGTCCTAGGCTGGAC 
GTATCTCCGGGACCGACGCACCTCGTACGTGTTGGCGACCACCGTCGTCGGTA 

50 CGCTCGTGGTTACGGTCGTCCTCAAAGGGCTGATCGGCGAGCCGAGACCCTTC 
GTCCTCCACGTGGTTTCACCGCTCACGAACCCGGACGAGCCCTACGGGAGCTT 
CCCCAGCGGGCATACCTCCCGTTCCTTCGCCCTCGCGGCCGCGTACCACCTGG 
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AGCGTCGGGACGCGCTCACCGCGATCCTCTGGATCTGGGCCGCGCTCGTGGG 

ATGCTCGCGGGTGGTCCTCGGTGTGCACTGGCCGCACGACGTGATCGGAGGG 

GCCCTCGTCGGTATCACGGTCGCGGTCGCCACGCACAGGACCGCCCGGTTGT 

GGGTTAGGTTTCTATCGATTGTCGACCCGCTCGCCCGGGGCGTTCGGGCTTGG 

CGATGGTACGTGAGGTGATCGATTTCGTGGAAGAGCTGGCCCCACCGGACCTG 

GCCGAGGACTGGGACAATCCCGGGATCCAAGTCTGTCCTCCCGGCGGCCTGG 

ACAGGAAGGCGGAGCGCGTTCTGGTCGCCCTGGACGCCACCCACGCGCTCGA 

GCGAGCCGGGGACGCGGATCTGGTGCTAACCCACCACCCGCTCCTGTTCCGA 

CCCCCTAGGAGGATCGGCGGCCGCTGGTACCGGGTGCTCCGGGCGGTCTTGG 

AGGCGGACGCCGTGTTCTACGCGGCCCACACCAACCTGGACCGGGCCGAGGG 

TGGCGTGGCCGATACGCTCGCCCGCCGTTTGAACCTGCGCGTCGAGCGCGAG 

GCGTGCGACGGGTTCGGGCGTCTGTGCGAGGTGCCCGGATCGGAGGAGGAGT 

TGCTCAACGCGCTCCGGAACCTCTCACCGCTGACCACGGTTTACGGGGACTGG 

GAGGGCGTCAGTCGGGTGCTCGTGGTGCCCGGGGCCGCGCCGGACGGACTC 

GTGATGGAGTGCCTGCGGTGCGGTGTCGACGCTGTGATCGCGGGAGAGATCA 

AGTACCATACGCGGGCGGAGCTCTTGGAGGAGGGGATCGCCGTGGTCGAGCT 

GGGCCACGAGTACAGCGAGCTGCCCGGTGTCCAGGAGCTGGCGCGCCGCGTG 

CGGGAGGAGTTTCGGGATCTGAACGTGGAGGTGGTGCCGCCACCCGACATCA 

CGATCATTCGGTGACCGCGTCGCTACGGTGGGATGCGCGCGTTCCCCGGTCG 

ACGCCGTCGTCGGTGTTCGAGAGTTGGGAATCCGCGGCTCCGCCCCCATATCG 

GGATCCCACCGCGTAAAAGGTAAGTCCGAGAGTCGGCGGTCGGAGGCCCCGC 

ACCCCTCGGACTTCACGATGATCCGATGATGTGCTTACAGCACGCCGAACATTC 

CGTGACGACCACGGGAGCGGCTGAGGGTGACCGGATTGGAGAGGAAGATCCT 

GGTGATCGTAGGAGACGGAATGGCGGATCGAGCCGTGCCCGAGCTCGACGGA 

AAGACCCCGCTCCAGGCCGCAGACACCCCGAACATGGATCGGCTCGCGAGGG 

AAGGGTCGGTGGGTCTGCTCGACCCGATCCGGCCCGGAGTGCGCCCGGGTAG 

CGACACCGCACACCTCACCCTGCTCGGTTACGACCCGTTCGAGGTCTACCCGG 

GACGCGGCCCGCTGGAGGCCCTGGGTGCGGGTGTCGAGGTGAGACCGGGCG 

ACGTGGCCTTCCGCTGCAACTTCGCGACGGCCGAGGAGCGGAACGGCGAGTT 

GGTCGTTGTGGACCGTAGAGCCGGTCGGATCAACGAGGACGAGGGTACTCCAA 

AGCTGGCCGAGACTATCAACGAAGAAGTCGATCTCCCGGTCGAGTTCGAGTTC 

AAGGAGGCCGTCGGTCACAGGGCCGTCCTGGTACTGCGAGGCGGCGACCTCT 

CCGCCGATGTCACGGACGCTGACCCTAAGCGTGTCGGCAAGCCCGTGAAGGA 

CGTGAAACCGACCTCGGACGACCCGGCGGCCGCCCGGACGGCGGAGATCGTC 

AACGAGTTCGTCCGTAAGGCGTACGAGGTGCTAAAGGATCACCCGGTCAACCG 

GGAGCGGGAGCGACAGGGTAAGCCGCCGGCGAACGTGATTCTCCCACGCGGA 

GCCGGCCAGCTCGAGGAGGTCGAGCCGTTCTCGGACCGCTACGGCATGAGCG 

GGGCCGTGGTCGCGGGTGCGTCCCTGATCAAGGGAATCGGCCGGATGCTGGG 

GATGGACGTGCCCGAGGACGAGGCGATCACGGGTCGTAAGGACACCGACCTG 

AAGAGGAAGGCCGAGCTCGCGCTGGAGGCCCTGGACGACCACGACCTCGTGC 

TCGTCAACTTCAACGCCGTGGACGAGGCTGGGCACGACGGTGATGCCCGCGG 

TAAGGTCGAGATGATCGAACGGATGGACCGGGAGCTGGTGGGCACGCTCCTG 

GAGGGGATAGATCCGGAGGAGACGGTGGTGTGCCTGACCGCCGACCACTCGA 

CGCCGGTGGCCGTCGGTGATCACACGGCCGATCCCGTGCCCGTGGCGATCTG 

GACCGCGGACGCGCGACGTGACCCCGTGGAGGAGTACGACGAGATCTCGGCG 

GCCCGAGGGTGCCTCGGGCGCTTCTCGGGGCTCCACCTGCTGAACGTGCTCC 

GGGACCTGGCCGACCGCATCGAGAAGTTCGGGGCGTAGTCGGATGTCGATCA 

CGGAGACGCTCGTGGCCTACTTCATGGACTTCGAGCGGGCCATGGGTCTGCCA 

GGGATGCTCGTGATCACCGCCCTGGAGTGTAGCGTGCTCCCCGTCCCACCCGA 

ACCGTTCGTGTTTCCGTTCGCGATGCGGATGGACCCATGGGTCCTGGCAACGC 

TCGTGACCCTCTCCTCGATCGTCGGTAGCTTGCTCGGGTATGCGATCGGTTACT 

TCGGCGGGCGACCGATCGCCGTCAGGCTGGTGGGCGAGGCCAACCTGATGAG 
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GGTCGAGTCCAAGCTGACCGAGCACCGATTCTCCGCCTGGACCGCCGTCTTCC 
TGGCCGGCCTCTTGCAGTTCATCCCTTTCAAGCCGTTCACGATCGGCGCCGGC 
CTGGTGGAGATGGACCTGCGACTATTTATAACTGCAGTCGTGACGGGGCGTTT 
CTCACGGTTCTTATTCTTGGGGTACGTGGCCCAGTCCGAGACCGTCCGCAACT 
5 GGATCTCCTACTACCTGGGGCCTAAGGCCCTGAAGATGCTCATGAGTACGGGG 
TGACCTGGAATGGTCGACGTTCTGATCGTTCTGGGAAGTAGGAGCGATCGAGA 
CGTCGCCGAGAAGGCCGCGAAGGTGCTCGACCGAGCCGGCGTCGACTACAAC 
GTGCGGGTGGCCTCCGCCCACCGGACGCCGGAGCGTATCGACGAGCTGATCG 
AGGAGTACGAGCCCGACGTGAAGGTGTACATCGCGATCGCGGGTCTGGCCGC 

1 0 TCACCTCCCGGGTGTGATCGCCGCCAAGACCCTGAAGCCCGTGATCGCCGTGC 
CGGTGGAGGCGAAGCTGTGTGGTCTGGACGCGCTCCTCTCGACCGTGCAGAT 
GCCCCCGGGTGTACCGGTGGCGGTTGTCGGCGTGGATCGCGGGGAGAACGC 
GGCGCTCTTGGCCTTGCAGATCCTGGCACTGGAGGACGAGGACGTCCGGTCCT 
TCCTGGAGGAGTACCGGGAGGAGATGAAGAAGCAGGTGGCCCGGGACGACGA 

1 5 CACGATCAAGGAGCGTTTCCGGTGACGCAGTCCGCCAGGGCGTTGAACGCCG 
CCACCGCGAGCGGTGTCCCACCGCGGACCGAGACGTTCGTCACCACCGGGAT 
TCCGGCGTCCATCGCGGCTCGCTTCGCCTCCATCGCACCGATCCCCACTGGAA 
ACAGGACCGCCACCGCGATCGACTCCGGGTACTCGGCGACCTTCTCCGCGGC 
CGTCGGGGCGTTCCCGACGACGACCGCCACGTTCCGGTGATCCTCCAGGATCT 

20 TGCGCATACCGTCCCCGGTCACGGTGTCCTCGGGGATCCGCTCGCCGACCTCC 
GAGGCGATGACGGTTTCCAACCCGAGACGCTCTACCGACCGACGGATCCCGG 
CCGCCACCATGCCCACGTCCGCCGCTACCACTTCGGCGGACTTCAGACCCTCC 
GTGACGGCTTCTTCCGAGGGCTCGATCATCAGGGTCTCCGACACGAACGGGTC 
CCACGTGGCGTGGGAGAGGCGGAGAGTGAGGAGGTCCTCTAAGTTCTCGGGC 

25 TCACCGAGCTTCTCGGTCCACCGCTCGAGGCTGCGCTCGGCGATCGAACGGC 
CCCGACCCGTCCGCTCCCCGAGGGTCACCGCAGTACGGCCCCTTCGTCGGCC 
CCGCGGACGAGCTCTCGGTACCTCCTCAAGTACCCCGTGACCTCGTCCTCCGG 
GGGCTCCCACTCCTCCAACCTGGCCTCCAGCTCCTCGTCCTCGACGTCCACCT 
CGAGCCGTCGCTCCCGCACGTCGAGCCGGATCGTGTCTCCTTCCTCCACGACC 

30 GCGATCGGTCCGCCCCGGTACGCCTCCGGTGACACGTGTCCCACGCACGGAC 
CCCGCGTACCGCCGGAGAACCGCCCGTCCGTCACGAGCGCCACGGAGTCGTC 
CAGTCCCATTCCGCACAGCGCCGCCGTAGGTGTGAGCATCTCACGCATTCCGG 
GACCGCCGGCGGGGCCTTCGTATCGGATCACTACCACGTCACCCGGGTCGATA 
TCGCCACCCAGTATCGCCTCCGTCGCCTCCTCCTCCGAGTCGAACACCACCGC 

35 CGGACCCTCGTGCTCATACATCTCCTCCGAGAGCGCCGCCGTCTTGATCACCG 
CACCCTTCGGGGCGAGGTTCCCGTACAGGACGACGATACCACCTTCCTCGTGC 
ACGGGATCCTCCTTCGGCCGGATCACCTCGCGATCCTTTACCTCGGTCCGTTC 
GACCCGTTCCCGCATCGATCGACCCGCGAAGTCGATCCTGTCCAGGTGCAGGT 
CGTCCGCCAGTTCCTTCATGACCGCGGGAACGCCACCCGCCTCGTACAGGTCC 

40 CGCATCGTGTAGGGACCGCCCGGACGCATCGCGCACAGATGCGGCGTCTCCC 
GGCTCAGCTCGTCGAAGTCGTCGAGGGAAAGCTCAACGTCGGCCTCACGCGC 
GATCGCGAGCAGGTGCAGCACGGTGTTCGTGCTCCCGCCCAGCGCCATGTCG 
ACACGGATCGCGTCCAGGAAGGCCTCCCGCGTGAGTACGTCCCGCGCGGTGA 
TCCCTTCCTCGATCGCCTCCACGATCCGCATACCCGTAAGCTTCGCGACCCGC 

45 AGCTTCTCCGCCTCCGTCGCCGGGGTCGCCGCGCAGTTGAACTCCGACATCCC 
CAGCACCTCGGTCATGCACGCCATCGTGTTCGCCGTGAACATCCCGGCGCAGG 
ATCCCGGTCCCGGACACGCGCGCTGCTCCAGCTCCTCGAGTTCTTCCTCCGAA 
ATCTCCCCCTCCTCGTACGCTCCCACCGCCTCGAACGCGTCGATCAAGTCCAC 
CCGCTCGCCGTCCACGCACCCGGGCTCCATCGGGCCTCCGGTCACGATCGCC 

50 GCGGGTAGGTCCAGCCGCGCTGCCGCCATCAGTGCCCCCGGCACCATCTTATC 
ACACGAGACGATCGCCACGAACCCGTCGAACCGGTGCGCCTCGATTACGGTCT 
CGATAGTATCGGCCACGAGCTCACGGCTCGGGAGGGAATATTTCATACCGGGC 
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GTGTTCATCGCAATACCGTCGCACAGGGCGATCGTCTCGACCTCGAACGGCAC 
CCCGCCGGCCATCCGGATCCCGGCCTTGACGGCCTCCGTCACCTTGTCCAGGT 
GCATGTGTCCCGGAACGACCTCCGAGTACGTGTTCACCACCGCGACGAACGGT 
CGGTCCATCTCCTCGTCAGTGAGTCCGCACGCGCGAAGCAGCGCCCGGTGCG 
5 GCGTCCGTTCGACGCCCTCCTTGATATCACCGCTGCGCAACCGGAAACCCCCC 
GGCCGACCCCGGGGCGCGTAGGTTAAACGCTTATGGCTGGGGTTGGAGGCCT 
TGGACCCGTACGGCGTGCTCAAGGGCGTGATCGAGCTATTCGTGGTCGTCGAT 
CCCATCGGGAACGTGCCGGCGCTCCTCGCGGTCACTTCGGAACTCCGACCCC 
GGGACCGCGTACGCGTCGTCCACAGGGCTGTCGCCTTCGCCGCCGTGCTCAT 

1 0 CCTCGGCTTCGCGGTCGCCGGCAAGGCCACCCTCGATTATCTCGGGATCTCCG 
TCGAGGCACTCATGATCGCCGGCGGTATCCTCCTGCTCCGCGCCGCCTTCGGG 
ATGGTCGAGGGAGATCCCACGGGCTTCCGCATAGAACCGGGGTCACACATCGA 
CGTGGCTTATGTCCCCCTCGGAACGCCCCTCCTCGCGGGTCCCGGCGCCATC 
GTCACCGTGATCGTCATGCTCCACCGTCACGGTCGCCTCGAGACGATACTGGC 

1 5 CTGCCTCATCGTCATGCTCCTCACCTTAGTG ACCTTCCGAGCCGCGGAGCGTCT 
CGCTCGGTTCCTCGGTCGCTCCGGCATCCGAGTCCTCACGCGCGTCATGGGG 
GTTCTGCTCGCGGCCATCGGGGTTCAGATGGTCCTCGACGGCGTCAGCGCCTT 
CGTACGGGGGTGACCGCGTGCCCGCCAACTTACCCCCCGAGTACCACGAGCT 
CGAGGAGAAGTACCGGAAGGCCCGCTCCCCCGAGGAGAAGCTCAGGATCACC 

20 GAGGAGATGCTCGCCGTCGTTCCCAAACACAAGGGGACCGAGAACCTCCGCG 
CCCTACTCAAGCGTAGACTCGCCAAGCTCCGCGAGGAGGTCGAGAAGCGCCGT 
CAGCAGAAGTCGGGTGGCGGACCCGATTACAACGTGAAGAAGGAGGGCGCTG 
CTCAAGTCGCCCTCGTCGGACCGCCCAACGCCGGTAAGTCCGCACTCCTCCGC 
GAGCTCACCAACGCCGATCCCGACGTAGCCTCCTATCCTTACACGACCAAGGA 

25 GCCCGTACCCGGCATGATGGAGTACAAGGACGTTCAGATACAGCTGGTTGAGA 
TCCCGCCGATCTACGAGGGGTTCACCCGCGGTGACGGCTCCAAGTTCGTCGGT 
GTCATCCGCAACGCCGACGCGCTCTGTTTGGTGGTGGATCTCACCGAAGATCC 
GGTCGAGCAGCTCGAGACGGTACTCCGCGAGCTCGAGTCGGCGGCCATTAAG 
CTCAACCAGGACCCGCCCTCCATCACCATCGAGGAACGTGTCACCGGCGGTAT 

30 CGAGATACGCGGCGAGGACCGCCTCGACTGCGATCCGAACGACGTCAAGGAT 
CTCCTCCGCGACGCCGGGATCCACAGCGCCGTCGTCGTCATCGAGGAGGACG 
GCATCACCCTCGAGGACATCGCGGACGCCCTCGACAAGCGTATCGAGTACAAA 
CCCGCCCTCCTCGTCGCCAACAAGGGCGACGCGCCGGGCTCGAAGGAGTCGT 
ACGAGCGGCTCGTGGAACGCGTCGAGGACTTGGAGTTCGACCTCCCCGTCGTC 

35 CCCGTCTCCGCCGAGAAGGGTATCAACCTGGACGAGTTCAAGCGTCGCCTCTA 
CGACACGCTCGGTATCATCCGGGTCTACACGAAGAAACCCGGTGGGAAGCCGC 
AGAAGCCGCCCATCGTCCTGCCCAAGGGTGCCACGGTCGAGGACGTCGCCCG 
CGAGATACACTCCGACCTCGCCAAGAACCTCAAGTACGCCCGCGTCTGGGGTA 
AGTCCGTCAAGAAAGACGGTATGATGGTCGGGCGCGATCACGTCCTGGAGGAC 

40 GGTGACGTCGTCGAACTCCACGGGTGAGGACCTTGAGGGTCGCCGCGTGTGT 
GCTCGCGGCCGGACGTTCCACCCGCTTCCGCGAGGCCCTCGAGGAGCGCGGT 
GAGGAGCCCGTGAGTAAGCTCGTGTATCCCGTCGCCGGCAAGCCCATGGTCG 
CCTGGGTCGTCGAACGGGCCTCCCGCGTCGTCGACGAGCTCCTCGTCGGCCT 
CGGTTACGACGCCGGATTAGTCTGGGACGTCGTCCGGCAGCACGCGACCGTA 

45 CCCGCCCGCCCCGTCCTCAACGATCCCGTCGACGTTCCCATGGCCCGCACCG 
CCGCTAACCTCCTCCGACGCTCCGACGCCGACGTGAGTCTGATCCTCGCCGGC 
GATCAGCCCACCGTCACGGCCGAGACCATGCGTCGTCTCGCCGAGACCGCCG 
CCGAACACGGAGCCTCCGTACTCGATCGTGGTGCCCCGAACGAGGAGGTCTCC 
GGCGACGACCTCCTCGGTCACGGGCCGCCGCTCGCCCTCCGGAAGGACGTCG 

50 TCCCCGAGTTCCTGGAGACGATCGAGGAGCTCGCCGCCGACGTCCGCGGTCC 
CAACGCCCTCAACCTGAACCCGGTCCTGCGGGAGTGCGGTCTGGCTTTCCGAG 
TCGTCCCGCCCCGAGACGACGCCGAACTCCTGAACGTCAACACCCCGGACGA 
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GCTTCCAGAGGTGGAGCGCGCGCTTCTGAGATCCGATTAGTCCTCATCTCGCTT 

CTCCTTCTCCTTTCGACGCTCTTCCGCTTCCAACTCCCACTCGACGCGCCGCTG 

CGCTCGCCTGTACTCCCCTACCGCCTCCCCTATCGCACGTGCCAGCTCTGGAA 

GCTTCTTCGGGCCGAACAGGAGCAATATCACCGCCA GGATC AGCAGCAGTTCC 

GAGGTGCCCAGCCCGTCTATCATCCTCTTTTCACTCCTTTTTCGCGGTTAGTAC 

CCCTACCTCGTAGAGGATCATGGACGGCCCGGCGCAGCATCTCGTCGGAGGG 

GAACTCCACGCTCGACGTGAGCGCCACGGCCACTAATGACCTCAGCACTCTCC 

TCCTCAGTTCCTCCACGTGGGACCTCAGTGGGAGCTCCGGAGTTCGTCCACCC 

CTTCTTCACCACCTTCACGATCGCGTGGGGCGCGCAGGAGTTGCACGGGTTGA 

AGCTCCGAGCCGCCCTGCATGCGTCGCCGAGCAGGAAGCGCTCCGACTCGGA 

TAACTGACGCTTCGCGGCCGCCAACTTCTCGTCCACGTAGACCCTCTCGCCCA 

CCATGGACTCCTCTATCGGCGCGTGGTTCAGGTTCGTCGACGTGATTATCTCGT 

AGTTGAACACCTTACCATCCGATCCGACGGACACCCTGTGGACCAGAGTACCC 

CTCGGGGCCTCGATGACGCCGGTACCGGAGCACCCGGAGCGGCGCGAGGGA 

TCCTTGTACGTGGTGCCCGTGGTGGGGAGGTCGTCGATCCAGTGTAAGGCCAG 

ACGCGTCAGGAGCAACGCCTCCAGTATCCTCGCTATGTTCCTGTTACGGGCAC 

ACGGTTTCAAGAGTTCCCACACGTCTACGTCCAGTTTCTCACTCCACGAATCCA 

GGAACCACCTGACGGTTTCATCCCCGGCCTTGTAAGCTACCGCTAAACCTGGTC 

AACGGTCCCGCCTCACACGCGTACTTGGTACCGTTCCACTCGTAATATCCGACT 

TCGGAGTAGGAGTAGCACCGCTCGTCCAGGTTCGATCCCCGAGCCAGCGTTAT 

CTTACCCACCCTCTCGGGGTAGAACGGCACCAGTCGGGCACGCTCCACGCTCC 

CCGGGTCCTTGGTGTCGGCTATCAGTACGCCTCCGGACGCCGCCAGGTACGA 

GTGGACGTAGCCTGAGGCTAGTCCAGAATAGAACGGAGTACCCGAGCTGATCA 

TGTGAGCGGGACGATCGCCGACGTCGTCCGGTAGGTGCATGCTCAAGTACTTC 

CAGAGGGTCGGTATCACCGACTCGAGGAAGGACCGCATCGACTCCGGCCTGG 

TCCTCACGGTCGAGTAGAGGCCCGACAACTTCTCTACGTCTCCCGCGTAGCCA 

CCCACGCACACGGTGGCGAGATGCACCGACTTACCCGTGAAGACAGCCACCAA 

CGCCTGCGCGTCGCCGTGATACTTTACGAACTGATCGTAGAGATTGTCGACCAC 

GCTATCGGGTAGGAAGTCCCCCGAGATCAGCAACGA CCAC AGTAGGTGGTCTT 

GAATACTGAGGCTTGAATACTGATAGGAACTGCCGAATTTTCCAGGCGGCGGTA 

AGGAGGACCGTGTCGTACGCGTCCTAGACGGCTTAAACGGAGACCAAACAGTG 

GGCTAAGTCCCGTCCCGCTCGATGTTCCTCCCGACGACTACACCGTTCTCCTCC 

AGCGGTAGGAGTTACTGGTTTCAACCCGTACGGACTCAAACGGTTCACTCCGG 

CCGTCCATGCGCAGTTGCCCACTACTATCGCCGTATTAGAAATTTCCCGTGCGT 

GTTCCACAACTGTCTCAAATCGTGAGTTGTGGACCTTATACTTCCTGTGATCGG 

CGTAACGTCTACACTGCTCAGTCGGAGAAAAATCATCTAAGGACCGATCTGTGA 

AACCGGGACAGTAAATCAATGAGCGCCTGAGAGTCCCGAACGCGGGATCCACG 

TTGGCGAGGCCTTGAGATCGATACCGATCTCGGCCAGCGTCGTGGTACAACCT 

CCACACGACCCTCCGAAGACGAGGACCACGGACCTCGGGACGGATCTAATCAG 

CGCCCGAACGGGTTCCTCCGACACCAGGACGGACAACACGCCTGTGAACGCG 

AGCTTCAGGAACGTCCTCCTGTCGATAGGTGTTTCCAATAAGCCATCGAGGCTC 

ACCGAGCACACTCGCCCCGCCCTCTTCATCCGGATATTTGAGGCTTTACCGTTC 

GGTCTTCCTCGAATGTGTGCAAATCGAGCACAGTGTGGAGATCCCAATCCCCGA 

TCTGTATGGACGGCTCCGGTAGCTCGTGCCGCTCCTCCTCCCTCATCCTCAGT 

GCAACCGTCGGGTACCGTTCGATCAGTCCCACCGCCAATTCCACCGGTG GTCG 

CACTGCGTAGACCAGGTCAGGGCGCAGCACCCGCCGCACCCATCGCGACTTTT 

CGACGGCGTCCACGTTGACCGAAGGTACCTCCTCCTCCAACGCCCGTCGGACG 

TGTTGTACATCTATCTCCACCCCCCACGCGTCGATCCCGGCCTTCAGCAGTCCC 

TTGAGGTACCGCAGGTTCCTCCCGTGGCCCACTTCCACCACCCGTCGTGCACG 

CAGTCGGCGTACGATCGTCAGGAGGCCCTCCATCCTCGACCTCCCAAACGTTT 

CGATCACCATAACGTTTCGTAGACGATCGGAGTCCGAGTGGCGGGCCGGAGAT 

CAGTCCCTCCAGGGCGGCTTATCGGGGTTCTTCTTGACCAGCTCTAGCAGGCC 
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ACCCTCCCTCCAGGCCTGCAGCGCGAACTCGGGAGGCTCGCGCAGCGGTACC 
TCCTCCGACCCCGCCCGGAGGACCAGCTCGTCTAGGTCCACGGTGACCCGGTT 
ACCGTCCTCCACTACCTCGGTGGGATCCTCTTCGGCTTCGACGGTGGGCAGCC 
CACGGTTGATCGCGTTCCGGTAGAAGATACGAGCGAAGGATCTCGCGACCACG 
5 CAGGCGACCCCGGCCTGCTGGAGGGCCATAACTGCCTGCTCACGGGAGGAAC 
CGCAGCCGAAGTTCTTCCCGGCCACGATCACGTCGCCCTCGCGGACCTTCTCG 
GGGAACTCGGGATCCGCCCCCGTCATGGCGTAGCGGCCGAGCTCGTCGTAGG 
AGACCCTCCTCAGGCAACGCCCGGGGATGATCTGGTCGGTGTCGACGTCGTCG 
CCGAACACG TGCG CTCTACCGCTCCACCTCACGCTCCTGCCCCCGTATCCTCT 

1 0 CGAGGTGCGTTTTGAAGTAGTCGGGTGAGTACTTGAGAACTACGACGCGCGAC 
GCGATGAGTACGGTCAACATGGCGGTCACCGAGAGCATCTCCATGGGCCGTAT 
GGTCCCTCGATAGTACTTCAGGAACGTCTCCCGGAGGATCATGATGATGGTGAT 
GTCGACGACGTACCGCAGCGGCACGCGCCGGTGGCGTAGGGTCTCGAGTACG 
CTCTGGTAGACCTCGAGGAGCAGGAGCACGTCGAATACACATTCCACGATGAG 

1 5 GCCGAAGGTCATGCGGAAACGGACCTGATAGGGGCTGGTAAGGAACGTGCTCA 
CGATGTCGTAAACGCCTACGCCGAAGATGAAGAGGGTGATGGCGAGAATCGAG 
ATCATTACGATATGTACCGTGATATCGAGGAACTTGTATGCGAACCGGTTCAGC 
CGTTCGCTCAAGACGCTCACCCTAGGACGTCTTGGGGATCGACCAGCTCGCCC 
TCCGCCGCGGCGACAGCGGCCGTCACGGGACTCGCCAGGTATATCTCGGCCC 

20 TGCGGGAGCCCATCCTACCCGGGAAGTTCCGGTTTGCCGTGGAGACGCAGAC 
GTCGTCGTCCCCGAGCACTCCGAGGTGCTCGCCTAAGCAGGGTCCGCAGCCG 
GGTGGGGCGATCATGACGCCCATACGGATCAGTTTCAGGGTCAGCCCGGCCTC 
CGTCATACGCTCGAGCACGCGGCGGGACGCGGGCACGACCACGATCCGCACA 
TCGGGGTGAGGACCGTCAAGTTCCTCCAGAATCTCGGTGAAGACCCTCACGTC 

25 CCTGTAGCGACCGTTGGTGCAGGACCCCACGAACACCCGGGTCACCTCCACGC 
CTTGAACGTCGCCCACTGGCCGCACGTCGTCGACGCGGTGTGGGACCGAGAC 
CACGGGCTCGACCTCGGAGGCGTCCAGCTCGATCACCTCGTCCGCGTCCCCG 
GGTCGGAGCTCCTCAGGGCCCTCCTTCGGGGGCACGTACGCGGACTTCGCCC 
CGGCCTCCGTGGCGAGATTACACAGGCACATACGGTCGCCGAGCGACATACGC 

30 TCGGGGAGCCCCGTGTACTCGAGGACCGCGTAGTCCGCGTACCCTGCGCCCA 
GCTCGCCGACCACGGTCAGGGCCAGGTCCTTGGCGGTGGCGGGTTCCTCCAG 
CTCGCCCTCGACGTGCACCCGCACGGTCCTCGGGACCCGGATCCAGAGCTCG 
CCGTAGAGGAGGGCGAAGGCCATGTCCGTGCCTCCGAACCCGAACGCTAGGG 
CGGAGGCGGCTCCCGAGGTAGGGGTGTGGGAGTCGCCGCCGAAGACCACCC 

35 GACCGGGTCCCGCGTACCCCTCCTCGACGAGCACCTGATGGCAGACGCCCTC 
GTCCACGTGGACGTGCTCGATCCTGTGGCGGCGCGCGAACTCGAGGAGCTCG 
TTCTGGCGGTTCGCCGCCTCTACCGAGCTGGGGGGTACGGAGTGATCGAAGAT 
CAGAACGACTTTCTCCGGACTCTCGACGCGCTCCACACCGAGCTCCCGCAGCG 
TCCTGAGGGCGGTCGCACCGGACCCGTCGTGCAGCATGATTACGTCGGGCTC 

40 CACGTACACGGTCTCGCCGGCCTCGACGGGCTCTCCAACCTTCTCCGAGAGGA 
TCCTCTCCGCGACGGACGGCACGTTCGCTTCCCCCCTCCGGGGGATGGACGG 
GATTGATCGTGATACGGTCCCGGCAGGAGGACTGCAGGAAGCTCCTCCGTCGG 
GCGTTGTGCGAGGTGGTGCTGCGGGAGGTCGGTCACCCGGCCTTCGCGTGTC 
CCACCGGGGGGCCACCTTACTGCCATCCTCGGGACGTGGGTAAGTACCGGCC 

45 GCGGGGTTACCTCTCGATGTGGGACCTCGAGGCGGCCGGTAGGGTCCTGGAG 
TTGGGCCGCCGTTACCTGCGCGAGGAGGGTCTCTACGTGACGTGCCTCGTATG 
CGACCTCCTCGGACCGGTGGGCAGGTGCACGCTACCGGTGGAACCCTTGGAG 
CGGTCGGGACGGCGCGTCTCGGGGTTACGGATAGCACCCACCGGGGACGACC 
GACGGGACGGGCTGGTGAGACTGGCCCTGAGATGGCTCGCCGCGAACCCTTC 

50 GGCGTCGATCGAGGGGTCCTGGCCCGGCAAGACGGACGCGTTCCTGGAGTAC 
GCGGAGGAGGCCCGGAAACTCATCGACTACCTGGATCGTCTCGGTCACCTCTC 
GATTCCAGCACATTCCGGACGATCTCCTCGAGCTTGGAGTCGGTGACCCTGAC 
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ACGCCGGTCCCCGAGCGCCTTGATCCGCTTGAGGACCTCCTCGACGATCTCCT 
CCTCCGGTTCCACGCCCAGTTCCTCCAACTTCGCGACCACCGCCTTCCGCCCG 
GTGTGCTTACCGAGGACGATCTTCCGGTTCATACCCACCTCCTTGGGGTCGATC 
GGCTCGTAGGTGCGCGGCTCCTCCAGAACCGCGGCCACGTGGATCCCGGACT 
5 CGTGCCTGAAGGCGTTCTCGCCCACGACGGCCTTGTTCGGGGGCACGTCGATA 
CCGGAGTACTCCGAGACCTTCCTCGAGAGCTCCGCGAGCACCTCGGTGTTGAA 
CCCCGGGTCGATCCCGTACAGCTCCTTGAGGGCCATGATCACCTCCTCGAGGG 
CTGCGTTACCCGCGCGCTCACCGATACCGTTCACCGTGGTGGAGATCGCCTGC 
GCCCCCGCCTCGACCGCGGCCAGCGAGTTGGCCACGGCCATGCCGAAGTCGT 

1 0 CGTGGCAGTGCACGCCGATCGGCAGGTCCACGACCTCGCGGATCTTCGCCAC 
GAAAAGCCGCATCGCCGCCGGTATCATGACGCCGACGGTGTCCGTCGCGTGG 
ACGCGGTCCGCCCCGCACTCCTCCGCCGTCCGGTACACCCTCTCCAGGAACTC 
GAACTCCGTCCTCGTCCCGTCCTCCGCGGAGAACGCCACCCACAGCCCGTGGT 
CCTTCGCGTACTCGACCGTGTCGGCGATCCGCTCGAGTACCTCCTCCCTCGAC 

1 5 ATCCGGAGCTTGTGCTTCAGATGCAGCTCGGAGGTGGCGATGAAGGTGATCAC 
TCCGTCCACGTCGCAGTCCAACGCCGCGTCCACGTCACCACGTAGCGTCCTCG 
CCAGGCATAGAATGTCGGCGTTCAGTCCCTCGTGCGCGATCCTACGCACGGCG 
TCCCGCTCGCCCTCGGACACCACCGGGAACCCGGCCTCGATCTGCTGCACGC 
CCAGCTCGTCCAGTAGGTGCGCGATCTCCAGCTTCTGCTCGGGCGTGAAGCTG 

20 ACACCCGGGGTCTGCTCACCGTCCCTCAGCGTCGTGTCGTAGACGATCACCTC 
GTCCGGGAGGTCCATCTCCCTAACGGCTTCACGTACGTACGGACTCTGCACGT 
GCTCACCCCTCCAAGTCGTACGCGACCTCTAACCGCTCCAGGGTTACGACGCC 
CACGCCGAGACGCTCTTTGAGGAGCTCCAGCAGGCGCTCGACCTTCTCCCGAC 
TGTCCACCACCTCGACGACCACGGGCAGGTTCATCGACGTCCTGAGGATGCGC 

25 GCCTCCGAGCGCCCGCGGCGGCCGCAGCCCGCGAAGCAGCGGTGCACGGTG 
GCCCCTCTCAGTCCGAGCTCGCGCACGCGTTCGAGGATCCAGTCCACCGCGG 
GCACCCCATCGACCTTGTCTCCTTCCAACAGGTACACCTTCAGTTTCACCGGTT 
CTTCGATCTTCCTGACCAACCTCACGCCCTCCCCGACCATACCACGTGCGCCG 
CCGCCATGCCGCCGAGCACGGCCGCGATCCCGAGCACGACGTTAGCTGTTAA 

30 GTAAAGAATGGAGAGTACCGGCGAGGCCTTCAACAGCTCCACGGTCTCGTACG 
CCATCGTGCTCAGCGTGGTGAGGCCCCCGCAGAACCCCACCGTCGCGAGCGC 
GCGGACCTCTGGGGAGAGCCGCAGGCCGAGCATCGTCGACCAGGTGAGGAAC 
CCTAGGACGAACGACCCGAGGACGTTCACGAGGACCGTCCCCATCGGGAACC 
CGCGCACCTGCGGTACGAGACCGGACAGTAAGTAGCGACAGACCGCCCCCAG 

35 CGCGCCTCCGATCGCCACGGCGGCCAGCTCCCGGGCCCCGATCTTCACCACC 
CCTCCTCAGAGCATCTTGGCTGCGAGCGGCACGAGGAGCGCGATCCCACCCAA 
CAGCAGACACACTTTCGAGAAGTCGAGACGTCTCGCCACCCGCAGCAGCACTT 
CCATGCAGATCAGACTCACGACGAAGGACACCCCGATCGCCGTCACCATCCAC 
GACGTGCCCATTTTCGTGGCCGCGCTCAGCCCCTCCTTGAGCTCTAAGGCCGT 

40 CGCGCCCAGCATCGCCGGACCGGCCAGGTAGAACGACAGCCACACGGCCTCT 
CCACCGTCGAACCTACGCCAGAGCAGGAGCGCCATCGTCGTACCGGACCGGC 
TGATCCCCGGGATCACCGAGAACCCCTGTCCCAGGCCCACGATGACGGCGTCC 
ACGACGTTGACTTCCCTGCGATCCCTCAGCCCCTCGGGCGATATCCGCAGGAG 
GAGTCCCGTGACGATCAGGGCGCCTCCGATGGCCATCTGGACCGCGTCTCCC 

45 GTGGCGGCCGAGAAGATCCCCTTCAACACCTTGTACACCGGGAGCCCGACGAC 
GGCCGTACAGACCGTGGCGACGATCGCGAACAATCCTAATCGCCGCCACGGC 
CCGCCCATCAGCAGGTCCCTCACCGTCAGCCAGTACGGGACACCGAACCGTAA 
CAGCACGGCGAGCAGCGTGCCGGCGTGCAGCCAGAGCGCCAGGTCCATCGCG 
GTCGAGGGCGGGATCCCGAGTACCTTCATCATCGTCATCGTCGCCTGACCTTC 

50 GCTGCTGATCGGTAACCACTCCGTGATACCTTGCACCACGCCGGCCAGGACGG 
CGGTCCATAACTCGATCTCCCGCACCCCCTCCGCCGCCGCGACCGCCCGAGG 
TTAAATCTCTGTTCGGAATCCGGAGTCGGAAGGCGATTACCGTAATCTGACGCC 
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GCGGGTCGGGTATCTCCACGAGCGGTCGGAAGGTCCGATTCGCCGTTCGACG 

TCGAAGCCCGCGTCTGCACTCCGTCCCGGTCCTCGGGCCCTTCGCGGAAAACC 

TTTCCGACGGTCGCGATCACGCTCCTGGGGGCATCGGGTTGACCCGCGCGGT 

GGTGACCGTGATCGGTGCGGATCGACCCGGTATCGTCGCCGGAATCTCGAGC 

GTCCTGGCCGAACATAACGCGAACATCGAGGACATCTCCCAGACGGTACTGCG 

CGACCTGTTCGCGATGGTCATGCTCGTCGACCTCTCCGAGGCCGACGTGAGCG 

TGGGTAAGCTGAGGGAGGAGCTCCAAAAGGCCGGCGAAGAGCTCGGTGTCGA 

CGTGATCGTTCAGCATGAAGACGTGTACCGCGCGATGCACCGGGTGTAGGTCC 

CATGTCCAGTCTGGACGTGGAGGAGGTCATCGAAACCATCGAGATGATCCGGA 

TGCGGAACCTCGACGTCCGCGCGGTGACGCTGGGGATCAACCTCCTGGACCG 

CGCTCACCCGGATCCGGAGGAGCTGGCGCGGGACGTCCGCGAGAAGATCGTC 

GAGGTCGCCGGTGACCTCGTGGAGGTCGTGGAGGAGGTGGAGGACGAGCTCG 

GAGTGCCGATCGTGAACAAGCGGATCGCCGTCACACCGTGCTCCATCGTGGCC 

GCGTCCGCCGTCCGGAAGGAGGGACGCGAGGCCGTCCTGACCCTCGCGGAG 

GCGTTGGACGAGGCGGCGGAGGAGGTCGGCGTCGACTACCTCGGCGGGTACA 

CGGCTCTCGTCTACGACGGGTTCACGGAGGCGGACGAGGCCGTACTGGACAC 

GATCCCGGAGGCCATCGAGGGGACGGAGCGGCTCTGCGCGTCGGTCGTGGTC 

GCGGACGAGCGCTACGGGATCAACATGGACGCGGTGTACAGGACCGCGGAGG 

CCGTCAAGGAGACCGCGGAACGTACCGATGGACACGGTTGTGCCAGACTCGTG 

GCGCTGACCAACGCCCCCGAGAACACGCCGTTCATGGCTGGGGCGTTCCACG 

GGGTCGGACAGCCCGAGGCGTGCGTCAACGTGGGGATCTCGGGACCGGGTGT 

CGTCCGGGCCGTCGTCGAGGAGCTGAAGGACGTCGACTTCCGGACGCTGCAC 

GACGAGATCAAGCGGACCGCGTTCAAGATCACCCGGGTCGGCGAGCTGGTGG 

GCCGGCGGGTGGCGGAGCGCCTCGGGGTGGAGTTCGGGGCCGTGGACCTGT 

CGCTGGCTCCGACCCCCGAGGAGGGCGACAGCGTCGCGGAGATCCTGGAGG 

GGATCGGCCTCGAGTCGTGCGGTTGTCCCGGGAGCACGGCCGCGCTGCACCT 

ACTGATGGACGCTGTCAAGAAGGGTGGAGCGGCCGCGACCTCGAGACACGGC 

GGTTACAGCGAGGCGTTCATCCCGGTGAGCGAGGACGCCGGGATGGCCCGCG 

CGGCGGAGGAGGCCCTCACCCTCGAGAAGCTCGAGGCCATGACCGCGGTGTG 

CTCCGTGGGGATCGACATGGTAGTCGTACCCGGCGACACCCCGGTCGAGACC 

ATCGCCGGTATCATCGCGGACGAGGCGGCGATCGGCGTGGTCACGGGCAAGC 

CGACGGCAGTCAGGATCATCCCGGCGCCGGGCAAGGAGCCCGGGGACGAGTT 

CGAGATGGGCGGACTGCTCGGCCGGGCACCGGTCATGGACGTCTCGGACTAC 

CGACCTACCATGTTCCGCAGGGACGGTCGGATACCGCCTAAGTTCCCACGATA 

ACGGCCGATGACGAGCCTGCCCCGGCGGGATCGGTGACGAGGATTGGCCTTT 

CCGAGGCCCGACGGGGGTGAACGCGTCGCCGACCGTCGTGGTAATCCCCGGG 

GACGGGATCGGGCCGGAAGTCATCGACGCGGCCCTGAAGGTCGTGCGGGCG 

GTTCTGGGTGACGAACTCGAGATCGTGGAGGAACAGGCCGGGTACTCGCTGTG 

GAAGAAGAGGGGAGTCACGATCGAGGACGAGACGATCGAGCGCTGCCGCGAG 

GCGGACGCCATGCTCTTCGGCGCGTGCACGACTCCGGAGGACCCGGAGGCCA 

AGAGTCCCATCGTGACGCTGCGGAAAGAGCTCGGACTCTACGCCAACGTCCGT 

CCCGCTCGCTCCTGGCCCGTACCGCGACCTGTCGACACCGAGTTCGACCTGGT 

GATCGTCCGGGAGAACACCGAGGGTCTCTACACCGGATGCGAGTGCGAGATCC 

ACGACGGTGTTACCGTCGCCCTGCGTAAGATCTCCGAGGAGGGTACGCGCAG 

GGTCGCTGAGGTCGCCTGCGATCTCGCCGAGGAGCGCTCCGGTCGCGTGACG 

ATAGTGCACAAGGCCAACGTGCTGAAGCTCACGTGCGGAACGTTCAAGCGCGT 

CGCGGCGGAAACCGTGGAGCGTCGCGGTCTGGAGTGGGACGACGAGTACGTG 

GACGCGGCGGCGTACAAGCTGGTGCGTGAGCCGGACAGCTTCGACGTGATCC 

TCACCTCCAACCTGTTCGGGGACATACTCTCGGACCTGGCGGCGGGTCTGATG 

GGGAGCCTCGGGCTCGCACCCAGCGCGAACCTGGGGGACGACGCCGCCCTAT 

TCGAGCCTGTACACGGGTCGGCACCCGACATCGCGGGTAAGGGGATCGCGAA 

CCCGGTGGCGGCGATCCTCTCGGCCGCCATGATGCTGGATCACCTCGGGTAC 
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GGGGAGGAGGCTCGGATCATCGAGCGTGCCGTCGAGGAGGTGCTGCGCGAG 
GGCGTGAGGACTCCCGACCTCGGCGGTTCCGCGACCACGGAGGAGGTGGCCG 
AGGCGATCGCGGAGCGTGTGGCTACCGGGTGAGCGGGGGGCGTAGGGCGAC 
CGGCTCGTACCTGGGATCACCCCCGAGCTCCACGAGGGCCACCTCGGGTAGC 
5 TCCTTAACCCTGCGTGCGAACTCCTCGCTGCGTCCCTCGATCAGCAGCTCGGC 
TAGCTCCGAGGCGAGCTCGATTCTATCCCGGAAGCAGCACCTCTCGGTCTCGG 
CCACGGCCGGGTCGTTGAAGGTAATCACCACGGGTTCTTCCCCACCGAGCCTC 
CTGCCGACCTCCTCGGATCGCACCTCCAGGTACGTCGGGTCCTCCGTGAGCTC 
CAGCACCCGGGAGTCCGCGTCGTACCTGACGGTGTCCCCGGAAACCGACTCC 

1 0 AGCCCCCTCGCGCTCTCCATCGCGAGCCGCAGGAGGTCCCGACACGTCGCGG 
ACCGGAAGACCTTAACCCGGGGGCCCTTGGACATTGCCGATCACCCCGCGCAA 
CATCGTCCGACACGAGCTCATTGGCCTGGAGTGTCGGGTGGTGAAGTCGCTCG 
GGCCCCCGTACGAGGGCCTGGAAGGCAGGATCGTGGACGAAACGAAGAACAC 
CCTGGTGTTGAAGACGGAGTCCGGTGAAAAGGTTATAGTGAAAGATCAGGTGC 

1 5 TGCTCGAGCTCAAGCTTCCGTCGGGCGAGAGGGTACGCGTTGACGGTGCCCT 
GCTCGTGGGTCGTCCGGAGGAAAGGCTTTCTAAGCGGATCAAATACGCGGAGG 
TCGTGCGCGGTAGGTTCGATCCGGAGGACTACCTGGATTGACGGGGGAGTATC 
GAATGGCGAAAGACATCGGGCTCGGCGTCAAGCCACCGCGGAGGGAGTGCGA 
CGATCCGAACTGCCCGTTCCACGGTAACCTGAGGGTCCGTGGGATGATCCTCG 

20 AGGGTGTCGTGGTGAGCGACCGGATGGACAAGACCGTGATCGTGGAGCGCGA 
GTACTACCGGTACGACCGGAAGTACGAGCGTTGGGAGCGTAGACGCTCCAGGA 
TCCCGGCCCACAACCCGCCCTGCATCGACGCCCAGGAAGGTGACAAGGTCCG 
GATCGCGGAGTGCCGGCCCCTGAGCAAGACGAAGAGCTTCGTCGTGATCGAA 
GTCCTCGAACGTGCACAGGAGAGGTAGGGGTGAGCCGCCGTGAAGGCGATTA 

25 AGGCGAAGTCCCCGCATGCCGCGCTACCGGTGGGCGCGCGGCTGGTCTGCGC 
GGACAACACGGGTGCCAGGGAGCTCCAGATCATCGCCGTGAAGGGCTACAAG 
GGCGTCCGTAGGAGGCTACCGAACGCCGGGATCGGCGACATGGTAGTGTGCT 
CGGTGAAGGAAGGTACTCCGGACATGCGAAAGGAAGTCGTGAACGCCGTCATC 
GTGCGTCAGCGCAAGGAGTACCGCCGTCCCGACGGAACGCGCGTGAAGTTCG 

30 AGGACAACGCGGCCGTCATCGTGACGCCGGACGGAGCCCCGCGAGGCTCCGA 
GATCAGGGGCCCCGTGGCCAAGGAGGCCGCGGAGCGCTGGCCCAGGATCGG 
TAGCATCGCGAGCATCATCGTCTAGGGGGGACGTCACCCTTGCGCTGGACGAA 
GTCCAGTCAGCCGAGGAAGCAGCGTAAGGCCTTCTTCAACGCCCCGCTACACA 
AGCGCCAGAAGCTCATGAGCGCCACGCTCCACCCGGAGCTCAGGAAGAAGTTC 

35 AACCGTCGGAGCCTGCCGGTCCGGAGGGGAGACATGGTCAGGATCATGCGCG 
GTGACTTCAAGGGTCACGAGGGCGAGGTCGTCGAGGTGGACCTGAAACGCCTA 
CGTATCTACGTGGAGGGTGCCACGATCGAGAGGGCGAACGGAGAGAAGGTGT 
ACTACCCGATCCACCCCTCGAACGTGATGATCATCGAGCCGAACCTGGACGAC 
CCGATGCGGCGTAAGATCATAGAGCGCTCCGGTGGCACCCCCGAGGTCGAGG 

40 CCGTACCCGAGAAGTCCGAAGAGGAGAAGGAGGAGAAAGAGAAAGAGGAGGA 
AAAGTCCGAGGAGTGAGGGGGTGAACTCGCTTGGGTCGCGCGCGTAGTGGTC 
CGAAGCGTCACGTGAAGCGTCTCGCGGCCCCGTACGCCTGGCCGATCCCGAG 
GAAGGAAGGTGGTAAGTTCGCACCGAGGCCGTACCCCGGACCGCACACCATG 
GACACGAGCGTGCCGCTGCTGATCCTGGTACGCGACATGCTGGGATACGCCGA 

45 CTACGCCCGGGAGGCCCGGAAGATCATCACGCGCGGTGAGATCTACGTCGAC 
GGCGTGGTGAGGAAGGAGCCGAAGTTCCCGGTGGGCATCATGGACGTGGTGG 
AGATCCCGCGCACCGGGGACAGGTACCGCGTGGTCATGAACGAGCACCACCG 
CCTGGACGTCGTGCCGATCTCCGAAGAGGAGGCCAGGGTGAAGGTCTGCCGG 
ATCAAGAACAAGACCTACGTGAGGGGCGGCAACCTCCAGATCACGATGCACGA 

50 CGGTAAGAACTGGCTCGTCGAGATCGAGGACCCGACGGACCCGAAGGAGGAT 
GTCTACAGCGTGGGAGACAGCCTCGTGCTCGAGCTCCCGGAGCCGGACAGCG 
GTGAGAGCTGGAAGGTCGTGGATCACATCCCGTTCGAGGAAGGTGTCTGGGTG 
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TACGCGATGACCGGCCGACACTCGGGCGAGGTGGGTCGTGTCGTCGAGATCC 
AGACATTCGAGGGTCCGCAGGAGGACCTCATCACCGTCGAGAACCCGGAGGG 
AGACCAGTTCCAGACCACGAAGGGCCGGCTCATCGCGATCGGTAAGGACGAG 
CCGCTGGTCACCGTGAGGAAGGAGGAGTAGGGGGAGCTCCCGTTGTCCGTCG 
5 TCGACGAGGAGACCCGGCGTAAGATCCTGGAGGACTGGGAGAGCAACCCGAT 
GCGGAAGCCGCGCGTGGGTAAGGTCACCGTGAACATAGGCGTCGGCGAGTCC 
GGGGACCGGCTACAGAAGGCCTACGAGCTCCTCCAGGAGCTCACCGGGCAGA 
AGCCCGTCTACACCCGGGCCAAGCAGACGAACCCGAGCTTCGGGATCCGACG 
CGGCCAGCCCATCGGAGTGAAGGTGGACCTGCGTCGGGAGCAGGCGATCGAG 

1 0 TTCCTCGACTGGACGCTGGACGCCGTCGACAGGGAGCTCCACGAGTCGCAGTT 
CGACGAGTTCGGTAACGTGTGCTTCGGTCTGGAGGAGCACATCGCCCTCGAGG 
GCGTCGAGTACGACCCGGAGATCGGTATCTTCGGTATGGACATCGCCGTGACC 
CTGGAGCGCCCGGGCTTCCGGGTTATGAGGAGACGCCGCTGTCGTCGCCCCG 
TCCCGCGCCGGCACCGGCTGACCAAGGAGGAGGGCATAGTCTTCATGGAGGA 

1 5 GGAGTTCGACGTGGAGGTCCTGCCCTGAGGGGGTGACCCGGAATGGCGAGGA 
GGGAGTTCGGCAAGGGCGCACGCCGGTGCCGGCGCTGCGGTGACACGCACG 
GAGTCATACAGAAGTACGGTATCATGTTGTGCAGGCAGTGTTTCCGAGAAGTGG 
CCGAAAAGATGGGGTTCAAGAAGTACAACTGAGGGGGGTTAGTGTCGCTTGAC 
CTTGATGGACCCGCTCGCGGACGCGATGGCCACGATCAAGAACAACGAGATGG 

20 TAGGTAACAAGGAGTGCGTGATCGAGCCGGCATCCAAGCTCATCGGCCGCGTG 
CTGAAGGTAATGCAGGAGTACGGTTACATCGGTAGCTTCGAGTTCATCGACGAC 
GGTCGCTCCGGGAAGTTCCTCGTCAAGCTGGTCGGCCGGATCAACGACTGCG 
GTGTGATCAAGCCCAGGCACCCGGTCAAGAAGGACGAGTGGGAGTACTGGGA 
GCAGCGCTACCTGCCGGCCCGAGACTTCGGTCTCCTGATCGTGACCACTCCCG 

25 AGGGCGTCATGAGCCACTACGAGGCGAAGGAGAGGGGCATCGGCGGACGGCT 
GCTCGCGTACGTGTACTGAGGGGGACCGGACCGTGGCGGAGGCCAAGTTCGA 
ACCCGCGAAGGACGCCATTCCCGGCGTCATCGTGATGGAGGAACGCGTCAAGA 
TCAAGGACGACGTCGAGATCGAGATCTCCCAGCGCGAGGACCGGCGGTACGA 
GGTCACCGTCAAGGGTCCGAAGGGCGAGGTCACGAAGGAGTTCTACTACCCG 

30 GACGTGTACCTCTGGGTCGAGGACGACGAGGTCGTGATCGCCGCCACGAGGT 
CCAACCGGCGTCAGAAGGCCATCCTAGGCATGATCAAGGCCTACATCGAGAAC 
ATGCAGAAGGGCGTCACCGAGGGCCACGAGTACAAGCTCAAGCTGGTGTACTC 
GCACTTCCCGCCGGAGGTCAAGGTGGATCAGAAGGAGGGCAAGGTCTACATCG 
AGAACTTCATGGGTGAGAACGTGCCGCGCGTCGCCGAGATCGTGGACCCGGA 

35 GAACACCGAGGTCATTGTGCAGGGCCAGGACATCATCGTGCGTGGTATCGACA 
AGGAGGCTGTCGGACAGACCGCCGCGAACCTGGAGCAGGCCACGTACATCAA 
GGATCGGGACCCGCGTGTGTTCCAGGACGGTATCTACATCGTCGAGAAGGACG 
GCAAGAAGATCGTGTAAGGGTGAGGTGCCTTGGTCCGGAACCCGAACCTCTCC 
AAGGAGGAGGAGCGCCTGCTCAAGCTCCGGGAGGAACTCAAGCGGAAGAAGC 

40 CGAAGTTCCGCCGGCAGGAGTGGCACCGGTACAAGAAACTGGGTGAGAAGTG 
GCGCCGGCCGAAGGGCCGCCACAGCAAGATGCGCAGGAAGCTCAAGAGCAAG 
CCGAAGATGCCGAACCCGGGGTACGGCTCCCCGAAGAAGGTCCGAGGCCTGC 
ACCCGTCCGGGTACGAGGAGGTGCTGGTGTACAACCCGAAGGACCTGGAGAA 
GATCGACCCGAAGCGTCAGGCCGCGCGCATCGCCAGTCGAGTGGGTAGGAGG 

45 AAGCGCCAGGAGATCCTCGAGAAGGCCGAAGAACTGGGGATCGTCGTCCTGAA 
CGCGTGATCCGGGTTTTGTTGACTCAGAGTTTCACCTCGTGCCCGTCCATGTGG 
ACGACCACCCCGCGTCCCTCCTCCACGTGTCCCACGATCTTCGCCTCCACGTG 
CTTCGACACCGTGTCGACGACGTCTTCGGCCTCCTCCTCCGGGACGATCAACG 
CCATGCCCATTCCCATGTTGAACGTACGGTACATCTCTTCGACGGGCACGTTCC 

50 CCAGCTCCCTGATTATCTCGAACACGGGATGCGGCTCGAACGGGTCGTCCAGC 
ACGTAGCGCACGTCGTCTCGGAGCCGCTTCAGGTTCTCCACTCCACCCCCGGT 
GATGTGGGCGATTCCGCGCACCTCGTAGTCCCGCAGTACCTCCATCACGGGCC 
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GGACGTAGATGCGCGTCGGTTCGAGGAGCTCCTCGGCCACGGTCCTACCGTG 

CGGGAGCTCGTCGTGCACGTCGTACTCCGAGAGGAGGACCTTCCTAGCTAGCG 

TCAGGCCGTTGCTGTGGATCCCGGAGCTCCGCAGTCCCACGATCGCGTCGCC 

GGGTTCCACGTCCTCCCCCGTGATCGGGTCCCCCTCGACCCGACCCAGACAG 

GCGACCACGAGGTCGAACCCACGTCCTTCCTCCTTTCCGCGGATCACCTCCGG 

GAGCGTCGCCAGCTCGCCGCCGACGATCGGGGCACCCGCCTCTCGGGCTCCC 

TTGCCGAGTCCCTCCGCGATCTCCGCGCAGACGTCGGGGTCGGGATCCTCCAT 

CGCCAGGTAGTCGAGGAAGGCCAGCGGCCGCGCCCCGAGGCACACCGCGTC 

GTTCGCGTTCATGGCTATCGCGTCGATGCCGACGGTGTCGTACCGGCCGACCA 

GCTGGGCGACGAGGACCTTGGACCCCACGCCGTCCACGTTGAGCGTCAGCAG 

TTCCCCGTGCACCTCGAGCACGGCGGCGTAGTGGCCGATGCCCTCGACCTCC 

CGGCAGCCCTCCGGCTCCACCTTGTACTTCTCCAGCACGTCCCGGATCGCCCG 

GACGGCGAACGCCTCCTTGTCGATGTCCACTCCGGCGTCCTTGTAGGTCATCT 

CGGACAACTCGTCGTACCCCCTAAGTGAGACGGAAGCACTCCAGGTTCTCGGG 

CGCCATGGAAAAGACCTTCCTGACCGTGCGGCGCAGGTGGTTGGAGAAGTACT 

TACACGCGCGCGGCTCGCCGTGGTTCGTGAAGACCTTCGACGGCGGCGACGG 

ACGTATCGACCGCACGTATTTGGTGAGCTCGATCTTGTCGCCGTGTCCACTGAA 

CCCGCTCACGGTCTCGACGCGGAGCTCGATCCGTAGGGTCTCCGTCTTGCCCG 

TGGGCGTGGGCAGCGGGACCTCCTTGGCACCCTCCTGGATCTGCCTTCCGAG 

CGTGCCCTCGGCCTGGTAACCCACGAAGATCAGCGTGTTCTTGGGATCGTCGG 

AGAGCTCGCGCAGGTACTCCAGGATCGGGCCCCCCTCGAGCATACCCGAGGT 

CGAGAGGATGACCGCGGGTTCGTCGTCCTCCATGATCGCCTGGCGGTGGTCC 

GAGCCCTCCACGGGCTCGAAGACTTCCGAGGTGAACGGGTCGTCGTCCTCGTG 

TAGGATCCTGTGCTGCAGGCGGCGGTTGAGGTACTCCGGGTACGCCGTGTGG 

ATGGCCGTCGCCTCGTAAATCATACCGTCCAAGTACACCGGGCCCTCGAGCTC 

GTCCTTGCGGTGCATGTCCTCCAGGACGAGCATGACCTCCTGGGCGCGTCCGA 

CGGCGAAGGACGGTATGAGCACCTTACCGCCCTTCTTCAGCGTGTCCCGCACG 

ATCTTCCTGAACCGGTTCTCCTCCTTACGACGGCTCCCGTGTCGCGAGTCACCG 

TAGGTGGCCTCGACGACCATCGAGTCGACCCGCTTGAACCGGTTGTCCGCGCC 

CTCGAGCAACCGGGACGGGGTCGGGTTGATGTCGCCCGTGTACACGAAGTTGT 

GGCCCTTGTCCTGGAGGAACACGTGCACGGAGGCCGATCCCAGGATGTGTCC 

GGCGTTGTAGAAGGTGATGCTCATGTCGGGCGTGATGTCGGTGGGCTCCCGGT 

AGTCGATCGTGATCGTGCGCTTGATGACCTTCTTGACGTCCTTCTCGGTGTACG 

GGGGCTCCTGGCCGCGCTTCTCGAGGACCTTGATGTAGTCCGTCAAGAGCAGG 

TACATGAGGTCGCGGGTCGGCGGCGTGCAGTAGACCGGGACCCGGCTCTCGA 

TGACCTTGTGtCGGTAGAAGTACGGCAGGAAGCCGCAGTGGTCCAGGTGTGCG 

TGCGTGATCACGATCGCGTCGAGGTCGTCCATACGGAACTCCGGGACGTTGAA 

GTGCGGATAGGCGTCCGTACCGTTCGCGGCCACGTTCACACCGCAGTCCAGGA 

GCACGCGGCTCTCCTCGGTGTGTAGGAACAGTGAGGAGCGTCCGACCTCCTG 

GAAGCCTCCCAAGGCGCTGACCCGGGCCCACCGTGACTCGGTGCCGCGGCTC 

CGCGTTCGACCGCAGAAGATCCGGGCGCTGACGTTCCTCAGGAACTTGCGGC 

GCGAGTCGTCCGAGAGTATCAGTCGGCGTGTCGTGTTCACGGTCTTCGACGGG 

ATCGGTGGTTGCCTGTAGATCCGCGGTACCCAGCCGGTATCCCGGGAGATCCT 

GTGCACGTTCTTCCCGCGCTTGCCGATCACCAGTCCGGGTTTCTTCGAGAAGAT 

CACTACCTCTCCGGTGTCCAGGAACAGCAGGTCCCGTTCGCTGACCCCGGCCT 

CCTCCGGGATGATCTTCAGGATGACCTTCTTGGCCTCCTTGGCCGGGGAGAGC 

GCGGCGGGATTAGGTCTTATCTTGACACGTTTCCTCAGGGCTTTAGCCAATCTC 

GTGACCAGGTCCGAATCGTCCTTGACGAAGGAGTGCGGTGAGTTGGTGTACAG 

GACGACCTCGGGACCTTCGAAGTCTACGTCGGTCACGACGACGTCCG AAGGC A 

GCACTTCCTCGACTCTCTCCATGACCTTCTTTTTGACCTCTTCCAACGTCTTTTC 

GCCGCCTCTTCGCTCGCTCAACGCATCCGCCCCTGGCTTCACCGGTGATCACC 

GGGGTCGATTGTCCGGGGGAGGGGGCTGAGGGATCACGAGAGGAGCTTCTCC 
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ACCTCCTCCTCGGGTAGCTCTCGGTACCCCTCCTCCCGGGTGATGGTTACCAC 
GGTCACCCCCTCACCGGTACCGGTATCGCGTTCGAGCGCGGATTTCACGGCCC 
GGACGGCCACCTCGATCGCGTCGTCCAACGACATCCCTTCCTCGTACTCGGCC 
TCCAGCACACCGTAGGCCGTCGGAGAGCCAGAACCCGTGGCCGTGTAGTCCTC 
5 CTCGATGATCGATCCGCTGGGGTCCAGGTTGTACAGCGCCGGATCGTCGTCGT 
TGAACCCGCCCACGATGAGTTGCACGAGGTACGGGCGGAACGCCTTGAGGCT 
CGAGTGCAGCACGTGCGAGATCATGTTGGCCAGCGCCCTGGCGCTGATCATCC 
GGTTGTGCCTCAGCTCGTACAGTCTGGCCTCCGCCCGCATGAGGTCGACGATC 
TTCTGGGCGTCGGCCACCGAGCCGGCCGTGGTCACGCCGATGTAGTCGTGGA 

1 0 TGCGGAAGATTTTCTTCACCTGCTTGCCCGCGATCAGGTTGCCCATCACGGCTC 
GCCGGTCGGCGGCCAACACGACCCCTTTATCGGCCAGTATGCCGACGGTCGT 
GGTTCCCTTAGTGAGCTGGTCCAGCTCCTTCATCACGTCACTCAACTGCAAACC 
GGACAACCCCTGATTCCAGTTTCAGTACGTTTTCGCGATACGGACGGTGTACTC 
GGCTGTTTCACCACAGATCGGACACCTTTCGAATTCGGTGTCTTCTTCGGGGTA 

1 5 CGGCGTACCGAGAACGTCTCCACCAAACTCCTCCTCCATACGTACACCGCAGC 
GCTCGGAACCGCACCAACCGGTCTCGACGATC CCCTC ACCAACCAGTCTTCGT 
GCTTCCTCCGGGGAGTCCGTTCGGAATATACCCTTTTCGAACTTCTCGCGGGCT 
CGCTTCCGCAGCTCCATCGCGATGTCTTCCAGCAGCTCAGGGACGACGTCGGG 
CAGTTCTTCGAACGCGTACGTCTCGCGCTCGAGCTCGTCCCTCCGGAAGACTA 

20 CCGCGGTACCCTCCTCGAGTTCCCGGGCTCCGAGCTCGATACGCAGCGGGAC 
ACCCTTCAGCTCCCAGTAATGGAACTTGCGTCCCGGGCTCATGTCGCGGTCGT 
CCACCTTGACCCGGACTCCCTCCTCCCGCAGCATCTCCTCGACCTCCGCGGCA 
CGTTCCAGGATCTTCCGCCGGACTCCCTTCTTCAGTATGGGGACCATCACAACC 
TGGTACGGAGCCACGTCCGGCGGTAGCACCAGGCCGCGCTCGTCCCCGTGTA 

25 TGGCTATCATCGAGGCCACCACTCGGTCCGATATACCGTAGCAGGTCATGTACA 
CGTACTCCTGGTCACCCTCCTCCGTCTCGTAGGTGACCTCGAACGTTCTCGCGA 
AGTTCTGGCCGAGCATGTGGACGGTACCGATCTGCAGCGTCCGACCGTCCGGC 
ATCAGCGTGTCGAAGGCCACCGTGTACTCGGCGCCCGGGAACTTGTCCCACTC 
CGGTCGCACCGACGCGATGTACGGGATCCCGAGCTCGTCGAAGAACGACGAG 

30 TAGATCTCCACCGCCTCCTTGACTTGCTCCTCCGCCTCCTCCTCGGTCGCGTGG 
GCTGTGTGGGCTTCCTTGAACGTGGTGATCTCCCGCATCCGGATCAGCGGTCG 
GGTGTGCTTCGTCTCGTACCGGAAGGTGTTCACGATCTGGAATATCTTGAGCGG 
TAGGTCGGCGTGTGACCTGATCCACAGCGCGAACATCGGGTAGATCGCCGTCT 
CGCTGGTCGGCCGCAGCGCCAGCTTCTCGTCGAGCTCCTTGAGACCCCCGTG 

35 GGTCACCCAGTACACCTCGTCCTCGAACCCTGCTATGTGCTCGGATTCCTTCTT 
CAGCTGGGTCTCCGGAATCAGCGTCGGGAACAGTACTTCCTCGTGCCCGGTCT 
CCCTCAGCTTGCGCCTCAGCTTCTCGACTACCCGCTGTCGGATCTCGAACCCAT 
ACGGTAGCCACACGTACATACCCTTAACGGGGTACCTCACGTCCATTATCTCCG 
CGCTGCGCAAGACCTCCGCGTACCACTCCGAGAACTCCAATCGATCACCCCTC 

40 GGGGTCGACGGAAGTTGAGCGTTCCCAAGAAACGCATGCAGCTCCCGAGAGA 
GGTCGTCGTGGGTTCGAACGTGCTCCCCGAAGTTCCGAAGCTCCTACGTAGCG 
TCGGAGTACCGGACGGAGTCGTCGCGGTGTTCTCCGGGCGAACTACCATGAAG 
ATCGCGGGGAACGAGGTCGCCGACCACCTCGAGGAAGCCGGGTACCAGACGT 
CACCGGTGATCGTCAAGGGGTCGACCGGGGACGACGTGAAAAAAGCTTTGGAG 

45 GCGCTGGACGAGATCGACGCGGACGTGGTAGCCGCGGTGGGCGGCGGTAAG 
GTCATCGACGTGGCGAAGGTGGCGTCGTACCGTCGGGGTATCCCGTTCATCAG 
CGTCCCCACATCCGCCTCCCACGACGGCATCGCATCACCGTTCGCCTCCATCC 
GCCGGGAGGGACGGCCGTACTCCGAGCCCGCCCAGGCTCCACTGGCCATCCT 
GGCGGACATAGAGGTCATCCGAGAGGCCCCGGAGCGCCTCATCCGCGCCGGG 

50 GTCGGGGACGTCGTCTCCAACGTGACGGCGGTGAAGGACTGGCGACTGGCGC 
ACCGGCTCAGGAACGAGCCCTACAGCGAGTACGCGTCCTCCCTATCGCTGATG 
GCGGCCCGGATCGTGATGAAGAACGCGAAACCCATCGGCAAGCTCCTCCCGG 
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AAGGCATCAAGAAGCTGGTTCAAGCGCTCATCAGCGGCGGGGTGGCTATGAGT 
ATCGCGGGCTCCTCCCGACCGTGCAGCGGGTCGGAGCACCTCTTCAGCCATG 
CCCTGGACGTGATCGCGGAACGTCCGGCGCTTCACGGCGAGCAGTGCGGGGT 
CGGCACCATCATCATGGAGTACCTGCACGGGGGCAACTGGCGGGAAATCCGTG 
5 AGACGCTCGAAACGGCGGGCGCACCTACCACGGCCGAGGACCTAGGGGTAAG 
TGACGAGGAGATCATCGAAGCGCTCTGCCGGGCGCACAAGATACGTCCGGACC 
GGTACACCATCTTGGGGGATAAAGGACTGACGCGCGAGGCCGCGGAGAGGGC 
GGCCGAGGAGACGGGCGTCATTCAGTGAACCGCTCTTCGAACACGACCTCTTC 
CACGGCGTCGTCGTACTCTATCATCAGCTTCGCGAACCTCTGCTTCGCCCGGG 

1 0 CCCACGCCGGATTGGCGGCGTCGTCGCCTTCCACCCTGACGCGCAGCGTGTT 
CCCGTCCAGCTCCAGCTCCGCGTCGACGGATGGCACCATCGTCTCCAGCAGGC 
CCTCCGCCCGCTCCACCGTGTCCTCCAGTACGTCCACGACTTCCACCTCGTAC 
ACCAGCGCTTTACCCGCCAGCGGGTGGTTGAAGTCGACCCTCACCCGTCCACC 
GTCGACGCTGAGCACGCGACCGCGCCGGCCGTCGGGACTTACGACGGTATCC 

1 5 CCGGGCTTCACGCTCCCCCTGAACTCGGACTCACGGTACGTCCGGACCAGCGA 
TGGGTCACGCTCCCCGAAGGCCTTCTCCGGGGGCACCTCGACCTCCAACTCGT 
CCCCTGGTTCCGCGCCCACCAGTGCCTCCTCAACCGGTTCCCATACCATTCCG 
GCTCCGACCACGACCACCACCGGGCCGGACTCGACGTTCAGATCGTGCTCTTC 
CGCGACCTCCTTCCGTGTGGTGTCGATTACCTCGTCGGTGTCCTTCACGCGTC 

20 CCGTGTAGTGGATCTTCACGAAGTCACCCTTCTCAACGGCCACGACGATCAACC 
CCTCAGCATCGCGTTCACGAGTAGTTCGACGGCTTCTTCCTCCGAGAGACCTC 
GGGACATCAGGGTCTCGACCTCCTTCTTCTCCACGGTACCCAGGGCGGCCTCG 
TGCGTCAACCGGGCGCCTGGGTGGACCACCCGCAGCTTGGGAACGCTGACGA 
CCTTCCCACCTCCTTTAATGATCTCCGAGCACTCTACGTGACCGCGGGCGCCGT 

25 CCGCCTCCCCTGAGATCTCACCGACCAGCTCGACGAACGCGCCGTCGATCGCC 
GCCGCCTTGAAGTCCAGGAGGGTCCGCGCGTCCTCCCCGGTCAACCTGACGC 
TCTCCACTGCCCGGACGCGATCCTCCCCGACGGCCCTCAGCCTCGCCACTCCC 
TCCATGGTGGCCCGCTCCTCGACGCGGGCGCCCATCTCCCACTCCAGCTCGCC 
GACCCGACCCTCCGTGAGCCTGAACTCGGTCACGAAGGACGCCTCGGGCTTCA 

30 CGGACACGTCGTACTTGGCCTTCAGCCGTACGCCTCCCTCCCCGTGGTAGTGC 
ACGTCCGTAACCTTCACGTCCGCGCCCTCACCGATCTCGAACTCGGCTTCCATC 
TCGTGCACGACGTCGCGCGCTCTCGGGAACGAACAGTGGGACATCAGCTGTAT 
CTTCGCCTCTGGCTCCACGATCAGCCTCGTCACGATCCGCTGGACTCCCTCCG 
GCCATGGAACCCCCACGCACATGTGGATGGGTTCGTCGAACTCGTACCCCTCC 

35 TTCACCACGAGCTCGGCGACGACGGTGTCGTCTTCCTCCTCGGCGTTGAGCTC 
GAGGCCCTCCGCCCCCTGCACGTTCACGACCTTGTTCTCGATGATCACGATCC 
GCGGCGTGTCCGGACCCGCGTGATAACCCGTAGGCTTGAACACCTCCTCGGG 
GCTCACTCCGCCCCGCACACCAGGCCACCCCCGCACATCAGGCACTTGAGCAC 
CACGTCCTTCGGGTCCCCTTCATCGACGATCTTACCGTCCATCATCAGGTAGGC 

40 CCTGTCACCGACCTGCTCCGCCAGGTCGCGGTTGTGCGTGATCAGCAGCACGG 
CGGAGCCTTCCTCCCTCATGGTCTCGATGACCTTCGCCAGATCCTCCATCGACG 
ACATGTCCAGTCCCGCGTCCGGCTCGTCCAAGATCACCAGGTCCGGTCTCATC 
GCCATCACAGCGGCCAGTTCGACGCGCTTCCGCTCGCCTCCGCTCAGGTTCTC 
ACCGCACTCGCGGTCCCAGTACTCCTCCGGGTCGAGACCGACGATCCGAAGG 

45 CACCGTCGCGCCCAGTCCTCATCGTCGGTGCAGACGGACAGGTACTCGCCCAC 
GGTCAGGCCCTCGAACCTCGCGGGCTCCTGCCAGGACATTGTCAGTCCCATCC 
TCGCCCGCTCGTACATGGGGAGGTCGGTGATATCCCGACCCTTGAACCGGACC 
TCTCCCTCGACGACCTCGTATCCCGAGCACCCCACGATGGTCTTCGCCAGCGT 
GCTCTTCCCCGACCCATTGGGACCGATCAGGTCGACGATCTCGCCCTCGTCGA 

50 CGGTCAGGGAGGCACCTCGAACGATCTCCGTTCCGTCCTCGGATTCCACCCGC 
AGGTCTTTAACCTCGAGCAGAGCCAACGTCTAGGGCCCCCGTACGCCCGCGAC 
CCGGGCCCTAGGAAGCGCTTCGCGCCGCCGATGAGGGCCCGGCCCAACGGC 
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CCGGGACATCACCGGGCCGACCGGCCAGGTGGGATGAGGCCACCTGCCGACA 
CCCGGGCACAGGGGGTCTCACACCTTTACAGTTACTACGCTTCCTCATTCGAAA 
ATCGTAGAACAATAAAGGATCTCCACCGGGGCTTTCCCGATGCCCGAGATCGA 
GGTTTACGAGATCGAACCGGAGCGGAAGCTGCTGGAACTGCTCCGGGAAGCC 
5 CCGTCAGTCACGGAGGCCCCGGCGTGGGACGCGGTGTACCCATATCACCGGC 
ACGAAGAAGGACTGTTCCGAGAGGTGGTCCGCGCGGTCCGGGAGGTGCTCTA 
CGAGACCGAAGCCGCCCGGGTGTGCGTGGGACTCGAGGGTATGGATAGCACC 
CTGTGCGCGGCGGCGGCCGCCCGAGCCTGCGAGGAGTACGGGGTGGAGCTC 
GTCTGTTACACCGTGGGGTTCTACCCCGGGATGCCCCGTGAGCTCGTCCACGC 

1 0 CCGGGCGTACCTAGTCGCCTCCGAGCTCGACAGCCGCTACGAGACCCCGGTC 
TACCTGTACCACCTCGACGTACCACCTCCGGTCGAGTCCAAGCGCGAACTCTG 
CCGGCTCTGCGGTCGGCTCCGGTTCGAGGTCGCGGCCCAGGCGTTCCCGGGC 
TCCGTGATACTCGGGGGCGCGAACTTCGGAGAAGCCCCGCACAGGGCTCGAC 
TCGACGCGATCACGCACCACGGACAGGCCATCGAGTACCGACCCCTCCTCGAG 

1 5 TTGGGCTTCGACAAGGGTCACGTGGTGGCGGCCCTCCGCGAGGTGAACTTCCA 
CTTCCCCAGGCTCGAGTGGTGGAAGAACGAGAGCGGGTGCGGCGTGCGGGAC 
TACCTACGGGATCCCGACCCCGAGGGGGTACTGGAGGCTGCCGAGGCCAACG 
ACACGTTCCACCGGATCCTGCTCGAGGAGGGGGCCTGGTGCGGTCACCACTAC 
GACACGGCCGTCGTGCTGTACGACGGGGAGCGGGTGTACCCGGTCCTGATCC 

20 CGCTGCCCTGGGGATGGGGCCGCGACGCCCAGCGGGCCGCGGAGGCCGCCT 
TCGACGAGCTCGCCGATAGGTGGGAGGTGGGGAACCCGGAGGAGGTCCAGGA 
GGTGGACGATCCGCCCCTCGAGAGCATCCTCAAGCGGGCCCGGCAACTCGGC 
ACGGTTCAGCCCTCCACCTCGCCCAGGTAGACCACGCGCTCCCCAGTCTCGAC 
CTTCCCCTCCCACGAGCGCATCCTCGCCCGGTGCGTCCCGACGGTCACCGGCT 

25 CGGCGAGGACGAACGCCGGGGACCCCCATCGGTTCAACACGACGAGCGTCGT 
ACCGTCCGGGACCTCCACCCTGGGATCCAGCTCCAGCAGGAACTCGTCCCCTT 
CGACCCCTTTGACGGCCCCCACGGTCTCTGATGCCATGAGCTTCAGGAAGGCC 
AGCGCCTCGATCAGCTCCTCCGCCTGGGAGCGGTCCCGGACCCGAACCAGCT 
CCGTGACCCGCCGTAGGTCGCCCTGGAGGGCTGCGTAGAGGTCCTCCCACGA 

30 CACGTTCGAGGCGGCGGAGAGTAGCACCAGCATCTTGTCCTGGAGTAGGTCCG 
ACACCACCGCGGCCAGCTCGTCCACCGGCTCGACCTCCACGAACTCGGAGAAC 
TCCCGCACCTCCACCCCGAGGTGGTCCGCGAGCGCCTCCGCCGACGGGTGCA 
CCCTTCTCCCCATCACGAGCGGTCGGTAGCCCGTGAGCTTCGCGGCCACGTAC 
GCCTGCCTCACCGCGTCCACGCCCACCGTACCCGCCTTCACCTCGACGGCGTA 

35 CCGCTCCCCGTCCTTCTCCGCCACGATGTCGATCTCCGCGACCAGCTCGTCCT 
CCAGCTCCACCCGGTAGTTCCTCGCCACCACCTCGAAGCCTTCCTTCCGCAGG 
ATCGAGGCCGCGATCTCCTCGGCGCTCTTACCGCGGCGGAGCAACGGACCAC 
CGCCCGACTCGGCAGGCGGATGTCCGATCGTCGATCACCCGACGGGCCCCGT 
ACTCATCATCGTCAGGACCGGGGTCGGATCCGGGCGTCGTCGTTCCGACCGGT 

40 CGAGGCGCCTGTCCCTCCTCACCAGCTCGGTGACCGGGGTTCTCCTCATCCCG 
ACCCCGGCATCGGGACGTCCTCGCGCGGGAGCTCGACGACCACGACGGTGGT 
TTCCCCGTTCATCTCCACGTCCCTGAGGACC I I I I I CACCTCACCGGGGTCCGG 
TTTCTCGATCACCTCGACCTCGGCGCCCAGGGACTCGACTATACTCAGAACGTC 
GGCGTCCAGCCCCATCTTGGCGGCCCTGCCCTCCTTCTCTTCCATCACCTGCC 

45 GGGTGAACCCTAACTCCCCGTTACGGGTGACGAGCACCGCGATCGGGAGGTC 
CTCCCTGACCGCCGTCTCCAGCTCCTGACAGGAGACCATGAACCCACCGTCCC 
CGGTCAGGGCGAGCGCCATCTCGGGGACCCGGGCCGAGGCTCCCAGCGCCG 
CCGGGATCGCGAACCCCATGGGACAGAACGACCCGGAGTGGATCAACTCGGA 
CGGGGACGACAGCCGGGCGGCCAGCAGCGCGGTGGGGGTGATCTGACCCGA 

50 GTCCACCGTGGCCGGCCCGATCCAGGCCTTCAGTGCGGCCTTCACGACCCGG 
TACAGCTCCAGATCGAACTCCGGCGGCTCGCCCGGCTCCGGGTTCCACGGTTC 
CGTCCTCGGAGGGTCCTCGAGCAGTGCCTCCACGAAGGCCCGCACGTCGCAC 
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TCCACGACCTCGTCCGCGTCCTCCACCCCGAAACCGACCGCGACCGTGGTGG 
GCCAGTCGATGTCCGCGCGCGTGCGTCCCGACAACCGGGCCCCTAGGGCGAG 
CACGACGTCGGCGTCCTCTACCATGTCGTTCGCCCAGCCCCTGAGACCCACGA 
CCCCGGCGTTACGTGGGTGGTACTCGGGCACCACGCCCCGGCCGCGCATCGT 
5 CTCCACGATCGGTGCTTCCAGGACCTCGCACAACCGCTCCACGAGCTCCCCAC 
ACCGCGCGCGGTAGCAGCCCCGTCCCACCAGGATCGCCACGCGCTTACCCTC 
CAGGAGCCCGCGGACGCGCTCCACGTCCTCGGGGTCCGGCTCGACGGGCTCG 
ATTCCCTCGAGCTCCGCGGAGACCCCGTCTGGGTCGAACCCCGGATCGACGTA 
CAGCACGGGCTCTGAGCGCGCTAGGGTCCGTGCGGCTTCCTCCGGGTCGTCC 

1 0 GTCACCGTGAGCTCCACGCCGTCCGACGCCATCGAGGGTACGAGCGACTGGA 
ACCCGCGCTCGGTGATCTCGCCGGTCGCGCAGAGCACGGGTACGCGATCGGC 
CAGCGCGCACGCCAGCCCCGCCAGCGCGACCGCCACCCCGGGCCCGCAGGT 
CGCCAGGGCCGCCGCCGGCTCGCCCGAGACCTCGGCGGCCCCGATCGCCGC 
GTACACGGCCGCGTCCTCCCGCGTCGTCCGGACTAGCTCGTCCTCCTCCGCGA 

1 5 GCCTCAGGTACGGTCGGGTCACGTCGTCCCCGGGTACCCCGAACACGGGACG 
TAACCTGAACGAGGTCACCCTTCCACCTCCCTCGACATTCTCAAGTACTCCTCG 
ATCATATCGGGGAAGGAGCACGCGGGCATGAAACGGAGCCCGAGCTCCCGGG 
CCCACCGCTCGATACCCTCGTCGCTCGCCACCACGGCCGCGTCCAGCTCCTTC 
GCGAGCAGGAGCACGTCCAGGTCCGGCGCGCTGTCCAGCGTTCCGTGGCGCA 

20 CCGTCTGACGGTACTTCCGCCGGAAGCGCCGCACCGTCTCCCCGATCACCTCC 
CGAATGATCCGCTCCTTGGGCACGTCCGCCTCCTCGCGTAGCATGATCTCGTA 
CGCCTCCAGGGCCGCCTCCCAGATGGCCTTCTCAGCCCGTTTCCTCCCCCGGT 
CCAGCCGCTCCCGCATGTCCTTCACGTAGGCCATGAACAACCGCGCCGGGACC 
TTCACCTCGTACCGGTTCGGCGTCTTCTTCACGATCCACGTATCGATCCTGGAC 

25 AGCAGCTCCGGGCACCCGTTCCGCTCGAGGAACCCCTTCAGCTCCCTGTACAC 
CGTGGGGTACGGGATGTAGCAGCTGATGGCCAGCTCCATCCGCGCCCTACCG 
ATCAGGTCCAGGAGCCGGGTCACCGCCTCGCAGAGGTCACCGTCCCCGAGCT 
CGTCCACCACACCCCGGTCGGTGAAGGCCGTGGTATCGAGCACGAACCGCTGT 
TTGTACACGGTCAGTCACCCCGGGCGGGCCGGAGCACCAGACCGGCCCGCGT 

30 GATCCTGGCCTCGAACTCGACCAGCTCGCGGCCCAGACGGCACCGGGCGACC 
TTGCCGTCGCGGATCCTGCGGACTCCCAGGAACCTGTACTCGGGGTGGATCCA 
CGGGCGCGTCTCCTCGCCTCCGAACGCGTGGAGTATCCGGGCGACGGCGTTC 
ACTGGGTTCGGGCGCCCGGCGGGGTCCGGCGGTACGACATCCACGTAGAGGA 
ACTCCCGCGCCGTGTACACCGCCAGGCCCGTCAGCTCGACGCCGTTCACGCG 

35 CTCCGTGGCCGTCTCCAGCTCCAGGACGCCCACGTCGCACTCCTCCAGGGCG 
CGGGTCACCGCCTTCTCCAGGTCCCGCTTCGTCCCGGTCGGCTCGAAGTCCAG 
GAGGCCGTACGGGTCGCGACGGACCAGGCGACGGCGTTCCGGGCGTTCCCC 
GGTGATCTCCTCCGCCTCCCTCGCGCCGTGAGGTGTCAGCGTGTACACGCAGG 
AGGCCGTCCACGGGTCGAACGTGACCGTGAGCACCGGGCGGCCGTCCACGAA 

40 GACGCGGTCGGCCCGGACCGGTCCCCGGATGCGCTCCACGGTCACCTCCCGG 
TCCGCGATCCCGAGGTCCGAGCCGGTCAGCTCCTCGAGCACCTCCCGGTACTC 
CTCCAGCTCCCCGCGGGAAGGTTCCCTCACCGGCAGGGTGGTCGTCCCCGTG 
AGGTCATGCGGGGTTCCCGGGTTTAAGGCCTCAGGGCCGCCGTTACGCGTCCT 
AAAACGATGCCTCGGACCGGAGCTCCTCGACGATCTCCCGCGCGTGGGATCG 

45 GAGCGCCCGGTACAGCGCCCGCGCGTCCCTCCGTAGCGCGGCGTCCAGCACG 
TCCTCCGACTCCGGGATCACCACGTCGAGGTCGTCGCTCGATCCGTCCGCCCG 
GTTCAGGACGGTGACGGTCGGGAGTCCGAACCTTTCGACCAGGGTCCTGGCAC 
GCTCGAAGTCGTGACGGGCCGCGGGGCTCGGGGCGGTCACCAGCACCGCGG 
CGTCGGCGCGGGAGAGGGCCGCGATCACGGGACACCCCAGCCCCGCCGGAC 

50 AGTCGATCACGCACGGACGCTCGGGAACCATCCGGTGGATCACGTGCGCGAG 
CTCGGGTACCCAGGGCTCGGATCTCGGATGGATCACCTCGAGGTTCAGGTCCG 
GGTTACGCGACCTGACGATCTCACCTAGGACCTCCGGCTCGAACTCGATCGCG 
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TCCTCGGGGCAGGCGATCGCGCAGATCCCGCACCCGTCGCAGGCCGTGGGGT 
CCTCGACGGCGTCCCACGGGCAGACCTCCGAGCACCTCCCGCACTCGACGCA 
ATCGTCGGTCTTGACCGCGTAGCGGGCCCGGATCTCCTCGAGCACCTCCTCGA 
CCTCCAGCTCCAGGTACGCGGGTACGTCGGGCTCGGTCACGTCGGCATCCAC 
5 CAGCGGCACCCCTAGCTCCGCCGCCAGGGCGATCGAGAGCATCGTCTTCCCC 
ACGCCGCCCTTCCCTCCCAGGACGGCGACCTTGAGCTCCGGATCCAACGCGAT 
ACCCCCGCCTACACGACCTCCTCTAGGCAGCGCTCTACCGCCTCCCTGAAGAC 
CTCCGATCGGGGTGGGTCGTCTACGGTAGGGGCCTCGACGACCGGATCCCGG 
ACCTCCTCCTCGATCCTCCGCCTCCAGGAATCCGAGAGGTCGGACCTGTTGAT 
1 0 CAGGATGACCACCTCGATCCCGGCGCGGTCGGCGACGCGCATCAGGCGCCTC 
AGATCGTGGTAAGCCGCCGGGGTCGGCTGCGTCACGGCGATCGCGGCGTCCG 
CGGCCTTGAGAACGTCGTACACGTCCTTCCCGGCGCCGGCCGGCGTGTCGAG 
GATCAGGTCCCTTTCGTCGTCCGCACCCTCCAGGAGCGCGTGAACGAGGTGTC 
GGGACCGCCGGTCACCCACGTCGAGCGATCCCGACGTCAGCGTCGCCCCGGT 

1 5 CTCGGACACCCGGTACCTCCGTACCTCACCGATCCGAACGCGGTCGTACGCCA 
GGGCGCCGTTGGGGCAGCTCTCGATGCACAACCCGCAGCCGTGGCACAGGTC 
GGGATCCAGGTCCCACGAGCGCCCGACCACGAGGGCGCCCGGCGCGCAGAC 
CCGCGCGCACGTCCCGCAGAGATCGCACGCGTCTTCGTCCTCAAGCTTCGGAC 
ACGGGATGTACACGTCGGACCGCTCGACCTCTTCGCAGTCGAGGTAAAGATGG 

20 AGGTTGGGGGTGGTGACGTCCAGGTCGAGGGCGTCCCAGCCCAGGATCCGGT 
GGACGTGAACGGCGACCGTGGTCTTACCGACACCTCCTTTGCCGCCCGTGACG 
GCCAGCCACATCCGGGGATCACTCCTCGGGTAACTCGCCGCGGGCGGCCTTC 
AGGGCCGCCTCTTCCGGATCGGTCCCGGGCTCGGCGACGTAGGCCTTGATCC 
CCTGGGCTTTGAGACCTTGAAGCGCGTTGGGACCGTAACGCGCGGCGACCGT 

25 GGCTTCGACGTTCAGTTCCGTGAGGACCGTGAGGATCTGCCTACCGGCCCCGC 
GCGGGAGGTTCGCGACGGGGTTACTCGTGGACTCGACGAGCTCGACGTCGTC 
ATCCTGCACCTCGTACACGCGGATCTCAGGAGCTCGGGCGAACCGGGAGGAC 
ACCCCGTCACCTTCCACCATCACGG CCACGCG CAATTACCTG GGACCCCCTCG 
TCCCGGACCACCGCGACCTCCGCGGCCGGGACCGCCGCGACCCATACCGCGT 

30 CCGAGACCGGCGTAGCTTCCCCAGGTACCCGGCCCGGGGTTCAGCCGGTGGA 
TGAACACGGCTGGGGCTCCACAGTTCGGACAGCTCGAGGGTTTGGGGGCGCC 
GTACGGTACCTCGATGATCTCGCCGCACCGGGAGCACCGGAAGACCTTCACGT 
CGCGTCGGATCAAACCCGATCACCCCCTCTTGGGCTCCATCCGGAGAGCACCC 
GTGGGACACACCCGGGCGCACGATCCGCAGGCGCGACACTTGGAGGCGTCTA 

35 CCTCGACGTACCCGACGGAGACGAGGAGCGCACCGGTGGGACAGGCTCGCAT 
GCACTCACCGCATCCCTCGCACTCGGAGGCGTCGTGCACGAACACCGCCTGAG 
GTGTCTCGACGCGGGTTATTCCTTCTCCTCCATCTCTCGCAGCCGCTTCTCTAG 
TTCCTCGAGCTTCTTCCGCAGCTCCTCCAGCTCTTCCGTCTTCCCTCCTTCCGG 
ACCCTCCGACACGCTCTCCGCGAGCTTCTCTACGGCCTCGGCTAAGTCCTCCC 

40 CGAAGGTCTCGCGTATCGCTTTCAGTACCTCCTTCCGGGTCTCCTCGTCCGCTG 
TTGCGAGCCACCACCAACCACCGCCCCAACCGGGACCGCCGCGCCAACCTCC 
TCTCCACCAGCCACCGGGCCACGCCGGTGCCGGCGCGCCTTCTTCACCCAGTA 
CCTGCCAGGCGTGCTTTATCTCTCCCGTTTCCGTGTCCTCGTAGAACGCGTGTG 
GACCTAGCCCGCACCTGCACGGGCCGATGTACCTATATCGCCGGCTCGCCATG 

45 CCCTTCACCCCCTTAGGTCCTCCTAACGCCGCGATTAGGGAAACCTAACTCGGT 
AATAAAGCTTTGGGGATGGGAAAGCCGTGCCCACGGTCCGGGACGCGATGACC 
GAGGACGTCGTGGTCGTGGGGCCGGACGAGCCCCTGGAGCGCGTGCTCCGG 
ACGTTCGCGTCCGAGTCGATCCACGGGGTGCCCGTCGTCGAGGGTGGCCGGT 
TGATCGGGATCGTGACGTCGGTCGACGTCGTCCGCGCCCTGGCCTCGGGCGA 

50 GTGGAGGGAGCTGACCGCGGGCGATGTCACCCGGAAGGCCGTGACCGTGGAC 
CCAGACGAGGATCTCGAGACCGCGCTGGACCTGATGGCGGCCGTCGGTGAGG 
ACCGCGCGGTGGTGGTCGAGGACGGGGAGATCGTCGGCGTAGTCACCGTACT 
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GGACGCCATCCGCGTGCTGTTAGGGGAGTGAGCCGTTGAAACGGTTGTTCTAT 
CCCGAGGCCGTCGCCGTGGTCGGCGCCTCCCGAGACCCCTCGAAGGTAGGTC 
ACGGGATCTTCCGGAACCTGCTGCGCGACTTCGACGGACCGGTGTACCCCGTG 
AACCCCCACGCCGACGAGCTCCTGGGTCGACGCTGCTACCCGTCGCTCCTCGA 
5 GCTCCCCGAGCGGGTCGACCTGGCGGTGATCGCGGTCCCCGCCCGCGTGGTT 
CCCGAGGTGGTGCGCGAGGCCGGGGAGGCCGGCGTACCGTACTGCGTGGTG 
ATCTCCGCGGGCTTCTCCGAGGCGGGCAACGAGGACCTCGAGCGGGAGCTGG 
TCAGGACCGCCCGGAAAGTCGGCGTCCGGCTGGTGGGTCCCAACTGCCTCGG 
GATCATCAACGCGAGGATCGGGCTCAACGCGTCCTTCGCGGCGGAGTCCCCTC 

1 0 CCCCGGGCAACATCGCGTTTGTGACGCAGAGCGGGGCCCTCGCGACATCGGT 
CATCGACTGGTTCTCCTCGGGAGACGTCGGGACGGTCGGCGTGGGGTTCAGC 
AAGTTCGTGAGCCTGGGCAACGCGGCCGACCTGGACTTCCCCGACTTCCTCGA 
GTACCTGGCGGAGGACGACGATACCGACGTGGTCGTGCTGTACCTGGAGGGC 
GTCAAGGACGGGCCGCGGTTCCTGGACGCGCTGTCCGAGTGTGCCGGGCGTA 

1 5 AGCCGGTGATCGTGCTCAAGGGCGGCAGGACGGAGGCCGGGGCCGAGGCGG 
TCGGCACCCACACCGGTTCACTGGCGGGCTCGGGAGAGGTCTACGAGGGGCT 
CGTCGAGGGAGAGGGTGGTATCTTCGTGGGAGGGTTCGAGGAGGCGTTCGAC 
GCGGCGAAGCTGCTGGCTAAGGCCGGTCCCCCGACGTCGGACCGCGTGCTGA 
TCGTGACGAACGCCGGGGGCGGCGGGATCCTGGCGACGGACGCCCTGCACG 

20 AGCTGGGCTTCGAGCTCCCGGAGCCCGCGGGGGACCCCTCGGTGCTGCCACC 
GGAGGCGGCGACGGGTAACCCCGTCGACGTGCTGGGGGACGCGGACGCGGA 
GCGTTACCGGGTCGCGCTGGAGGAGTTCGCGGATCCCGATCGGTACGGGGCC 
GTGATGGTCATCCTCACGCCGCAGAGCGTGACGGAGCCCGTGAAGACGGCAC 
GGGCGGTCGTGGAGTTCGTCGAGGAGTTCCCGGGACCGGTGATCGGGGTCTG 

25 GATGGGCCGTCACTCCGTGGCCCTGGGGATCAGGGTTCTAGAGGAGGGCGGG 
GTGCCGACGTTCCCCTCGCCCGAGCGCGCCGCGAGGGCGCTGTACCACGCGG 
CCAGGTGGGCGGAAGTATTATAATGTTAGGCGCACCTAACAATTGAGTACCGAC 
GGTGGGTGGTGCCGTGAAGACACTGCTCGAGGTGCCAGAGGGGAGGACGGTC 
CGCGTCGTCGACGTGGCCGCCGGTAAGGGAGCGGCCGCCATGCTGTACGAGC 

30 TCGGGATCCGGCCCGGGGCACGCGTCGAGGTCGTGAAGTCCGGTCCGGGTCC 
CGTCATCGTGCGCGTCGGCGGCGCGAAGTACTCCCTGGGTCGCGGCCTCGCG 
GCCAAGGTGATCGTCGAGGAGGAACAGGGGTGAGGCGATGAGGACGGTAGCG 
CTGGCGGGACCACCGAACGTGGGTAAGACCACCATAATGTCCCGGGTCTGCCG 
CGCGAACCTGGAGGTCGGGAACTGGCCCGGGGTCACCGTCGAGAGGAAGACC 

35 TGCACGTACGAGTTCCGGGGGGATAGGTACCGTCTCATCGACCTCCCGGGCAC 
GTACAGCCTCACGGCTTTCTCCGAGGACCAGCGCGTCGCCCGCGACTACCTGC 
TCGGCCGGACCGACGGGAAGCCGGACGCCGTGGTCGTCGTCGGGGACGCGC 
TCAACGTGGCCGGGGCCGTGCGCGTGTTCCTCGAGATCGCGGAGCTCGGGTA 
CCATCACGTCATCCTGGCCGTGAACATGCTTGACGAGGCGGAGCGCGCGGGC 

40 ATCGGCATCGACCTGAAACGACTGGAGCGCGAGCTGGGAGTGCCCGTCGTCG 
GTATATCCGCGAAGCGGGGATACGGGATCGAGCACCTCAAGCGCGCGATCGC 
GGACGTCGTGCAGGGAAGGGTCGAGCCGAACCCCAGGTCCCCCCGGTACCCT 
CGCGAGGTCGAGAGGGCCGTGAAGGAGCTCGCCCCGGAGGTCGGTGAAAGG 
CTCCCGGAGTACCCCCCGCGTTGGGCCGTCCTCAAGCTCCTCGAGGGGGACC 

45 CCGAACTCCTCCGGGAACTCGAAAAACGCGATCCCGAGCTTCTAAAACGGGTT 
AAAGAGGTCAAGAAACGTATCGCCGAGCGGACCTCCCACGACCCGGCCGTCCT 
GATCTCGCAGGCCCGGGACGAACTCGCCACGCGGATCGCCCGGAACTGCGTG 
ACGGGTCGGCCTTCGCTCTCCCGTCAGGACCGGATCGACCGCGTCCTCACGCA 
CCCGGTGTGGGGCACGCTCATCGCCCTGGGCGTGCTCGGGACGGTGTTCGCG 

50 TCGGCGTTCCTCCTGGGCGACCCGCTCTCCGAGCTCGTGGAGGGGGCGTTCG 
AACACCTCGCCGGGTTCGCCCGAAGTCTGCCCGCGCCATGGTCCGACCTACTC 
GCCGAGGGCGTGATCCCCGGCGTGGGAACCGTGCTCGCCATGTACCCGTACG 
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TGTTCGTCATGCTACTACTCCTCACCGTGCTCGAGGATGCCGGCTACACGGCC 

CGCCTCGCCGCCTTAGCGTCCGGCCTGCTCGCCCGCTTCGGTCTCCACGGCAA 

GACCGTGTTCCCCGCCGTCCTGTCCCTCTCCTGCAACGTACCCGCGATCACGG 

CGAGCCGGATCATCGAGGACGAACGGGCCCGCCTGCTGACCGCGATCGTCGT 

GCCGCTGATCCCCTGCGGTGCCCGTCTCGAGGTGATCACGTTCCTCACGGCGA 

AGCTACCGGACCCCTGGCGCGTACCGGCCGCCGTTTCCATCTACGTCGTCGCC 

CTCTCGCTGTTCGTGGCCACGTCCTACATCCTACACCGCCTCCTCTTCGGCAAG 

CCGGAGCCCCACCGCGGGCACGTGATCGAGCTCCCACGCCTCCGTAAGCCGC 

ACCTACGCACGGTGCTCACCGTCACCTGGCTGCGCTCGAACGAGTTCCTCCAG 

AAGGCCGGCACGATCATCCTGGCGGCCTCGGTCCTGCTCTGGGTCGCCACCC 

GATACCCGGAGCCGCTGGGCACCGGCGGGAGCGCGATCGAGCTCGTCGGTAA 

GGCCCTCGAGCCGGTGACGGTGGCCCTCCTGGGGCTGGACTGGAAGGGGGC 

CGTGGCGCTCCTCAACGGGATCGTCGCGAAGGAGATCGTCATCTCCACCCTCG 

CCATGCTGCACGCGCACCTCACGCCCGAGAACGCCTACGTGCTCACCCTGGTG 

AGCGCGCTGTACATCCCGTGTGCCGCCACGATAGGTGCGGTCTACTCGGAGAC 

CGGTTCCATGAGGTACGCCGCACTCTCCGTCGCGGCGAACCTGTCCCTCGCGA 

CCCTGGTCGGCGCGGCCGTGCACCACGCGCTCGTGGCACTCGGCGGCTGAAC 

CCGCCGTCACCTTATTTTTCCGTGAACGGGGTCCTGAGATCCGCCAGGTAACG 

CCCCTTATCGCCCCCGGAGGGAGCCCGGCCGATGAGGAGTGGCGCCGGGATG 

AGGGTCTCCCGATGACCGGGGGTAACGGGAGCTGAGGCTCACGAGGCGGTGT 

ATATTCATCGGGCGGTCGGGGTGACCCCATCTCGAGGGCGGGTTCAACACCGC 

GATCTCGTCCCAATCGACGCTGGAACCTCACTTCGGCGCTCCTTGCTCGACCTC 

GGATTCACATCCAAGCCGTCACCACGGGGATCGACCTTCACGACGGCGAGCCC 

GCGCTTCGGCACACGTCGTTCGATCCTGAAACCGAATTGTTTCCACGTTCACTT 

CGATCCGTCGGCGTCCGTCAGGGTTCGAGGTCGGGCGCCGCGGGGGGAGGG 

CGGCACTGCTTAAATAGCCCATTGACCCTACCTCGCCGCGACTTAGCCGGCAG 

TCGGGCAGGCCACGCTGCACCGTAAAAGAGGAATGAGGAGGCCGAGGAACGC 

CGATCGATGACGAGGGTCGGTGTTCCCGACCTCACTCCAGACGTTTCAGCAGG 

TTCCTCAGCATCTTCGTGTGCCGCTCCTCGTCGTGCGCGGTACTGATCAGGTAG 

GCCCGTACGTCCTCGCTCATCTCGTCCCCGTACTCCTCGATCACGTTCCTCCTG 

AGCTCGGCGGCCTGCGCCTCCCGCTCCGCCAGTCGCTCGACCTCCGCCCTGA 

TGTCCTCGCTCAGCTTCCCGGCGATCCGAGCCACGATCGCGGCGTGCCTCAGC 

TCCTCGTCCGCGATCTTCCTGAACGTCTCGGCGACCTCGGACATGCCCGCCTC 

CTCCGCCAATCCTGCCAGCGTACGGTACACGGTCACGGCCTCGCTCTCGTTCT 

TGAACCATCTCTCGAGATGCTCCTCCAGTCCGGGCATGGGTACCACCCGGGCC 

GGTCGGCGCGCGCGAGGCTATTATGAACTTCGAT ATCCT ATAACGAGGAAAGT 

GATAAGGTGTGATCGGCTCGGGTCGGACCGACGGTTTTCTTACTGTTAACCCCC 

TCACGGGCCCGGTCCGCGGTCTCGGGTCGACCACCGGGGGCGGCGACGCTG 

CCGACGATCTTCGCCGGAGAATTCGTATTCGAGGGATCTCGCCCACAGATCGG 

GCAACCGACGACCGATGAAGACCGTTCCCCTTGGGGAACCCGATGACCGGAAG 

TCGCGGGGCGGAGGGGGTTCGAGGCGGCGAGGGGGCGTTCACCGCCTCGTC 

GCACCGGCCAGCGCCAGCACGCAGAGCGCCCCGAGGATCACCAGCGGCGAG 

ACCGGCACGTCGGCCATACCGCCGGTCTGCTCACCCCAGCGGTGCTGCTCAC 

CCTCGTTCGGGCACGTGGACGACCCCGTGACCTTCAGCTCCCCTAGGTTCTTC 

ACCAGCGTCTCGTAGCCGTCCTTTTCGACCTTCACCCATACGTAGTACGTACCC 

TCCTTACCCGGCGCGGTGAGTTTGGCCGTCACGTTACCCTCGGAGTCCGAGGT 

GACCTTAGCGTAGTGTCCCCGTTCCCAGTTCTCGGGCGGCGTGTCCTTGTGCT 

CCTCACCGGCTATCCTGACGATCACCGAGGCGTCGGACACGGGCTCGCCCGT 

CGACGCGTCGACGACCTTAAACTTGACCTCCATCTCCTGGCACGCGTTGACCTC 

GGCGGGGTACTGAACGTCCTTCACGTCCAACGTGCCCGCCGCCGCGGCGGGC 

GATAGGACCGCCAGCAGACCCAGAACGGCAGCCAGAACAACTCTCAAGCCCG 

GTTCCCCGTACTAAGCTGTTCGAACATGGGTAATTAAGGATAGTGGAGCTTTCC 
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GTCACACCCGCGGTGTCACCGGTTCCCGACCGTGAGACGGCGCGGGCTCACC 
GGACCGTAAGTCAGAACTCGATCGATGCGATCGGGATACGGTGGATCGGGCCG 
ATGCGGAGTGGCCCTGCGGGGAGGTCCCGATGACCTCCGGGTAACGGGCCGA 
GGCCCGCTGAAAGGTGACGCGGATGGGGAGGCCGAGGGGTGCCGAGCGGTG 
5 ATGAAGGTGGCACAGGCCGACGGCGATCCCTTTGGACCCGGAACCAGCTCGC 
CGAACGATGATCTGACCCCTCTCTCGGAACGGTAGTGGGTGGCTCGGGGACGC 
CTGCCCCTCATCACCCTGTCAGTGCCCGAAGGGCTCCTCACCGGTGTTCCCGT 
TCGGAGGGTCGGAGCGGCACCGGTCATCACCGTTCAGTGGCCTAAAGGATCGT 
CATCCCCACCCATCGGAGGCCGGTGGTTTAAGAGCGTGATGCGGCCGTTCCCG 

1 0 GCTCCACGGGGCGCCACCGTATCGCGGATGTGTCGATCGCCGGACGCGACGT 
GGCGTCCAGCTTAGGACGTCGTCGGGTCAGGGCCTTCAGCAGCTTCTCGGGC 
GGTTCAGCGCCCACCAGGACGTGACGAGCCGGGTGGTGCGGTCGGTGGGGAT 
CGGAAGACGCAACGGGTTTCCCCTGTTCTCCGGAGAGTGGATAGGTGGCCCTC 
TCCGCGGGCCGGGGGTATCCGAGTCGTAATTTGATGTTTCTGGATATCAATACC 

1 5 GTGTTGTGGTGGCGCCGGTCGCCGTCTCATTATCGTTCGACGACGTGCAGGCC 
GCGGGCCGCGTCGGTGTCTCGAAGGGAAGACACCGGGGGACACGTGAGTCCC 
TTCCGGTGGAAACTCGGCGGACCCACGGCTTAAGGGGTCTCCAACCGTCGGAG 
GGGAGCGCTCCGTACGGCCCTCCCGGTCCCAGGTGAGGGACCCCCGTGCGGC 
GAGGACGGATTCCCCTCGGGCCTCGAGGTACGAGGGACCCGGCCCGACATCC 

20 GCCGTGAGATGGTACGCACGTGTTCGGGGCGGATGCCGTGGGTCCGATCCCG 
AGGTGGCGGGTGAGGCGGCTCGGGGAGAACCCGGGTGACGCACGAGCTGCG 
CGGGGAGGTCGGGGGTCGGCGGGTACCCACACGGTTCCCCGGGTCCTGAATA 
CGGTTGCTTTACCCGGGTAGGTCGAAGGAAGGAGGACCGTCCGGAAGCAGAA 
GAAGCAGGAACAGTGTCAGGGGTTCCAACCGTCCAACCCCGACCGTCTACCCG 

25 CGACGAGATCACGATACCGTCCGACCGGGTCCGGGCCGGCACGCGGACCGAC 
CCGTCATCTCCCGGTGGCTCAGCGGCGCCTCCTCAGGAAGTCGAACAGCCTGT 
GCAGGTCGTCTTCGGGCGTTTTCAGATCTTCCAGGCATCCCTCGAGCTTCTGCG 
CTATCTCGACGACGGGATCGATCTCCTCCGGTCTGGCGCGACCGATGATCTCG 
CGCTCGTGCTCGCGGAGCCACTCCTTGAAGCTCCCGTCCTTGTCCCTGTGGTA 

30 GACCGGTAGTCGATCTCGCAACGTCAGGGTCGCGAGGTAGGAGGCTAACCCG 
ATACCGTCCGCGGGCAGGTCGTGCTCCACGCCCTCCTTCCAGTCCTCCATCCA 
ACCCTCCTCGACCGCCACGACGAAGGGCACCGTCCCCGTGGCGTGCTCCGGG 
TTCAGGTGCTCCGAGTCGACCGCCGCCAGGACGGGTCGCTCCGTCTCGGTCA 
GCACGTGATCGGCTACCTCGGACGGTCCGGCGTCCTCAGGGGGAGGAGAGTG 

35 GTCGACTGTGGTGGCGAGGACGCCGCAGGCGGAGTCGAAGACGTCCCTCCGG 
ACGGCGGCGACACCGTAGCGGGTGCAGTGCACGTACACGTACCTACTGTCGGT 
CTGGACCACCACGCACTCGTGGTCGACCTCCACGTCTGGAGCCGTCCGCATCG 
GCCGGTGCTCCACGGGGGTCCGGTACACCGCGGAGAACGACAGTACGGTCCT 
CTTGGGCCCGTACGCGATCGGGACCTCCTCGAGGAGGTACGTCAGGATCGCG 

40 GCGGCCCAGCTGGCGTCCGGGGGTCTGACCGTCGACGGCACGACCGGCAGG 
CCCACGTCCCTCAGGTCCTCGACGGCCGGGCTCAGGAGGCTTCCCAGCTCCAT 
GGGTCTACTGTCCCTCTCGACGTCGAACGGGTCAAGATCATGGCCGAGTGCTA 
TCAAGTACTCGAGGGCCGCGGCCTCCGACGGGTGGAGGTGGTCGACCCTACC 
GTCGCCGTCCACGTCCTTCAGGAACTGGGTCCTGGGGACGTACACGGGCGCC 

45 AACGGTTCCGCTCGGAGGGGGAACTCGGGGTCCCCGCGCGGGGAGCTCATGA 
GCTCCTTCAACCGTATCGACCCCCCGTCCATGTGTAAGGATGAGCGTGCGGAC 
AGGTGCGGGCCCGGCGCCCCGGCGGGATCACGGGCGGCACCGGGACCGGGA 
ACCTGCAACCCCTCACCGCGCTCCCGTCCGTGGTCACCGCCGCGCTCCACGGT 
GAACGTCGCCGAGGTCCTCGCCTCGCCGTACGGACCCTCGTGCTCAACCCGTG 

50 GACGGCTTTCCGGGGGCGGTCGGGGGGAGGAGAGAAAAAGGGAAGTTCACTC 
GAGCTTGTGGGCGAGTCGTCGTAGGCCGTATCGTCCGAGGTAGTGGAACCCGA 
GTCCGAGTGCCGCCAGGGTAGCGACCGCGAAGGCCAGTGCCGTGAGGCACAC 
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GAGACCCTCCACCACGGACAAGGGAACCCTCACTCCCTCCCCACCCTCACGCA 

GGAGCATCGCGCCGGGGGTTCACGGCTGAGGATGGAATGGGTGGATGTATCG 

ACATATTAATGTTTCGAAAACGGATCGCTGGTTCTGATCAGATGACGCTCCCCG 

CGCGGGTTCGACCCTGTCGACGACGGTGCGACGCTCACGGTCCGTCGGGCCC 

GCGCCGTGGGGTTGGTATGAGCGTTCACGTACGGTATGTCAATGACCGTATGA 

TAAAAATCGTACTGTTTACTCACCACATACGTACGGTAATTCCACTACAGTAATA 

CAACCGTCTAGGTTTTGAAAGGGCCGTGAAATTGCTAAAGTTTGGGTACAAACA 

CTTGAGATATTCTTACCCACGCTAGTGCCGATCTTAACCCTGAACGATGGTATTA 

CTATCGTCCGCTGATAGTATGTAATTCATGTGTGAATCATACTATATCGACATGA 

GCGTTAGTCGACGATAGTACGTGAACACTCTTACTAGCGTCACCGGCCGTGCC 

GCAGCTTCCAGCGCTGGAGTTCCAACTCCACGTCGGGTACCTCGTACCTCCCG 

TCGAGGAATCTCCTGCGCGAACGGATGATTCCAAGTACGAGGAGTAGTGGGCG 

GGCCATCCTCCGAGGGTCCTGATCACGAAGGATTCCAATCGGTCGGGGAGTTC 

CTCTAACACGTCCCGGATTCCGGGAGATCCCGCGGGTCTGGCGTCAAAGGCCA 

GCGCGAGCCCGCGGGCGAGTACTCGTCGGACCTTCTTGTACGGGAGGTCCGA 

GACCTCGGTCAGGAGGGTCTTGAGCACCGAGCGGAGGTTGCGCATGAGGTGT 

CGCGCGAGCTCGAGGACCTCTCCCCGATCCAGTGAGACCAACCACTCGACGAA 

GGAAACACTCTCGTTCTCGGACTTACCCAGGTAGAGAGTCCGCCCGTGCTTGA 

ACCGGGAGTCGCGACGCCAACGGGCCACGTAGTACGGGCCGCAGGTGCTCCC 

GTTGACGGTCCGATAAGTAACCTCCAGACTCGGCTTCCTCCCCCGGCGGTAGA 

CCTCCCTCAGGACTCGGAGTGTCCGGATCCGCTCGACCGGATCATGGGGTATC 

GGGATATGAGCGTGCGATCCGACCAACCCCGGCACGTGATCCCCCGATGTGCC 

TCCAAATTGTATGGAGACAAGGGTAGAGTGGTACCCCAGGATATAATCTTTGTC 

ATCACGATAGGGGACCACGGCTCACCGGTCGAGTCGCACAGCCGATGAGCTCC 

TTCCATACAAGATGGGCCGACCTCACGACGCTCGGGGGCCCGAAAACCGCAAC 

GTCTTTAAAAATACGTCTTTAAGTAAAGCGACCCATCCGGCGCGGACCCGACGC 

GTCCGGAGGGGGTCGTGACGACCGTGCGAATTCCCATCCTGCTCGTCGTCTCC 

CTCACCGTCGCGGCGATCGGCGCGCAGGCGCTGGATCTCTACCCGTACGAGG 

TCATCAGAATAGGGACGGACGCCATCGGTCCGCCCGTCCTCCACGCGACCCG 

GGACGGCCTGAGCGTGTACTACCCGACGAAGGGTGGGACGTGGGTCGGGGTG 

TCCCTCGACCGGGACCTCCGCGTACGCGGCGTGGCGCTCGACGCGGTCCCGG 

TCCGCGAACGCGACCTACCGACCGGCAGGGGATCGTACTACCGGGCGCTCGA 

GGTGAACGGTGAGGTGCTGGTCGTCGACGACCTCGGCGACGTCGTGTACCGG 

GACGCGGGCCGCTCACCGAACGTCACGAGGCCGAGGTGGAAGCCGCTCACCT 

GCGTCGCCTACGTCGGTCGGGACGGGAGGATCCGGGCCGTGACGATCGGCTC 

CGGCGGCGAGGTCACCGCCTTCGACCTGAACGTCCGCGGCGAGGATCCCGTC 

GCCCTGATCGACGACGAGACGGCGCTCGCGTGCTACAGGTCCGGCGGCGACG 

TCTACCTGGCCGTCCTGGGGACCGAGTGGTCGGTCCTGGAGAGGGGCCCCGA 

GTGCGTCCTGCTGCACCGGGAGGGAGACCGGTGGGTCGAGGTCCTCCGCTGG 

TACCTTCCCGAGCGCCGCCACTACGACCACCTGATCGAGGCGCCCCACGAGC 

GGCTCGTCGTCGGACGGGTCGTCGAGCTCCTGGGTCGCGAGGTCTGGACGTT 

CCCGCTACCGCTGAGCCCCCTGATCGACCGGTCCACGGGCCGGATCCTGGGG 

TGGAGGGTCGGGAGCGTGCCGGTGCTCGAGTCCGACGGCGAGATCGAGGTCG 

TCACGGGCGACGGGAGGACCACCGTGGGCGAGGGCGAGCTCCTGAGCGCCG 

TGGACCTCGGGTGGGGACACCTCCTGGTCCTGAGGACCCCCGACGGTCGGAT 

CGAGTTCGAGCTCGTGGAGTTCCGGCTCTACGGTCCGCCGGAGGTGAGGGAC 

CTGAAGCCCGAGGTCATCCGGCTCGGCGACCGCACGCTCTACCTGGCCACGG 

CCGGGGTCGAACCGGTGACGACGATCCTGGTGTTCGACCCGGGAACGCGCCG 

CCTCTACACGCTCTACGGTAAGGACTACCGCGTCGAGGGAGACGAGCTGGAGG 

TGACGGACCCGTGGGGCCGGACGCTCCGCTACGTCTACGACCCGGAGCTGGG 

CCCGGTACCACCCGTCCTGGTGCGCGACGGGACGGTCCTGGTGTGGAACGGG 

GGCGGGTTCGAGGAGGTCCTCACGACCTCGGGGCCGGAGGACGTACTGCCGC 
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TGGACGACACCGGGATCCTGCTGATCTCGCGCACCGGATCGTACCTGGTGGAT 
CTCGGGCGGGATCGTCCCGAGGTCCTGCCCGTCGACGCCGTGTGGAACGACT 
ACGGCTCGTGCAGCCACTGCGGGGTCATCGTCGCGGTCCGCGAGGGCGACGC 
GGTGCGGGTGATCACCCCGCTCGGGACCTTCGAGCTCCCGGACGCCCGGGAG 
5 GCCCTCTGGCTGAACGACCGCCTCGTCGTCTACGAGGGGAAGGACGGCGCCC 
TCCACGTCGTCACCCACGACGGTCGCCGCGCCCTCGGCGAGGCCGAGGACGC 
GGAGGTGGTGGCGCGCGTCGGACCGTTCGTCGTGCTCAGGGAGAGAGGGACG 
TACGAGCTCCTCGCCAGGCTGACGGACGGCCTGTGCGTCGGACTCCCGCTCC 
CGGAGGTCCGCGGTCACGAGATCGTGTACCGCGTCGGCGACCGTGAGTGCCC 

1 0 GATCGACCTGGAGGACCTGCTCCCGGAGCGCCAGGTGCCGGACCGCTGGTAC 
GTCGTCGAGGACCTCGCGCTGGGCGACCTACCGGACGCCTGGTGCCGACCGG 
CCGGGGACGGGACGTGCCGCGTCCTGAGGGACGGGGACGAGATCGTCGTGG 
AACTGTCCACGGGGTTCGGGCCCGTGAGGGTGCGGACGGGACTCACCGGCGA 
TCCCGTGATCGCCGGGCTGAACCGCTCGCTCCTCACGGTCGTGTACCGGGCG 

1 5 CCCGACGGGACCGCACACGCCGCCCTGCTCTCCCCGACGCCGATCGTCGGGA 
GGTACACCGACAAGGGACTGGAGGTCGTGAGACTGGGGCCCGACGGTCCGGA 
GCGCGTCGACCTCCTACCGCCCGCCGAGAGGGAGACCCTGACGTCGCTCCTC 
GTGGTCTCGACGGTGCCCGAGTACGCGTGCGCCACGCGCGTGAAGGTCGGGG 
ACCGGACGTACTACCTGCTCTCGGGGTCCCTGTACGACGCCGAGGGACGCGC 

20 CTTGGATCACCGGCCCGGGTCGACGCCGGGGTGCGCGGGCGAGACCGTGGT 
CGTACCCGCGCCGATCTTCTCTTCCCTCCGTAGGTACTACCCCGTCGCGACGG 
TGCCGGCGCTCCTGGTGGGGTCCCGGGAACCCCCGTCCGGCGACCGCATCGA 
GCTGGACGGCGTCACCGTGCTGGTCCACCGGGAGGGCGACGTTACCGTCCTC 
ACGTTCGTCCGCGACGGACGCTCCGTGGACCTGGTGCTACCACCCCTCCCACG 

25 GGGTGACTGGCGCGTCGAGCGCGTCTCGGGGAGGGCGCTGAGGCTGTCGACT 
CCCGACGGGTTCGAGCTGGAGCTCGTGACCGACCCGTGGCCGACGCCGACCG 
TCAGGGTCAGGACCGGCCCGACCCGGCTCGAGGTCGAGAGATGGGACGGGGA 
CGGCTACCGACCCGCGCTGACGCTCCGGGTCTCACCGCCCGAGGTCAACGTG 
GCCCTCCTGTCGAACTGCGACGTGGCCGCGGTCGTCGGCCGGCTGGTGTTCC 

30 TGAGCGGGAAGGTCTGGAGGGACGTCGGTACCCTCCGATCGGTGGCGGTGTG 
GTCCTCCGACGACTCGACCGTCCTCCTCGAACGGGTCGCGGCGTTCGACCGCT 
TCACGCGCGAGCGCGTGCTGGCGACACTACCCGGACGGTTCGTCCGCGTCGT 
CCCGACGGAGCTCGGGTGCGACGGGGAGCCGGTGACGCTGATCGTGACCGAG 
GGGACCGTGGTCGCCCTGACCGGGTCGTCGAGGGTCCTGGAGCCCGAGTACC 

35 TGAGACGGCTGGACGGGGGCTGGTTCCTGGCCGTGTTCGACATCGACGGGGA 
GTATCTGGTGGTGCTGTCGGACGGGAAGAAGGTGGTGGACCGGCGCCTCTAC 
GACTCGGTCGAGCCGAGGCCGGACGGCACGCTGGTGGCGCGGACGCCCGCG 
GGTGAGGAGGTCGTGCTGAGGGTCGAGCGGACGGGGGACGGGTGGACGCTG 
ACCGAGGGGAGACCGGACGAGCGGAAGGGCGGTGGGAGGACCCGACGGATC 

40 CCCGTACCGGTACCGCCGGTGCCCGTCCGACGGCGACGATCGGCCTAGAACT 
CGATCAACCGCCGCTGCCCCGACCGTCCCCTTACCGACTCGCCCAGCACGTTC 
AGTAGCGAGTCCATTCGACGCAGTTCCTTCAGGTAGTCCTTCGAGCACAGTTTG 
TAGGACCACAGCAGAATTTTACCTTGACAGAGTCAGAAATTATTGATGAGTCAGT 
CAGTAGATCTTCTACCCGTCTACTTGAGTGATCGTCGTCCTTCTGAGTGGTGAG 

45 GGGGTCCTGCTCCTCGGACGTCTCCGGCTTCGGGGTTCGGACCTGGGGTCTC 
GAGGGAGAAGACACGCCCCTGTACGCGCGCTTCCAACAGCCCTGAGAGGCCC 
CGGTGGCGGGGAAGTGGGAGGGACATCACCTGGACGCCGTTCCTACCCTTAG 
TACCCGTCCGACCGGGGCGCCGGAGGTGACGGTTCACGCCGCTGCTGATCGT 
CCTCCCGCTGGTGCTCGCGGTGACTGACCGGGAGCGTGTCCGGTGACTACGA 

50 ACTGCTGCACAAACGGCGCGAACGGGTGCAACGCCTACGCGTGGAGCGTCAC 
GAGCCGGCTCATACCGATCCGCGCCGTCTCGGAGGTGCGGGGCTCGCCGTGA 
GGCCCTCGATCCTGCCGGTGACGACCGTGTGAGGATCACCCTCGGCCGTCGA 
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ACCGTCGCTCCGGCGTCTGGCAGATTAGGAAACCGAAATCGAGTGGAGAGAAA 
CAGGCATGTTTGACGTCTAAGTCCGCGGCGCGTCCGCGAGGGGACCACACCC 
GGGAGCACTCGACGTGAGATGTCGTTAACGTGGGGTAAGAGTTTATCCGAAAG 
CGGGTCCTCCCGCCGCCCGCGACGTCGCTCGGGGGAGTTCAGTTGCGTGTGA 
5 TGCTCGACACCAACGTGGTCCTCCGGGCCGTCGAGGAGCTCCTCTCACCCTCG 
ATCCCAGAGGTGACCAGGCCGGTCCTCATCTCGGAGGGCGGAAGGGGCGTTC 
GTAGGCGACTCATCGGGCTGAAACCCTCCTCGAGGGAGCAACGTGTGGAATCC 
CTTTACACGTTCACGTTCTCCCTGCTCGGATGCCTCGACGTGACCTTGGTGGTG 
GGTCCCAGGCTCATGAAGGAGTACGAGAAGAACCTGGCAGGGGAGTCCTTCTT 

1 0 CAACCGCTGTTGGAACCTCCGAGGTGTTCTTCAACTGCTCGAAGAGAAGTGCAA 
GTGGGTGGACCCGGACGAAGAGCTCGTGGAGTTGTGTCGTAAGGCTCATCCCA 
AGGACGATCCCGCGGACGCCGAGCACGCGGCCGTCTGCCTACAAACTAAAGC 
GGTGTTGGTCACCCTAGACGTGAGTCATTTTTCACAGATGGCGGAGGAGCTGA 
GGAGAGAGGGTTTAGCACTGAAATGGCGGACGCCGTTCGACTTCCTCCAGGAG 

1 5 CTCGGCGTGTTCAAATGTAGAGGTTAAGGTTAGGGGTAACGTCGGGCATGGTC 
TGAGGTTCGGGCTCCACCCACCAGAGCATCTCCGGACAACCCTCGCGCAGGTA 
CCACTCTAACCCCGCTCTCAACTCCCGGTACAGGTGCCTCAGACCCTCGCACT 
CAGGTAGGTAACCACCGTACTCCTCGTAGAAGTTCCGGTAACTCGAGCGTCGAT 
CGTACACGCGGTCGGATCGGGTGAGGAACTCGTGGAGTACGCCCGCGTGTAC 

20 GTTCGCACCGACCACCGCCGCGAACCCCAGCGGCTCGTACTCGAGCAGGGCC 
ACCGGCGCCTTGACGTCCATCACGAGGGGTACCACGAGCTCCGAGCATTCCCT 
CAGCCTCTCGAGGCCGGCGGTCGTCATGTTCGCGCTCGTGATCGCCATCACGT 
TGTCCGTGTAACAGACCTCGAAATGGACGCCTTTCTTCTCGAACTTCTCCCGAC 
CGACGACCCGCACCTCGAACCCGGCCTCGACCCAGGACTCGATCACCTCCTCG 

25 CTCGGGTGAACCCTACCCTCGTACTCCACCTCTTGCACGAGCAGGCGCCGACA 
CTCCGCCCGGATCTCCTCCGGATCCACGCCCAGCTCCTCCATCACCTCCTCGA 
ACTCATCCAGCCCGTACGAGGTGATGAAGAGTACCGAGGCGTCCGGGTCCGTG 
AACACCTTCCGCAGGGTCTCGAGACCGGCCTTCCCGCACGCTCCTCCGACCTT 
CACGGGCACGCCGGGCAGTCTGAGCACCTCGAAACAGGCCTCCAAGAGCTCC 

30 CTCTCACCCGCTAACACCTCGAGCTCGAACCGCCTGAACAGGTCCTTGGCTTC 
CCCCAACACCAGCTCCACAGAGTTCTTACCCTCGGGGAACCCCTTACCTGAGG 
CCGGATAGCGCTTCACGAGCCTGAGGACGGCGAGCGTGGTGACGTCCAACGC 
GAGACCGTAAAGCGAGGATTTATCCAAATGAACAGCCCCCGTTACTTGGGGGG 
AGGGGGAGGTCCTTTACTATACAAGTTTCTACTCCGATCTGGTAAGTGGTCGTT 

35 GTACCCGGAAACGTGCGGTCCTCTCCCCACGGTTGTCCTCGGAGCGAAATCCT 
TCCTCGCTTTCCCTTGAACTTGTTAATTGCACTGTGTGCACCGTGAGCGTGGGG 
TTCTACCGGTACCACGCCGTGATATTCGAAGAGAGAAGGCCCGGAGCTGGCGA 
GGGAAGCTTTGTGGAGTAATCCATGGGGCAGGATCTTCCTGTTAGAAACTCGAG 
CGGATCCGCCTGTCCAGGGTCGAGCTCGACCGGGGTTCGGTTACTCGGAGGA 

40 CTACCGGCCGATCGGCCCCGTCCGGGTGAGCCCGGAGGAGGTGATCGAACGG 
TACGGGAGCTGGCCCGAATTCATCCGTCGGTACGCGAATGGACTAATCGGCTT 
GGGAATCGTCTCTGACCTCGGTCGGAAGAGGAAGACAGTACGTCATTCGGCGC 
TTCCCGAGGCTGCGAGTCGCATGGGGGCCTCGGGGAGAGGCGGGGGAGGCT 
TCAGATGGCCCGGTGATGGTTCTTCGAAGTATAGCTACAACCC GAACT TTACTC 

45 CCTATTTAGTTTAAATTTGATTTTTCATCCATTTTAACTCGCCATCTTTTCGCTCG 
• ATCCAACTATTCTCAACG GCAAAATTGATAATTTCTTGTAGTTCCTTCTCATTTAC 
TTTGCGCTTATCTAATGCCTTCTTTTTAATCTCATTTTCTGGAACACAGCCAGCTT 
TTCGTATTTCTGATAATATCCATTTCATGTCTGTAAGTA TCCCA GGGATATGTGC 
ACTTACGTCTATAGCTAAACTTACAATACTTCTATCAAATT TTTCT ACGACTTCTA 

50 TAGCTTTATCTACATCATTCTTAGAATACCATAACTCGCCCTTTTCAAT GTTATCA 
GAATACTTATCATAATACGCATCTTCCATTTTCTCTAGTATATTACAATAI I I I I IG 
ATAAATTTACTTATTTCATCAGCCAACTCACTTAATCTACAATTATTAGAATATTCT 
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TCATCGCATAATTTCTCAGCTATCCCATCTATATCTTTAAGCGTCTTC TTTAAA TG 

ATCAAGTATGTCAATTACATTATGACTCTTATAT ACACA C CTTCTT ACCl l l l l AG 

CATCATTTGGATTCAGTATTACGTAGTAACCTTC7TTTCCTTTTTTCCATATTCCG 

ATAAGCCACATTAAACGCTCTGCAATGTACTTCGCCATCAGCTCTAGTGATTGGT 

TAAGTAATGCCACTAAAATCGTATTTATATCACCTTGTT TAAT ATTCTCATCGGTC 

TTAATAAACGCTTCCACTAAGATCTTAGTCTCTATATCATTTTGACTTA CCTTA AC 

ATCTTTGTGGATACCAATCTCTTTATGGATGTAATCCCTGCACTCCTTGTTTTCC 

CGATAGCACTTTACCGCAGCTAGTAACCATTTCGCCCTCCAGTATATCGGTTCC 

GCAGGCTCCCTAAACACGATCACGTACTTCCCCACGGGCTGAGGT ACCGCT CC 

CGCAACGTTTAGAAGAGTTACTAAATAAACATTGTGGAGCGAGGTGl l l I I iCTC 

GGCTGCGCTGGGGATCCAACGACTGGCGCACAACTCCCCGTACAGTCACCACC 

GGGGTGTGAAGTGCTCGGGGGACGGGGGCGTGCTCCTTCGTCCCGCGGATTC 

GTGGGCGGGCGTGCTGGTGGATACGGGGAGCACGATCGTCGCCGTGGACGC 

GGGCCCCAACCCGTGGCACGCGGAGGACACCGACTACCTCCTTCTCACCCAC 

GCCCACCTCGATCACGTGGCCTCCCTGGACAGGTACTCGAGGAACGGTGCGAA 

AGTACTGTGCCCGGGTGACGTGCGCGACGACTTGGGGCTCGTGGACAGCGCG 

GTGGGCGTGAAGAAGGTGAAGTCGATGCTCTACGACGTGATCGTCCACCCCAT 

CCCCGTAGAACACACGTGCAGCGCGTACGCCTACGTCCTGGACTTGGAGGAGT 

GTAACGTCCTGGTCACGGGTGATTGGCACGTGGGACCGCGCACGATCGATGGT 

GAGATCAAACCCCTCTGGAAGGCCGTGCGTGAGGTCGTCGGGGGCGAGGGGG 

TCGACGTGATCGTCTCGGAGGCCACGCGGGCCCTCGTGGACGCTCCCGAGCT 

GGGCGGGAACGAGAGGGTTTTCGAGTACGCCCTGTCCCTACACGACCCGCGG 

GACGTCCTCGCCTTCCTCCAACCCACGGACCTCGAGATCATCGACACGGCCTT 

CCGAGTGGCCTCGGACCTGGGACTCGACGTCGTCGTGGACTCGGAAACCGAT 

CGGAAGCTCAAGTTCTTGGAGAGGCGTGGGGACGTGGAGTGGGAGTACGACG 

TGGCCGACGAGCCCCTGGTGCGCTCCCTGTACCTGACCGTGAGCTGGGAGAA 

GGCGAGGGAGTTGGCCGAGGCGGGGCTCGTGGAGGCCGTCGTGGGTAACTG 

GGCGACGGTCCACCATCTGAGGCGTCGAGTCGGAGTGAAGTACGCGTACGTG 

ATCCCCAGGTCCGGGCACGCGTCCCGACCCGAGATAACCCGACTGATCACCGA 

GCTGGAACCCTCGTGCCTCGTGTTCAGACACCGGTCCGGGGACGCCACCCGC 

CTCGAACGGTACTACTCCAGGTTCGTGGACGAGGTGAGGGTGTGGGTGGGGA 

GAGGGTGCAGGGACGAGTCCCTCGAGCTCCCGCCCTGACTCATCCGCCCAGC 

AACCTCCGCCTCTGCTTCACCTCCCTCATCTTCTTCAGGACGAGGGCGGCGTAC 

TTCAGCTCCGGGTAACGCTCGTCGAGTTCTCCCTCGTCCTCGACCTCCTCGAG 

CCTGTACTCCCTGAGCCTGGCCAGGGCCCGGGCGATGGGTTCGAACAGCTCCT 

CGTGCTCGAAGGCCACCTCTAGGGCGGTCCTCATGTCGAGTTCGTCTCCCTCG 

CGCGTGAGCGCGGTGAGTACCGCGTGGAGCGCGTCCACCTGGTTGTTCACGC 

GGCCCGGTTTCCTGGACTCGAAGTCGTCCAGGATGGCGACGGTCCCCCTGTCC 

CTGGTCGACGATACCCTGACTAGCTTGCCCTTGGCGTCGGGTCGCCTCCGGTA 

CTCGTACTTGTTCAGCGGGAAGTCCGTGGCGTGGGCGAGCATGAGCACGTCCT 

CGTAGTCGGGAGCCTCGCTGGGCTCCTTCGGGTACCCCCAGAAGAACCGGTAC 

AGGAAGTAGAACCTACCCGCCTCGTCGAGGTCCTCGAAGCCGGGGGTCTCGC 

CGATCGTCTCCTCGAACTGGTCGGCGATGGCCTCGGGCACGGCCCGGTAAGC 

CTCCTCCATGACCTCCTCGGGCGAGACCTCGACCTCCTCGTCGCCCCTCGACC 

TGAGGACCTTATCGTACCGCGTGTACGGGCGTAGGGCGGCGCCGCGGGCCAC 

GACCAGGCGCTCGGCGTCGGAGAACACGAGGTCGGCGGCCCTCCTGAACGCC 

TCCCGAACGTTCCGGCGGACCTCGTCCCTCACGCGACGCCACGTGGTCACCTC 

GCTCCCCGAGCGCGGGCGGCACGCGATGATCTGGGTCGTGCCCACGGCCGCC 

TTCCAACGCTGGTGGAGCGAGTGTTCAGACTCCGTTCTCACTGGCCATACTTCC 

GTGATCTCGAACCCCGCGTCCCGCAGGGCTCGGACCAGCGAGGTCCAGGCCT 

CCGTGGCCTTGTGCGTGAACATTAGGGTTAATCGTCCGTGCTCGGGGAGGACT 

TCCCTGCAGGCTTCGAGGAATTCTCGAAGTCCTCGCTCGTACTCCCGCTCGGG 
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GTCGTCGTGCCGGGTTCTGTTGGCGACGATCTCCTCGTCCTTGGGCGTCAGCT 
CGTTCGAAAACGCGCGTTGGAACTCCATGGCACTCTCCGGCGAGGATCTCGAT 
ATGGTGACGAGGAACGTCGGGTGTCCGAACAGGCGTTTCAACCATACGTAGAA 
GAAGTCGGCGAGTTCCGCGTACTGAACGTTGTCGTAGTAAGGTGGGTCGACGA 
5 CGATCGCGTCGACGCTTTCCACGCCTAGGTTCCTTAGGTGCTGAGGTAGGGCT 
CTAGCGTCTCCTAGGATCACCTCAACATCTCCATCAACGCCTGACAGTGCTTGA 
GAGATCTGTCTGAACGCTTTGAGTACATTCGGTGCGGCCCAGTACCAGCCACC 
GTCCTCCGCGAGCACGTTCATCTCGCCGTAGTCCCAAGCCCACGAGTACGCGT 
GCTGGTCGAAGATGCCTTTGACAACTCCGCGAGTGTACTCCCATCGCGAGCAG 

1 0 ATCGTGTTGTAGTTGATCATCTTGTCGAAGGCTATCATCGCGTAGACGGTGAGC 
GGCTCGCGGTACTCGTCGTCTAAACCCCCGCTCAACTCCCGGATCACGCGGAG 
TAACTCCGCGTGCACGAGCAACTGTCTCTCGTTGAACAGCTTGTAGAAGCTGTC 
GATCCCGCGAAGCCTGGGCTCCCTAGTCTTCTCACCCTCCGGAATTTCCTCGGT 
CGGGATGAGGTCCTCGGCGACCAGCTCGTCCCACCGCTCGAACAACTCCTCCC 

1 5 GCGCCCGCTCGAAGAACTCCAGATCCCGATCGGTGGCGGCGCGGTACTCCTTC 
CCCCTACCCGAGCCCTCCACGATCGCGGCCAGGTAGGCGCGGACGAACCCGT 
GCTCGTCCTCGAAGTGCCTGCGGGAAAGCCGGTGCACTTGTTCCCGTTGGATC 
GTCGTTCCGCACCGCGGGCAGGTCACCGCCCCTCGACTAACGGTACCCCGGC 
CCGGGTCGAACCCATCTTCCCGAGCTTCGGAGTACCTAACTACGTCGAACCCG 

20 ACTTCGTTACCCTCACCCTCTTCGGGCACGTCCGGTAAGATGACCAGCGACTCC 
TCCGGCTTACCCCGCTTCCTCAACAACCACCAGTTCGGGCGGGTAGGTACCTT 
CAACCCGCACCTCGGGCACTCGATCCACTTGATCCAAACGTAGGCGCGATCGT 
TATCACCGTAGAACTCGCCCACGCGCTGCTCGAGCTCTTTGCGGATCTCCGCG 
AAGAACCCGCGCATCTTCTCGAGGAGTTCGCCCCCGTACTCGACCGGGTACTC 

25 GAGCGTGGCCTTGAGCACGAGCCACGCGACCGGGTTCAGCTCGCCTGCGACC 
ACCCGACAACCGAGCCTCAACGCCTCGAACGGGATCGACCCACCACCCGCCAT 
CGGATCCACGACCAACGGTCTCTCGGAACCCGTGGCCTCTCGGTACATACGTC 
GAAGGGTCACGCCGTGACCCTCATCTCGAGCATCACCCGGAATGAACTGTCGC 
AGATCCGCGCCCTTGCTCGACGTGTCGGCGTGGGAACCCGTCACGGGAGTGT 

30 ACTTCCAGGAGGCCTGATCCTCCCCAACGTGAAGGATCTCTAGGAGTTCATCCT 
CATCGGCATCAACTGGGACCAAGGTGGTGAGCACGGCAGCCCTGGACGCTGA 
CAGCGGCCGCCTCGCCCACCACACGTGAATGTACTGCAGTGGTGGTCTACCCG 
TGATCGGCATCTCCCTAGCCACCTCGTCCGTAACGTCCCTGGCGGGGAACCGT 
TCGTCGATCTTCCTGTCCCGAGTGGGCACGCGCCCTCCCCTCCGACTCCCTTTT 

35 TACGTAGCGTCCAATCCACAACTTACCTCGGGGTTAAGTCTTGAGCGGCGGGG 
ACCTCCCCTCGGTCTTCGACGTCTTCGAGCCGACGGAGCACGCGATCAACAGG 
AACAAGAACGTCCTGAGCGTGGAACTATCACACGTGGAACGGGAGGGTACCCC 
CGAGTCCGACCCCGAGAAGTTCCTGGCGCTGACCGTCCCGACCGAGGGGCTA 
GTGAACACCGTCGTGAGCGCGTTGAAACGCGTGGCCGGACTGGAAGGAGGCG 

40 AGCCCGTCCAGTACATGACGGAACGCTACGGCGGCGGCAAAACCCACGTCCTC 
GTCACCCTCTACCACCTGGCGACGAGCGAGAGGGCTAGGGAACTCCTCCTGGA 
GAGGGCCCGAGGTTACGTGGACGAGCGGCGACTGGAGGAGTTGGAGGAAGTC 
CTGTCGGCCCTCGAGGGGAAGGACGTGCGGGTCGTCGTGTTGGACGGCGATT 
CCGTGAGCGAGCCCAGGTGGTGGGTGGAACTGGCCGAACGGGTCGACCCGGA 

45 GCTCGCGGAGGAGTGGCGTTCTCGGGACATGACCCCCTCGAAGGGCGACGTC 
GAGGAGCTCCTGGATCGCGCGCTGGACGGGGTGGACGGCGTTCTCCTGTTGT 
TGGACGAGGTGACTGGAATGTTGATCCGGTCGGGCGAGGAGATGGACCGTGG 
TCTCGAGTTCTTGAAGATCCTGGCGAGGGTGGTGGGTAAGGCGGACGCTCCCG 
TGGCGATGGTGGTCTCGGCGCCGAAGGGTAGTGGCGAGGTACAGCGGCAGTT 

50 GGAACGGTTGAAGGAGGAGGGCGAGGTCGAGTCCGAGGCGGTGTTGCGCGAG 
GAGGTGCACGACGTCGGGGAGGAGGCGGTCGAGCAGCTGGACCGCGTGGGA 
GAGGAGAGGATCCCCGTGAGCGACGTGGAAGAGGCCGCGGAGATCGCCAAGG 



490 



WO 03/076575 PCT/US03/06664 

TATGGCTCCTACGCCCGAGGGAGGACGTCGACGTGGAGGAGGCGCGGGAAGC 

GGTCGTCGAGGCGTACGAGGAGTTGACCTCCGAGCTCGCGGGCACGGAAGGC 

ATCCCGCGAGACGAAGCGGCGAACGCGGTGAGGCGGTTGCGCGAGACGTACC 

CGTTCCACCCCAGGCTCTTGGAAGTCCTGAGGAGCGTCACGAGGGAGGAGCC 

CTACCAGCTGACGCGTAGCTACCTGGAGATCCTCATGCAGGTCGTCGGGTACG 

CGTTCGATAGGTGGAAGGAGGGCGAGTGGGAGGCTCCGGTGTTCGACCTCGG 

GGACGTGTTCCTGGACGAGACGGAGGTCGAGGAGGCCGTGGTGAAGCCCGAG 

GGTTGGGAGGAGCCGGCGGGCGACCTCAGGGAGAAGCTGGACGACCTGGTG 

GAGAAGGAGGGCGAGTTGGCGCGCCGCCTCGCGTACGCCCTGTTCGTGCGCA 

GTCTCGTCCCGGACTCCAGGAAGAGAGGTGCGACGCCGAAGGACCTCCTGTTG 

GACGTGGCCAGGCCCGGGGAGGGCGTGGAACTGTCCGACGTGGAGAGGGCG 

CTCGAACCCATGGAGGACACGCTCTTCTACCTGCACAGGGAGGGGGAGCGGTA 

CTACTTCGACAGGACCATGAACGTCTCTTCCGTGATCCAGTCCTACATGCCGAG 

GGAGGAGCGGGTCGGTTGGAACCGGGCCAGGGAGGAACTGGAGAGGGAGCT 

GAGGAGTATCGGGGGCCTGGGACGGGACGCGCTGGTCCTGTGGGAGGACGA 

GGAGGAACTGTTGAACAAGCTTCGAGAACCCAAGCCACGCGTCGTCGTACTAC 

CACCGTGGGAGGGTGAGGAGCGGGCCGAGGAGCTCTGGGAGAAGGCCGAGA 

TGGAGAACGCCCCAGTCTTCCTGGTCTTCCAGGACAAAGGGCGCGAGAGGCG 

GCTCCTGAACGCCGCCCTGAGGTTATCGGCCGTCGAGAGGGCGCTGAGGTCC 

GACGACAAGCTCGCCCGGGAGCACGGGAAGGAGCTCAGGAGGAAGGAGGAG 

GAGTACCGGAACAGGGTGCGGAAGCTCCTCCGCGAGGGTTACACGATCCTGC 

GGTACCCTTCCGAGGGCGGGTTGGCGAGGGAGATGTTCAGTGTCGAGGAGGG 

GAGGAGTCTGGGGAGTGCTCTCGGGGAGAAGTTGGAGGAGATCGGGTTCCTC 

GAGCCGGGTGAAGAACCCGGGGATGTTCGTGTCGGAGGGGTTGGTGGAGAAG 

CGCGTGGAGATGATGCCTAAGGAGGTCCTGAAGAACGCGTACTCCAAGCCCGG 

GTGCCCGTGGTGTCGGGAAGAGGACGTGATCGCGATGATCGTCAAGGGGTGC 

GAGGAGGGCTTCTTCGTGGTGGACACGGGTAAGGCACGGTTCTTCCTGAGGCG 

ACCGAAGGGCGTGGACTCCAAGGCGAGGTTCGGGCATCCGACGGTACTGCAC 

CCTCCGGTGGGATGGACGGCGGACTTCATGGGGGCTGACGAGACCGTCAAGG 

ACTTCCTGGACGACGTGATGAAAAGGTTGGAGGAACCGAGGAACACGAACTGG 

AGCGAGGAGGAGAGGTGGCTCTCGGACGACGAACTGCTCGAGTTGGTGAGAG 

AGGACCTCCCTCAGGGGTTGGATAGGGCCGGGTTGGTGCTCCGGCATCAGGA 

CGAGGGAGGGATCGTCGGGCCCGGGGATCTGGAGGAGGACAAGGATCTCCTG 

GAGGCCGTCCTGGAGGAGCCGAACGCTTGGGTCTTCGAGGAGTTGAAGGTGA 

CGAGGCTGGTGTCGGACGAGGTGCGTCGGGAGGGTAGTATCGCGAGGAGGGA 

ACTGGTCCGGCGGTTGTCGCAGAGGTTCGGGCTGGAGGAGAGTCGGGTGAAC 

GGTGCCATCAGCCGGTTGGTGCAAGACGGTGAGTTGGAGGAGGACGGTGGGA 

TCGTGAGCGTGCCGTCCGAGGCGGAGGTGACTGTGGACGACGTCGTGGGCGT 

TGTGGAGAAGAAGGGTGAGGCCACGCTGGACGTGCTCGCGAGCAGGCTCGGG 

GTTAACCCGGCGTTCGTGGAGCCCGCGGTCGTGGAGGGTGTGAAACGCGGTC 

GCCTGGTCGTGTACCGCGGTGATCGACCGTTACGGGACCTGGAGTCGGTGAGT 

GAGGGTGTGCGGGTCGGACTGCCGGAGGAGCGGGTCGAGGTCGGGTACGCG 

GGAGATCCGGTGGATTTCGCGAGGGAGGTCGCGGACGCGGTGTTGATCGTGG 

GAGGGCGTGCTCGGGTGCAGCTCGAACTGGAGAGTGTGAAGGGCCTGGACTA 

CGTCGATACCGAGTACCTGGCCAGGTTTGAGGAGGTCCGGGTGAGGATCGAG 

GTGGAGGGTGGCGTGCTGGAAGGTGAGAAGAAGGGGGTCAGTCCGCGGAACG 

ACGGGTGGTGGATCGCGGTCAGGCTGGCCGCGGGCCAAGCGAGCGGCGCGG 

AACTCCACCTCACCGGCCGATTCGACCGGGACTCACTGACCGACTTCGAAGAA 

TCCGTCAGAGAGCTCGCGGATGCCCTGGACCCTGAAGAAGCGCATGCCGTAGT 

GGAGAAGGTCGATTGAGACGGTGAGCGAGGACTACGGGTCGGAACTACCATCC 

TCTTGGTCACCATCTCTACTTATCCTGAAGCTTACGGATTCCCTGACCGATTAAT 

CCAAGTGCTAGACCTTCTAGTTAACCACTCTCAAGCCTTTATTCATAAGTATAAG 
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TATATGAACTATCTCTGTCATTTTGATTCAAGTCAGAACAAGCGGTAATAGAGTT 
ATCTTCCCCACATTCACTTCAGTTTTCTCACCTAAGTTCAACATCTTCATGTAGGT 
GATCAATATCTCCTTAACTGTTACAACTTCGCCATTTAGGGTTAACATAAAGCTT 
CTTTCGTACCTACTTAGCCAACATTATTTCTTAGAAATAGGCAGAATATGGAAGG 
5 TTCAAAATATAACAGTTTCATACCATTAATCTTTATATATGACACATATGATACTCT 
TAGATGGGGTGAATATCCATGTTCATTCTCGAATTTGGGGTTGAATATAGCTTAG 
GATCACCGACTATTCGATATGTATGCAGAGTCTACTACTCACCAACATTCAGCAT 
C CAAC CTACATTCCAATTCGCGACAGAGTACTTTAGTAATACTTCGTTACTGCAC 
CTTTTACTGACTATAGAAACTATCTCAAAACTTAGCAGTATCGAAAGTAAACTATA 

1 0 CCACATCGAAAGTAAACTAAGCTTCCGGAATACTTTACTACAGAATGTAATCTCG 
AACTGGCTTTCACCGATACTGCCACCAATTCCCGAAGTGATCAAGATACTACTA 
GGTAGTTGGTGATCACACGGTGTCAAACTTCCATCCACTACCGTCTTTTATGAGT 
CCAGGGACGTAGTCCCACCCGGACTAG I I I I I CACTCACTTCCCTCTTTCTCCT 
CACCTCACGGTCCGATATCTCAGGTGCTAGCGGTAGGGAGTGGAGAAATTGAA 

1 5 CATCAGCTTCCGGCCCATGTTGGGCAGTTCCGGCTGTAAGATTTCCGTCCGATT 
AGTACGTAGAACACG7TCGAATACGTTCCACTTAGGATAGACACAACGCCCTCA 
ATGGATGGGTGGAGTTTGGCATCAAGGTAACTACGCCGCCCGTCCCACCCCCG 
GAGTCCGACGGGAGGGCCGAGACCCTCGAGGAGGGTAACTGGTCGTACGAGA 
CGCGCACGTACTACGTCCGCCTCCGGGACGACCGACTGGGAACCGAGGTGGG 

20 GAAGGGCTCCGCCGAGTACGCCGTGCACGCGCTCACCCACGCCCTCAGGGTC 
ACCGAGGGTTACCCGCCCGCCCACGTCCGGCACGCCGTCGACGAGGAATCGA 
TCTTCCTCTACGAGCTACCGGCGGCTGTCCTCCCCCACCTGGACTGGGAGTCC 
GCGGTCCGGGAGGCCGAGCGCACGCGCCTGGAGCCCGAGCGGCTCCGGCTC 
CCGACCTGTCCGTGGCCGAGGGGCTCACCGAGGGTCTCCCGACCCCTCGTCC 

25 GCCGCTACCTTCGGCGGTTGCTAGACCTCCTAAAGCGACTCTCCCTGCACGTG 
CATGGCGCGGTTACCGAACCCTCAAAGCACTAACAGCCAACACAACAGACCTAA 
GCTATTGCTAAACCACCAAACTATCCCACTAAGTTGCGCCCGTGTGATAATTCAT 
CAGATTTGACAACCTAAAGGAAATTCTCGAAATTTCTAGCAACCCTACCGAAAGT 
TGCTAATATATCTCCCTCCTTTAGTAGGAAGAGGGCTGAGAATGCTCGAGGAAC 

30 GCGAGCTTGAGGAGCTTGCTAAAGCTCTGAAACGGGGAGAACTGGACAAAACC 
GGCGCCGTGCTCGGCTTGCTCTATCTAGCGTACGTTGAGACAGGCGGACATGG 
AGGCATGACAGCTGACGATGTAGTACGAGTTTTACAGGAATCAGGATACGACAT 
AACTAAAGAGAGATTCTACTCGCTCGCCTCCCAGTTGATGAAGAAAGGCTACAT 
AGAATCTCACAAAATCAATGGACGTAGGGTTATCTACACGATCAACAGCGACAG 

35 TGAGTACGAGGTGGAACAGAAACTACGCGAGAGACTCGAGAAATCCGCCCCGA 
CGGCTGAGCGTGTAAGCGCAGAGGAGATGCGGAGAATACTGGATAGGCACTC 
GACTTGAGGGAAAGCGCGGCCCCGTGTGGGACGGTGGTTTAATTTTCTCGGCC 
CTCATGGTACCAATTAGGAGAAGTTGTTGGGGATTGTCTTGTTTTGGCTAAGGT 
CAGTAAGGTGTTCGTGGTCGGGTTCACGGCCAGGAAGGGAGGTACCGGGAAG 

40 ACGACCTGCTCGTTCAACGTAGGGTTCGAGTTCGCCAGGAGGAGGAAGTGGAA 
GGGTGTGAAGAGCCATCCGGTGTTCTTCGTGGACGTCGATCCGCAGGCGATCG 
GTAAGGAGTCGGAGCGGGCGGCCACTACGCTTACCGACCTCTTCAGGATCGG 
GCCTTTCGACCTAACACCCCTCAAACTAGAGGGCGACAGGATGGTCGAGGCCA 
GACGCGTCACGAAGGAGACCGTCGAGAGGACCGGTGGTTTCGAGTTGTTCCAC 

45 GTGAAATACTCGCCGGATCCCGAGGAGTTCGACAATGCAGATCCTATGTGCTC 
GGTTCACGATAAGGTGTTCCTAGCTCACCTCAGCACGCACATCTCGGAGTCGC 
CGGGTATGATGGATTTCGGGAAGTTCCTGAACGCCATCACGGGGGCCGGGTTC 
GACGGTATCGTCGTCCTCGACACCCCTCCGCTGAACGTCAGGACGACCTTCGT 
CCTCAACGCGCTGGAACACTGTGATTTAGTGGTTCCAGTCCTGAACCCGGAGTC 

50 CTACGATCAGATCCCCGACTTCATCAGGCGACACCCTGTGCGGTTCATCGTGCT 
CAACCAGATGCTGAAGGGTAGGACGAAGGAGGCGGAGAAGATCCGCAGGGAG 
ATCGAGGGTTACCTCAAGAGGACGACGTTGGACGAGGACGACGTCATCTGGAT 
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CCCTAGCAACGACCAGCTCCGCTCGTGCACGAACACCGGGGTTCCGGCTAGGT 

GTAGGAACCCCAAGCCCCAGGCCGTCACGCCCAAGTTCCATCACATAGCCTGG 

AGGATTGAAGTGGAGCGGGAGCGGCGGAGCAAGATCAGCGAGATCAGGCTCT 

GAGCGGGGGAGCGCCGGTGTTCGAGCTGGCCGTCAAGGCCTTCGGTCTCCCG 

GATTCGACCGTGACCCACGCCAAGCGCGGCCTCCAGATCATGGACGACCGGG 

CTTCGAGGGGCCGGAAGCCGGTCACGAGGGGCGACTACGGTAAGGTGACGAG 

GGGGGTCGCCAGGCTCGTCAGGCACGCCCACACGACGCTGGTGGTACCGGGT 

CTCGACGTCGTCACGAAGTGGGCTAAGCGCTACGGGAAAAGGCCCTGGAAGAT 

CGTCCGTAACGTCCTCGAGGACGGTGGCGGGCTCCTCGACGAGACCCCCCTG 

AGGTTCGAGGACCTGCCGCCGGGCGCCGCCCCGATCGCGGCCGTGGTCAGGA 

CGGGGAACGCCCGGAAGGTCGTCGAGGAGGCGTTCCTGACGGAATACCCGCT 

GTTCGCGGCGATGATGTGCGCGGTGCTCGAGGACGCGGCTCGGACAATGCTC 

GAGCGGTTCTCGGAGGAGGAGGTCGAGACTTACGGGGAGTTCTGTCGGAAGC 

ACCCGGGGAGGCACGGTTCCAGCTTCCTGATCGGGGTAGCCCTCTGGGGCTG 

GCTCGAGGAGAGGACGGGGGAGACTATCGACGTCGACGAGACCCTCAGGAGC 

ATCGAGAAACTCGCCAGGGACCCGGTGGAGGAGGCCGTGAACGGGATCCTAG 

ACGTCGGCTGATACCCGCCGAGGCAGTGACTAGAGGATCTCTCGGAGAGTTTA 

ACGGACTGGGGGCGGTGCCGGTGGATGCTGAGCACTGGGAAGTCCCGATTGT 

GCCGAAACCCGAGTTCCGGGAGGCACTGCAACGGTACATGATCTCCCGACTCG 

AGGAGGTCGGCGTTGGCCCCAAAACCGTCGAACAAATTGTAAACCTTAATATCG 

AGAAGGTGGAGCCATGGAATGACATCAAATCAAAGATAACTTATGAAATCCAATA 

TAATTTGAAGCATTGCTGTTGCATGGTAGAGGACTTAAAAAAAGATTTGAAACGT 

ATCTACGGAGAGTTGAGGCTTGAGGACCTCTGCTCGTTCGGTGACGCTGCCCT 

GTGGTTACTCGGCGTCCGTAGAGCGGTGGTCGAGTTCATCCACGACCTCCTTC 

TCGAGCGACCGGACCTCACTAAGGCTGTTGACCTCTGGTTGGTCGGAAGGATG 

CTCGATGCGGGCGAACTCAAGGCGGCTACGGAGCTCCTGGAACTGAACGGGT 

ACGAGGTTCCTCCGTCCCCAACTCGAGTACCAGAGCTAAAAACTACCGAAAGAG 

TCCATAGGCTGGGTCACGTAATGACTGAAACGATACTCACGGCCCACGCGCTC 

TCGAACAGGGTCGATAGCAGCTCCTTCGACGAAGCCGTTGGAAAGGTCAGGAA 

CTGGTTCAAGGAGGCCCAGTCATCGCTGAGGAATGAAGTTCAGAAGGAGGATA 

GCTCGGAGCTAGTGGTGAAATTTATCGAAGGGTTGCGCGACACGCTGGAGGAT 

CTTATCAGAAAGACGTTAGAGCACGGTAAACCCGA GCTTGA GGAGGTCAACTCT 

ACTTTCGAGCTGTTGGGTATCGACGATCTAGGTTCGTTTTTCAGCCGGGCGTGT 

GGTGAGTTCAAACGGGCGGTGGATTACCTCGTCGAGGTGGTCGAGTTCGACCC 

CGGACGAATGGCGAAGAACTTACTCCGAGCGAGTCCGGAGATAGAACTCGGGG 

ATCGGACGCTGGAACCGGAAGTGTACGATCCGAGGTGGAGCATCTTCGAGCGA 

GACCTGAGCGAGCTCGACAGGATTACGAAGGAGATGATCGAAGAGCTGGTCAC 

CGAGACCGATCGGTCTTCCTCCGAGCGCGAAGCCCCCCCGACCCACTGTCCGA 

GGTCGTGGACTCCGTCGTCAAGGAGGCGCTTGACAAACGCCGAGGGAACTCTT 

GAACCCAGTCCTACCCCCTATCGCTCGATGACTCCTAGGATCTCTCCCAGCGAT 

CCTGTCGGAAAAAGGTCCCCGCTAGAACCGCGCCCGAACTCCCCGACGGCCG 

CGCATGCCTTAGTGGGTACCCTTGATACTGTTCTCGTTCCGACGACTTTACGCC 

CGGGATCGCGACCGAGCGCCACGTCTCACGGGGCGGTGGGCGTTGAGGGTAC 

TCCCGGCCGACGAGCTGGAGGAGTGGCTGTCGGAACGACTGGAAAGCTTCGT 

GGGCGAGGTCGGCGAGTACTCGATCGTGCTCGCGTGCGCGTTCTCCAGGCGC 

GTGGGGAGCGGGTTGCCCGCGAGCGACCTCGTGACGGCCATCCGGGAGCTAG 

ACCCCGGCCCGTGCCGGGTCATGCTGCTGTGGGGCGCCGGTACCACCGAGGT 

GGCGGACCCGCTGGAGGCCGTGCGGGCCGCGGAGGACCTGCGCGGTTGCGG 

CGATGAGGCCTGGATCGGCGTGCACCCGACGCGACCCTTCCACGGTAAGTTCC 

TCCGCGTGCTCCCGGAGGGTGAGGGCCCGGAGCTCTCGATCGCCTTCAGCTG 

GAACCTCTCGCGGACGGCGGCGGACGCGGGTTCACTCGAGAGCGTGCTCGAG 

CGAAGGGAGGAGCGCGGTGAAACGTTCGAAGAGTTCGTGGGCAGGCTACGCG 
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AGGACGGCTGGCTCGTGGGCCGGTTACGCCGTGAGGGTGGGAAGTCCCGCGT 
CGTCCTCGAGGACGTGCGGAAGTTCAGGTTCCCCTGCTCGGGCCCCCGGGAG 
GTGCGGGTGCGTGGACGGGTGGGCGTGCTCTCGGGAACGGTGAGCGTCACG 
GAGCTGGTCCTGGACGACGGGTCGCGGGAGGTGACGTTGGTCCTGGATAGGG 
5 GGCTCCGCGAGTCCTTCGAGGACGTCGAGTCGGTGGTGACGGAGGTCGTAGA 
GGGGGAGTTCCGGCGGGTCGTGCAGGACGGGGAACTGGAGAGCGACGTGGT 
GCGGTACGGGATCGTCCGCGCGGTGCGGGACGTCGTGGAGGAACTCGTCGAG 
CGGGGTGAGGCGGAGTACGAGGTCGCCGTGCGGGCGGAGGAGACGGTGAAC 
GGCGACGAGGCGGGTGTGCTCGCGGACGAGTGGAGGTTCCCGAACGCGAAG 

10 GCGGCCCTACGCTCGCTCGTCCGGGAGATCCTCCGGACACGGTTGCGCGAGG 
TGTTGGAGGAGTTAGTTGAAAGTTAATTTAGGACAGATGTTATCTCATCAGGAG 
GTTCCGTGTCGCCAGGGGGCGTTCCAGTGCCCGAGCGCGTCCCATTGAGCCC 
GACCGAAGAGTTCTATGACAGGGTGAAATCGTACGTGGAACGCCGAATGTCGG 
ACCTCGGCTTAGAACCTCCGGAGGATAATGAGAGTCTTCTCTACGATGAGAAGT 

1 5 ATGGTCATTTCTGGACGTTCAACGGATTTGGTCGAGAATTGTGGAGTGATTTAA 
GTGCAGTATGGATATTAATCGTATTACCTTCGAATGGTCTTCTTTCAGAAAACAT 
ATTCGAACTTGAGGAACAACCGTCGACGGGTAAGGTATTAAGG GACG AAGTAG 
AAAGAGTTGGAAGGGGATTGCTAGAGCGGGAGTCTAAGCGTCATTTTAGTGATT 
ACTTTTTGGGAGAACTAGAAGTCTTCAAGGAAGCCTCACAGCATGTCAAACGCT 

20 TCGTACTAGATGAGCCGAACTTTGAGGTTGCGGTTAACCTCTGGATCGCCGGA 
GCTGCTCTTGGGTCTCAAGATGGTACCCCAAGAATCGCCATCCAGGCTATCAGT 
TCGATAGACACCGAAGTTTCTGAGTTTCCAGTTGGGGTTCCTTCGTACCCTCTT 
GGTTATATCCTCCAAGGTTGTGGCATAACGGCTTCCGTACTCTGCCTGACTGCT 
CACGCGATGGTTAACCGTGGAGTAGAAGAAGATCAGTTACTTGAATATCTAAGT 

25 GATACGCCCTATGGTGAGAAAGTTCGGATTATATGCGCATCATGGGTTGAGGGA 
ACGTACAAAGAGGTGATTAAAGAATGCCTAGAAGGTTTGAAAGATGGACTTAAT 
AGATTACTGAGGAAAGGACGAGGTTTAAACATGAGGGATCTAGGGATAGACGA 
CCCTGAGGAGTTCGCTCATGAAGTTTTGAGAAAACTTGCTGATGTAATAGCTAA 
CATCTCCGCCGTCTTCGAAACTGTTCACAGAGAACCTGAGAGGATCGTTCATAC 

30 CCTTCTCTCGGTCGATGAAGAGATACGACTCGGAGATAAGATCATCCCACCTGA 
GGAATATGATCCAAATGGAACAAATATGTATCGGTTGGAGAAGACCTTCGAGAG 
TATCGATGCTGAGAAATTTGTAGAAGATGCTATGAAAACAGTCGGTAAGCTCGT 
AGGCGGGTCAAAGGGTGAAGATGTAGCCGAAACCGCGACCAAACTGGCGACA 
GAAGCGGTAAAACAGGGGTTGAACATAATATCCGAGTCGGGTGGGGATCGTAA 

35 GGGGAGGAGCACACTAGGGGAGCTCATCGAATCCGTCGTTAAGGAGGTCATGG 
GTGACGACCGGAAGAGAAAGTAAGTGGTCATTCTTTGCCTTCTCAATGATTAAG 
TGTCCTCGTACCGTTCTCTACCGATCGCCGATACTCCGAAATCCCTACTCTACC 
GTCAGGAAAGCCCTCCGAACGGACGTTCCATCGACTAAAAGGAGTATCTCAACT 
GTGTGAAGCACTGTAAGGTTGGTTAAGTTAATTTAGAGCGGACGTTGTCTCACC 

40 AGGAGGTTCCGTACCGTCAGGGGGCGTTCCAGTGCCTGAGTGCGTCCCGCTG 
AGCCCGACCGATAGGTTCTACGACAAGGTGAAATCCTACGTGAGACACCGGAT 
GTCGGACCTCGGCTTAAGGATTGGAGATGCCGCTCTTTACGATACAAAGTACGG 
TCCCCTTTCACCACTTCCCATTTTCATGGATGGATGGTGGCGTGGATCATGGAT 
TCGAGAGCGTAGATTATGGGATGGAAAGCTGGACAAGCCATGGCTATTAACCGT 

45 GTCAGTCCTAGCCGAACTTTTCGATTCTAATCCTGAAGAAATTGCTGGCATTCCC 
TCAATTGAAATTGAACCAGGAGCATCAAAATTGGGATATATGCTAAGGAAAATGA 
TAAAGACTGGAGAGGAGTCGTTAAAAGAGAAACGGGAGTATGGACACCTAAGC 
GACTATATTCTGTGGGCACTGGAAGTAATTGAGGTGATCACT CGAAG AATCAGG 
GATCTCGTACTGGACAAGCCAAGCCTTGAGACCGCCCTGAACTTTTGGGTCATT 

50 GGAGCTGTTCTTAGCTCTCGAAACGTTTCAAAAGTTACTGTCATTAGCGATTCAG 
TGGATCTTGAAATACCGAAGTCTTCTGTCGAGATTCCGTTACCTTATGGCATTAA 
CATTCAAGGTAGTAGCTCAATAACTTCCACGCTCTATGTAATTGCTCACGCGATG 
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GTACATCGTGGGATAGATGAAGACCAGCTGTTAGAACACTTTAATATACAAACA 
GTGTGCGCGTTATGGATCGAGGAGAATATGCATAAAAAGATGATTAAGAAAGGA 
CTAGAGGAATTAAAACACGGTTTTGAAAAGTTACTAAAGAAGTCGAAGTGGGAG 
CTGGAACTCGAAGACTTAGGGATCGATGACCCCGAAGCGTT CTTCC ACGAAGT 
5 CTCGAAAAAACTCGCCGAGATTGTGACCAACGTTTCAACCGCTTTTGAAACTATT 
CAAGATAAGCCCGAAGAGATCGCCCGGAACCTGCTCTCGGTCGACGAGGAGAT 
CCGACTCGGGGACGAGGTCATCCCGCCCGAAGAGTACGATCCCAAGTGGAGA 
CAATCACAACGCGTGAAACAACACGTAAAAGGCACTCTGGAAAGCATCGACACC 
GAGAAACTCGCGGAAGATGCGTTGAAGACGGTAGGAAGGCTCGTAGGCGGGT 
1 0 CGAAGGGCGAGGAGATGGCCGAGACCGCGGCCAAGCTGGCGACGGAGGTAG 
TAAAACGAGGGTTGGACATGGTGTCCGAGTCAAGTGGGAATCGTAAGGAGAGG 
AGTGTGCTAGGGGAACTCATCGAGGCGGTCGTCAAGGAGGTCATGGACGGCG 
CTCGGAAGAGGAAGTAGGTGAAGTCGCCCTTACATTCCTCGATAATCCCTATAT 
CACCGCAACTCCCGACCGTTGGGTCCGGCGGATTATCTGGCGCTCAGCGTCCA 
1 5 GCAACAACAGCACTGCCCTCGGCGTCGTAGGGTGAGGAGGCTCCGCACGTTTC 
CGCAGACCCGACTGGAATCGTTAATATTTCTGTAACGATTCTGAGTTGAGCTGC 
TGGAGAACCCCTCCGAACCCGTGATATTCCACACTAAGATAGCGAGCTCATACT 
ACTAATGGTTTTCGGGAACCACCGACCGCCGAAACCCCGGGGATCCCGACTTT 
ACCCCGGAGAAAGCCGATCGGACGGGCGCTTCGTAGGGTAGGAAACCCTAAA 
20 GTTTCCGTAATAACTCAACCGGTATCGTCACGACGCCACCGGACCGCGCGCCG 
TCCGATCGGTACGGGGATCGCCGGCAGAACGTGTCGCGACCCACGCCCCGAC 
GACCCCTCGGACTCCCCGGTCTCCCCGCGTGTCCCCTCGACCTCGGAACCACT 
CGACCCGCCCGCGGGGAACTCCTCCAGCGTCCACTCCCCGAAACCGGGGTAC 
TCCCGACGCACCGGCTTCAGCAGGTGACGGACACCGTCCCGGTCCTCGACGAT 
25 CAGCCCCTCCGACGTCGGGTCACCGAGCGGTACTCCCGGGACTCCCGCACGG 
AACGCCCGTCGGAGAGGACCACGACGAACCCGTCGTCGAACCGGAAGACGGC 
CACGAACCAACCGTCCGACAGGTCCCGGCGGTACACCGGCTCCCCCGATCGC 
TCGGACGGGAGGACGTACGCGCGGCCGGTCCCCGGGTCGAGGACGACCGAC 
CCCGCGACGAGCAGCTCCTTACCGCCGACCTCCCAGCGGCGCACCGGGACCT 
30 CCTCGACGACGGGACGGACGAACGGTCCGCCCTCCGGCCGGACCGCCGCGC 
AGCGGACATCACCCCCCGGGGTCCGGTAGAACACGAGCCCCTCGAGGAACGC 
CAGCGGCTCGCCCGGTCCCAGGTCCACGGTCTCCACCGGGACGACCACCGTC 
GGGGCGACGCGGACCCCGCCCGGGACCGCCACGCGGACGTGACCGTCCGGG 
TCCCGGAACGCGACCGCCATCACCCTCTCGCAGCCCACGAGGCCGAGGGAGC 
35 CGGGGATCGCGCGGGAGCCGCTCAGCCGGGCCGCCGGGGCGACCGAGGCGT 
GGAGGCCCTCCCACCACCCGGTGAAGACCAGGACGTCGCCGTCTTCCTCGAC 
CGTCCCGATCAGCTCGCGGGGCTCGAGGCCGGCGGAGTGGGACCAGCCGAC 
GACGGCCCCGGTGCCCGCGTCGACCACGGGGGCGAGGGGCAGCGGGAACAC 
CCAGACGGTCCGGGACCCCAGCTCCACCGGGACGCCGCACACGACCCGCTCC 
40 TCCGGCGCGCGCCCCTTCAGGAGGTCCAGCAGGTCCGCGTCGGTGAGGCGCT 
CGGGCGTGTACCAGCGCAGGACCTCGGCCCACCGGTCGCCCTCGCGGTGGAG 
TAGGACGCACTCCGACCCGCGCACCCGGACGGACCACTCCGTGCCCATGACG 
GCCAGGTGGACGTCGCCGCCCGACCGGTACGCGACCAGCACGGTCCCCTCCC 
GGACGAGCACGAACGGGTCCTCGCCCCGCAGGTGGAGCTCCAGCGGTACACT 
45 CGCCTCCTCGCCGAGGAGGACGGCCCGAAGCCGCCCGTCCCGCACGTACGCG 
ACGACCGCGCCGGAGTCGGAGCGGGAGACCGTCGGGACCGTCGGGTGGGCG 
CCCCGGTCCTCGAGGACCCGTCTATTCAGGTAGTCCACGGCGATCACGCGGCC 
GTCGCGCTCGAGGGCCAGGTAGGCGATCCCCCTCAGGTCCGGGGGAGCCGC 
GTCGAACACCACCTCGCGCGCCCGGAGCGAGCCGTCCAGGCGGACCCGGACC 
50 CACCCGCCGTCCGACGGGTACGTGACGGTGGGACCGCGTTCGAACGGGTAGT 
CCCAGGAGATCACCGGCGGCCCCACCGCGTCCGTCCCGACCTCCACCACCTC 
CACCGGGTACAGGTCAAGGGCCCGGGCACCCGGGAGCGCGAGGAGGACCGC 
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GAGCGCCAGCAGGGCGGGGAGCATCCGGCGTCCCCCGGTCTTCCCTACGGGA 
TTAGTGAGGGGAACCCACGTTCCGGGAACCCGAGATATCCCTTACCGTTTCGG 
AGAGCCCGTCGCCGTACCCGCCACGCCCGGAGCACGGTCCGGTTAAAGTTAA 
GTCCGGGCGATCGGACGCCGCCCGGCCGATGAGGAGGAGGTCCCATTGGGTG 
5 AGTCGCCGATGACCGGCACGGCTGAGGCCGAGGCCGGCACCACCGCGGACC 
GGCCCCAGCGGTTATGACTGCCGACGTGCTGAGGTAGCACTACCCCATATCGA 
CTTTTTACTCGGTTAATTAACTCGATAGAAAGGATGCTCCCTCCCGGGAGAAGA 
CTGTCGTTCCGGAGGGTTTGAGTACGAGGTATTACCGAGTTTACTCGTACTTAT 
CAATACTCCGTAGGCCTCAGGTGAAGCTCATAACGGCGGTGTTCCGCCGGGCG 

1 0 GTCCGGACATCGAGCACCGCGGTAGCTTTCCCCGTGTGCGGGCTTCGGAGCA 
CCGAACCCAGGTCACCGTGTGGCGGGGTGAAATCTGTAGTCCTGAAGTAGCGT 
TCCATCCTCGCTCCCATACACTTGTGAGGTACTTAGAGGAACCGTGAGCCGGG 
GTTGGTCGAGTCGCATTCTCACATCCCGATACCCTCGGATCTCGTGGAACGAAT 
CCGAGTCCTCCGGGCACTCCGGGAGGTCTACCGCCGGGGGAAGAAGCCGAGC 

1 5 CTCGAGATCACGTACCGGACGGTGAACGGTAGCATCTGCGGCCCTACTACGTG 
GCCCACTGGCGGAATTCCCGGCACGAGCGTGGGCGCACGCTCTACCTAGGTA 
AGTCCGAGAACGAGAGCGTTTCCTTCATCGAGTATCTGGTTTCCTTAAATCGAG 
CAGAGGTTCTGGAGCTCGCGCGACACCTCATGCGCAACCTCCGCTCGGTGCTC 
AAGAGCTTACTCCCCCAGGTCTCGAGCCTCCCATACAAGAAGGCCCGACGGGT 

20 ACTAGCCCGCGGGCTCGCGCTAGCATTCGACGCGAGACCCGCCGAGTCACCG 
CGAATCCGGGATCTACTCGAAGAACTACCCGACAGGTTGGAATCCTTCTTCATG 
AGAACCCTAGGAGGCTGGCCCGCGTACTACTTCTCGCACCTGAGGAAGGTGAT 
ACGTTCTAGGAGGGGGTCACTGGATGAGAAGCACGAGATCCCGGACGTGAAAC 
TGGAACGGTGGAAGTTCAGACGGTGAAAGGTACCCCGGGAACTCGCTGCCGTG 

25 AGAATCCTCACGCGGTACCGCGCCGTCGGAGGGTCCGACGCCGGATCGGCGG 
TATCACGGTCAGGCATGGGAAGCCCTGATACCGGCTCTCAAGGCCCACGGTGA 
GCTCCCGTTCGGCCACGAAGAAAGGTCCCAGGAACCTGTAAGTGACGGTGACC 
GTGTCGGCGCCCTCCGCCGGGATCACTTCGTAGACACCGGAGGGATCGCCCC 
TACGCACGTCCTCGACCCCGGGTCCGGGAAGGACGACCTCCCGGGCGCTCGA 

30 GTAGGGGAACTCCGAAGTCACGAAAACGCGACCTCCCTCGTATCGAGCTTTCG 
CACCCACCGGGAGCTCGACTAAGTACAGGGTTCGATGGTTCGCCAGGACGAAA 
GGCCCGACCCAGTCCACACCGTTCCAGTCCTCGACCTTCTCGGCCAGCGGGAA 
CACGGTCGGGGCCTCACCTTCGTCGGGGATCTCCCTGTACCCCAGGGCCAGC 
GCGCACCGTCGCCCGTCCGAGGAGTAGGCCGCGATCCACTCCATCACCATGTA 

35 CTTGTGATCGGTCGACCGGCAGCGCAGGACGTCCCAATGTCGTCGGAACCGCA 
ACGCGATCTCGATCGAGCCGTCGGGTCTCAGTCGACCGAGTGCGGTCCGGCT 
CAGATCGGTCGAGTCGAGGACGACGTACCCTCCGGCCGTCGGGACGGCGACG 
TACGGTGGCGGGTACTCGGAGAACCTGACCGTCCAGTCCTCGGGCGGCCTGA 
CTCGGACGACTCGACCGTCGGACTCCCGCACGGCCACGGCCCAGCCTGGCGC 

40 GGAGACGAGGTAGTACCGACCCTCCGAGGAGGCGATGCAGCGTCCGAGGTTC 
ACCCGCCACCCGGGTTCGCTCACCGAACTCCGCGAGCACCTCCCGGGCGCCC 
GTCTCCAGATCTAGCCTCACGAGCCGGTACTCCCGCGTCCCGCCCTCCTCAAA 
GGGCTCGCCCGGCTCCACGTACACCAGGTAGGGCTTCCCGTCGATCACCTCG 
GGTAGCACCGGCTTCACGTCGTCGGCGTCGTTCGGCGTGGTGATCGTCAGGGT 

45 ACGGCACCCCACGAAGCGCGGGTCCCGGGACGCCCCGGAGATCTCCGACACC 
AGGACGCCCGGCGTCTCGTCACCGCCCGGTAGTACCAGACGGGGATGGTAGG 
TGATCACGAGGAGTCTGTCTCGGTCGGGGTCGTAGAACGCCCCGATCGGGTAC 
ATCCGCGGGTCCGACCGCGATTCCGAGGGTCCTCCGCTCACGGGCAGGACGC 
GGGGGCTCGTGACCAGGTCGTAACGCACCACTCGGTAGCTCATGCTCCAGGTC 

50 GGTTCGTCCGAGTCGAGGGTCCGGTAGTCGGACCGCACGACGACGATCATCC 
CGTCGTCAACCGCCCCCGTGTCCACCCAACACCGGAACCAGGGCCGTGGTCG 
CGTCCTCCCACTCCGGGAACCTGTAGACCTCCTTCAGGATCACCGGTAATTTGA 
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GGGGCATTCCGGTCGCCGGGATGGGGAGTACCAGCGCCGTCAGGAGGACGG 

CTGGTAGAGCCGGCGCTTCCACCTCACCTACCACGCGGGATATTCCCCTGAAC 

GGCTTGGTTCGGGGGTCCCGGATGGTATCGTGGGGAACCTATAGGGCGTGTTG 

GGTGTGGACCCGGCGCCTCGGTGGGATTACCGGCGGTATCAGGACCGGGGAT 

CCTCGCTTACCGCCCTCACCGCCGCTCTGCCGGTTCCGATTGCCTTGATTCCG 

GTTCTGGTTACCCCGCTGTTCCGGACCTCGTTGACCATGTTGACCACCCTGCTC 

GCCCTGTTCGTGCTCCTCCGGCTGACCGCCCTGCCGCTGGTTCTGCTCTCCGC 

CCTGCTGGCCCTGCTGATTGCCTTGCTGCTGACCACCCTGGCCCTGATTGCTCT 

GGTTTTGACCACTCTGACCCGAACTGCCTTGATTGCCACCTTGATTCGGACCAC 

CCTGCCTTTGACCTTGTTCTCGATTTCCTTTTCCTTCTAGATTCCCTTGCTGTTCA 

CCCTGCTCACCTCGTCCGCTGACGCCACCCCGTGTAGTTCCACCGGGATGTGT 

CTCTCGAATCCTCCCGTCCTTACCGATGACCACCGACGTGCCGTCCGGGAACG 

TGAACTCCACGGTCTCGTCGGTCTCCCTACTCTTCAGCCCCTCGACGACGCCA 

CCCTCGGTCGCCAGCACCGCGCGCACGCGGCCCGATGTGTCCCGGTAGGTGA 

TCAGCGTACCCCGGTAGTCCAGGTACCCCTTGAAGTCCGGAAGTGTGCGAACC 

CACTCGACCCGGCCCGAGGTGTCCAGCCGGACCACCTCGCCGCCGGTCAGCA 

GGACGACTGCCCCGCCGTCGGTCCGTTCCCGGTGAACCTCGCAGTCCAATCCG 

AGGATCCGTCCCGACTCATCGTACCGGACGGCCATGAACTCCCCTTCCCGCTT 

GAACACCGCCAAACCGGTGGCTTCCAGGGCGGGTCTCAGGTATTCGCGCTCCG 

CCAGTATCGCGACGTGTAGGGTCCCGAACCGATCCCTGTAGACGATAACCCCC 

TTGTCGGCGTGGATCGGGACCCCACCGAGGTCGTAAGTCCGGATCACCCACCC 

CTCGTTCTTCAGGACCGTCACCGCGGTGCCGTCGTCGAACACGAACGCCGTAT 

TCTCGTCGAGGGTGGTTACGGTATACTTCGGGGACTTCACGTCGCCCGAAACC 

GAGTCCACCGAGATCACCCGAACGAGTCCCGAAGTGTCCCGGTACGATAGGAG 

CACCTTCCTCGGATCCGCCGGGGACCAGGAGTAGTCCAGGTACTTCTCGAAGT 

CCGGGATCTTCGAGGCCCAGATCACCCTGCCGTCGCGGTCGAAGCCCAGGAG 

GACGCCGTCCCTCAGCACCGAGATCACACCACCTTCCGCGCCCACACGGACAA 

CCTCTCCTCGAGGTGGCGCGATCCTGTTCCCGACCACCGTCACGACGACACCG 

TCGGCGGTCCTGTAGACGACCAGATCCCCCGACTCCCCCAACTTGGACGCGTA 

CGTGACGCCCGAGGGTCGCACGACGGCCACGTTCGTCGAACCTCCTCGCGTC 

CGGTACAGTAGTATGACCCCGTTGCCCGTGGCCCG GTGG CCGAGTAGCCGGC 

CGAACTCGCTCAGCCGGTAGGCGTCGGCCTTCAAGTTTTCATCCAAGTGGACG 

ATGATGACAGTGCCATTATTGAGGACGATCACACGGTGAACGCCGAGTTAGTCC 

GACAACTCCGTTCGATACACCACCCGGAGCTCCCGGACCGCGTCCCGGTCCG 

GGTCGACCTCGAGGGCGACGACATCACCGTGCTCCCGATCGAACGCCAAGAGT 

GAAGTACCGTCCTGACACGGTGCTAAGACGAGGACCACCCGATCACCGTACAA 

CGGGATTGTCCGGGTGTTGTCTCCAGTGATGGTGCCGGGCTCGGTCGGCGGT 

CGGACCCCGATCCTCTCGACGTCAGGTGATCCCTCACCGGCCGGGACGCGGA 

CCGCGTACCCGGTGGTTTCGGACCTCCAGACGTCCACCTCGAAACCGTCGTCC 

ACCTTCGGGTACACGTCGATGACGTACCCTCCGACGGTATACGAGTACCGGGT 

GTACGGGACGGTTAGTTCCCTCTCGACCGTCACGCCGTCGAGCTCCAGGACCA 

GCTTGACGTCGAGCGATCCGTACGGGTCCTCCGGTACGCTCACCCTGACGAGC 

TCGGCGTCAGATCTCAGCTTCGCGACCTGTTGACCGTTCACCACCAGCTCCCT 

GCTGTACTCGAACTTCTCCTCGTACACGCCACCGTCGTATGGTATCCTCAGGAC 

CCCGTCGTCGACGCGGCTCGACACGTACAGGGTCGCTTCTCCGGTACCGTGAT 

CGAACCCGACCTGGTACACCACGGGGTCCTCGGCGAAGCCCACGGGAATCCT 

CCACTCGTAGCGCTTGACCACGCGACCCGTGGGTGAAGTGAACTCGAAGGATA 

CCTCGTGGGTCCTCGCCGGTATTACGAGAGAAACCCGGTGGGCTCCCTCCTTC 

AATCGCTGCGGTTGTGCGCTAAGAGCTCCGCCGTCGATCGATATGGGGAGGGG 

TTGGCCGTCACATGTGACCTTCAGGGTACCCTCAGTCGGCACGTAGATACCGA 

CCTCGACCGCGCCCTCGAGCGAGCCGTTCTCCACCCTCAGGTCGGCCCCCAA 

CACTCCGACCGAGAGATCTCCGACGAACTTCTCATACCGGGTGACCTGGTAGC 
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GGATACCCTGGCCGTCCCTACCCGCGAGCGTTACTTCCACCGAGGCCCGCGAC 

ACGTCGTCATCAAGGAGAACGTCCACGGTGATCGAGTCGTTCTCGGGTATCGG 

GCTGTCGAGCGTTCGCTCTCCCACGATGTTCCCGGACTTGTCCCTTACTATCAC 

ATCCACCCTGTCCAGGGTGAACGATCCATCCGGAGGCGTGAAACGTACGGTTA 

CTGCCAGTTCCTTCGTGCCGCCGGACTCGACTGTCTTGGTAACCTCAACATCGT 

CTACGGTCAGGACGCGTGGCGTCAGCGGTAGGATCACGGGGGCAGTCTCGTA 

GCCCACGGTGCCGCCCAGATGCTCGAAGTATCCCACCGAGACCCTGACGTCGA 

AGCCCGTCCTTAAGATCGCGGCGGGACCCCTGGCGGTGAAATCGACGCTGCA 

GGGGACCAGTAGTCCACCTGGGAACTCGGTGGATCCTTCACCGAGGACAACTT 

CCGCGCCGCTCCAGTCCCTGGTGACGGCTACCCAGTGCACCGTGTTAGGACTA 

CCCGGAGGCGTCAGGTGATCGACGGTCACGGTGCCGCGGACGATTGCCTCGT 

CCCCGTTCTGTCGCCACTCGGTCTGTGATATCCGGCACTCGAAACTCAGTGGTA 

GGACGTCCACCTCCCTGACGCCATAACCGTGAACTGCGAGGTGTTGCCGAGGT 

TGTCGGTCAGTTCCGTGCTCCCCATCACGCGTAGGGTGATGATCGCGGGTAGG 

TGCTCGCGGATGTCGCCACTCGGGTGCGAGAGGGTGATCTCGCTCGAATCCCA 

TGACAGCGCCGATTTCAACGAGTTCAACAGCTCATTCTCCAGATCCCCCTCCGA 

AGGCGTGACGTTCAATGCCGTGCCGTCCCGATCCAGGAACGCCAGATCGACAC 

CTTCCAGCGACACGGAGGTACCTTTCTCGACCCCGATGTGTAGCTTCAGCTTCA 

TGGTGCCGTCATCGGAGAACTCCACATCGCTCGCGCGGAACGACGCGACGTTC 

AGTAGGTGTTCGTCCGGTGACACCTCGTAGTACAGGTCCGGCCCCTGAACCAG 

CAGGTAATCGCCGGTGACCGTCCTGATCGTGAGGGCCAGCATCCAGACCATAC 

TGAGCGAGGCTAGGCCGGAGAGGTCGACGTCGGGGTTCCCGTCCCCGTCTAG 

GTCGAGCCGCTCCGACCCCGGACGCTCGACCACCAACAGCGCGTTCGGCTCG 

TCCGCACCCCGAAGCAGGAACGGCACGGGACCCGAGGTCGTCGGGACCCAGA 

TCACCGTCCGCTCGCCCTTGGCCGGCCACGAGTCCTCGTCCAGGTAGTACGGC 

ACGCGGTCGGGACCACCGTAACACGGTATCAAGTAGTACGTGCTCGTCCCGTC 

GGTCACCCTGAGGGATAGTCCGGCGGGCGTCAGCGGTGTACCGCGCCGGTTG 

GTGGCGTTCAACAGGTCGTCGGGACTCGACACGGGCCCGTTCGCCTCGGCGT 

AGTCCACGGAGGTCACGTCGAACCCCTGGGCCGTAAGCCTGCCGACGATATCG 

TGGGCGAACGGGCTGTCGAAGTAGGAGGTGCAGTTGTTCGCGGTGAGCTCGA 

ACCCGAGGGCCACGCTGGTCGGCTTGCCCACCCACAGGTAGTCTTTCCAGTTC 

GAGGGCAGCTGCGATCCCATCGTGTTCGGGTCGTAGAACCAGACAGTGGTGAG 

TCCGGACCCGTGGTCCCGAAGCGCGTACTCCTCCCCCGACACCGGGACCGTG 

AGGACGACGACCAAAGACGCCAACGACACCAACGTCGGGATCGCCCGACGGG 

CCGCCGGTACCACCGCCGGAACCCCGATTCCCCCGTTCGCTCTCCGGTATATC 

AACGTATCGCATGAGTTCACGGTAACTCCAGCTTCCCGCCCCGCCTCCCGATC 

CACGCCTCGACCCGGACGTCCAGACCCGCTCCCGCGAGCCGTTTCCTCAGCG 

CCCGGACGCCGTCGGGCGACCCGTGCCGCAGCACGAGGTACTCCGGCTCCAG 

CTCCTCAACCAACCGCACGAGCTCGGCCGCGCTCGCGTGCCCGGTCCCCGAT 

ACGATGTAAGGGTAAGGGACCGCGTCCAGGAGCCTTCTCAGCCTCCCCTCCCG 

GTCCCGGTAGAGGAACCAGCGCTCCGTGATCAGGACGTGGGGCCTCTTCGACA 

ACCCTTCCACGGTCCCGACGCTCGAGGTGACGAGCGGGTACTCGGGGCGGCT 

CACGACCTCCAGGTCCGCCCCCTCGTGCGCGCCCGCCTTGACGGCCTCGTCG 

ACCGGATCGCCCTCGAGCACGTGCAGGATCTCGACCTCGGAGGCGACGTCGA 

TCAGCGGGTTCACGTGGGTGAGCAGCAGCACCGTCCGGTCCTCCCGGTGGAG 

TTCCAGGAGCCGCTGGATCCGGTACTCCGCCGCCTCCGGGTCGTCCGGGTGG 

ACGCTCGCGGCCCGGGTGCACTCGGTCACGATCGCGTCCACCTCGTCGTCCA 

CCAGCTCCCAGAGCGGGGGGTGCTCGCCGAGCGCGCACCAGTCCCCCGTGAT 

CAGCACGCGCGCGTCGCCCGACAGGAGGACCGCGTGGGCCTTCGGGCACATG 

TGGTTGACCGGGTAGGTCCGCACGTCCAGCAGGCCGGCCTCGAAGGAGGACC 

GGAGCGGCTCGGCCTCGTCCTCCATCCCGAGGAGCGCCGCGGTCACCTCGTC 

GGCTCGGAGCTCACCGAACTCCGTCCTCGGGACGCCGCCGTAGTGGTCGCGG 
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TGAGGGTGCGTGACGATCACCGCGTCCGCGCGCTTGACGTACGGTCCCTTCCG 

ATCCGTCACGTCCACGAAGACGCGGGTGTCCCCGTAGTCGACGACCACACCGC 

ACCACGGGTCGAGGGGTCTGAGGAGCAACGGACGCCCCGGAAGCGTCCAGTT 

CTCCGGAGGATGAATCGTTTCGCCCGGAAATCGTCACGGTAGTCGAGAGAGAA 

AGGGGATACCGAGAGGGCGCGTCGGGACGTTCCTGTGTGTACCACGGAGATG 

CCCTCGAGCGGTCAGAACTTGGCGAGCGGGTGCTCGACCTCGTCTTTCTTCTC 

GATCAGTTCGTCGATGGTCGGCTCACCCTTCATGGCGCACTCGATAGCTTTCTT 

CATGGCCTCCTTGTTGTTCTCGTAGAGCCGACGATCGTCCTCGGCCTCCGGGT 

GCACGAAGGTGTTCGCTATTATGACCACGTCGTCGACGATGTCGCGGGGGATT 

ATCCCCTCCTCCACGGACTCGACGACCGCCTCCGCGATCCCCCGCTGCACAGG 

ACCGAAGATCTTCTCCCCCTGGGCCATGTTCTCGATGGTGACCGTGGGTGTGA 

TCAGTGTGGGCGGTCGGACGGCGACTCCGGGCGTCAGGACGGCGAGGAGCG 

GCGTGTGTCCCTTGGAGGGACTCGCGAGGGCCTCGGCGAACGCTCGACCGAC 

CGGACCTTCCACGGACCCCATGACCAGGTCGATGTGTGCTATCTCGGGTTCAT 

CCGGCTCGCCTACGAAGGCCTCCCCGACGCGTAACGCGAACGGCATAGGGAT 

CGCCCTCGTACTTCAGCTCGTCCATAGTATAAGTGCACCTTAACTTCAGCGAGA 

ATCAAAAGGGCTAAAGAAATACCGATCGCCGCGCCGAGCGAGTTGAGTTACCG 

GCTCGGTCCACGTCCCCCACCCTACCGACCGATCTAGGCCGTTCATCCGATCG 

GGACGACCTCCGGGGGCAGCCACAGGCGCCGGGCCAGCCTCGACGCGCGCA 

GGGTCGTCAGGACCCGTCCGACGGAGACGAGCGCCAGCGAGAGGACGCCGA 

CCGCCTCGCCGTACAGGACGTCCCAGCCGAGCCCCACGAACAGCGCCACCAC 

CAGCCCGGCCAACCCCCGCCAGTGTCAGGGGCCTCGTGACGTCGGATCCCGT 

CGTGTGTACGGCGACGGGGAACCGGAGGGGCTCCCGACGGTACGCCCGGAC 

GAGCAGGAGCGAGGGCGGGACGAGGGCCGCGGCCCCGGCGACCACGAACGG 

GCCGGCCAGGAAGTGCCCGAAGAGGACCGGCAAGGGCGCGAACAGGCACCA 

GAAACCGGTGAGGACGGCGAAACCCTGCAGCTGCAGGAGGACCAGCCCGCGC 

AGCCAGGGGACCGATCCCCACCGGTAGGCGCGGCGCGCGATCAGCCAGTACA 

CGACCGACATGACGGCCAGCGGGACCAGGGCGACCGCGACGACGAACGCGA 

CCAGGGTCCAGAAGGTCACCTTCACACCGAGCTTCATGAGCGCCTTGATCATCT 

TGAGCAACAGCTTCTTCGAGGCCTTGGCCAGCGCCGTCCCACCAGTCTTCCCG 

CCCGCGTCGCCCTTCGCGCCGGCCTTGACCTTGGCCCCGGCCGCGCCCTTCT 

TCCCCTTCCCACCACCAAATAGTATGGAGAGTGAACCCAGCACGACCGACAGG 

CCCACCTTCCGCGGGCTGACGTCCTCCGGGTCCCGACCGCTCTCCTTCAGCAG 

CCTCAGCCAGTACTCCAGGAGCTCCCGGACCACCCGACGGGCCCGTTCGGGC 

GGACCCACCCGCACCTCCAACCACGGCCAGCGCAGCCAGACCCCGTCCTCAC 

GACGCTCGAAGAGGGGAGGCTTCCGCTCCTTCCTCAGGACCCTCCGCAGGTGT 

CTGAGCAGCCGGTCCACGTCCCCGTCCCGGGCGGCCAGGATCGCCTTGACAC 

CGCGGTACAGCTTCCGGCTGCGGAACGGGAGCACGACGTGCTCCAGGTCCCG 

GGTGATCAGGACCAGCCGCACCTCCTCGTCCGGGTCCATCCGCGGGCGGGAC 

GAGCGGTGCTCCTTCACGCTCACGACGTCCTCCGGACGTACCCGGACCGTCCC 

GTCCGGCCCGCGCACGACGATGCACTCCGAGGAGAGCCTCACCCACGTGGAG 

GAACCCGGGAGCGCGCGGACTGGCCGGACCGTCGCGACCACCCCAGCGGGT 

CGGGGGATCGGCCTCGACCCGCGACGCCGGACGACACGACGGGCGCGACGA 

GGGCGGTAGAACGTCGATCCCGGAAGCGCGTTCCCAAGACCGGGGAGTCCGA 

GATCGAGACCCGCCTCCTGTCGGAAGCCGTCGAAGTTATCTTTCCAGAAGGCTT 

TTAACGGATCACCGGGCTAGCCACCCGCCCCGGACGGCGCTCTCCCCGGCCT 

CACGGTCCGCGGACGGACCGGATGGGGACCGAGCGCGGCGACGACGCCCGG 

AGTCTAGTTACTTAAAAGTTAACATCCGGACCGTTTGGAAACGGTGACGAACCG 

GTGATGCACTCGACATCCCCTCGTCCGACGGTCCGGACCCCCCGGGAGACGT 

GGGGGGAGTGGGCCGTGTTCCCACCCTGTCGGATAATGCACGTCGTCCTCTGG 

TCGGCGTTGTGGTCGCTGCTATGGGTGGTGATCCTCCTGGCGGTGTACCGGAG 

GTCGGGACGCCCATCCAATCGGTGGATCTCGACCATCGCCGGCCGTAGGTGGT 
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TCCAGGATCTCCGCTCGAGGGTGAAGGAGGTCCTGGAGGCCGTCGAAACCGC 

GGAGGAGCTCGTGGATACCACCTTTGAGGGAAAGGGCGCCCCGCCCGAGCTG 

GACCGGAGGCTGGCGGACGTCCTGAGGGTCCCGGACCGGGAGGTCGACTGG 

CGGACCGGGCTCGGGATCGAGTACCTGGGGAAGTCCGCGGGCGATCGGTTCG 

CGCTGGAGCTCGCGCTGGAACTGACGGGCTCGGAGGAGGCGGTCCGGGAGCT 

CGTCGAGGACGGGTACGACGTCCTGCCGTTCGACGTGCGCCTCGAGGGACCG 

ACGGGGACCGTATCGGCCAGGGGCGTGGTCGTCCCGCTCGGCCGGTCCGACG 

GGACGCCGGTGGTCGCCGTCGTGGGGGTGGGTCGCCGCGGTACCGGGCGGA 

TCGAGCCCGTCGACTCGGAGCTGTTCGTCTTCGGCGGTCTGGTGAGCTCACGG 

CGGACGTTCTCGAGCGTTCTGAGGACCTTCGGCGAGCTCCTCCCGAGGGGCC 

ACGCGGACCGACGCGGCGCCCGTCACTGTCCACGCCCGCCCGGTGGGGGGG 

GGGGCGCACGGGAACCCGGATAATGACAGTGTCGTCGCGCCGATGATCCGGA 

TCCACCGTACTATCGGGGACCGCGGACCACCTCGGACCGTCCTCTCGACGCTC 

CTCGGGGGTTCCTCACTCGACAACCGCCCGTCGGCCAGCTCGACGACCTCCGA 

GCCTCGAGACGTGCCGCGTGCCCTTCGACGTGAACCAGGACCCCGGACACGG 

CCCGGTGGTCGACACCATCAGGATCAGTAAGGGCACCGGCATCGAGGTCCCC 

CCACGGGAGGACAATTCCCGGCGACCACGTGAACGCCGAGGAACCCGGCGAA 

TTCGCACCCGGATACCGGATATCTGCCCGAGGTCACGGCCGTTCGAGTCTCCC 

CGGTTGGGAGTCAGCCCCCGGACGGTACCGCGGTGATGGTGTTGACGTCACC 

CCGATGAACGACCCCAGCCCGGCCGTGGTGTCTAAGTCACTACCCTCTGACTC 

CGTCGGTGCGTCCGTACCCCGTGCTTCCCGTCGAGGGCGAGCCGTGTCCGAC 

GCGAGTAGCTCCGGCTCTCCGTCGCCGTTCCCGAGGGTCACCGTAATGGTCTC 

GAGACACCGGCCGCCCCGTCACGGACTCGATAGTTTCATCGTCTCAGGGACCG 

TTCGAGCTTCGACGACGCTAGTACGGTGCGACGTGTGGTACTTCCGGATTAAGT 

TGGCCCGTAATTTCGGAACTCGCGACGTTTTTCCCGCACGGTCGGAGCGTCGT 

GACGGCGACAGACGTCGAATGCGGGGACAGGTCGCCGATGGGCTACGGAGGG 

AGAACCATCCAGGTAAACTTATTCTAACCCTCCGAAGGCGTGGTAACGGGAGG 

GATGGATGGCGGACCTCCCGGCGGAAGGTCCGGAGGTACCCCGACGCGAGCA 

GGACCGAGGAGGGCAGCGGCGGGCCGACCGGCACCGCGTCGGTCAGAAGGT 

AGTTGAGGAGGCTCCTTAGGTGCACCGCCGGCCTGCCGGAGGTCTCCACGGG 

TAGTTCGGATCGATTATCCCTTCAAAGCGAAGTAGGGCGCGAGGAACCGGCAC 

GAGGGGTACTACGAGCCACGCGCCGGACCGTCCCCGCGGGTGCGTCCCTCGA 

CGGTCTCCGTCAGGAGCTCTATCAGGGGCAGGGTCAGCCCCTCGAGATGTGCC 

CGGCACAGCTCCACGAGCCTCCGGTGGACCTCCCTGCGGTCCGAGACCGGGT 

CCCCGTGCTGCAGCTTGTTCCTGATGCGACGGATCGGCGGCTTCTCCAGCGCG 

AGCTCGGTCGGGTCGTCGGTCCCGGAGAGCTCCGCGAGCTCGCGGAGCCTCG 

GGTCGTCCCGGAACGCGTCCCCGAGGCGCTCCTCGAGGTCCCGCTTGAGGGG 

TAGTCCCCCGCCCACCAGGGACCTCAGGAGCTCCCCGCTCCGGCTCCAGCTCT 

CCCACACGGTCTCGGTCGACTCCCCCACGTCCTCGCCGAGCTCCCCGAGGATG 

CGACGTATGGCGCCCCGAGCGGCCGGGAGCCCCCCGAACGGGTCGAAGAGCT 

TGAAGTACAGCTCGTCCAGGGTCGCGGCGGCCAGCTCCTTCAGCCGCCTTAAC 

TCCCCGTCCGAGCGCTTCAGGCGCGCCCGCTTGTAAGCGCCCTCGTTCAGGAA 

CGGCTCGACGAGCTTCGCGAAGGCCCGCAGCAGCAGGTGCGTCTCGTTCATCA 

GGCTCGCGGCCTCCGCCACTCTACCCCGGTCCAGCATGTATCGGCAGTAATCC 

CGCAGGAAGTCCCGCACCTCGGACAGCCGAGCCGCCAGCTCGCGGCGCTCCT 

CCGGCGTCAGCGGTCCCTCCGAGACCGTCCGGCGGGCGGGCTCACGAGGTTC 

CACGTCCCCCAAGAACACCCGCCGGAGCGTCCCCCAGACGAGTTCCACCAGG 

GAATCCCGGTCGGGGACGTCCTCCTCGCGCACGAACTCGTGGACCGGACCGG 

GGGACGACGCCCGCTCCACCCGGGCGAACTCCCGGAGCGTCTCGACCCACTC 

CACGGGCTCCGAGCGTATCGTCCGGAGCGCCTCCTCGGCCTCGTCGACCCAC 

CTGGGGGAGGGGTCCGCCAGGTACGTCGCCACCGTGTCGCGGATCCTCCAGG 

CCAGCACGTGGTCGGTCACGTCCGCCACGAGCCACCGGTCCCCCTCCACGAC 
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